Sequence Listing 



<110> Baker, Kevin P. 
Chen, Jian 
Desnoyers, Luc 
Goddard , Audrey 
Godowski , Paul J . 
Gurney, Austin L. 
Pan, James 
Smith, Victoria 
Watanabe, Colin K. 
Wood, William I. 
Zhang, Zemin 

<120> SECRETED AND TRANSMEMBRANE POLYPEPTIDES AND NUCLEIC 
ACIDS ENCODING THE SAME 

<130> P3430R1C1 

<150> 60/059263 
<151> 1997-09-18 

<150> 60/059266 
<151> 1997-09-18 

<150> 60/062250 
<151> 1997-10-17 

<150> 60/063120 
<151> 1997-10-24 

<150> 60/063121 
<151> 1997-10-24 

<150> 60/063486 
<151> 1997-10-21 

<150> 60/063540 
<151> 1997-10-28 

<150> 60/063541 
<151> 1997-10-28 

<150> 60/063544 
<151> 1997-10-28 

<150> 60/063564 
<151> 1997-10-28 

<150> 60/063734 
<151> 1997-10-29 



<150> 60/063870 



<151> 1997-10-31 

<150> 60/064103 
<151> 1997-10-31 

<150> 60/065311 
<151> 1997-11-13 

<150> 60/066120 
<151> 1997-11-21 

<150> 60/066466 
<151> 1997-11-24 

<150> 60/066772 
<151> 1997-11-24 

<150> 60/069335 
<151> 1997-12-11 

<150> 60/069425 
<151> 1997-12-12 

<150> 60/069870 
<151> 1997-12-17 

<150> 60/068017 
<151> 1997-12-18 

<150> 60/077450 
<151> 1998-03-10 

<150> 60/077632 
<151> 1998-03-11 

<150> 60/077649 
<151> 1998-03-11 

<150> 60/078886 
<151> 1998-03-20 

<150> 60/078939 
<151> 1998-03-20 

<150> 60/079664 
<151> 1998-03-27 

<150> 60/079786 
<151> 1998-03-27 

<150> 60/080107 



<151> 1998-03-31 



<150> 60/080194 
<151> 1998-03-31 

<150> 60/080327 
<151> 1998-04-01 

<150> 60/080333 
<151> 1998-04-01 

<150> 60/081049 
<151> 1998-04-08 

<150> 60/081070 
<151> 1998-04-08 

<150> 60/081195 
<151> 1998-04-09 

<150> 60/081838 
<151> 1998-04-15 

<150> 60/082568 
<151> 1998-04-21 

<150> 60/082569 
<151> 1998-04-21 

<150> 60/082704 
<151> 1998-04-22 

<150> 60/082797 
<151> 1998-04-22 

<150> 60/083322 
<151> 1998-04-28 

<150> 60/083495 
<151> 1998-04-29 

<150> 60/083496 
<151> 1998-04-29 

<150> 60/083499 
<151> 1998-04-29 

<150> 60/083559 
<151> 1998-04-29 

<150> 60/084366 



<151> 1998-05-05 



<150> 60/084414 
<151> 1998-05-06 

<150> 60/084639 
<151> 1998-05-07 

<150> 60/084640 
<151> 1998-05-07 

<150> 60/084643 
<151> 1998-05-07 

<150> 60/085573 
<151> 1998-05-15 

<150> 60/085579 
<151> 1998-05-15 

<150> 60/085580 
<151> 1998-05-15 

<150> 60/085582 
<151> 1998-05-15 

<150> 60/085700 
<151> 1998-05-15 

<150> 60/086023 
<151> 1998-05-18 

<150> 60/086392 
<151> 1998-05-22 

<150> 60/086486 
<151> 1998-05-22 

<150> 60/087098 
<151> 1998-05-28 

<150> 60/087208 
<151> 1998-05-28 

<150> 60/087609 
<151> 1998-06-02 

<150> 60/087759 
<151> 1998-06-02 

<150> 60/087827 



<151> 1998-06-03 



<150> 60/088025 
<151> 1998-06-04 

<150> 60/088028 
<151> 1998-06-04 

<150> 60/088029 
<151> 1998-06-04 

<150> 60/088033 
<151> 1998-06-04 

<150> 60/088167 
<151> 1998-06-05 

<150> 60/088202 
<151> 1998-06-05 

0 <150> 60/088212 
Q <151> 1998-06-05 

fU <150> 60/088217 
iif] <151> 1998-06-05 

m <150> 60/088326 
„ <151> 1998-06-04 

U. <150> 60/088655 
y s <151> 1998-06-09 

p, <150> 60/088722 
pf: <I51> 1998-06-10 

<150> 60/088738 
<151> 1998-06-10 

<150> 60/088740 
<151> 1998-06-10 

<150> 60/088811 
<151> 1998-06-10 

<150> 60/088824 
<151> 1998-06-10 

<150> 60/088825 
<151> 1998-06-10 

<150> 60/088826 
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<151> 1998-06-10 



<150> 60/088861 
<151> 1998-06-11 

<150> 60/088863 
<151> 1998-06-11 

<150> 60/088876 
<151> 1998-06-11 

<150> 60/089090 
<151> 1998-06-12 

<150> 60/089105 
<151> 1998-06-12 

<150> 60/089512 
<151> 1998-06-16 

B <150> 60/089514 
O <151> 1998-06-16 

fU <150> 60/089538 
If! <151> 1998-06-17 

0 <150> 60/089598 
a <151> 1998-06-17 

U> <150> 60/089653 
U- <151> 1998-06-17 

m <150> 60/089908 
5T! <151> 1998-06-18 

<150> 60/089952 
<151> 1998-06-19 

<150> 60/090246 
<151> 1998-06-22 

<150> 60/090252 
<151> 1998-06-22 

<150> 60/090254 
<151> 1998-06-22 

<150> 60/090429 
<151> 1998-06-24 

<150> 60/090435 



<151> 1998-06-24 



<150> 60/090444 
<151> 1998-06-24 

<150> 60/090461 
<151> 1998-06-24 

<150> 60/090535 
<151> 1998-06-24 

<150> 60/090540 
<151> 1998-06-24 

<150> 60/090676 
<151> 1998-06-25 

<150> 60/090678 
<151> 1998-06-25 

<150> 60/090688 
<151> 1998-06-25 

<150> 60/090690 
<151> 1998-06-25 

<150> 60/090694 
<151> 1998-06-25 

<150> 60/090695 
<151> 1998-06-25 

<150> 60/090696 
<151> 1998-06-25 

<150> 60/090862 
<151> 1998-06-26 

<150> 60/090863 
<151> 1998-06-26 

<150> 60/091010 
<151> 1998-06-26 

<150> 60/091359 
<151> 1998-07-01 

<150> 60/091478 
<151> 1998-07-02 



<150> 60/091486 



<151> 1998-07-02 



<150> 60/091544 
<151> 1998-07-01 

<150> 60/091626 
<151> 1998-07-02 

<150> 60/091628 
<151> 1998-07-02 

<150> 60/091632 
<151> 1998-07-02 

<150> 60/094006 
<151> 1998-07-24 

<150> 60/095282 
<151> 1998-08-04 

<150> 60/095998 
<151> 1998-08-10 

<150> 60/096012 
<151> 1998-08-10 

<150> 60/096757 
<151> 1998-08-17 

<150> 60/096766 
<151> 1998-08-17 

<150> 60/096867 
<151> 1998-08-17 

<150> 60/096891 
<151> 1998-08-17 

<150> 60/096897 
<151> 1998-08-17 

<150> 60/096949 
<151> 1998-08-18 

<150> 60/096959 
<151> 1998-08-18 

<150> 60/097022 
<151> 1998-08-18 

<150> 60/097952 



<151> 1998-08-26 



<150> 60/097954 
<151> 1998-08-26 

<150> 60/097955 
<151> 1998-08-26 

<150> 60/097971 
<151> 1998-08-26 

<150> 60/097974 
<151> 1998-08-26 

<150> 60/098014 
<151> 1998-08-26 

<150> 60/098716 
<151> 1998-09-01 

<150> 60/098723 
<151> 1998-09-01 

<150> 60/098803 
<151> 1998-09-02 

<150> 60/098821 
<151> 1998-09-02 

<150> 60/098843 
<151> 1998-09-02 

<150> 60/099602 
<151> 1998-09-09 

<150> 60/099741 
<151> 1998-09-10 

<150> 60/099754 
<151> 1998-09-10 

<150> 60/099763 
<151> 1998-09-10 

<150> 60/099812 
<151> 1998-09-10 

<150> 60/100388 
<151> 1998-09-15 

<150> 60/100662 



<151> 1998-09-16 



<150> 60/100664 
<151> 1998-09-16 

<150> 60/100683 
<151> 1998-09-17 

<150> 60/100684 
<151> 1998-09-17 

<150> 60/100849 
<151> 1998-09-18 

<150> 60/100919 
<151> 1998-09-17 

<150> 60/100930 
<151> 1998-09-17 

<150> 60/101014 
<151> 1998-09-18 

<150> 60/101068 
<151> 1998-09-18 

<150> 60/101471 
<151> 1998-09-23 

<150> 60/101472 
<151> 1998-09-23 

<150> 60/101475 
<151> 1998-09-23 

<150> 60/101477 
<151> 1998-09-23 

<150> 60/101738 
<151> 1998-09-24 

<150> 60/101739 
<151> 1998-09-24 

<150> 60/101743 
<151> 1998-09-24 

<150> 60/101751 
<151> 1998-09-16 

<150> 60/101786 



<151> 1998-09-25 

<150> 60/101922 
<151> 1998-09-24 

<150> 60/102207 
<151> 1998-09-29 

<150> 60/102240 
<151> 1998-09-29 

<150> 60/102330 
<151> 1998-09-29 

<150> 60/102331 
<151> 1998-09-29 

<150> 60/102487 
<151> 1998-09-30 

<150> 60/102570 
<151> 1998-09-30 

<150> 60/102571 
<151> 1998-09-30 

<150> 60/102684 
<151> 1998-10-01 

<150> 60/102687 
<151> 1998-10-01 

<150> 60/102965 
<151> 1998-10-02 

<150> 60/103258 
<151> 1998-10-06 

<150> 60/103395 
<151> 1998-10-07 

<150> 60/103401 
<151> 1998-10-07 

<150> 60/103449 
<151> 1998-10-06 

<150> 60/103633 
<151> 1998-10-08 

<150> 60/103678 



<151> 1998-10-08 



<150> 60/103679 
<151> 1998-10-08 

<150> 60/103681 
<151> 1998-10-08 

<150> 60/103711 
<151> 1998-10-08 

<150> 60/104257 
<151> 1998-10-14 

<150> 60/105000 
<151> 1998-10-20 

<150> 60/105002 
<151> 1998-10-20 

O <150> 60/105266 
Q <151> 1998-10-22 

m 

Fy <150> 60/105693 
U1 <151> 1998-10-26 

ff\ <150> 60/105694 
~ <151> 1998-10-26 

Ci 

y, <150> 60/105807 
y, <151> 1998-10-27 

Jtj <150> 60/105881 
^1 <151> 1998-10-27 

<150> 60/105882 
<151> 1998-10-27 

<150> 60/106023 
<151> 1998-10-28 

<150> 60/106029 
<151> 1998-10-28 

<150> 60/106033 
<151> 1998-10-28 

<150> 60/106062 
<151> 1998-10-27 

<150> 60/106178 
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<151> 1998-10-28 

<150> 60/106190 
<151> 1998-10-28 

<150> 60/106248 
<151> 1998-10-29 

<150> 60/106464 
<151> 1998-10-30 

<150> 60/106902 
<151> 1998-11-03 

<150> 60/106905 
<151> 1998-11-03 

<150> 60/106919 
<151> 1998-11-03 

<150> 60/108500 
<151> 1998-10-29 

<150> 60/108775 
<151> 1998-11-17 

<150> 60/108779 
<151> 1998-11-17 

<150> 60/108787 
<151> 1998-11-17 

<150> 60/108788 
<151> 1998-11-17 

<150> 60/108806 
<151> 1998-11-17 

<150> 60/108807 
<151> 1998-11-17 

<150> 60/108848 
<151> 1998-11-18 

<150> 60/108851 
<151> 1998-11-18 

<150> 60/108852 
<151> 1998-11-18 

<150> 60/112419 



<151> 1998-12-15 

<150> 60/112420 
<151> 1998-12-15 

<150> 60/112422 
<151> 1998-12-15 

<150> 60/1 12514 
<151> 1998-12-15 

<150> 60/1 12853 
<151> 1998-12-16 

<150> 60/112854 
<151> 1998-12-16 

<150> 60/113011 
<151> 1998-12-16 

<150> 60/113223 
<151> 1998-12-22 

<150> 60/113408 
<151> 1998-12-22 

<150> 60/113621 
<151> 1998-12-23 

<150> 60/114140 
<151> 1998-12-23 

<150> 60/1 15614 
<151> 1999-01-12 

<150> 60/1 16527 
<151> 1999-01-20 

<150> 60/119285 
<151> 1999-02-09 

<150> 60/119287 
<151> 1999-02-09 

<150> 60/119525 
<151> 1999-02-10 

<150> 60/1 19544 
<151> 1999-02-10 

<150> 60/120014 



<151> 1999-02-11 



<150> 60/125774 
<151> 1999-03-23 

<150> 60/125775 
<151> 1999-03-23 

<150> 60/125778 
<151> 1999-03-23 

<150> 60/127035 
<151> 1999-03-31 

<150> 60/127706 
<151> 1999-04-05 

<150> 60/130232 
<151> 1999-04-21 

Q <150> 60/131022 
Q <151> 1999-04-26 

n} <150> 60/131266 
jjfj <151> 1999-04-27 

Si <150> 60/132371 
*" <1 5 1> 1999-05-04 

jj <150> 60/132381 
l! <151> 1999-05-04 

C <150> 60/132382 
<151> 1999-05-04 

m 

<150> 60/132383 
<151> 1999-05-04 

<150> 60/135741 
<151> 1999-05-25 

<150> 60/135747 
<151> 1999-05-25 

<150> 60/135750 
<151> 1999-05-25 

<150> 60/138387 
<151> 1999-06-09 

<150> 60/140719 



<151> 1999-06-22 



<150> 60/144758 
<151> 1999-07-20 

<150> 60/145070 
<151> 1999-07-20 

<150> 60/146222 
<151> 1999-07-28 

<150> 60/145228 
<151> 1999-07-20 

<150> 60/145698 
<151> 1999-07-26 

<150> 60/146835 
<151> 1999-08-03 

<150> 60/146837 
<151> 1999-08-03 

<150> 60/146845 
<151> 1999-08-03 

<150> 60/146867 
<151> 1999-08-03 

<150> 60/146913 
<151> 1999-08-03 

<150> 60/146918 
<151> 1999-08-03 

<150> 60/146970 
<151> 1999-08-03 

<150> 60/148145 
<151> 1999-08-10 

<150> 60/148158 
<151> 1999-08-10 

<150> 60/148185 
<151> 1999-08-10 

<150> 60/148189 
<151> 1999-08-10 

<150> 60/149268 



<151> 1999-08-17 



<150> 60/149411 
<151> 1999-08-17 

<150> 60/149413 
<151> 1999-08-17 

<150> 60/151736 
<151> 1999-08-31 

<150> 60/151791 
<151> 1999-08-31 

<150> 60/151792 
<151> 1999-08-31 

<150> 60/153805 
<151> 1999-09-14 

<150> 60/153806 
<151> 1999-09-14 

<150> 60/153856 
<151> 1999-09-14 

<150> 60/153857 
<151> 1999-09-14 

<150> 60/153904 
<151> 1999-09-14 

<150> 60/160407 
<151> 1999-10-19 

<150> 60/160408 
<151> 1999-10-19 

<150> 60/162506 
<151> 1999-10-29 

<150> 60/164495 
<151> 1999-11-09 

<150> 60/164499 
<151> 1999-11-09 

<150> 60/164500 
<151> 1999-11-09 

<150> 60/166360 



<151> 1999-11-16 



<150> 60/166363 
<151> 1999-11-16 

<150> 60/166364 
<151> 1999-11-16 

<150> 60/186968 
<151> 2000-03-06 

<150> 60/189320 
<151> 2000-03-14 

<150> 60/189328 
<151> 2000-03-14 

<150> 60/190828 
<151> 2000-03-21 

<150> 60/191007 
<151> 2000-03-21 

<150> 60/191048 
<151> 2000-03-21 

<150> 60/191314 
<151> 2000-03-21 

<150> 60/192655 
<151> 2000-03-28 

<150> 60/193032 
<151> 2000-03-29 

<150> 60/193053 
<151> 2000-03-29 

<150> 60/194449 
<151> 2000-04-04 

<150> 60/194647 
<151> 2000-04-04 

<150> 60/195975 
<151> 2000-04-11 

<150> 60/196000 
<151> 2000-04-11 



<150> 60/196187 



<151> 2000-04-11 

<150> 60/196690 
<151> 2000-04-11 

<150> 60/196820 
<151> 2000-04-11 

<150> 60/198121 
<151> 2000-04-18 

<150> 60/198585 
<151> 2000-04-18 

<150> 60/199397 
<151> 2000-04-25 

<150> 60/199550 
<151> 2000-04-25 

<150> 60/199654 
<1 5 1> 2000-04-25 

<150> 60/201516 
<151> 2000-05-03 

<150> 60/204675 
<151> 2000-05-17 

<150> 09/105413 
<151> 1998-06-26 

<150> 09/168978 
<151> 1998-10-07 

<150> 09/187368 
<151> 1998-11-06 

<150> 09/202054 
<151> 1998-12-07 

<150> 09/254311 
<151> 1999-03-03 

<150> 09/311832 
<151> 1999-05-14 

<150> 09/380137 
<151> 1999-08-25 



<150> 09/380138 



<151> 1999-08-25 



<150> 09/380139 
<151> 1999-08-25 

<150> 09/380142 
<151> 1999-08-25 

<150> 09/403297 
<151> 1999-10-18 

<150> 09/423844 
<151> 1999-11-12 

<150> 09/644848 
<151> 2000-08-22 

<150> 09/664610 
<151> 2000-09-18 

<150> 09/665350 
<151> 2000-09-18 

<150> 09/709238 
<151> 2000-11-08 

<150> 09/747259 
<151> 2000-12-20 

<150> 09/816744 
<151> 2001-03-22 

<150> 09/854208 
<151> 2001-05-10 

<150> 09/854280 
<151> 2001-05-10 

<150> 09/866028 
<151> 2001-05-25 

<150> 09/874503 
<151> 2001-06-05 

<150> 09/908827 
<151> 2001-07-18 

<150> 09/918585 
<151> 2001-07-30 

<150> 09/924419 



<151> 2001-08-06 

<150> 09/929404 
<151> 2001-08-13 

<150> 09/931836 
<151> 2001-08-16 

<150> 09/941992 
<151> 2001-08-28 

<150> 09/946374 
<151> 2001-09-04 

<150> PCT/US98/19330 
<151> 1998-09-16 

<150>PCT/US98/21141 
<151> 1998-10-07 

<150>PCT/US98/25108 
<151> 1998-12-01 

<150> PCT/US99/05028 
<151> 1999-03-08 

<150> PCT/US99/10733 
<151> 1999-05-14 

<150> PCT/US99/12252 
<151> 1999-06-02 

<150>PCT/US99/20111 
<151> 1999-09-01 

<150> PCT/US99/21090 
<151> 1999-09-15 

<150> PCT/US99/28301 
<151> 1999-12-01 

<150>PCT/US99/28551 
<151> 1999-12-02 

<150> PCT/US99/31274 
<151> 1999-12-30 

<150> PCT/USOO/00219 
<151> 2000-01-05 

<150> PCT/US00/04341 



<151> 2000-02-18 



<150> PCT/US00/04342 
<151> 2000-02-18 

<150>PCT/US00/04414 
<151> 2000-02-22 

<150> PCT/US00/05004 
<151> 2000-02-24 

<150> PCT/US00/05601 
<151> 2000-03-01 

<150> PCT/US00/05841 
<151> 2000-03-02 

<150> PCT/US00/06884 
<151> 2000-03-15 

<150> PCT/US00/08439 
<151> 2000-03-30 

<150> PCT/USOO/13705 
<151> 2000-05-17 

<150> PCT/US00/14042 
<151> 2000-05-22 

<150>PCT/US00/14941 
<151> 2000-05-30 

<150> PCT/US00/15264 
<151> 2000-06-02 

<150> PCT/US00/20710 
<151> 2000-07-28 

<150>PCT/US00/23328 
<151> 2000-08-24 

<150> PCT/US00/30952 
<151> 2000-11-08 

<150> PCT/US00/32678 
<151> 2000-12-01 

<150> PCT/US00/34956 
<151> 2000-12-20 

<150> PCT/USO 1/06520 



<151> 2001-02-28 

<150> PCT/US01/17800 
<151> 2001-06-01 

<150>PCT/US01/19692 
<151> 2001-06-20 

<150> PCT/US01/21066 
<151> 2001-06-29 

<150>PCT/US01/21735 
<151> 2001-07-09 

<150>PCT/US01/27099 
<151> 2001-08-29 

<160> 612 

<210> 1 

<211> 3033 

<212> DNA 

<213> Homo Sapien 

<400> 1 



gaaggctgcc 


tcgctggtcc 


gaattcggtg 


gcgccacgtc 


cgcccgtctc 


50 


cgccttctgc 


atcgcggctt 


cggcggcttc 


cacctagaca 


cctaacagtc 


100 


gcggagccgg 


ccgcgtcgtg 


agggggtcgg 


cacggggagt 


cgggcggtct 


150 


tgtgcatctt 


ggctacctgt 


gggtcgaaga 


tgtcggacat 


cggagactgg 


200 


ttcaggagca 


tcccggcgat 


cacgcgctat 


tggttcgccg 


ccaccgtcgc 


250 


cgtgcccttg 


gtcggcaaac 


tcggcctcat 


cagcccggcc 


tacctcttcc 


300 


tctggcccga 


agccttcctt 


tatcgctttc 


agatttggag 


gccaatcact 


350 


gccacctttt 


atttccctgt 


gggtccagga 


actggatttc 


tttatttggt 


400 


caatttatat 


ttcttatatc 


agtattctac 


gcgacttgaa 


acaggagctt 


450 


ttgatgggag 


gccagcagac 


tatttattca 


tgctcctctt 


taactggatt 


500 


tgcatcgtga 


ttactggctt 


agcaatggat 


atgcagttgc 


tgatgattcc 


550 


tctgatcatg 


tcagtacttt 


atgtctgggc 


ccagctgaac 


agagacatga 


600 


ttgtatcatt 


ttggtttgga 


acacgattta 


aggcctgcta 


tttaccctgg 


650 


gttatccttg 


gattcaacta 


tatcatcgga 


ggctcggtaa 


tcaatgagct 


700 


tattggaaat 


ctggttggac 


atctttattt 


tttcctaatg 


ttcagatacc 


750 


caatggactt 


gggaggaaga 


aattttctat 


ccacacctca 


gtttttgtac 


800 



cgctggctgc 


ccagtaggag 


aggaggagta 


tcaggatttg 


gtgtgccccc 


850 


tgctagcatg 


aggcgagctg 


ctgatcagaa 


tggcggaggc 


gggagacaca 


900 


actggggcca 


gggctttcga 


cttggagacc 


agtgaagggg 


cggcctcggg 


950 


cagccgctcc 


tctcaagcca 


catttcctcc 


cagtgctggg 


tgcacttaac 


1000 


aactgcgttc 


tggctaacac 


tgttggacct 


gacccacact 


gaatgtagtc 


1050 


tttcagtacg 


agacaaagtt 


tcttaaatcc 


cgaagaaaaa 


tataagtgtt 


1100 


ccacaagttt 


cacgattctc 


attcaagtcc 


ttactgctgt 


gaagaacaaa 


1150 


taccaactgt 


gcaaattgca 


aaactgacta 


cattttttgg 


tgtcttctct 


1200 


tctccccttt 


ccgtctgaat 


aatgggtttt 


agcgggtcct 


aatctgctgg 


1250 


cattgagctg 


gggctgggtc 


accaaaccct 


tcccaaaagg 


accttatctc 


1300 


tttcttgcac 


acatgcctct 


ctcccacttt 


tcccaacccc 


cacatttgca 


1350 


actagaaaaa 


gttgcccata 


aaattgctct 


gcccttgaca 


ggttctgtta 


1400 


tttattgact 


tttgccaagg 


ctggtcacaa 


caatcatatt 


cacgttattt 


1450 


tccccttttg 


gtggcagaac 


tgttaccaat 


agggggagaa 


gacagccacg 


1500 


gatgaagcgt 


ttctcagctt 


ttggaattgc 


ttcgactgac 


atccgttgtt 


1550 


aaccgtttgc 


cactcttcag 


atatttttta 


taaaaaaagt 


accactgagt 


1600 


tcatgagggc 


cacagattgg 


ttattaatga 


gatacgaggg 


ttggtgctgg 


1650 


gtgtttgttt 


cctgagctaa 


gtgatcaaga 


ctgtagtgga 


gttgcagcta 


1700 


acatgggtta 


ggtttaaacc 


atgggggatg 


cacccctttg 


cgtttcatat 


1750 


gtagccctac 


tggctttgtg 


tagctggagt 


agttgggttg 


ctttgtgtta 


1800 


ggaggatcca 


gatcatgttg 


gctacaggga 


gatgctctct 


ttgagaggtc 


1850 


ctgggcattg 


attcccattt 


caatctcatt 


ctggatatgt 


gttcattgag 


1900 


taaaggagga 


gagaccctca 


tacgctattt 


aaatgtcact 


tttttgccta 


1950 


tcccccgttt 


tttggtcatg 


tttcaattaa 


ttgtgaggaa 


ggcgcagctc 


2000 


ctctctgcac 


gtagatcatt 


ttttaaagct 


aatgtaagca 


catctaaggg 


2050 


aataacatga 


tttaaggttg 


aaatggcttt 


agaatcattt 


gggtttgagg 


2100 


gtgtgttatt 


ttgagtcatg 


aatgtacaag 


ctctgtgaat 


cagaccagct 


2150 


taaataccca 


cacctttttt 


tcgtaggtgg 


gcttttccta 


tcagagcttg 


2200 


gctcataacc 


aaataaagtt 


ttttgaaggc 


catggctttt 


cacacagtta 


2250 
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ttttatttta 


tgacgttatc 


tgaaagcaga 


ctgttaggag 


cagtattgag 


2300 


tggctgtcac 


actttgaggc 


aactaaaaag 


gcttcaaacg 


ttttgatcag 


2350 


tttcttttca 


ggaaacattg 


tgctctaaca 


gtatgactat 


tctttccccc 


2400 


actcttaaac 


agtgtgatgt 


gtgttatcct 


aggaaatgag 


agttggcaaa 


2450 


caacttctca 


ttttgaatag 


agtttgtgtg 


tacttctcca 


tatttaattt 


2500 


atatgataaa 


ataggtgggg 


agagtctgaa 


ccttaactgt 


catgttttgt 


2550 


tgttcatctg 


tggccacaat 


aaagtttact 


tgtaaaattt 


tagaggccat 


2600 


tactccaatt 


atgttgcacg 


tacactcatt 


gtacaggcgt 


ggagactcat 


2650 


tgtatgtata 


agaatatttc 


tgacagtgag 


tgacccggag 


tctctggtgt 


2700 


accctcttac 


cagtcagctg 


cctgcgagca 


gtcatttttt 


cctaaaggtt 


2750 


tacaagtatt 


tagaactttt 


cagttcaggg 


caaaatgttc 


atgaagttat 


2800 


tcctcttaaa 


catggttagg 


aagctgatga 


cgttattgat 


tttgtctgga 


2850 


ttatgtttct 


ggaataattt 


taccaaaaca 


agctatttga 


gttttgactt 


2900 


gacaaggcaa 


aacatgacag 


tggattctct 


ttacaaatgg 


aaaaaaaaaa 


2950 


tccttatttt 


gtataaagga 


cttccctttt 


tgtaaactaa 


tcctttttat 


3000 


tggtaaaaat 


tgtaaattaa 


aatgtgcaac 


ttg 3033 







<210> 2 

<211> 251 

<212> PRT 

<213> Homo Sapien 

<400> 2 

Met Ser Asp lie Gly Asp Trp Phe Arg Ser lie Pro Ala lie Thr 
1 5 10 15 

Arg Tyr Trp Phe Ala Ala Thr Val Ala Val Pro Leu Val Gly Lys 
20 25 30 

Leu Gly Leu lie Ser Pro Ala Tyr Leu Phe Leu Trp Pro Glu Ala 
35 40 45 

Phe Leu Tyr Arg Phe Gin lie Trp Arg Pro lie Thr Ala Thr Phe 
50 55 60 

Tyr Phe Pro Val Gly Pro Gly Thr Gly Phe Leu Tyr Leu Val Asn 
65 70 75 

Leu Tyr Phe Leu Tyr Gin Tyr Ser Thr Arg Leu Glu Thr Gly Ala 
80 85 90 

Phe Asp Gly Arg Pro Ala Asp Tyr Leu Phe Met Leu Leu Phe Asn 
95 100 105 
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Trp He Cys He Val 
110 

Leu Met He Pro Leu 
125 

Leu Asn Arg Asp Met 
140 

Lys Ala Cys Tyr Leu 
155 

He Gly Gly Ser Val 
170 

His Leu Tyr Phe Phe 
185 

Gly Arg Asn Phe Leu 
2 00 

Pro Ser Arg Arg Gly 
215 

Ser Met Arg Arg Ala 
230 

Asn Trp Gly Gin Gly 
245 

:210> 3 

:211> 1351 

:212> DNA 

:213> Homo Sapien 

:400> 3 



gagcgaggcc 


ggggactgaa 


ggtgtgggtg 


tcgagccctc 


tggcagaggg 


50 


ttaacctggg 


tcaaatgcac 


ggattctcac 


ctcgtacagt 


tacgctctcc 


100 


cgcggcacgt 


ccgcgaggac 


ttgaagtcct 


gagcgctcaa gtttgtccgt 


150 


aggtcgagag 


aaggccatgg 


aggtgccgcc 


accggcaccg 


cggagctttc 


200 


tctgtagagc 


attgtgccta 


tttccccgag 


tctttgctgc 


cgaagctgtg 


250 


actgccgatt 


cggaagtcct 


tgaggagcgt 


cagaagcggc 


ttccctacgt 


300 


cccagagccc 


tattacccgg 


aatctggatg 


ggaccgcctc 


cgggagctgt 


350 


ttggcaaaga 


tgaacagcag 


agaatttcaa 


aggaccttgc 


taatatctgt 


400 


aagacggcag 


ctacagcagg 


catcattggc 


tgggtgtatg 


ggggaatacc 


450 


agcttttatt 


catgctaaac 


aacaatacat 


tgagcagagc 


caggcagaaa 


500 


tttatcataa 


ccggtttgat 


gctgtgcaat 


ctgcacatcg 


tgctgccaca 


550 



He Thr Gly Leu Ala Met Asp Met Gin Leu 
115 120 

He Met Ser Val Leu Tyr Val Trp Ala Gin 
130 135 

He Val Ser Phe Trp Phe Gly Thr Arg Phe 
145 150 

Pro Trp Val He Leu Gly Phe Asn Tyr He 
160 ~ 165 

He Asn Glu Leu He Gly Asn Leu Val Gly 
175 180 

Leu Met Phe Arg Tyr Pro Met Asp Leu Gly 
190 195 

Ser Thr Pro Gin Phe Leu Tyr Arg Trp Leu 
205 210 

Gly Val Ser Gly Phe Gly Val Pro Pro Ala 
220 225 

Ala Asp Gin Asn Gly Gly Gly Gly Arg His 
235 240 



Phe Arg Leu Gly Asp Gin 
250 



cgaggcttca 


ttcgttatgg 


ctggcgctgg 


ggttggagaa 


ctgcagtgtt 


600 


tgtgactata 


ttcaacacag 


tgaacactag 


tctgaatgta 


taccgaaata 


650 


aagatgcctt 


aagccatttt 


gtaattgcag 


gagctgtcac 


gggaagtctt 


700 


tttaggataa 


acgtaggcct 


gcgtggcctg 


gtggctggtg 


gcataattgg 


750 


agccttgctg 


ggcactcctg 


taggaggcct 


gctgatggca 


tttcagaagt 


800 


acgctggtga 


gactgttcag 


gaaagaaaac 


agaaggatcg 


aaaggcactc 


850 


catgagctaa 


aactggaaga 


gtggaaaggc 


agactacaag 


ttactgagca 


900 


cctccctgag 


aaaattgaaa 


gtagtttacg 


ggaagatgaa 


cctgagaatg 


950 


atgctaagaa 


aattgaagca 


ctgctaaacc 


ttcctagaaa 


cccttcagta 


1000 


atagataaac 


aagacaagga 


ctgaaagtgc 


tctgaacttg 


aaactcactg 


1050 


gagagctgaa 


gggagctgcc 


atgtccgatg 


aatgccaaca 


gacaggccac 


1100 


tctttggtca 


gcctgctgac 


aaatttaagt 


gctggtacct 


gtggtggcag 


1150 


tggcttgctc 


ttgtcttttt 


cttttctttt 


taactaagaa 


tggggctgtt 


1200 


gtactctcac 


tttacttatc 


cttaaattta 


aatacatact 


tatgtttgta 


1250 


ttaatctatc 


aatatatgca 


tacatggata 


tatccaccca 


cctagatttt 


1300 


aagcagtaaa 


taaaacattt 


cgcaaaagat 


taaagttgaa 


ttttacagtt 


1350 


t 1351 













<210> 4 

<211> 285 

<212> PRT 

<213> Homo Sapien 

<400> 4 

Met Glu Val Pro Pro Pro Ala Pro Arg Ser Phe Leu Cys Arg Ala 
1 5 10 15 

Leu Cys Leu Phe Pro Arg Val Phe Ala Ala Glu Ala Val Thr Ala 
20 25 30 

Asp Ser Glu Val Leu Glu Glu Arg Gin Lys Arg Leu Pro Tyr Val 
35 40 45 

Pro Glu Pro Tyr Tyr Pro Glu Ser Gly Trp Asp Arg Leu Arg Glu 
50 " 55 " 60 

Leu Phe Gly Lys Asp Glu Gin Gin Arg lie Ser Lys Asp Leu Ala 
65 70 75 

Asn lie Cys Lys Thr Ala Ala Thr Ala Gly lie lie Gly Trp Val 
80 85 90 



27 



Tyr Gly Gly lie Pro Ala Phe lie His 
95 

Glu Gin Ser Gin Ala Glu He Tyr His 
110 

Gin Ser Ala His Arg Ala Ala Thr Arg 
125 

Trp Arg Trp Gly Trp Arg Thr Ala Val 
140 

Thr Val Asn Thr Ser Leu Asn Val Tyr 
155 

Ser His Phe Val He Ala Gly Ala Val 
170 

He Asn Val Gly Leu Arg Gly Leu Val 
185 

Ala Leu Leu Gly Thr Pro Val Gly Gly 
200 

Lys Tyr Ala Gly Glu Thr Val Gin Glu 
215 

Lys Ala Leu His Glu Leu Lys Leu Glu 
230 

Gin Val Thr Glu His Leu Pro Glu Lys 
245 

Glu Asp Glu Pro Glu Asn Asp Ala Lys 
260 

Asn Leu Pro Arg Asn Pro Ser Val He 
275 

:210> 5 

:211> 1487 

:212> DNA 

:213> Homo Sapien 

:400> 5 



cggacgcgtg 


ggcgcgggac 


gccggcaggg 


ttgtggcgca 


gcagtctcct 


50 


tcctgcgcgc 


gcgcctgaag 


tcggcgtggg 


cgtttgagga 


agctgggata 


100 


cagcatttaa 


tgaaaaattt 


atgcttaaga 


agtaaaaatg 


gcaggcttcc 


150 


tagataattt 


tcgttggcca 


gaatgtgaat 


gtattgactg 


gagtgagaga 


200 


agaaatgctg 


tggcatctgt 


tgtcgcaggt 


atattgtttt 


ttacaggctg 


250 


gtggataatg 


attgatgcag 


ctgtggtgta tcctaagcca gaacagttga 


300 


accatgcctt 


tcacacatgt 


ggtgtatttt 


ccacattggc 


tttcttcatg 


350 
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Ala Lys 
100 

Asn Arg 
115 

Gly Phe 
130 

Phe Val 
145 

Arg Asn 
160 

Thr Gly 
175 

Ala Gly 
190 

Leu Leu 

205 

Arg Lys 
22 0 

Glu Trp 
235 

He Glu 
250 

Lys He 

265 

Asp Lys 
280 



Gin Gin 
Phe Asp 
He Arg 
Thr He 
Lys Asp 
Ser Leu 
Gly He 
Met Ala 
Gin Lys 
Lys Gly 
Ser Ser 
Glu Ala 
Gin Asp 



Tyr He 
105 

Ala Val 
120 

Tyr Gly 
135 

Phe Asn 
150 

Ala Leu 
165 

Phe Arg 
180 

He Gly 
195 

Phe Gin 
210 

Asp Arg 
22 5 

Arg Leu 
240 

Leu Arg 
255 

Leu Leu 
270 

Lys Asp 
285 



ataaatgctg 


tatccaatgc 


tcaggtgaga 


ggtgatagct 


atgaaagcgg 


400 


ctgtttagga 


agaacaggtg 


ctcgagtttg 


gcttttcatt 


ggtttcatgt 


450 


tgatgtttgg 


gtcacttatt 


gcttccatgt 


ggattctttt 


tggtgcatat 


500 


gttacccaaa 


atactgatgt 


ttatccggga 


ctagctgtgt 


tttttcaaaa 


550 


tgcacttata 


ttttttagca 


ctctgatcta 


caaatttgga 


agaaccgaag 


600 


agctatggac 


ctgagatcac 


ttcttaagtc 


acattttcct 


tttgttatat 


650 


tctgtttgta 


gataggtttt 


ttatctctca 


gtacacattg 


ccaaatggag 


700 


tagattgtac 


attaaatgtt 


ttgtttcttt 


acatttttat 


gttctgagtt 


750 


ttgaaatagt 


tttatgaaat 


ttctttattt 


ttcattgcat 


agactgttaa 


800 


tatgtatata 


atacaagact 


atatgaattg 


gataatgagt 


atcagttttt 


850 


tattcctgag 


atttagaact 


tgatctactc 


cctgagccag 


ggttacatca 


900 


tcttgtcatt 


ttagaagtaa 


ccactcttgt 


ctctctggct 


gggcacggtg 


950 


gctcatgcct 


gtaatcccag 


cactttggga 


ggccgaggcg 


ggccgattgc 


1000 


ttgaggtcaa 


gtgtttgaga 


ccagcctggc 


caacatggcg 


aaaccccatc 


1050 


tactaaaaat 


acaaaaatta 


gccaggcatg 


gtggtgggtg 


cctgtaatcc 


1100 


cagctacctg 


ggaggctgag 


gcaggagaat 


cgcttgaacc 


cggggggcag 


1150 


aggttgcagt 


gagctgagtt 


tgcgccactg 


cactctagcc 


tgggggagaa 


1200 


agtgaaactc 


cctctcaaaa 


aaaagaccac 


tctcagtatc 


tctgatttct 


1250 


gaagatgtac 


aaaaaaatat 


agcttcatat 


atctggaatg 


agcactgagc 


1300 


cataaaaggt 


tttcagcaag 


ttgtaactta 


ttttggccta 


aaaatgaggt 


1350 


ttttttggta 


aagaaaaaat 


atttgttctt 


atgtattgaa 


gaagtgtact 


1400 


tttatataat 


gattttttaa 


atgcccaaag 


gactagtttg 


aaagcttctt 


1450 


ttaaaaagaa 


ttcctctaat 


atgactttat 


gtgagaa 1487 





<210> 6 

<211> 158 

<212> PRT 

<213> Homo Sapien 

<400> 6 

Met Ala Gly Phe Leu Asp Asn Phe Arg Trp Pro Glu Cys Glu Cys 
1 " 5 10 15 

lie Asp Trp Ser Glu Arg Arg Asn Ala Val Ala Ser Val Val Ala 
20 25 30 
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Gly lie Leu Phe Phe Thr Gly Trp Trp lie Met lie Asp Ala Ala 

35 40 45 

Val Val Tyr Pro Lys Pro Glu Gin Leu Asn His Ala Phe His Thr 

50 55 60 

Cys Gly Val Phe Ser Thr Leu Ala Phe Phe Met lie Asn Ala Val 

65 70 75 

Ser Asn Ala Gin Val Arg Gly Asp Ser Tyr Glu Ser Gly Cys Leu 

80 85 90 

Gly Arg Thr Gly Ala Arg Val Trp Leu Phe He Gly Phe Met Leu 

95 100 105 

Met Phe Gly Ser Leu He Ala Ser Met Trp He Leu Phe Gly Ala 

110 115 120 

Tyr Val Thr Gin Asn Thr Asp Val Tyr Pro Gly Leu Ala Val Phe 

125 130 135 

Phe Gin Asn Ala Leu He Phe Phe Ser Thr Leu He Tyr Lys Phe 

140 145 150 

Gly Arg Thr Glu Glu Leu Trp Thr 
155 

<210> 7 

<211> 2886 

<212> DNA 

<213> Homo Sapien 

<400> 7 



gcgtggtttt 


tgttctgcaa 


taggcggctt 


agagggaggg 


gctttttcgc 


50 


ctatacctac 


tgtagcttct 


ccacgtatgg 


accctaaagg 


ctactgctgc 


100 


tactacgggg 


ctagacagtt 


actgtctcag 


ctctaggatg 


tgcgttcttc 


150 


cactagaagc 


tcttctgagg 


gaggtaatta 


aaaaacagtg 


gaatggaaaa 


200 


acagtgctgt 


agtcatcctg 


taatatgctc 


cttgtcaaca 


atgtatacat 


250 


tcctgctagg 


tgccatattc 


attgctttaa 


gctcaagtcg 


catcttacta 


300 


gtgaagtatt 


ctgccaatga 


agaaaacaag 


tatgattatc 


ttccaactac 


350 


tgtgaatgtg 


tgctcagaac 


tggtgaagct 


agttttctgt 


gtgcttgtgt 


400 


cattctgtgt 


tataaagaaa 


gatcatcaaa 


gtagaaattt 


gaaatatgct 


450 


tcctggaagg 


aattctctga 


tttcatgaag 


tggtccattc 


ctgcctttct 


500 


ttatttcctg 


gataacttga 


ttgtcttcta 


tgtcctgtcc 


tatcttcaac 


550 


cagccatggc 


tgttatcttc 


tcaaatttta 


gcattataac 


aacagctctt 


600 


ctattcagga 


tagtgctgaa 


gaggcgtcta 


aactggatcc 


agtgggcttc 


650 
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cctcctgact 


ttatttttgt 


ctattgtggc 


cttgactgcc 


gggactaaaa 


700 


ctttacagca 


caacttggca 


ggacgtggat 


ttcatcacga 


tgcctttttc 


750 


agcccttcca 


attcctgcct 


tcttttcaga 


agtgagtgtc 


ccagaaaaga 


800 


caattgtaca 


gcaaaggaat 


ggacttttcc 


tgaagctaaa 


tggaacacca 


850 


cagccagagt 


tttcagtcac 


atccgtcttg 


gcatgggcca 


tgttcttatt 


900 


atagtccagt 


gttttatttc 


ttcaatggct 


aatatctata 


atgaaaagat 


950 


actgaaggag 


gggaaccagc 


tcactgaaag 


catcttcata 


cagaacagca 


1000 


aactctattt 


ctttggcatt 


ctgtttaatg 


ggctgactct 


gggccttcag 


1050 


aggagtaacc 


gtgatcagat 


taagaactgt 


ggattttttt 


atggccacag 


1100 


tgcattttca 


gtagccctta 


tttttgtaac 


tgcattccag 


ggcctttcag 


1150 


tggctttcat 


tctgaagttc 


ctggataaca 


tgttccatgt 


cttgatggcc 


1200 


caggttacca 


ctgtcattat 


cacaacagtg 


tctgtcctgg 


tctttgactt 


1250 


caggccctcc 


ctggaatttt 


tcttggaagc 


cccatcagtc 


cttctctcta 


1300 


tatttattta 


taatgccagc 


aagcctcaag 


ttccggaata 


cgcacctagg 


1350 


caagaaagga 


tccgagatct 


aagtggcaat 


ctttgggagc 


gttccagtgg 


1400 


ggatggagaa 


gaactagaaa 


gacttaccaa 


acccaagagt 


gatgagtcag 


1450 


atgaagatac 


tttctaactg 


gtacccacat 


agtttgcagc 


tctcttgaac 


1500 


cttattttca 


cattttcagt 


gtttgtaata 


tttatctttt 


cactttgata 


1550 


aaccagaaat 


gtttctaaat 


cctaatattc 


tttgcatata 


tctagctact 


1600 


ccctaaatgg 


ttccatccaa 


ggcttagagt 


acccaaaggc 


taagaaattc 


1650 


taaagaactg 


atacaggagt 


aacaatatga 


agaattcatt 


aatatctcag 


1700 


tacttgataa 


atcagaaagt 


tatatgtgca 


gattattttc 


cttggccttc 


1750 


aagcttccaa 


aaaacttgta 


ataatcatgt 


tagctatagc 


ttgtatatac 


1800 


acatagagat 


caatttgcca 


aatattcaca 


atcatgtagt 


tctagtttac 


1850 


atgccaaagt 


cttccctttt 


taacattata 


aaagctaggt 


tgtctcttga 


1900 


attttgaggc 


cctagagata 


gtcattttgc 


aagtaaagag 


caacgggacc 


1950 


ctttctaaaa 


acgttggttg 


aaggacctaa 


atacctggcc 


ataccataga 


2000 


tttgggatga 


tgtagtctgt 


gctaaatatt 


ttgctgaaga 


agcagtttct 


2050 


cagacacaac 


atctcagaat 


tttaattttt 


agaaattcat 


gggaaattgg 


2100 



atttttgtaa taatcttttg atgttttaaa cattggttcc ctagtcacca 2150 

tagttaccac ttgtatttta agtcatttaa acaagccacg gtggggcttt 2200 

tttctcctca gtttgaggag aaaaatcttg atgtcattac tcctgaatta 2250 

ttacattttg gagaataaga gggcatttta ttttattagt tactaattca 23 00 

agctgtgact attgtatatc tttccaagag ttgaaatgct ggcttcagaa 2350 

tcataccaga ttgtcagtga agctgatgcc taggaacttt taaagggatc 2400 

ctttcaaaag gatcacttag caaacacatg ttgactttta actgatgtat 2450 

gaatattaat actctaaaaa tagaaagacc agtaatatat aagtcacttt 2500 

acagtgctac ttcacactta aaagtgcatg gtatttttca tggtattttg 2550 

catgcagcca gttaactctc gtagatagag aagtcaggtg atagatgata 26 00 

ttaaaaatta gcaaacaaaa gtgacttgct cagggtcatg cagctgggtg 2650 

atgatagaag agtgggcttt aactggcagg cctgtatgtt tacagactac 27 00 

catactgtaa atatgagctt tatggtgtca ttctcagaaa cttatacatt 2750 

tctgctctcc tttctcctaa gtttcatgca gatgaatata aggtaatata 2800 

ctattatata attcatttgt gatatccaca ataatatgac tggcaagaat 2850 

tggtggaaat ttgtaattaa aataattatt aaacct 2886 

<210> 8 

<211> 424 

<212> PRT 

<213> Homo Sapien 



<400> 8 
Met Glu Lys Gin Cys 
1 5 

Thr Met Tyr Thr Phe 
20 

Ser Ser Arg lie Leu 
35 

Lys Tyr Asp Tyr Leu 
50 

Val Lys Leu Val Phe 
65 

Lys Asp His Gin Ser 
80 

Phe Ser Asp Phe Met 
95 



Cys Ser His Pro Val 
10 

Leu Leu Gly Ala lie 
25 



lie Cys Ser Leu Ser 
15 

Phe lie Ala Leu Ser 
30 



Leu Val Lys Tyr Ser Ala Asn Glu Glu Asn 
40 45 

Pro Thr Thr Val Asn Val Cys Ser Glu Leu 
55 60 

Cys Val Leu Val Ser Phe Cys Val lie Lys 
70 75 

Arg Asn Leu Lys Tyr Ala Ser Trp Lys Glu 
85 " " 90 

Lys Trp Ser lie Pro Ala Phe Leu Tyr Phe 
100 105 
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Leu Asp Asn Leu lie Val Phe Tyr Val Leu Ser Tyr Leu Gin Pro 
110 115 120 



Ala Met Ala Val He Phe Ser Asn Phe Ser He He Thr Thr Ala 
125 130 135 

Leu Leu Phe Arg He Val Leu Lys Arg Arg Leu Asn Trp He Gin 
140 145 150 

Trp Ala Ser Leu Leu Thr Leu Phe Leu Ser He Val Ala Leu Thr 
155 160 165 

Ala Gly Thr Lys Thr Leu Gin His Asn Leu Ala Gly Arg Gly Phe 
170 175 180 

His His Asp Ala Phe Phe Ser Pro Ser Asn Ser Cys Leu Leu Phe 
185 190 195 

Arg Ser Glu Cys Pro Arg Lys Asp Asn Cys Thr Ala Lys Glu Trp 
200 205 210 

Thr Phe Pro Glu Ala Lys Trp Asn Thr Thr Ala Arg Val Phe Ser 
215 220 225 

His He Arg Leu Gly Met Gly His Val Leu He He Val Gin Cys 
230 235 240 

Phe He Ser Ser Met Ala Asn He Tyr Asn Glu Lys He Leu Lys 
245 250 255 

Glu Gly Asn Gin Leu Thr Glu Ser He Phe He Gin Asn Ser Lys 
260 265 270 

Leu Tyr Phe Phe Gly He Leu Phe Asn Gly Leu Thr Leu Gly Leu 
275 280 285 

Gin Arg Ser Asn Arg Asp Gin He Lys Asn Cys Gly Phe Phe Tyr 
290 295 300 

Gly His Ser Ala Phe Ser Val Ala Leu He Phe Val Thr Ala Phe 
305 310 315 

Gin Gly Leu Ser Val Ala Phe He Leu Lys Phe Leu Asp Asn Met 
320 325 330 

Phe His Val Leu Met Ala ,Gln Val Thr Thr Val He He Thr Thr 
335 340 345 

Val Ser Val Leu Val Phe Asp Phe Arg Pro Ser Leu Glu Phe Phe 
350 355 360 

Leu Glu Ala Pro Ser Val Leu Leu Ser He Phe He Tyr Asn Ala 
365 370 375 

Ser Lys Pro Gin Val Pro Glu Tyr Ala Pro Arg Gin Glu Arg He 
380 385 390 

Arg Asp Leu Ser Gly Asn Leu Trp Glu Arg Ser Ser Gly Asp Gly 
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w 
CI 
ffi 

ill 
Hi 

Cfi 

a; 

Pi 

in 



395 400 405 

Glu Glu Leu Glu Arg Leu Thr Lys Pro Lys Ser Asp Glu Ser Asp 

410 415 420 

Glu Asp Thr Phe 



<210> 9 

<211> 1173 

<212> DNA 

<213> Homo Sapien 

<400> 9 



ggggcttcgg 


cgccagcggc 


cagcgctagt 


cggtctggta 


aggatttaca 


50 


aaaggtgcag 


gtatgagcag 


gtctgaagac 


taacattttg 


tgaagttgta 


100 


aaacagaaaa 


cctgttagaa 


atgtggtggt 


ttcagcaagg 


cctcagtttc 


150 


cttccttcag 


cccttgtaat 


ttggacatct 


gctgctttca 


tattttcata 


200 


cattactgca 


gtaacactcc 


accatataga 


cccggcttta 


ccttatatca 


250 


gtgacactgg 


tacagtagct 


ccagaaaaat 


gcttatttgg 


ggcaatgcta 


300 


aatattgcgg 


cagttttatg 


cattgctacc 


atttatgttc 


gttataagca 


350 


agttcatgct 


ctgagtcctg 


aagagaacgt 


tatcatcaaa 


ttaaacaagg 


400 


ctggccttgt 


acttggaata 


ctgagttgtt 


taggactttc 


tattgtggca 


450 


aacttccaga 


aaacaaccct 


ttttgctgca 


catgtaagtg 


gagctgtgct 


500 


tacctttggt 


atgggctcat 


tatatatgtt 


tgttcagacc 


atcctttcct 


550 


accaaatgca 


gcccaaaatc 


catggcaaac 


aagtcttctg 


gatcagactg 


600 


ttgttggtta 


tctggtgtgg 


agtaagtgca 


cttagcatgc 


tgacttgctc 


650 


atcagttttg 


cacagtggca 


attttgggac 


tgatttagaa 


cagaaactcc 


700 


attggaaccc 


cgaggacaaa 


ggttatgtgc 


ttcacatgat 


cactactgca 


750 


gcagaatggt 


ctatgtcatt 


ttccttcttt 


ggttttttcc 


tgacttacat 


800 


tcgtgatttt 


cagaaaattt 


ctttacgggt 


ggaagccaat 


ttacatggat 


850 


taaccctcta 


tgacactgca 


ccttgcccta 


ttaacaatga 


acgaacacgg 


900 


ctactttcca 


gagatatttg 


atgaaaggat 


aaaatatttc 


tgtaatgatt 


950 


atgattctca 


gggattgggg 


aaaggttcac 


agaagttgct 


tattcttctc 


1000 


tgaaattttc 


aaccacttaa 


tcaaggctga 


cagtaacact 


gatgaatgct 


1050 


gataatcagg 


aaacatgaaa 


gaagccattt 


gatagattat 


tctaaaggat 


1100 
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atcatcaaga agactattaa aaacacctat gcctatactt ttttatctca 1150 



gaaaataaag tcaaaagact atg 1173 

:210> 10 

;211> 266 

:212> PRT 

:213> Homo Sapien 

;400> 10 

Met Trp Trp Phe Gin Gin Gly Leu Ser Phe Leu Pro Ser Ala Leu 
15 10 15 

Val He Trp Thr Ser Ala Ala Phe He Phe Ser Tyr He Thr Ala 
20 25 30 

Val Thr Leu His His He Asp Pro Ala Leu Pro Tyr He Ser Asp 
35 40 45 

Thr Gly Thr Val Ala Pro Glu Lys Cys Leu Phe Gly Ala Met Leu 
50 55 60 

Asn He Ala Ala Val Leu Cys He Ala Thr He Tyr Val Arg Tyr 
65 70 75 

Lys Gin Val His Ala Leu Ser Pro Glu Glu Asn Val He He Lys 
80 85 90 

Leu Asn Lys Ala Gly Leu Val Leu Gly He Leu Ser Cys Leu Gly 
95 100 105 

Leu Ser He Val Ala Asn Phe Gin Lys Thr Thr Leu Phe Ala Ala 
110 115 120 

His Val Ser Gly Ala Val Leu Thr Phe Gly Met Gly Ser Leu Tyr 
125 130 135 

Met Phe Val Gin Thr He Leu Ser Tyr Gin Met Gin Pro Lys He 
140 145 150 

His Gly Lys Gin Val Phe Trp He Arg Leu Leu Leu Val He Trp 
155 160 165 

Cys Gly Val Ser Ala Leu Ser Met Leu Thr Cys Ser Ser Val Leu 
170 175 180 

His Ser Gly Asn Phe Gly Thr Asp Leu Glu Gin Lys Leu His Trp 
185 190 195 

Asn Pro Glu Asp Lys Gly Tyr Val Leu His Met He Thr Thr Ala 
200 205 210 

Ala Glu Trp Ser Met Ser Phe Ser Phe Phe Gly Phe Phe Leu Thr 
215 220 225 

Tyr He Arg Asp Phe Gin Lys He Ser Leu Arg Val Glu Ala Asn 
230 235 240 
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Leu His Gly Leu Thr Leu Tyr Asp Thr Ala Pro Cys Pro lie Asn 
245 250 255 

Asn Glu Arg Thr Arg Leu Leu Ser Arg Asp lie 
260 265 

<210> 11 
<211> 1399 
<212> DNA 
<213> Homo Sapien 

<400> 11 



cccacgcgtc 


cgcccgccgc 


tgcgtcccgg 


agtgcaagtg 


agcttctcgg 


50 


ctgccccgcg 


ggccggggtg cggagccgac 


atgcgcccgc 


ttctcggcct 


100 


ccttctggtc 


ttcgccggct 


gcaccttcgc 


cttgtacttg 


ctgtcgacgc 


150 


gactgccccg 


cgggcggaga 


ctgggctcca 


ccgaggaggc 


tggaggcagg 


200 


tcgctgtggt 


tcccctccga 


cctggcagag 


ctgcgggagc 


tctctgaggt 


250 


ccttcgagag 


taccggaagg 


agcaccaggc 


ctacgtgttc 


ctgctcttct 


300 


gcggcgccta 


cctctacaaa 


cagggctttg 


ccatccccgg 


ctccagcttc 


350 


ctgaatgttt 


tagctggtgc 


cttgtttggg 


ccatggctgg 


ggcttctgct 


400 


gtgctgtgtg 


ttgacctcgg tgggtgccac 


atgctgctac 


ctgctctcca 


450 


gtatttttgg 


caaacagttg 


gtggtgtcct 


actttcctga 


taaagtggcc 


500 


ctgctgcaga 


gaaaggtgga 


ggagaacaga 


aacagcttgt 


tttttttctt 


550 


attgtttttg 


agacttttcc 


ccatgacacc 


aaactggttc 


ttgaacctct 


600 


cggccccaat 


tctgaacatt 


cccatcgtgc 


agttcttctt 


ctcagttctt 


650 


atcggtttga 


tcccatataa 


tttcatctgt 


gtgcagacag 


ggtccatcct 


700 


gtcaacccta 


acctctctgg 


atgctctttt 


ctcctgggac 


actgtcttta 


750 


agctgttggc 


cattgccatg 


gtggcattaa 


ttcctggaac 


cctcattaaa 


800 


aaatttagtc 


agaaacatct 


gcaattgaat 


gaaacaagta 


ctgctaatca 


850 


tatacacagt 


agaaaagaca 


catgatctgg 


attttctgtt 


tgccacatcc 


900 


ctggactcag 


ttgcttattt 


gtgtaatgga 


tgtggtcctc 


taaagcccct 


950 


cattgttttt 


gattgccttc 


tataggtgat 


gtggacactg 


tgcatcaatg 


1000 


tgcagtgtct 


tttcagaaag 


gacactctgc 


tcttgaaggt 


gtattacatc 


1050 


aggttttcaa 


accagccctg 


gtgtagcaga 


cactgcaaca 


gatgcctcct 


1100 


agaaaatgct 


gtttgtggcc 


gggcgcggtg 


gctcacgcct 


gtaatcccag 


1150 
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cactttggga ggccgaggcc ggtgattcac aaggtcagga gttcaagacc 1200 

agcctggcca agatggtgaa atcctgtctc taataaaaat acaaaaatta 1250 

gccaggcgtg gtggcaggca cctgtaatcc cagctactcg ggaggctgag 13 00 

gcaggagaat tgcttgaacc aaggtggcag aggttgcagt aagccaagat 1350 

cacaccactg cactccagcc tgggtgatag agtgagacac tgtcttgac 13 99 

:210> 12 

:211> 264 

;212> PRT 

:213> Homo Sapien 

:400> 12 

Met Arg Pro Leu Leu Gly Leu Leu Leu Val Phe Ala Gly Cys Thr 
1 5 10 15 

Phe Ala Leu Tyr Leu Leu Ser Thr Arg Leu Pro Arg Gly Arg Arg 
20 25 30 

Leu Gly Ser Thr Glu Glu Ala Gly Gly Arg Ser Leu Trp Phe Pro 
35 40 45 

Ser Asp Leu Ala Glu Leu Arg Glu Leu Ser Glu Val Leu Arg Glu 
50 55 60 

Tyr Arg Lys Glu His Gin Ala Tyr Val Phe Leu Leu Phe Cys Gly 
65 70 75 

Ala Tyr Leu Tyr Lys Gin Gly Phe Ala lie Pro Gly Ser Ser Phe 
80 85 90 

Leu Asn Val Leu Ala Gly Ala Leu Phe Gly Pro Trp Leu Gly Leu 
95 100 105 

Leu Leu Cys Cys Val Leu Thr Ser Val Gly Ala Thr Cys Cys Tyr 
110 115 120 

Leu Leu Ser Ser lie Phe Gly Lys Gin Leu Val Val Ser Tyr Phe 
125 130 135 

Pro Asp Lys Val Ala Leu Leu Gin Arg Lys Val Glu Glu Asn Arg 
140 145 150 

Asn Ser Leu Phe Phe Phe Leu Leu Phe Leu Arg Leu Phe Pro Met 
155 160 165 

Thr Pro Asn Trp Phe Leu Asn Leu Ser Ala Pro lie Leu Asn lie 
170 175 180 

Pro lie Val Gin Phe Phe Phe Ser Val Leu lie Gly Leu lie Pro 
185 190 195 

Tyr Asn Phe lie Cys Val Gin Thr Gly Ser lie Leu Ser Thr Leu 
200 205 210 



Thr Ser Leu Asp Ala Leu Phe Ser Trp Asp Thr Val Phe Lys Leu 
215 220 225 

Leu Ala He Ala Met Val Ala Leu He Pro Gly Thr Leu He Lys 
230 235 240 

Lys Phe Ser Gin Lys His Leu Gin Leu Asn Glu Thr Ser Thr Ala 
245 250 255 

Asn His He His Ser Arg Lys Asp Thr 
260 

:210> 13 

:211> 2037 

:212> DNA 

:213> Homo Sapien 

:400> 13 



cggacgcgtg 


ggcggacgcg 


tgggggagag 


ccgcagtccc 


ggctgcagca 


50 


cctgggagaa 


ggcagaccgt 


gtgagggggc 


ctgtggcccc 


agcgtgctgt 


100 


ggcctcgggg 


agtgggaagt 


ggaggcagga 


gccttcctta 


cacttcgcca 


150 


tgagtttcct 


catcgactcc 


agcatcatga 


ttacctccca 


gatactattt 


200 


tttggatttg 


ggtggctttt 


cttcatgcgc 


caattgttta 


aagactatga 


250 


gatacgtcag 


tatgttgtac 


aggtgatctt 


ctccgtgacg 


tttgcatttt 


300 


cttgcaccat 


gtttgagctc 


atcatctttg 


aaatcttagg 


agtattgaat 


350 


\^ *»— - 


gttattttca 


c tggaaaatg 


aacc tgtgtg 


taattctgct 


400 


gatcctggtt 


ttcatggtgc 


ctttttacat 


tggctatttt 


attgtgagca 


450 


atatccgact 


actgcataaa 


caacgactgc 


ttttttcctg 


tctcttatgg 


500 


ctgaccttta 


tgtatttctt 


ctggaaacta 


ggagatccct 


ttcccattct 


550 


cagcccaaaa 


catgggatct 


tatccataga 


acagctcatc 


agccgggttg 


600 


gtgtgattgg 


agtgactctc 


atggctcttc 


tttctggatt 


tggtgctgtc 


650 


aactgcccat 


acacttacat 


gtcttacttc 


ctcaggaatg 


tgactgacac 


700 


ggatattcta 


gccctggaac 


ggcgactgct 


gcaaaccatg 


gatatgatca 


750 


taagcaaaaa 


gaaaaggatg 


gcaatggcac 


ggagaacaat 


gttccagaag 


800 


ggggaagtgc 


ataacaaacc 


atcaggtttc 


tggggaatga 


taaaaagtgt 


850 


taccacttca 


gcatcaggaa 


gtgaaaatct 


tactcttatt 


caacaggaag 


900 


tggatgcttt 


ggaagaatta 


agcaggcagc 


tttttctgga 


aacagctgat 


950 


ctatatgcta 


ccaaggagag 


aatagaatac 


tccaaaacct 


tcaaggggaa 


1000 
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atattttaat 


tttcttggtt 


actttttctc 


tatttactgt 


gtttggaaaa 


1050 


ttttcatggc 


taccatcaat 


attgtttttg 


atcgagttgg 


gaaaacggat 


1100 


cctgtcacaa 


gaggcattga 


gatcactgtg 


aattatctgg 


gaatccaatt 


1150 


tgatgtgaag 


ttttggtccc 


aacacatttc 


cttcattctt 


gttggaataa 


1200 


tcatcgtcac 


atccatcaga 


ggattgctga 


tcactcttac 


caagttcttt 


1250 


tatgccatct 


ctagcagtaa 


gtcctccaat 


gtcattgtcc 


tgctattagc 


1300 


acagataatg 


ggcatgtact 


ttgtctcctc 


tgtgctgctg 


atccgaatga 


1350 


gtatgccttt 


agaataccgc 


accataatca 


ctgaagtcct 


tggagaactg 


1400 


cagttcaact 


tctatcaccg 


ttggtttgat 


gtgatcttcc 


tggtcagcgc 


1450 


tctctctagc 


atactcttcc 


tctatttggc 


tcacaaacag 


gcaccagaga 


1500 


agcaaatggc 


accttgaact 


taagcctact 


acagactgtt 


agaggccagt 


1550 


ggtttcaaaa 


tttagatata 


agagggggga 


aaaatggaac 


cagggcctga 


1600 


cattttataa 


acaaacaaaa 


tgctatggta 


gcatttttca 


ccttcatagc 


1650 


atactccttc 


cccgtcaggt 


gatactatga 


ccatgagtag 


catcagccag 


1700 


aacatgagag 


ggagaactaa 


ctcaagacaa 


tactcagcag 


agagcatccc 


1750 


gtgtggatat 


gaggctggtg 


tagaggcgga 


gaggagccaa 


gaaactaaag 


1800 


gtgaaaaata 


cactggaact 


ctggggcaag 


acatgtctat 


ggtagctgag 


1850 


ccaaacacgt 


aggatttccg 


ttttaaggtt 


cacatggaaa 


aggttatagc 


1900 


tttgccttga 


gattgactca 


ttaaaatcag 


agactgtaac 


aaaaaaaaaa 


1950 


aaaaaaaaaa 


agggcggccg 


cgactctaga 


gtcgacctgc 


agaagcttgg 


2000 


ccgccatggc 


ccaacttgtt 


tattgcagct 


tataatg 2037 





;210> 14 

:211> 455 

:212> PRT 

:213> Homo Sapien 

:400> 14 

Met Ser Phe Leu He Asp Ser Ser He Met He Thr Ser Gin He 
15 10 15 

Leu Phe Phe Gly Phe Gly Trp Leu Phe Phe Met Arg Gin Leu Phe 
20 25 30 

Lys Asp Tyr Glu He Arg Gin Tyr Val Val Gin Val He Phe Ser 
35 40 45 

Val Thr Phe Ala Phe Ser Cys Thr Met Phe Glu Leu He He Phe 



50 55 60 

Glu He Leu Gly Val Leu Asn Ser Ser Ser Arg Tyr Phe His Trp 
65 70 75 

Lys Met Asn Leu Cys Val He Leu Leu He Leu Val Phe Met Val 
80 85 90 

Pro Phe Tyr He Gly Tyr Phe He Val Ser Asn He Arg Leu Leu 
95 100 105 

His Lys Gin Arg Leu Leu Phe Ser Cys Leu Leu Trp Leu Thr Phe 
110 115 120 

Met Tyr Phe Phe Trp Lys Leu Gly Asp Pro Phe Pro He Leu Ser 
125 130 135 

Pro Lys His Gly He Leu Ser He Glu Gin Leu He Ser Arg Val 
140 145 150 

Gly Val He Gly Val Thr Leu Met Ala Leu Leu Ser Gly Phe Gly 
155 160 165 

Ala Val Asn Cys Pro Tyr Thr Tyr Met Ser Tyr Phe Leu Arg Asn 
170 175 180 

Val Thr Asp Thr Asp He Leu Ala Leu Glu Arg Arg Leu Leu Gin 
185 190 195 

Thr Met Asp Met He He Ser Lys Lys Lys Arg Met Ala Met Ala 
200 205 210 

Arg Arg Thr Met Phe Gin Lys Gly Glu Val His Asn Lys Pro Ser 
215 ~ 220 225 

Gly Phe Trp Gly Met He Lys Ser Val Thr Thr Ser Ala Ser Gly 
230 " 235 240 

Ser Glu Asn Leu Thr Leu He Gin Gin Glu Val Asp Ala Leu Glu 
245 250 255 

Glu Leu Ser Arg Gin Leu Phe Leu Glu Thr Ala Asp Leu Tyr Ala 
260 265 270 

Thr Lys Glu Arg He Glu Tyr Ser Lys Thr Phe Lys Gly Lys Tyr 
275 280 285 

Phe Asn Phe Leu Gly Tyr Phe Phe Ser He Tyr Cys Val Trp Lys 
290 295 300 

He Phe Met Ala Thr He Asn He Val Phe Asp Arg Val Gly Lys 
305 310 315 

Thr Asp Pro Val Thr Arg Gly He Glu He Thr Val Asn Tyr Leu 

320 ~ 325 330 

Gly He Gin Phe Asp Val Lys Phe Trp Ser Gin His He Ser Phe 
335 340 345 
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He Leu Val Gly He He He Val Thr Ser He Arg Gly Leu Leu 
350 355 360 

He Thr Leu Thr Lys Phe Phe Tyr Ala He Ser Ser Ser Lys Ser 
365 370 375 

Ser Asn Val He Val Leu Leu Leu Ala Gin He Met Gly Met Tyr 
380 385 390 

Phe Val Ser Ser Val Leu Leu He Arg Met Ser Met Pro Leu Glu 
395 400 405 

Tyr Arg Thr He He Thr Glu Val Leu Gly Glu Leu Gin Phe Asn 
410 415 420 

Phe Tyr His Arg Trp Phe Asp Val He Phe Leu Val Ser Ala Leu 
425 430 435 

Ser Ser He Leu Phe Leu Tyr Leu Ala His Lys Gin Ala Pro Glu 
440 445 450 

Lys Gin Met Ala Pro 

N 1 * 455 

f*j <210> 15 

m <211> 2362 

Jf: <212> DNA 

fj£ <213> Homo Sapien 

Ey <400> 15 



01 


gacggaagaa 


cagcgctccc 


gaggccgcgg 


gagcctgcag 


agaggacagc 


50 


e 

U 


cggcctgcgc 


cgggacatgc 


ggccccagga 


gctccccagg 


ctcgcgttcc 


100 


¥' 


cgttgctgct 


gttgctgttg 


ctgctgctgc 


cgccgccgcc 


gtgccctgcc 


150 




cacagcgcca 


cgcgcttcga 


ccccacctgg 


gagtccctgg 


acgcccgcca 


200 


ii 


gctgcccgcg 


tggtttgacc 


aggccaagtt 


cggcatcttc 


atccactggg 


250 




gagtgttttc 


cgtgcccagc 


ttcggtagcg 


agtggttctg gtggtattgg 


300 




caaaaggaaa 


agataccgaa 


gtatgtggaa 


tttatgaaag 


ataattaccc 


350 




tcctagtttc 


aaatatgaag 


attttggacc 


actatttaca gcaaaatttt 


400 




ttaatgccaa 


ccagtgggca 


gatatttttc 


aggcctctgg 


tgccaaatac 


450 




attgtcttaa 


cttccaaaca 


tcatgaaggc 


tttaccttgt 


gggggtcaga 


500 




atattcgtgg 


aactggaatg 


ccatagatga 


ggggcccaag agggacattg 


550 




tcaaggaact 


tgaggtagcc 


attaggaaca 


gaactgacct 


gcgttttgga 


600 




ctgtactatt 


ccctttttga 


atggtttcat 


ccgctcttcc 


ttgaggatga 


650 




atccagttca 


ttccataagc 


ggcaatttcc 


agtttctaag 


acattgccag 


700 
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agctctatga 


gttagtgaac 


aactatcagc 


ctgaggttct 


gtggtcggat 


750 


ggtgacggag 


gagcaccgga 


tcaatactgg 


aacagcacag gcttcttggc 


800 


ctggttatat 


aatgaaagcc 


cagttcgggg 


cacagtagtc 


accaatgatc 


850 


gttggggagc 


tggtagcatc 


tgtaagcatg 


gtggcttcta tacctgcagt 


900 


gatcgttata 


acccaggaca 


tcttttgcca 


cataaatggg aaaactgcat 


950 


gacaatagac 


aaactgtcct 


ggggctatag 


gagggaagct 


ggaatctctg 


1000 


actatcttac 


aattgaagaa 


ttggtgaagc 


aacttgtaga 


gacagtttca 


1050 


tgtggaggaa 


atcttttgat 


gaatattggg 


cccacactag 


atggcaccat 


1100 


ttctgtagtt 


tttgaggagc 


gactgaggca 


agtggggtcc 


tggctaaaag 


1150 


tcaatggaga 


agctatttat 


gaaacctata 


cctggcgatc 


ccagaatgac 


1200 


actgtcaccc 


cagatgtgtg 


gtacacatcc 


aagcctaaag 


aaaaattagt 


1250 


ctatgccatt 


tttcttaaat 


ggcccacatc 


aggacagctg 


ttccttggcc 


1300 


atcccaaagc 


tattctgggg 


gcaacagagg 


tgaaactact 


gggccatgga 


1350 


cagccactta 


actggatttc 


tttggagcaa 


aatggcatta 


tggtagaact 


1400 


gccacagcta 


accattcatc 


agatgccgtg 


taaatggggc 


tgggctctag 


1450 


ccctaactaa 


tgtgatctaa 


agtgcagcag 


agtggctgat 


gctgcaagtt 


1500 


atgtctaagg 


ctaggaacta 


tcaggtgtct 


ataattgtag 


cacatggaga 


1550 


aagcaatgta 


aactggataa 


gaaaattatt 


tggcagttca gccctttccc 


1600 


tttttcccac 


taaatttttc 


ttaaattacc 


catgtaacca 


ttttaactct 


1650 


ccagtgcact 


ttgccattaa 


agtctcttca 


cattgatttg 


tttccatgtg 


1700 


tgactcagag 


gtgagaattt 


tttcacatta 


tagtagcaag gaattggtgg 


1750 


tattatggac 


cgaactgaaa 


attttatgtt 


gaagccatat 


cccccatgat 


1800 


tatatagtta 


tgcatcactt 


aatatgggga 


tattttctgg 


gaaatgcatt 


1850 


gctagtcaat 


ttttttttgt 


gccaacatca 


tagagtgtat 


ttacaaaatc 


1900 


ctagatggca 


tagcctacta 


cacacctaat 


gtgtatggta 


tagactgttg 


1950 


ctcctaggct 


acagacatat 


acagcatgtt 


actgaatact 


gtaggcaata 


2000 


gtaacagtgg 


tatttgtata 


tcgaaacata 


tggaaacata 


gagaaggtac 


2050 


agtaaaaata 


ctgtaaaata 


aatggtgcac 


ctgtataggg 


cacttaccac 


2100 


gaatggagct 


tacaggactg 


gaagttgctc 


tgggtgagtc 


agtgagtgaa 


2150 
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tgtgaaggcc taggacatta ttgaacactg ccagacgtta taaatactgt 2200 

atgcttaggc tacactacat ttataaaaaa aagtttttct ttcttcaatt 2250 

ataaattaac ataagtgtac tgtaacttta caaacgtttt aatttttaaa 23 00 

acctttttgg ctcttttgta ataacactta gcttaaaaca taaactcatt 2350 

gtgcaaatgt aa 2362 

=210> 16 

:211> 467 

c212> PRT 

c213> Homo Sapien 

c400> 16 

Met Arg Pro Gin Glu Leu Pro Arg Leu Ala Phe Pro Leu Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Pro Pro Pro Pro Cys Pro Ala His Ser 
20 25 30 

Ala Thr Arg Phe Asp Pro Thr Trp Glu Ser Leu Asp Ala Arg Gin 
35 40 45 

Leu Pro Ala Trp Phe Asp Gin Ala Lys Phe Gly He Phe He His 
50 55 60 

Trp Gly Val Phe Ser Val Pro Ser Phe Gly Ser Glu Trp Phe Trp 
65 70 75 

Trp Tyr Trp Gin Lys Glu Lys He Pro Lys Tyr Val Glu Phe Met 
80 85 90 

Lys Asp Asn Tyr Pro Pro Ser Phe Lys Tyr Glu Asp Phe Gly Pro 
95 100 105 

Leu Phe Thr Ala Lys Phe Phe Asn Ala Asn Gin Trp Ala Asp He 
110 115 120 

Phe Gin Ala Ser Gly Ala Lys Tyr He Val Leu Thr Ser Lys His 
125 130 135 

His Glu Gly Phe Thr Leu Trp Gly Ser Glu Tyr Ser Trp Asn Trp 
140 145 150 

Asn Ala He Asp Glu Gly Pro Lys Arg Asp He Val Lys Glu Leu 
155 160 165 

Glu Val Ala He Arg Asn Arg Thr Asp Leu Arg Phe Gly Leu Tyr 
170 175 180 

Tyr Ser Leu Phe Glu Trp Phe His Pro Leu Phe Leu Glu Asp Glu 
185 ~ 190 195 

Ser Ser Ser Phe His Lys Arg Gin Phe Pro Val Ser Lys Thr Leu 
200 205 210 
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Pro Glu Leu Tyr Glu Leu Val Asn Asn Tyr Gin Pro Glu Val Leu 
215 220 225 

Trp Ser Asp Gly Asp Gly Gly Ala Pro Asp Gin Tyr Trp Asn Ser 
230 235 240 

Thr Gly Phe Leu Ala Trp Leu Tyr Asn Glu Ser Pro Val Arg Gly 
245 250 255 

Thr Val Val Thr Asn Asp Arg Trp Gly Ala Gly Ser He Cys Lys 
260 265 270 

His Gly Gly Phe Tyr Thr Cys Ser Asp Arg Tyr Asn Pro Gly His 
275 280 285 

Leu Leu Pro His Lys Trp Glu Asn Cys Met Thr He Asp Lys Leu 
290 295 300 

Ser Trp Gly Tyr Arg Arg Glu Ala Gly He Ser Asp Tyr Leu Thr 
305 310 315 

He Glu Glu Leu Val Lys Gin Leu Val Glu Thr Val Ser Cys Gly 
320 325 330 

Gly Asn Leu Leu Met Asn He Gly Pro Thr Leu Asp Gly Thr He 
335 340 345 

Ser Val Val Phe Glu Glu Arg Leu Arg Gin Val Gly Ser Trp Leu 
350 355 360 

Lys Val Asn Gly Glu Ala He Tyr Glu Thr Tyr Thr Trp Arg Ser 
365 370 375 

Gin Asn Asp Thr Val Thr Pro Asp Val Trp Tyr Thr Ser Lys Pro 
380 385 390 

Lys Glu Lys Leu Val Tyr Ala He Phe Leu Lys Trp Pro Thr Ser 
395 400 405 

Gly Gin Leu Phe Leu Gly His Pro Lys Ala He Leu Gly Ala Thr 
410 ^ 415 42 0 

Glu Val Lys Leu Leu Gly His Gly Gin Pro Leu Asn Trp He Ser 
425 430 435 

Leu Glu Gin Asn Gly He Met Val Glu Leu Pro Gin Leu Thr He 
440 445 450 

His Gin Met Pro Cys Lys Trp Gly Trp Ala Leu Ala Leu Thr Asn 
455 460 465 

Val He 



<210> 17 

<211> 1771 

<212> DNA 

<213> Homo Sapien 
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<400> 17 



p | P i P i ap' , prp , PT'r P" 1 

uuudu-yuy 


^y L yy L y u L 


PiClPi t~ OdfidCri 

d-yj L, x — • ~J ;3 


accctctaaa 


agcagtttag 


50 


aguyy Udddd 


ddaaaaaadd 


anara P 1 P 1 P P P 
d L- d u d u u. d d d 


v—y y v_,c4.y v_- 


pa caaaaacrcr 

CA x-» OH-4.0LOH. ^ v-J 


100 


4- fT as 3 3 4" 4™ 4- /"I 

d U y ddci LLLC 


U UUUyydL-dL- 


p i p -, 'TP , p 1 t~PTP 1 t~'r 


pi _ r , r i r , cjt-t'ap 


tgatcgtctg 


150 


CtCCCLdyay 


lcc uucgug a 


^ prr^t- t-f-t- pl- 
ay LLtLULaL 


■j- f-t /-i 4- -3 afia ptpt 
L- i_ ctdy o.y y 


ciy ctcicLCL v_ ca.y 


200 


tcaccggcga 


aatcgtgctg 


•=» 4— 4- as /■* as /t/t ;a /**r 

auuacagydy 


/—i 4- ^ 4- rrrr 


=i ^> 4- 4- rransnp 
cid i— l. y y y ciy cl 


250 


ctgac tgcct 


—\ 4— — \ — s 4— ^ 4— /^r y*i 

a tgaatutyc 


taaaCLuadd 


a /TP 1 3 PPPi" PTPT 

agcddycLyy 


f- 4- f-i 4- f-i 4- nnn^ 


300 




cauggacugg 


cty y dddocty v_ 


L-y^^cLC4.cii_.y^ 




350 




tCdLdLLt U L- 


pt t~ ptpt harraph 
y uyy udy dL- l. 


ptp^p ptp 1 p aprn 
y ciy cict.\_< 


Pdr3 3crat" att" 


400 


tacagct ctg 


caaagaaggu 


gaayy c-dy dd 


ci u l. y y cty cl t_ y 


L. l. cty U- Cl U. 1— S_ l_ 


450 


agtaaataat 


gctggtgtag 


4- /-i 4— 4— -a /— < as 4— /~t 


d.y ct L- tuyuuL. 




500 


atcctcagat 


tgaaaagact 


tttgaagtta 


— > 4— /-t4— /-i 4- 4— /— t /~< 


a/*ia4-4-4-pf- pf Pf 
CiCct L. L LL Lyy 


CCA 

D J U 


actacaaagg 


catttcttcc 


tgcaatgacg 


aagaacaacc 


4— s~r/T nnat" at- 

auggccauau 


ouu 


tgtcactgtg 


gcttcggcag 


ctggacatgt 


c ncggucccc 


4- 4"~ yt 4— 4— /^i 4J— /~T/~1 

uucuuacuyy 


(Ten 


cttactgttc 


aagcaagttt 


gctgctgttg 


gau l. tCdUdd 


is 4— 4- 4— r~t 

ddCLUtydtd 


7 no 


gatgaactgg 


ctgccttaca 


aataactgga 


yUCddddCdd 


p^ a 4- pr4- p»4~ /-f4— pr 

v_-ct uy l. o uy uy 


/ Zj VJ 


tcctaatttc 


gtaaacactg 


/~r/-i4 — 4- /^i -3 4- /— * as a 

gCT-LCatCdd 


ctcici Ltt ciciy L, 


anaa rrt- 4- 4- cici 
ct^cicty ll uyy 


800 


gacccactct 


ggaacctgag 


v-* ts /-t4— /t/t 4— aa a 

y aay ugy uaa 


—5 pannpt" PTPt~ 

ac-ciy y v_ uy cil. 


PTP»P t" PTPTPTP t" t" 

yL,aLy yyciL. i_ 


850 


ctgactgagc 


agaagatgat 


4- 4— 4- 4 . 4- 4— — . — 

ttttattcca 


4— y-w 4— 4— f~\ 4— --^ 4 — --s s—r 

ucuucr.ai_.ag 


^4-4-4-4-4-4-0=5^ 

cuuuuuuaac 


_7 u u 


aacattggaa 


aggatccttc 


ctgagcgttt 


ccugy cay l l. 


hi - a a a a p pt 3 
U U ddctciuy del 


_? J u 


aaatcagtgt 


taagtttgat 


gcagt tattg 


gauauaaaau 


/^f a a a /~»/~r/^i aa a. 

y dddy uy v_dd 


1UUU 


taagcaccta 


gt ttt ctgaa 


aaccgauL.T_- a 


L-L-ciy y l. u u cty 


rrf" "h ptp "h prt" p*p 
y i_ uyduy i— ci 


1050 


tctaatagtg 


ccagaatttt 


aatgt ttgaa 


cuucuguuuu 


4-4-^4- aaf-f-af 

u uu udd u Ud l. 


1 1 on 

_L _L \J VJ 


ccccatttct 


tcaatatcat 


ttttgaggct 


4— 4— s*r/-+s*H — \ /-*f4— >— i 4—* 

uuggcagucu 


4— <»~iii4-4-4— ^<^i4— aj 

uca uuuacud 


IIjU 


ccacttgttc 


tttagccaaa 


agctgattac 


atatgatata 


aacagagaaa 


1ZUU 


tacctttaga 


ggtgacttta 


aggaaaatga 


agaaaaagaa 


a a a4- /~r aa y 

ccaaaauy au 


i oco 

IZjU 


tttattaaaa 


taatttccaa 


gattatttgt 


ggctcacctg 


aaggctttgc 


1300 


aaaatttgta 


ccataaccgt 


ttatttaaca 


tatattttta 


tttttgattg 


1350 


cacttaaatt 


ttgtataatt 


tgtgtttctt 


tttctgttct 


acataaaatc 


1400 


agaaacttca 


agctctctaa 


ataaaatgaa 


ggactatatc 


tagtggtatt 


1450 
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tcacaatgaa tatcatgaac tctcaatggg taggtttcat cctacccatt 1500 

gccactctgt ttcctgagag atacctcaca ttccaatgcc aaacatttct 1550 

gcacagggaa gctagaggtg gatacacgtg ttgcaagtat aaaagcatca 1600 

ctgggattta aggagaattg agagaatgta cccacaaatg gcagcaataa 1650 

taaatggatc acacttaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1700 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1750 

aaaaaaaaaa aaaaaaaaaa a 1771 

<210> 18 

<211> 300 

<212> PRT 

<213> Homo Sapien 

<400> 18 

Met Lys Phe Leu Leu Asp lie Leu Leu Leu Leu Pro Leu Leu lie 
1 5 10 15 

Val Cys Ser Leu Glu Ser Phe Val Lys Leu Phe lie Pro Lys Arg 
20 25 30 

Arg Lys Ser Val Thr Gly Glu He Val Leu He Thr Gly Ala Gly 
35 40 45 

His Gly He Gly Arg Leu Thr Ala Tyr Glu Phe Ala Lys Leu Lys 
50 55 60 

Ser Lys Leu Val Leu Trp Asp He Asn Lys His Gly Leu Glu Glu 
65 7 0 75 

Thr Ala Ala Lys Cys Lys Gly Leu Gly Ala Lys Val His Thr Phe 
80 85 90 

Val Val Asp Cys Ser Asn Arg Glu Asp He Tyr Ser Ser Ala Lys 
95 100 105 

Lys Val Lys Ala Glu He Gly Asp Val Ser He Leu Val Asn Asn 
110 115 120 

Ala Gly Val Val Tyr Thr Ser Asp Leu Phe Ala Thr Gin Asp Pro 
125 130 135 

Gin He Glu Lys Thr Phe Glu Val Asn Val Leu Ala His Phe Trp 
140 145 150 

Thr Thr Lys Ala Phe Leu Pro Ala Met Thr Lys Asn Asn His Gly 
155 160 165 

His He Val Thr Val Ala Ser Ala Ala Gly His Val Ser Val Pro 
170 175 180 

Phe Leu Leu Ala Tyr Cys Ser Ser Lys Phe Ala Ala Val Gly Phe 
185 190 195 
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His Lys Thr Leu Thr 
200 

Val Lys Thr Thr Cys 

215 

lie Lys Asn Pro Ser 
230 

Glu Val Val Asn Arg 
245 

Met lie Phe lie Pro 
260 

Arg lie Leu Pro Glu 
275 

Ser Val Lys Phe Asp 
290 

<210> 19 

<211> 1815 

<212> DNA 

<213> Homo Sapien 

<400> 19 



cccacgcgtc 


cgctccgcgc 


cctccccccc 


gcctcccgtg 


cggtccgtcg 


50 


gtggcctaga 


gatgctgctg 


ccgcggttgc 


agttgtcgcg 


cacgcctctg 


100 


cccgccagcc 


cgctccaccg 


ccgtagcgcc 


cgagtgtcgg 


ggggcgcacc 


150 


cgagtcgggc 


catgaggccg 


ggaaccgcgc 


tacaggccgt 


gctgctggcc 


200 


gtgctgctgg 


tggggctgcg 


ggccgcgacg 


ggtcgcctgc 


tgagtgcctc 


250 


ggatttggac 


ctcagaggag 


ggcagccagt 


ctgccgggga 


gggacacaga 


300 


ggccttgtta 


taaagtcatt 


tacttccatg 


atacttctcg 


aagactgaac 


350 


tttgaggaag 


ccaaagaagc 


ctgcaggagg 


gatggaggcc 


agctagtcag 


400 


catcgagtct 


gaagatgaac 


agaaactgat 


agaaaagttc 


attgaaaacc 


450 


tcttgccatc 


tgatggtgac 


ttctggattg 


ggctcaggag 


gcgtgaggag 


500 


aaacaaagca 


atagcacagc 


ctgccaggac 


ctttatgctt 


ggactgatgg 


550 


cagcatatca 


caatttagga 


actggtatgt 


ggatgagccg 


tcctgcggca 


600 


gcgaggtctg 


cgtggtcatg 


taccatcagc 


catcggcacc 


cgctggcatc 


650 


ggaggcccct 


acatgttcca 


gtggaatgat 


gaccggtgca 


acatgaagaa 


700 


caatttcatt 


tgcaaatatt 


ctgatgagaa 


accagcagtt 


ccttctagag 


750 


aagctgaagg 


tgaggaaaca 


gagctgacaa 


cacctgtact 


tccagaagaa 


800 
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Asp Glu Leu Ala Ala Leu Gin He Thr Gly 
205 210 

Leu Cys Pro Asn Phe Val Asn Thr Gly Phe 

220 225 

Thr Ser Leu Gly Pro Thr Leu Glu Pro Glu 
235 240 

Leu Met His Gly He Leu Thr Glu Gin Lys 
250 255 

Ser Ser He Ala Phe Leu Thr Thr Leu Glu 
265 270 

Arg Phe Leu Ala Val Leu Lys Arg Lys He 
280 285 



Ala Val He Gly Tyr Lys Met Lys Ala Gin 
295 300 



acacaggaag aagatgccaa aaaaacattt aaagaaagta gagaagctgc 850 
cttgaatctg gcctacatcc taatccccag cattcccctt ctcctcctcc 900 
ttgtggtcac cacagttgta tgttgggttt ggatctgtag aaaaagaaaa 950 
cgggagcagc cagaccctag cacaaagaag caacacacca tctggccctc 1000 
tcctcaccag ggaaacagcc cggacctaga ggtctacaat gtcataagaa 1050 
aacaaagcga agctgactta gctgagaccc ggccagacct gaagaatatt 1100 
tcattccgag tgtgttcggg agaagccact cccgatgaca tgtcttgtga 1150 
ctatgacaac atggctgtga acccatcaga aagtgggttt gtgactctgg 1200 
tgagcgtgga gagtggattt gtgaccaatg acatttatga gttctcccca 1250 
gaccaaatgg ggaggagtaa ggagtctgga tgggtggaaa atgaaatata 1300 
tggttattag gacatataaa aaactgaaac tgacaacaat ggaaaagaaa 1350 
M* tgataagcaa aatcctctta ttttctataa ggaaaataca cagaaggtct 1400 

a 

Q atgaacaagc ttagatcagg tcctgtggat gagcatgtgg tccccacgac 1450 

HI 

Si ctcctgttgg acccccacgt tttggctgta tcctttatcc cagccagtca 1500 

W tccagctcga ccttatgaga aggtaccttg cccaggtctg gcacatagta 1550 

fll gagtctcaat aaatgtcact tggttggttg tatctaactt ttaagggaca 1600 

a 

^ gagctttacc tggcagtgat aaagatgggc tgtggagctt ggaaaaccac 1650 

^ ctctgttttc cttgctctat acagcagcac atattatcat acagacagaa 1700 

Lfj aatccagaat cttttcaaag cccacatatg gtagcacagg ttggcctgtg 1750 

O 

h- catcggcaat tctcatatct gtttttttca aagaataaaa tcaaataaag 1800 

agcaggaaaa aaaaa 1815 

<210> 20 

<211> 382 

<212> PRT 

<213> Homo Sapien 

<400> 20 

Met Arg Pro Gly Thr Ala Leu Gin Ala Val Leu Leu Ala Val Leu 
1 '5 10 15 

Leu Val Gly Leu Arg Ala Ala Thr Gly Arg Leu Leu Ser Ala Ser 
20 25 30 

Asp Leu Asp Leu Arg Gly Gly Gin Pro Val Cys Arg Gly Gly Thr 
35 40 45 

Gin Arg Pro Cys Tyr Lys Val lie Tyr Phe His Asp Thr Ser Arg 
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Arg Leu Asn Phe Glu Glu Ala Lys Glu Ala Cys Arg Arg Asp Gly 
65 70 75 

Gly Gin Leu Val Ser lie Glu Ser Glu Asp Glu Gin Lys Leu lie 
80 85 90 

Glu Lys Phe He Glu Asn Leu Leu Pro Ser Asp Gly Asp Phe Trp 
95 100 105 

He Gly Leu Arg Arg Arg Glu Glu Lys Gin Ser Asn Ser Thr Ala 
110 115 120 

Cys Gin Asp Leu Tyr Ala Trp Thr Asp Gly Ser He Ser Gin Phe 
125 13 0 13 5 

Arg Asn Trp Tyr Val Asp Glu Pro Ser Cys Gly Ser Glu Val Cys 
140 145 150 

Val Val Met Tyr His Gin Pro Ser Ala Pro Ala Gly He Gly Gly 
155 160 165 

Pro Tyr Met Phe Gin Trp Asn Asp Asp Arg Cys Asn Met Lys Asn 
170 175 180 

Asn Phe He Cys Lys Tyr Ser Asp Glu Lys Pro Ala Val Pro Ser 
185 ~ 190 195 

Arg Glu Ala Glu Gly Glu Glu Thr Glu Leu Thr Thr Pro Val Leu 
2 00 2 05 210 

Pro Glu Glu Thr Gin Glu Glu Asp Ala Lys Lys Thr Phe Lys Glu 
215 220 225 

Ser Arg Glu Ala Ala Leu Asn Leu Ala Tyr He Leu He Pro Ser 
230 235 240 

He Pro Leu Leu Leu Leu Leu Val Val Thr Thr Val Val Cys Trp 
245 250 255 

Val Trp He Cys Arg Lys Arg Lys Arg Glu Gin Pro Asp Pro Ser 
260 265 270 

Thr Lys Lys Gin His Thr He Trp Pro Ser Pro His Gin Gly Asn 
275 280 285 

Ser Pro Asp Leu Glu Val Tyr Asn Val He Arg Lys Gin Ser Glu 
290 295 300 

Ala Asp Leu Ala Glu Thr Arg Pro Asp Leu Lys Asn He Ser Phe 
305 310 315 

Arg Val Cys Ser Gly Glu Ala Thr Pro Asp Asp Met Ser Cys Asp 
320 325 330 

Tyr Asp Asn Met Ala Val Asn Pro Ser Glu Ser Gly Phe Val Thr 
335 340 345 
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Leu Val Ser Val Glu Ser Gly Phe Val Thr Asn Asp He Tyr Glu 
350 355 360 

Phe Ser Pro Asp Gin Met Gly Arg Ser Lys Glu Ser Gly Trp Val 
365 370 375 

Glu Asn Glu He Tyr Gly Tyr 
380 

<210> 21 

<211> 3106 

<212> DNA 

<213> Homo Sapien 

<220> 

<221> unsure 

<222> 1683 

<223> unknown base 

<400> 21 



aggctcccgc 


gcgcggctga 


gtgcggactg 


gagtgggaac 


ccgggtcccc 


50 


gcgcttagag 


aacacgcgat 


gaccacgtgg 


agcctccggc 


ggaggccggc 


100 


ccgcacgctg 


ggactcctgc 


tgctggtcgt 


cttgggcttc 


ctggtgctcc 


150 


gcaggctgga 


ctggagcacc 


ctggtccctc 


tgcggctccg 


ccatcgacag 


200 


ctggggctgc 


aggccaaggg 


ctggaacttc 


atgctggagg 


attccacctt 


250 


ctggatcttc 


qqqqqctcca 


tccactattt 


ccgtgtgccc 


agggagtact 


300 


ggagggaccg 


cctgctgaag 


atgaaggcct 


gtggcttgaa 


caccctcacc 


350 


acctatgttc 


cgtggaacct 


gcatgagcca 


gaaagaggca 


aatttgactt 


400 


ctctgggaac 


ctggacctgg 


aggccttcgt 


cctgatggcc 


gcagagatcg 


450 


ggctgtgggt 


gattctgcgt 


ccaggcccct 


acatctgcag 


tgagatggac 


500 


ctcgggggct 


tgcccagctg 


gctactccaa 


gaccctggca 


tgaggctgag 


550 


gacaacttac 


aagggcttca 


ccgaagcagt 


ggacctttat 


tttgaccacc 


600 


tgatgtccag 


ggtggtgcca 


ctccagtaca 


agcgtggggg 


acctatcatt 


650 


gccgtgcagg 


tggagaatga 


atatggttcc 


tataataaag 


accccgcata 


700 


catgccctac 


gtcaagaagg 


cactggagga 


ccgtggcatt 


gtggaactgc 


750 


tcctgacttc 


agacaacaag 


gatgggctga 


gcaaggggat 


tgtccaggga 


800 


gtcttggcca 


ccatcaactt 


gcagtcaaca 


cacgagctgc 


agctactgac 


850 


cacctttctc 


ttcaacgtcc 


aggggactca 


gcccaagatg 


gtgatggagt 


900 


actggacggg 


gtggtttgac 


tcgtggggag 


gccctcacaa 


tatcttggat 


950 
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tcttctgagg 


ttttgaaaac 


cgtgtctgcc 


attgtggacg 


ccggctcctc 


1000 


catcaacctc 


tacatgttcc 


acggaggcac 


caactttggc 


ttcatgaatg 


1050 


gagccatgca 


cttccatgac 


tacaagtcag 


atgtcaccag 


ctatgactat 


1100 


gatgctgtgc 


tgacagaagc 


cggcgattac 


acggccaagt 


acatgaagct 


1150 


tcgagacttc 


ttcggctcca 


tctcaggcat 


ccctctccct 


cccccacctg 


1200 


accttcttcc 


caagatgccg 


tatgagccct 


taacgccagt 


cttgtacctg 


1250 


tctctgtggg 


acgccctcaa 


gtacctgggg 


gagccaatca 


agtctgaaaa 


1300 


gcccatcaac 


atggagaacc 


tgccagtcaa 


tgggggaaat 


ggacagtcct 


1350 


tcgggtacat 


tctctatgag 


accagcatca 


cctcgtctgg 


catcctcagt 


1400 


ggccacgtgc 


atgatcgggg 


gcaggtgttt 


gtgaacacag 


tatccatagg 


1450 


attcttggac 


tacaagacaa 


cgaagattgc 


tgtccccctg 


atccagggtt 


1500 


acaccgtgct 


gaggatcttg 


gtggagaatc 


gtgggcgagt 


caactatggg 


1550 


gagaatattg 


atgaccagcg 


caaaggctta 


attggaaatc 


tctatctgaa 


1600 


tgattcaccc 


ctgaaaaact 


tcagaatcta 


tagcctggat 


atgaagaaga 


1650 


gcttctttca 


gaggttcggc 


ctggacaaat 


ggngttccct 


cccagaaaca 


1700 


cccacattac 


ctgctttctt 


cttgggtagc 


ttgtccatca 


gctccacgcc 


1750 


ttgtgacacc 


tttctgaagc 


tggagggctg 


ggagaagggg 


gttgtattca 


1800 


tcaatggcca 


gaaccttgga 


cgttactgga 


acattggacc 


ccagaagacg 


1850 


ctttacctcc 


caggtccctg 


gttgagcagc 


ggaatcaacc 


aggtcatcgt 


1900 


ttttgaggag 


acgatggcgg 


gccctgcatt 


acagttcacg 


gaaacccccc 


1950 


acctgggcag 


gaaccagtac 


attaagtgag 


cggtggcacc 


ccctcctgct 


2000 


ggtgccagtg 


ggagactgcc 


gcctcctctt 


gacctgaagc 


ctggtggctg 


2050 


ctgccccacc 


cctcactgca 


aaagcatctc 


cttaagtagc 


aacctcaggg 


2100 


actgggggct 


acagtctgcc 


cctgtctcag 


ctcaaaaccc 


taagcctgca 


2150 


gggaaaggtg 


ggatggctct 


gggcctggct 


ttgttgatga 


tggctttcct 


2200 


acagccctgc 


tcttgtgccg 


aggctgtcgg 


gctgtctcta 


gggtgggagc 


2250 


agctaatcag 


atcgcccagc 


ctttggccct 


cagaaaaagt 


gctgaaacgt 


2300 


gcccttgcac 


cggacgtcac 


agccctgcga 


gcatctgctg 


gactcaggcg 


2350 


tgctctttgc 


tggttcctgg 


gaggcttggc 


cacatccctc 


atggccccat 


2400 



51 



tttatccccg 


aaatcctggg 


tgtgtcacca 


gtgtagaggg tggggaaggg 


2450 


gtgtctcacc 


tgagctgact 


ttgttcttcc 


ttcacaacct tctgagcctt 


2500 


ctttgggatt 


ctggaaggaa 


ctcggcgtga gaaacatgtg acttcccctt 


2550 


tcccttccca 


ctcgctgctt 


cccacagggt gacaggctgg gctggagaaa 


2600 


cagaaatcct 


caccctgcgt 


cttcccaagt 


tagcaggtgt ctctggtgtt 


2650 


cagtgaggag 


gacatgtgag 


tcctggcaga 


agccatggcc catgtctgca 


2700 


catccaggga 


ggaggacaga 


aggcccagct 


cacatgtgag tcctggcaga 


2750 


agccatggcc 


catgtctgca 


catccaggga 


ggaggacaga aggcccagct 


2800 


cacatgtgag 


tcctggcaga 


agccatggcc 


catgtctgca catccaggga 


2850 


ggaggacaga 


aggcccagct 


cacatgtgag tcctggcaga agccatggcc 


2900 


catgtctgca 


catccaggga 


ggaggacaga 


aggcccagct cagtggcccc 


2950 


cgctccccac 


cccccacgcc 


cgaacagcag 


gggcagagca gccctccttc 


3000 


gaagtgtgtc 


caagtccgca 


tttgagcctt 


gttctggggc ccagcccaac 


3050 


acctggcttg 


ggctcactgt 


cctgagttgc 


agtaaagcta taaccttgaa 


3100 



tcacaa 3106 



<210> 22 

<211> 636 

<212> PRT 

<213> Homo Sapien 

<220> 

<221> unsure 
<222> 539 

<223> unknown amino acid 
<400> 22 

Met Thr Thr Trp Ser Leu Arg Arg Arg Pro Ala Arg Thr Leu Gly 
1 k ~ 5 10 15 

Leu Leu Leu Leu Val Val Leu Gly Phe Leu Val Leu Arg Arg Leu 
20 25 30 

Asp Trp Ser Thr Leu Val Pro Leu Arg Leu Arg His Arg Gin Leu 
35 40 45 

Gly Leu Gin Ala Lys Gly Trp Asn Phe Met Leu Glu Asp Ser Thr 
50 55 60 

Phe Trp lie Phe Gly Gly Ser He His Tyr Phe Arg Val Pro Arg 
65 70 75 

Glu Tyr Trp Arg Asp Arg Leu Leu Lys Met Lys Ala Cys Gly Leu 
80 85 90 
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Asn Thr Leu Thr Thr Tyr Val Pro Trp Asn Leu His Glu Pro Glu 
95 100 105 

Arq Gly Lys Phe Asp Phe Ser Gly Asn Leu Asp Leu Glu Ala Phe 
110 " 115 120 

Val Leu Met Ala Ala Glu He Gly Leu Trp Val He Leu Arg Pro 
125 130 135 

Gly Pro Tyr He Cys Ser Glu Met Asp Leu Gly Gly Leu Pro Ser 
140 145 150 

Trp Leu Leu Gin Asp Pro Gly Met Arg Leu Arg Thr Thr Tyr Lys 
155 160 165 

Gly Phe Thr Glu Ala Val Asp Leu Tyr Phe Asp His Leu Met Ser 
170 175 180 

Arg Val Val Pro Leu Gin Tyr Lys Arg Gly Gly Pro He He Ala 
185 190 195 

Val Gin Val Glu Asn Glu Tyr Gly Ser Tyr Asn Lys Asp Pro Ala 
200 205 210 

Tyr Met Pro Tyr Val Lys Lys Ala Leu Glu Asp Arg Gly He Val 
215 220 225 

Glu Leu Leu Leu Thr Ser Asp Asn Lys Asp Gly Leu Ser Lys Gly 
230 235 240 

He Val Gin Gly Val Leu Ala Thr He Asn Leu Gin Ser Thr His 
245 250 255 

Glu Leu Gin Leu Leu Thr Thr Phe Leu Phe Asn Val Gin Gly Thr 
260 265 270 

Gin Pro Lys Met Val Met Glu Tyr Trp Thr Gly Trp Phe Asp Ser 
275 280 285 

Trp Gly Gly Pro His Asn He Leu Asp Ser Ser Glu Val Leu Lys 
290 295 300 

Thr Val Ser Ala He Val Asp Ala Gly Ser Ser He Asn Leu Tyr 
305 310 315 

Met Phe His Gly Gly Thr Asn Phe Gly Phe Met Asn Gly Ala Met 
320 325 330 

His Phe His Asp Tyr Lys Ser Asp Val Thr Ser Tyr Asp Tyr Asp 
335 340 345 

Ala Val Leu Thr Glu Ala Gly Asp Tyr Thr Ala Lys Tyr Met Lys 
350 355 360 

Leu Arg Asp Phe Phe Gly Ser He Ser Gly He Pro Leu Pro Pro 
365 370 375 

Pro Pro Asp Leu Leu Pro Lys Met Pro Tyr Glu Pro Leu Thr Pro 
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380 385 390 

Val Leu Tyr Leu Ser Leu Trp Asp Ala Leu Lys Tyr Leu Gly Glu 
395 400 405 

Pro lie Lys Ser Glu Lys Pro lie Asn Met Glu Asn Leu Pro Val 
410 415 420 

Asn Gly Gly Asn Gly Gin Ser Phe Gly Tyr He Leu Tyr Glu Thr 
425 430 435 

Ser He Thr Ser Ser Gly He Leu Ser Gly His Val His Asp Arg 
440 445 450 

Gly Gin Val Phe Val Asn Thr Val Ser He Gly Phe Leu Asp Tyr 
455 460 465 

Lys Thr Thr Lys He Ala Val Pro Leu He Gin Gly Tyr Thr Val 
470 475 480 

Leu Arg He Leu Val Glu Asn Arg Gly Arg Val Asn Tyr Gly Glu 
485 490 495 

Asn He Asp Asp Gin Arg Lys Gly Leu He Gly Asn Leu Tyr Leu 
500 505 510 

Asn Asp Ser Pro Leu Lys Asn Phe Arg He Tyr Ser Leu Asp Met 
515 520 525 

Lys Lys Ser Phe Phe Gin Arg Phe Gly Leu Asp Lys Trp Xaa Ser 
530 535 540 

Leu Pro Glu Thr Pro Thr Leu Pro Ala Phe Phe Leu Gly Ser Leu 
545 550 555 

Ser He Ser Ser Thr Pro Cys Asp Thr Phe Leu Lys Leu Glu Gly 
560 565 570 

Trp Glu Lys Gly Val Val Phe He Asn Gly Gin Asn Leu Gly Arg 
575 580 585 

Tyr Trp Asn He Gly Pro Gin Lys Thr Leu Tyr Leu Pro Gly Pro 
590 595 600 

Trp Leu Ser Ser Gly He Asn Gin Val He Val Phe Glu Glu Thr 
605 610 615 

Met Ala Gly Pro Ala Leu Gin Phe Thr Glu Thr Pro His Leu Gly 
620 625 630 

Arg Asn Gin Tyr He Lys 
635 

<210> 23 

<211> 997 

<212> DNA 

<213> Homo Sapien 



54 



400> 23 



cccacgcgtc 




aaLy aa a. ct v_ cil- 


tcctgaggag aaagaaagag 


50 


agggagggag 


agaaaaagag 


a.y <±y cty ciy eta. 


acaaaaaacc 


aaagagagag 


100 


aaaaaatgaa 


4— 4— *~\ --\ 4— /-i 4- *i a a 
CL.CaLOL.dda 


l. \^.ct u l- l. y aaa 


cacaatgcac 


agagagagga 


150 


4- s-f^i- 4- ,^,4- „4_ 4- 

CyCLl-CLCUL. 


ooc-ctcto-uy l. u 


L. U La. uy y a.v_ L. 


gttgctggga 


tccccatcct 


200 


^ -4— 4— 4— /— 4 4— /™1 ^ 4— 

atttCCCayL 


yccLyutLCa 


L. LciL-L.ay aty 


tgttgtgaca tttegcatet 


250 


ttcaaacctg 


tgatgagaaa 


a.a.g u u L- c ay o 


tacctgagaa 


tttcacagag 


300 


ctctcctgct 


acaattatgg 


accagguuca 


gtcaagaatt 


gttgtccatt 


350 


gaactgggaa 


i_^.4_4_i_4_~~ — ,4— 

tattttcaat 


ccagctgc ta 


cttcttttct 


actgacacca 


400 


tttcctgggc 


4_ _ _ — _4— 4- 4— — . 

gttaagttta 


aagaactget 


cagccatggg ggctcacctg 


450 


gtggttatca 


actcacagga 


gga.gcaggaa 


ttcctttcct 


acaagaaacc 


500 


taaaatgaga 


gagtttt tta 


ttggactgtc 


agaccaggtt 


gtcgagggtc 


55 0 


agtggcaatg 


ggtggacggc 


acacctttga 


caaagtctct 


gagcttctgg 


£ 0 0 

O V \J 


gatgtagggg 


agcccaacaa 


catagctacc 


ctggaggact 


gtgccaccat 


650 


gagagactct 


tcaaacccaa 


ggcaaaattg 


gaatgatgta 


acctgtttcc 


700 


4_ _ _ _ i_ i .j_.i_.i_ 

tcaattattt 


tcggatttgt 


gaa.a. t-gy Lay 


gaataaatcc 


tttgaacaaa 


750 


ggaaaatctc 


tttaagaaca 


yaayyCaCaa 


ctcaaatgtg 


taaagaagga 


800 


agagcaagaa 


catggccaca 


cccaccgccc 


cacacgagaa 


atttgtgcgc 


850 


tgaacttcaa 


aggacttcat 


aagtatttgt 


tactctgata 


caaataaaaa 


900 


taagtagttt 


taaatgttaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


950 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaa 997 



210> 24 

211> 219 

212 > PRT 

213 > Homo Sapien 

:400> 24 

Met Asn Ser Ser Lys Ser Ser Glu Thr Gin Cys Thr Glu Arg Gly 
15 10 15 

Cys Phe Ser Ser Gin Met Phe Leu Trp Thr Val Ala Gly He Pro 
20 25 30 

He Leu Phe Leu Ser Ala Cys Phe He Thr Arg Cys Val Val Thr 
35 40 45 

Phe Arg He Phe Gin Thr Cys Asp Glu Lys Lys Phe Gin Leu Pro 
50 55 60 
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Glu Asn Phe Thr Glu Leu Ser Cys Tyr Asn Tyr Gly Ser Gly Ser 

65 70 75 

Val Lys Asn Cys Cys Pro Leu Asn Trp Glu Tyr Phe Gin Ser Ser 

80 85 90 

Cys Tyr Phe Phe Ser Thr Asp Thr lie Ser Trp Ala Leu Ser Leu 

95 100 105 

Lys Asn Cys Ser Ala Met Gly Ala His Leu Val Val He Asn Ser 

110 115 120 

Gin Glu Glu Gin Glu Phe Leu Ser Tyr Lys Lys Pro Lys Met Arg 

125 130 135 

Glu Phe Phe He Gly Leu Ser Asp Gin Val Val Glu Gly Gin Trp 

140 145 150 

Gin Trp Val Asp Gly Thr Pro Leu Thr Lys Ser Leu Ser Phe Trp 

155 160 165 

Asp Val Gly Glu Pro Asn Asn He Ala Thr Leu Glu Asp Cys Ala 

170 175 180 

Thr Met Arg Asp Ser Ser Asn Pro Arg Gin Asn Trp Asn Asp Val 

185 190 195 

Thr Cys Phe Leu Asn Tyr Phe Arg He Cys Glu Met Val Gly He 

200 205 210 

Asn Pro Leu Asn Lys Gly Lys Ser Leu 
215 

:210> 25 

c211> 2505 

c212> DNA 

c213> Homo Sapien 

c400> 25 



ggggacgcgg 


agctgagagg 


ctccgggcta 


gctaggtgta 


ggggtggacg 


50 


ggtcccagga 


ccctggtgag 


ggttctctac 


ttggccttcg gtgggggtca 


100 


agacgcaggc 


acctacgcca 


aaggggagca 


aagccgggct 


cggcccgagg 


150 


cccccaggac 


ctccatctcc 


caatgttgga 


ggaatccgac 


acgtgacggt 


200 


ctgtccgccg 


tctcagacta 


gaggagcgct 


gtaaacgcca 


tggctcccaa 


250 


gaagctgtcc 


tgccttcgtt 


ccctgctgct 


gccgctcagc 


ctgacgctac 


300 


tgctgcccca 


ggcagacact 


cggtcgttcg 


tagtggatag 


gggtcatgac 


350 


cggtttctcc 


tagacggggc 


cccgttccgc 


tatgtgtctg 


gcagcctgca 


400 


ctactttcgg 


gtaccgcggg 


tgctttgggc 


cgaccggctt 


ttgaagatgc 


450 


gatggagcgg 


cctcaacgcc 


atacagtttt 


atgtgccctg 


gaactaccac 


500 



56 



gagccacagc 


ctggggtcta 


taactttaat 


ggcagccggg 


acctcattgc 


550 


ctttctgaat 


gaggcagctc 


tagcgaacct 


gttggtcata 


ctgagaccag 


600 


gaccttacat 


ctgtgcagag 


tgggagatgg 


ggggtctccc 


atcctggttg 


650 


cttcgaaaac 


ctgaaattca 


tctaagaacc 


tcagatccag 


acttccttgc 


700 


cgcagtggac 


tcctggttca 


aggtcttgct 


gcccaagata 


tatccatggc 


750 


tttatcacaa 


tgggggcaac 


atcattagca 


ttcaggtgga 


gaatgaatat 


800 


ggtagctaca 


gagcctgtga 


cttcagctac 


atgaggcact 


tggctgggct 


850 


cttccgtgca 


ctgctaggag 


aaaagatctt 


gctcttcacc 


acagatgggc 


900 


ctgaaggact 


caagtgtggc 


tccctccggg 


gactctatac 


cactgtagat 


950 


tttggcccag 


ctgacaacat 


gaccaaaatc 


tttaccctgc 


ttcggaagta 


1000 


tgaaccccat 


gggccattgg 


taaactctga 


gtactacaca 


ggctggctgg 


1050 


attactgggg 


ccagaatcac 


tccacacggt 


ctgtgtcagc 


tgtaaccaaa 


1100 


ggactagaga 


acatgctcaa 


gttgggagcc 


agtgtgaaca 


tgtacatgtt 


1150 


ccatggaggt 


accaactttg 


gatattggaa 


tggtgccgat 


aagaagggac 


1200 


gcttccttcc 


gattactacc 


agctatgact 


atgatgcacc 


tatatctgaa 


1250 


gcaggggacc 


ccacacctaa 


gctttttgct 


cttcgagatg 


tcatcagcaa 


1300 


gttccaggaa 


gttcctttgg 


gacctttacc 


tcccccgagc 


cccaagatga 


1350 


tgcttggacc 


tgtgactctg 


cacctggttg 


ggcatttact 


ggctttccta 


1400 


gacttgcttt 


gcccccgtgg 


gcccattcat 


tcaatcttgc 


caatgacctt 


1450 


tgaggctgtc 


aagcaggacc 


atggcttcat 


gttgtaccga 


acctatatga 


1500 


cccataccat 


ttttgagcca 


acaccattct 


gggtgccaaa 


taatggagtc 


1550 


catgaccgtg 


cctatgtgat 


ggtggatggg 


gtgttccagg 


gtgttgtgga 


1600 


gcgaaatatg 


agagacaaac 


tatttttgac 


ggggaaactg 


gggtccaaac 


1650 


tggatatctt 


ggtggagaac 


atggggaggc 


tcagctttgg 


gtctaacagc 


1700 


agtgacttca 


agggcctgtt 


gaagccacca 


attctggggc 


aaacaatcct 


1750 


tacccagtgg 


atgatgttcc 


ctctgaaaat 


tgataacctt 


gtgaagtggt 


1800 


ggtttcccct 


ccagttgcca 


aaatggccat 


atcctcaagc 


tccttctggc 


1850 


cccacattct 


actccaaaac 


atttccaatt 


ttaggctcag 


ttggggacac 


1900 


atttctatat 


ctacctggat 


ggaccaaggg 


ccaagtctgg 


atcaatgggt 


1950 
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ttaacttggg ccggtactgg acaaagcagg ggccacaaca gaccctctac 2 0 00 

gtgccaagat tcctgctgtt tcctagggga gccctcaaca aaattacatt 2050 

gctggaacta gaagatgtac ctctccagcc ccaagtccaa tttttggata 2100 

agcctatcct caatagcact agtactttgc acaggacaca tatcaattcc 2150 

ctttcagctg atacactgag tgcctctgaa ccaatggagt taagtgggca 2200 

ctgaaaggta ggccgggcat ggtggctcat gcctgtaatc ccagcacttt 2250 

gggaggctga gacgggtgga ttacctgagg tcaggacttc aagaccagcc 2300 

tggccaacat ggtgaaaccc cgtctccact aaaaatacaa aaattagccg 23 50 

ggcgtgatgg tgggcacctc taatcccagc tacttgggag gctgagggca 2400 

ggagaattgc ttgaatccag gaggcagagg ttgcagtgag tggaggttgt 2450 

accactgcac tccagcctgg ctgacagtga gacactccat ctcaaaaaaa 2500 

aaaaa 25 05 

<210> 26 

<211> 654 

<212> PRT 

<213> Homo Sapien 

<400> 26 

Met Ala Pro Lys Lys Leu Ser Cys Leu Arg Ser Leu Leu Leu Pro 
15 10 15 

Leu Ser Leu Thr Leu Leu Leu Pro Gin Ala Asp Thr Arg Ser Phe 
20 25 30 

Val Val Asp Arg Gly His Asp Arg Phe Leu Leu Asp Gly Ala Pro 
35 40 45 

Phe Arg Tyr Val Ser Gly Ser Leu His Tyr Phe Arg Val Pro Arg 
50 55 60 

Val Leu Trp Ala Asp Arg Leu Leu Lys Met Arg Trp Ser Gly Leu 
65 70 75 

Asn Ala lie Gin Phe Tyr Val Pro Trp Asn Tyr His Glu Pro Gin 
80 85 90 

Pro Gly Val Tyr Asn Phe Asn Gly Ser Arg Asp Leu He Ala Phe 
95 100 105 

Leu Asn Glu Ala Ala Leu Ala Asn Leu Leu Val He Leu Arg Pro 
110 115 120 

Gly Pro Tyr He Cys Ala Glu Trp Glu Met Gly Gly Leu Pro Ser 
125 130 135 

Trp Leu Leu Arg Lys Pro Glu He His Leu Arg Thr Ser Asp Pro 
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140 145 150 

Asp Phe Leu Ala Ala Val Asp Ser Trp Phe Lys Val Leu Leu Pro 
155 160 165 

Lys lie Tyr Pro Trp Leu Tyr His Asn Gly Gly Asn lie lie Ser 
170 175 180 

lie Gin Val Glu Asn Glu Tyr Gly Ser Tyr Arg Ala Cys Asp Phe 
185 190 195 

Ser Tyr Met Arg His Leu Ala Gly Leu Phe Arg Ala Leu Leu Gly 
200 205 210 

Glu Lys lie Leu Leu Phe Thr Thr Asp Gly Pro Glu Gly Leu Lys 
215 220 225 

Cys Gly Ser Leu Arg Gly Leu Tyr Thr Thr Val Asp Phe Gly Pro 
230 " 235 240 

Ala Asp Asn Met Thr Lys lie Phe Thr Leu Leu Arg Lys Tyr Glu 
245 250 255 

Pro His Gly Pro Leu Val Asn Ser Glu Tyr Tyr Thr Gly Trp Leu 
260 265 270 

Asp Tyr Trp Gly Gin Asn His Ser Thr Arg Ser Val Ser Ala Val 
275 280 285 

Thr Lys Gly Leu Glu Asn Met Leu Lys Leu Gly Ala Ser Val Asn 
290 295 300 

Met Tyr Met Phe His Gly Gly Thr Asn Phe Gly Tyr Trp Asn Gly 
305 310 315 

Ala Asp Lys Lys Gly Arg Phe Leu Pro lie Thr Thr Ser Tyr Asp 
320 325 330 

Tyr Asp Ala Pro lie Ser Glu Ala Gly Asp Pro Thr Pro Lys Leu 
335 340 345 

Phe Ala Leu Arg Asp Val He Ser Lys Phe Gin Glu Val Pro Leu 
350 355 360 

Gly Pro Leu Pro Pro Pro Ser Pro Lys Met Met Leu Gly Pro Val 
365 370 375 

Thr Leu His Leu Val Gly His Leu Leu Ala Phe Leu Asp Leu Leu 
380 385 390 

Cys Pro Arg Gly Pro He His Ser He Leu Pro Met Thr Phe Glu 
395 400 405 

Ala Val Lys Gin Asp His Gly Phe Met Leu Tyr Arg Thr Tyr Met 
410 415 420 

Thr His Thr He Phe Glu Pro Thr Pro Phe Trp Val Pro Asn Asn 
425 430 435 
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Gly Val His Asp Arg Ala Tyr Val Met Val Asp Gly Val Phe Gin 
440 445 450 

Gly Val Val Glu Arg Asn Met Arg Asp Lys Leu Phe Leu Thr Gly 
455 460 465 

Lys Leu Gly Ser Lys Leu Asp He Leu Val Glu Asn Met Gly Arg 
470 475 480 

Leu Ser Phe Gly Ser Asn Ser Ser Asp Phe Lys Gly Leu Leu Lys 
485 490 495 

Pro Pro He Leu Gly Gin Thr He Leu Thr Gin Trp Met Met Phe 
500 505 510 

Pro Leu Lys He Asp Asn Leu Val Lys Trp Trp Phe Pro Leu Gin 
515 520 525 

Leu Pro Lys Trp Pro Tyr Pro Gin Ala Pro Ser Gly Pro Thr Phe 
530 535 540 

Tyr Ser Lys Thr Phe Pro He Leu Gly Ser Val Gly Asp Thr Phe 
545 550 555 

W Leu Tyr Leu Pro Gly Trp Thr Lys Gly Gin Val Trp He Asn Gly 
M ' 560 " 565 570 

.y I 

fH Phe Asn Leu Gly Arg Tyr Trp Thr Lys Gin Gly Pro Gin Gin Thr 
m 575 580 585 

W Leu Tyr Val Pro Arg Phe Leu Leu Phe Pro Arg Gly Ala Leu Asn 

590 595 600 



Lys He Thr Leu Leu Glu Leu Glu Asp Val Pro Leu Gin Pro Gin 
605 610 615 



Val Gin Phe Leu Asp Lys Pro He Leu Asn Ser Thr Ser Thr Leu 

y? 620 625 630 

O 

ft His Arg Thr His He Asn Ser Leu Ser Ala Asp Thr Leu Ser Ala 

635 640 645 

Ser Glu Pro Met Glu Leu Ser Gly His 
650 

<210> 27 

<211> 1985 

<212> DNA 

<213> Homo Sapien 

<400> 27 

ggacagctcg cggcccccga gagctctagc cgtcgaggag ctgcctgggg 50 
acgtttgccc tggggcccca gcctggcccg ggtcaccctg gcatgaggag 100 
atgggcctgt tgctcctggt cccattgctc ctgctgcccg gctcctacgg 150 
actgcccttc tacaacggct tctactactc caacagcgcc aacgaccaga 200 



60 





acctaggcaa 


cggtcatggc 


aaagacctcc 


ttaatggagt 


gaagctggtg 


250 




gtggagacac 


ccgaggagac 


cctgttcacc 


taccaagggg 


ccagtgtgat 


300 




cctgccctgc 


cgctaccgct 


acgagccggc 


cctggtctcc 


ccgcggcgtg 


350 




tgcgtgtcaa 


atggtggaag 


ctgtcggaga 


acggggcccc 


agagaaggac 


400 




gtgctggtgg 


ccatcgggct 


gaggcaccgc 


tcctttgggg 


actaccaagg 


450 




ccgcgtgcac 


ctgcggcagg 


acaaagagca 


tgacgtctcg 


ctggagatcc 


500 




aggatctgcg 


gctggaggac 


tatgggcgtt 


accgctgtga 


ggtcattgac 


550 




gggctggagg 


atgaaagcgg 


tctggtggag 


ctggagctgc 


ggggtgtggt 


600 




ctttccttac 


cagtccccca 


^cgggcgcta 


ccagttcaac 


ttccacgagg 


650 




gccagcaggt 


ctgtgcagag 


caggctgcgg 


tggtggcctc 


ctttgagcag 


700 




ctcttccggg 


cctgggagga 


gggcctggac 


tggtgcaacg 


cgggctggct 


750 




gcaggatgct 


acggtgcagt 


accccatcat 


gttgccccgg 


cagccctgcg 


800 


r ? 1 


gtggcccagg 


cctggcacct 


ggcgtgcgaa 


gctacggccc 


ccgccaccgc 


850 


'■I 


cgcctgcacc 


gctatgatgt 


attctgcttc 


gctactgccc 


tcaaggggcg 


900 


J 

frl 


ggtgtactac 


ctggagcacc 


ctgagaagct 


gacgctgaca 


gaggcaaggg 


950 


ffi 


aggcctgcca 


ggaagatgat 


gccacgatcg 


ccaaggtggg 


acagctcttt 


1000 


3 


gccgcctgga 


agttccatgg 


cctggaccgc 


tgcgacgctg 


gctggctggc 


1050 




agatggcagc 


gtccgctacc 


ctgtggttca 


cccgcatcct 


aactgtgggc 


1100 


i n 


ccccagagcc 


tggggtccga 


agctttggct 


tccccgaccc 


gcagagccgc 


1150 


Q 

irii 


ttgtacggtg 


tttactgcta 


ccgccagcac 


taggacctgg 


ggccctcccc 


1200 




tgccgcattc 


cctcactggc 


tgtgtattta 


ttgagtggtt 


cgttttccct 


1250 




tgtgggttgg 


agccatttta 


actgttttta 


tacttctcaa 


tttaaatttt 


1300 




ctttaaacat 


ttttttacta 


ttttttgtaa 


agcaaacaga 


acccaatgcc 


1350 




tccctttgct 


cctggatgcc 


ccactccagg 


aatcatgctt 


gctcccctgg 


1400 




gccatttgcg 


gttttgtggg 


cttctggagg 


gttccccgcc 


atccaggctg 


1450 




gtctccctcc 


cttaaggagg 


ttggtgccca 


gagtgggcgg 


tggcctgtct 


1500 




agaatgccgc 


cgggagtccg 


ggcatggtgg 


gcacagttct 


ccctgcccct 


1550 




cagcctgggg 


gaagaagagg 


gcctcggggg 


cctccggagc 


tgggctttgg 


1600 




gcctctcctg 


cccacctcta 


cttctctgtg 


aagccgctga 


ccccagtctg 


1650 



61 



cccactgagg ggctagggct ggaagccagt tctaggcttc caggcgaaat 1700 

ctgagggaag gaagaaactc ccctccccgt tccccttccc ctctcggttc 1750 

caaagaatct gttttgttgt catttgtttc tcctgtttcc ctgtgtgggg 1800 

aggggccctc aggtgtgtgt actttggaca ataaatggtg ctatgactgc 1850 

cttccgccaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1900 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1950 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 1985 

:210> 28 

;211> 360 

:212> PRT 

:213> Homo Sapien 

:400> 28 

Met Gly Leu Leu Leu Leu Val Pro Leu Leu Leu Leu Pro Gly Ser 
1 5 10 15 

Tyr Gly Leu Pro Phe Tyr Asn Gly Phe Tyr Tyr Ser Asn Ser Ala 
20 25 30 

Asn Asp Gin Asn Leu Gly Asn Gly His Gly Lys Asp Leu Leu Asn 
35 40 45 

Gly Val Lys Leu Val Val Glu Thr Pro Glu Glu Thr Leu Phe Thr 
50 55 60 

Tyr Gin Gly Ala Ser Val lie Leu Pro Cys Arg Tyr Arg Tyr Glu 
65 70 75 

Pro Ala Leu Val Ser Pro Arg Arg Val Arg Val Lys Trp Trp Lys 
80 ~ ~ g5 go 

Leu Ser Glu Asn Gly Ala Pro Glu Lys Asp Val Leu Val Ala lie 
95 100 105 

Gly Leu Arg His Arg Ser Phe Gly Asp Tyr Gin Gly Arg Val His 
110 115 120 

Leu Arg Gin Asp Lys Glu His Asp Val Ser Leu Glu lie Gin Asp 
125 130 135 

Leu Arg Leu Glu Asp Tyr Gly Arg Tyr Arg Cys Glu Val lie Asp 
140 145 150 

Gly Leu Glu Asp Glu Ser Gly Leu Val Glu Leu Glu Leu Arg Gly 
155 ~ 160 165 

Val Val Phe Pro Tyr Gin Ser Pro Asn Gly Arg Tyr Gin Phe Asn 
170 175 180 

Phe His Glu Gly Gin Gin Val Cys Ala Glu Gin Ala Ala Val Val 
185 190 195 
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Ala Ser Phe Glu Gin 
200 

Trp Cys Asn Ala Gly 
215 

lie Met Leu Pro Arg 

230 

Gly Val Arg Ser Tyr 
245 

Asp Val Phe Cys Phe 
260 

Leu Glu His Pro Glu 
275 

Cys Gin Glu Asp Asp 
290 

Ala Ala Trp Lys Phe 
305 

Leu Ala Asp Gly Ser 
320 

Asn Cys Gly Pro Pro 
335 

Asp Pro Gin Ser Arg 
350 

;210> 29 

:211> 2397 

;212> DNA 

;213> Homo Sapien 

;400> 29 



gcaagcggcg 


aaatggcgcc 


ctccgggagt 


cttgcagttc 


ccctggcagt 


50 


cctggtgctg 


ttgctttggg 


gtgctccctg 


gacgcacggg 


cggcggagca 


100 


acgttcgcgt 


catcacggac 


gagaactgga 


gagaactgct 


ggaaggagac 


150 


tggatgatag 


aattttatgc 


cccgtggtgc 


cctgcttgtc 


aaaatcttca 


200 


accggaatgg 


gaaagttttg 


ctgaatgggg 


agaagatctt 


gaggttaata 


250 


ttgcgaaagt 


agatgtcaca 


gagcagccag 


gactgagtgg 


acggtttatc 


300 


ataactgctc 


ttcctactat 


ttatcattgt 


aaagatggtg 


aatttaggcg 


350 


ctatcagggt 


ccaaggacta 


agaaggactt 


cataaacttt 


ataagtgata 


400 


aagagtggaa 


gagtattgag 


cccgtttcat 


catggtttgg 


tccaggttct 


450 


gttctgatga 


gtagtatgtc 


agcactcttt 


cagctatcta 


tgtggatcag 


500 
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Leu Phe Arg Ala Trp Glu Glu Gly Leu Asp 
205 210 

Trp Leu Gin Asp Ala Thr Val Gin Tyr Pro 
220 225 

Gin Pro Cys Gly Gly Pro Gly Leu Ala Pro 
235 240 

Gly Pro Arg His Arg Arg Leu His Arg Tyr 
250 255 

Ala Thr Ala Leu Lys Gly Arg Val Tyr Tyr 
265 270 

Lys Leu Thr Leu Thr Glu Ala Arg Glu Ala 
280 285 

Ala Thr He Ala Lys Val Gly Gin Leu Phe 
295 300 

His Gly Leu Asp Arg Cys Asp Ala Gly Trp 
310 315 

Val Arg Tyr Pro Val Val His Pro His Pro 
325 330 

Glu Pro Gly Val Arg Ser Phe Gly Phe Pro 
340 345 



Leu Tyr Gly Val Tyr Cys Tyr Arg Gin His 
355 360 



gacgtgccat aactacttta ttgaagacct tggattgcca gtgtggggat 550 
catatactgt ttttgcttta gcaactctgt tttccggact gttattagga 600 
ctctgtatga tatttgtggc agattgcctt tgtccttcaa aaaggcgcag 650 
accacagcca tacccatacc cttcaaaaaa attattatca gaatctgcac 700 
aacctttgaa aaaagtggag gaggaacaag aggcggatga agaagatgtt 750 
tcagaagaag aagctgaaag taaagaagga acaaacaaag actttccaca 800 
gaatgccata agacaacgct ctctgggtcc atcattggcc acagataaat 850 
cctagttaaa ttttatagtt atcttaatat tatgattttg ataaaaacag 900 
aagattgatc attttgtttg gtttgaagtg aactgtgact tttttgaata 950 
ttgcagggtt cagtctagat tgtcattaaa ttgaagagtc tacattcaga 1000 
acataaaagc actaggtata caagtttgaa atatgattta agcacagtat 1050 
gatggtttaa atagttctct aatttttgaa aaatcgtgcc aagcaataag 1100 
atttatgtat atttgtttaa taataaccta tttcaagtct gagttttgaa 1150 
aatttacatt tcccaagtat tgcattattg aggtatttaa gaagattatt 12 00 
ttagagaaaa atatttctca tttgatataa tttttctctg tttcactgtg 1250 
tgaaaaaaag aagatatttc ccataaatgg gaagtttgcc cattgtctca 13 00 
agaaatgtgt atttcagtga caatttcgtg gtctttttag aggtatattc 1350 
caaaatttcc ttgtattttt aggttatg-ca actaataaaa actaccttac 1400 
attaattaat tacagttttc tacacatggt aatacaggat atgctactga 1450 
tttaggaagt ttttaagttc atggtattct cttgattcca acaaagtttg 1500 
attttctctt gtatttttct tacttactat gggttacatt ttttattttt 1550 
caaattggat gataatttct tggaaacatt ttttatgttt tagtaaacag 1600 
tatttttttg ttgtttcaaa ctgaagttta ctgagagatc catcaaattg 1650 
aacaatctgt tgtaatttaa aattttggcc acttttttca gattttacat 1700 
cattcttgct gaacttcaac ttgaaattgt tttttttttc tttttggatg 1750 
tgaaggtgaa cattcctgat ttttgtctga tgtgaaaaag ccttggtatt 1800 
ttacattttg aaaattcaaa gaagcttaat ataaaagttt gcattctact 1850 
caggaaaaag catcttcttg tatatgtctt aaatgtattt ttgtcctcat 1900 
atacagaaag ttcttaattg attttacagt ctgtaatgct tgatgtttta 1950 
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aaataataac atttttatat tttttaaaag acaaacttca tattatcctg 2000 

tgttctttcc tgactggtaa tattgtgtgg gatttcacag gtaaaagtca 2050 

gtaggatgga acattttagt gtatttttac tccttaaaga gctagaatac 2100 

atagttttca ccttaaaaga agggggaaaa tcataaatac aatgaatcaa 2150 

ctgaccatta cgtagtagac aatttctgta atgtcccctt ctttctaggc 2200 

tctgttgctg tgtgaatcca ttagatttac agtatcgtaa tatacaagtt 22 50 

ttctttaaag ccctctcctt tagaatttaa aatattgtac cattaaagag 23 00 

tttggatgtg taacttgtga tgccttagaa aaatatccta agcacaaaat 23 50 

aaacctttct aaccacttca ttaaagctga aaaaaaaaaa aaaaaaa 23 97 

<210> 30 

<211> 280 

<212> PRT 

<213> Homo Sapien 

<400> 30 

Met Ala Pro Ser Gly Ser Leu Ala Val Pro Leu Ala Val Leu Val 
15 10 15 

Leu Leu Leu Trp Gly Ala Pro Trp Thr His Gly Arg Arg Ser Asn 
20 25 30 

Val Arg Val He Thr Asp Glu Asn Trp Arg Glu Leu Leu Glu Gly 
35 40 45 

Asp Trp Met He Glu Phe Tyr Ala Pro Trp Cys Pro Ala Cys Gin 
50 55 60 

Asn Leu Gin Pro Glu Trp Glu Ser Phe Ala Glu Trp Gly Glu Asp 
65 70 75 

Leu Glu Val Asn He Ala Lys Val Asp Val Thr Glu Gin Pro Gly 
80 85 90 

Leu Ser Gly Arg Phe He He Thr Ala Leu Pro Thr He Tyr His 
95 100 105 

Cys Lys Asp Gly Glu Phe Arg Arg Tyr Gin Gly Pro Arg Thr Lys 
110 115 12 0 

Lys Asp Phe He Asn Phe He Ser Asp Lys Glu Trp Lys Ser He 
125 13 0 135 

Glu Pro Val Ser Ser Trp Phe Gly Pro Gly Ser Val Leu Met Ser 
140 " 145 150 

Ser Met Ser Ala Leu Phe Gin Leu Ser Met Trp He Arg Thr Cys 
155 160 165 

His Asn Tyr Phe He Glu Asp Leu Gly Leu Pro Val Trp Gly Ser 

65 



170 175 180 

Tyr Thr Val Phe Ala Leu Ala Thr Leu Phe Ser Gly Leu Leu Leu 
185 190 195 

Gly Leu Cys Met lie Phe Val Ala Asp Cys Leu Cys Pro Ser Lys 
200 205 210 

Arg Arg Arg Pro Gin Pro Tyr Pro Tyr Pro Ser Lys Lys Leu Leu 
215 220 225 

Ser Glu Ser Ala Gin Pro Leu Lys Lys Val Glu Glu Glu Gin Glu 
230 235 240 

Ala Asp Glu Glu Asp Val Ser Glu Glu Glu Ala Glu Ser Lys Glu 
245 250 255 

Gly Thr Asn Lys Asp Phe Pro Gin Asn Ala lie Arg Gin Arg Ser 
260 265 270 

Leu Gly Pro Ser Leu Ala Thr Asp Lys Ser 
275 280 

<210> 31 

<211> 1620 

<212> DNA 

<213> Homo Sapien 

<220> 

<221> unsure 

<222> 973, 977, 996, 1003 
<223> unknown base 

<400> 31 



agatggcggt 


cttggcacct 


ctaattgctc 


tcgtgtattc 


ggtgccgcga 


50 


ctttcacgat 


ggctcgccca 


accttactac 


cttctgtcgg 


ccctgctctc 


100 


tgctgccttc 


ctactcgtga 


ggaaactgcc 


gccgctctgc 


cacggtctgc 


150 


ccacccaacg 


cgaagacggt 


aacccgtgtg 


actttgactg 


gagagaagtg 


200 


gagatcctga 


tgtttctcag 


tgccattgtg 


atgatgaaga 


accgcagatc 


250 


catcactgtg 


gagcaacata 


taggcaacat 


tttcatgttt 


agtaaagtgg 


300 


ccaacacaat 


tcttttcttc 


cgcttggata 


ttcgcatggg 


cctactttac 


350 


atcacactct 


gcatagtgtt 


cctgatgacg 


tgcaaacccc 


ccctatatat 


400 


gggccctgag 


tatatcaagt 


acttcaatga 


taaaaccatt 


gatgaggaac 


450 


tagaacggga 


caagagggtc 


acttggattg 


tggagttctt 


tgccaattgg 


500 


tctaatgact 


gccaatcatt 


tgcccctatc 


tatgctgacc 


tctcccttaa 


550 


atacaactgt 


acagggctaa 


attttgggaa 


ggtggatgtt 


ggacgctata 


600 
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ctgatgttag 


tacgcggtac 


aaagtgagca 


catcacccct 


caccaagcaa 


650 


ctccctaccc 


tgatcctgtt 


ccaaggtggc 


aaggaggcaa 


tgcggcggcc 


700 


acagattgac 


aagaaaggac 


gggctgtctc 


atggaccttc 


tctgaggaga 


750 


atgtgatccg 


agaatttaac 


ttaaatgagc 


tataccagcg 


ggccaagaaa 


800 


ctatcaaagg 


ctggagacaa 


tatccctgag 


gagcagcctg 


tggcttcaac 


850 


ccccaccaca 


gtgtcagatg 


gggaaaacaa 


gaaggataaa 


taagatcctc 


900 


actttggcag 


tgcttcctct 


cctgtcaatt 


ccaggctctt 


tccataacca 


950 


caagcctgag 


gctgcagcct 


ttnattnatg 


ttttcccttt ggctgngact 


1000 


ggntggggca 


gcatgcagct 


tctgatttta 


aagaggcatc 


tagggaattg 


1050 


tcaggcaccc 


tacaggaagg 


cctgccatgc 


tgtggccaac 


tgtttcactg 


1100 


gagcaagaaa 


gagatctcat 


aggacggagg 


gggaaatggt 


ttccctccaa 


1150 


gcttgggtca 


gtgtgttaac 


tgcttatcag 


ctattcagac 


atctccatgg 


1200 


tttctccatg 


aaactctgtg 


gtttcatcat 


tccttcttag 


ttgacctgca 


1250 


cagcttggtt 


agacctagat 


ttaaccctaa 


ggtaagatgc 


tggggtatag 


1300 


aacgctaaga 


attttccccc 


aaggactctt 


gcttccttaa gcccttctgg 


1350 


cttcgtttat 


ggtcttcatt 


aaaagtataa 


gcctaacttt 


gtcgctagtc 


1400 


ctaaggagaa 


acctttaacc 


acaaagtttt 


tatcattgaa 


gacaatattg 


1450 


aacaaccccc 


tattttgtgg 


ggattgagaa 


ggggtgaata gaggcttgag 


1500 


actttccttt 


gtgtggtagg 


acttggagga 


gaaatcccct ggactttcac 


1550 


taaccctctg 


acatactccc 


cacacccagt 


tgatggcttt 


ccgtaataaa 


1600 


aagattggga 


tttccttttg 


1620 









<210> 32 

<211> 296 

<212> PRT 

<213> Homo Sapien 



<400> 32 

Met Ala Val Leu Ala Pro Leu lie Ala Leu Val Tyr Ser Val Pro 
15 10 15 

Arg Leu Ser Arg Trp Leu Ala Gin Pro Tyr Tyr Leu Leu Ser Ala 
20 25 30 

Leu Leu Ser Ala Ala Phe Leu Leu Val Arg Lys Leu Pro Pro Leu 
35 40 45 

Cys His Gly Leu Pro Thr Gin Arg Glu Asp Gly Asn Pro Cys Asp 
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50 55 60 

Phe Asp Trp Arg Glu Val Glu He Leu Met Phe Leu Ser Ala He 
65 70 75 

Val Met Met Lys Asn Arg Arg Ser He Thr Val Glu Gin His He 
80 85 90 

Gly Asn He Phe Met Phe Ser Lys Val Ala Asn Thr He Leu Phe 
95 100 105 

Phe Arg Leu Asp He Arg Met Gly Leu Leu Tyr He Thr Leu Cys 
110 " 115 120 

He Val Phe Leu Met Thr Cys Lys Pro Pro Leu Tyr Met Gly Pro 
125 130 135 

Glu Tyr He Lys Tyr Phe Asn Asp Lys Thr He Asp Glu Glu Leu 
140 145 150 

Glu Arg Asp Lys Arg Val Thr Trp He Val Glu Phe Phe Ala Asn 
155 160 165 

Trp Ser Asn Asp Cys Gin Ser Phe Ala Pro He Tyr Ala Asp Leu 
170 175 180 

Ser Leu Lys Tyr Asn Cys Thr Gly Leu Asn Phe Gly Lys Val Asp 
185 190 195 

Val Gly Arg Tyr Thr Asp Val Ser Thr Arg Tyr Lys Val Ser Thr 
200 205 210 

Ser Pro Leu Thr Lys Gin Leu Pro Thr Leu He Leu Phe Gin Gly 
215 220 225 

Gly Lys Glu Ala Met Arg Arg Pro Gin He Asp Lys Lys Gly Arg 
230 235 240 

Ala Val Ser Trp Thr Phe Ser Glu Glu Asn Val He Arg Glu Phe 
245 250 255 

Asn Leu Asn Glu Leu Tyr Gin Arg Ala Lys Lys Leu Ser Lys Ala 
260 265 270 

Gly Asp Asn He Pro Glu Glu Gin Pro Val Ala Ser Thr Pro Thr 
275 280 285 

Thr Val Ser Asp Gly Glu Asn Lys Lys Asp Lys 
290 295 

:210> 33 

;211> 1413 

;212> DNA 

:213> Homo Sapien 

;400> 33 

cggacgcgtg gggtgcccga catggcgagt gtagtgctgc cgagcggatc 50 
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ccagtgtgcg 


gcggcagcgg 


cggcggcggc 


gcctcccggg 


ctccggcttc 


100 


tgctgttgct 


cttctccgcc 


gcggcactga 


tccccacagg 


tgatgggcag 


150 


aatctgttta 


cgaaagacgt 


gacagtgatc 


gagggagagg 


ttgcgaccat 


200 


cagttgccaa 


gtcaataaga 


gtgacgactc 


tgtgattcag 


ctactgaatc 


250 


ccaacaggca 


gaccatttat 


ttcagggact 


tcaggccttt 


gaaggacagc 


300 


aggtttcagt 


tgctgaattt 


ttctagcagt 


gaactcaaag 


tatcattgac 


350 


aaacgtctca 


atttctgatg 


aaggaagata 


cttttgccag 


ctctataccg 


400 


atcccccaca 


ggaaagttac 


accaccatca 


cagtcctggt 


cccaccacgt 


450 


aatctgatga 


tcgatatcca 


gaaagacact 


gcggtggaag 


gtgaggagat 


500 


tgaagtcaac 


tgcactgcta 


tggccagcaa 


gccagccacg 


actatcaggt 


550 


ggttcaaagg 


gaacacagag 


ctaaaaggca 


aatcggaggt 


ggaagagtgg 


600 


tcagacatgt 


acactgtgac 


cagtcagctg 


atgctgaagg 


tgcacaagga 


650 


ggacgatggg 


gtcccagtga 


tctgccaggt 


ggagcaccct 


gcggtcactg 


700 


gaaacctgca 


gacccagcgg 


tatctagaag 


tacagtataa 


gcctcaagtg 


750 


cacattcaga 


tgacttatcc 


tctacaaggc 


ttaacccggg 


aaggggacgc 


800 


gcttgagtta 


acatgtgaag 


ccatcgggaa 


gccccagcct 


gtgatggtaa 


850 


cttgggtgag 


agtcgatgat 


gaaatgcctc 


aacacgccgt 


actgtctggg 


900 


cccaacctgt 


tcatcaataa 


cctaaacaaa 


acagataatg 


gtacataccg 


950 


ctgtgaagct 


tcaaacatag 


tggggaaagc 


tcactcggat 


tatatgctgt 


1000 


atgtatacga 


tccccccaca 


actatccctc 


ctcccacaac 


aaccaccacc 


1050 


accaccacca 


ccaccaccac 


caccatcctt 


accatcatca 


cagattcccg 


1100 


agcaggtgaa 


gaaggctcga 


tcagggcagt 


ggatcatgcc 


gtgatcggtg 


1150 


gcgtcgtggc 


ggtggtggtg 


ttcgccatgc 


tgtgcttgct 


catcattctg 


1200 


gggcgctatt 


ttgccagaca 


taaaggtaca 


tacttcactc 


atgaagccaa 


1250 


aggagccgat 


gacgcagcag 


acgcagacac 


agctataatc 


aatgcagaag 


1300 


gaggacagaa 


caactccgaa 


gaaaagaaag 


agtacttcat 


ctagatcagc 


1350 


ctttttgttt 


caatgaggtg 


tccaactggc 


cctatttaga 


tgataaagag 


1400 


acagtgatat 


tgg 1413 











<210> 34 
<211> 440 
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<212> PRT 

<213> Homo Sapien 



<400> 34 

Met Ala Ser Val Val Leu Pro Ser Gly Ser Gin Cys Ala Ala Ala 
15 10 15 

Ala Ala Ala Ala Ala Pro Pro Gly Leu Arg Leu Leu Leu Leu Leu 
20 25 30 

Phe Ser Ala Ala Ala Leu He Pro Thr Gly Asp Gly Gin Asn Leu 
35 40 45 

Phe Thr Lys Asp Val Thr Val He Glu Gly Glu Val Ala Thr He 
50 55 60 

Ser Cys Gin Val Asn Lys Ser Asp Asp Ser Val He Gin Leu Leu 
65 70 75 

Asn Pro Asn Arg Gin Thr He Tyr Phe Arg Asp Phe Arg Pro Leu 
80 85 90 

Lys Asp Ser Arg Phe Gin Leu Leu Asn Phe Ser Ser Ser Glu Leu 
95 100 105 

Lys Val Ser Leu Thr Asn Val Ser He Ser Asp Glu Gly Arg Tyr 
110 115 120 

Phe Cys Gin Leu Tyr Thr Asp Pro Pro Gin Glu Ser Tyr Thr Thr 
125 130 135 

He Thr Val Leu Val Pro Pro Arg Asn Leu Met He Asp He Gin 
140 145 150 

Lys Asp Thr Ala Val Glu Gly Glu Glu He Glu Val Asn Cys Thr 
155 160 165 

Ala Met Ala Ser Lys Pro Ala Thr Thr He Arg Trp Phe Lys Gly 
170 175 180 

Asn Thr Glu Leu Lys Gly Lys Ser Glu Val Glu Glu Trp Ser Asp 
185 190 195 

Met Tyr Thr Val Thr Ser Gin Leu Met Leu Lys Val His Lys Glu 
200 205 210 

Asp Asp Gly Val Pro Val He Cys Gin Val Glu His Pro Ala Val 
215 220 225 

Thr Gly Asn Leu Gin Thr Gin Arg Tyr Leu Glu Val Gin Tyr Lys 
230 235 240 

Pro Gin Val His He Gin Met Thr Tyr Pro Leu Gin Gly Leu Thr 
245 250 255 

Arg Glu Gly Asp Ala Leu Glu Leu Thr Cys Glu Ala He Gly Lys 
260 265 270 
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Pro Gin Pro Val Met Val Thr Trp Val Arg Val Asp Asp Glu Met 
275 280 285 

Pro Gin His Ala Val Leu Ser Gly Pro Asn Leu Phe He Asn Asn 
290 295 300 

Leu Asn Lys Thr Asp Asn Gly Thr Tyr Arg Cys Glu Ala Ser Asn 
305 310 315 

He Val Gly Lys Ala His Ser Asp Tyr Met Leu Tyr Val Tyr Asp 
320 325 330 

Pro Pro Thr Thr He Pro Pro Pro Thr Thr Thr Thr Thr Thr Thr 
335 340 345 

Thr Thr Thr Thr Thr Thr He Leu Thr He He Thr Asp Ser Arg 
350 355 360 

Ala Gly Glu Glu Gly Ser He Arg Ala Val Asp His Ala Val He 
365 370 375 

Gly Gly Val Val Ala Val Val Val Phe Ala Met Leu Cys Leu Leu 
380 385 390 

He He Leu Gly Arg Tyr Phe Ala Arg His Lys Gly Thr Tyr Phe 
395 400 405 

Thr His Glu Ala Lys Gly Ala Asp Asp Ala Ala Asp Ala Asp Thr 
410 415 420 

Ala He He Asn Ala Glu Gly Gly Gin Asn Asn Ser Glu Glu Lys 
425 430 435 

Lys Glu Tyr Phe He 
440 

<210> 35 

<211> 2690 

<212> DNA 

<213> Homo Sapien 

<220> 

<221> unsure 
<222> 2039-2065 
<223> unknown base 

<400> 35 

ggttgccaca gctggtttag ggccccgacc actggggccc cttgtcagga 50 
ggagacagcc tcccggcccg gggaggacaa gtcgctgcca cctttggctg 10 0 
ccgacgtgat tccctgggac ggtccgtttc ctgccgtcag ctgccggccg 150 
agttgggtct ccgtgtttca ggccggctcc cccttcctgg tctcccttct 200 
cccgctgggc cggtttatcg ggaggagatt gtcttccagg gctagcaatt 250 
ggacttttga tgatgtttga cccagcggca ggaatagcag gcaacgtgat 300 
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ttcaaagctg ggctcagcct ctgtttcttc tctcgtgtaa tcgcaaaacc 350 
cattttggag caggaattcc aatcatgtct gtgatggtgg tgagaaagaa 400 
ggtgacacgg aaatgggaga aactcccagg caggaacacc ttttgctgtg 450 
atggccgcgt catgatggcc cggcaaaagg gcattttcta cctgaccctt 500 
ttcctcatcc tggggacatg tacactcttc ttcgcctttg agtgccgcta 550 
cctggctgtt cagctgtctc ctgccatccc tgtatttgct gccatgctct 600 
tccttttctc catggctaca ctgttgagga ccagcttcag tgaccctgga 650 
gtgattcctc gggcgctacc agatgaagca gctttcatag aaatggagat 700 
agaagctacc aatggtgcgg tgccccaggg ccagcgacca ccgcctcgta 75 0 
tcaagaattt ccagataaac aaccagattg tgaaactgaa atactgttac 8 00 
acatgcaaga tcttccggcc tccccgggcc tcccattgca gcatctgtga 850 
caactgtgtg gagcgcttcg accatcactg cccctgggtg gggaattgtg 900 
ttggaaagag gaactaccgc tacttctacc tcttcatcct ttctctctcc 950 
ctcctcacaa tctatgtctt cgccttcaac atcgtctatg tggccctcaa 1000 
atctttgaaa attggcttct tggagacatt gaaagaaact cctggaactg 1050 
ttctagaagt cctcatttgc ttctttacac tctggtccgt cgtgggactg 1100 
actggatttc atactttcct cgtggctctc aaccagacaa ccaatgaaga 1150 
catcaaagga tcatggacag ggaagaatcg cgtccagaat ccctacagcc 1200 
atggcaatat tgtgaagaac tgctgtgaag tgctgtgtgg ccccttgccc 1250 
cccagtgtgc tggatcgaag gggtattttg ccactggagg aaagtggaag 13 00 
tcgacctccc agtactcaag agaccagtag cagcctcttg ccacagagcc 1350 
cagcccccac agaacacctg aactcaaatg agatgccgga ggacagcagc 1400 
actcccgaag agatgccacc tccagagccc ccagagccac cacaggaggc 1450 
agctgaagct gagaagtagc ctatctatgg aagagacttt tgtttgtgtt 1500 
taattagggc tatgagagat ttcaggtgag aagttaaacc tgagacagag 1550 
agcaagtaag ctgtcccttt taactgtttt tctttggtct ttagtcaccc 1600 
agttgcacac tggcattttc ttgctgcaag cttttttaaa tttctgaact 1650 
caaggcagtg gcagaagatg tcagtcacct ctgataactg gaaaaatggg 1700 
tctcttgggc cctggcactg gttctccatg gcctcagcca cagggtcccc 1750 
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ttggaccccc 


tctcttccct 


ccagatccca 


gccctcctgc 


ttggggtcac 


1800 


tggtctcatt 


ctggggctaa 


aagtttttga 


gactggctca 


aatcctccca 


1850 


agctgctgca 


cgtgctgagt 


ccagaggcag 


tcacagagac 


ctctggccag 


1900 


gggatcctaa 


ctgggttctt 


ggggtcttca 


ggactgaaga 


ggagggagag 


1950 


tggggtcaga 


agattctcct 


ggccaccaag 


tgccagcatt 


gcccacaaat 


2000 


ccttttagga 


atgggacagg 


taccttccac 


ttgttgtann 


nnnnnnnnnn 


2050 


nnnnnnnnnn 


nnnnnttgtt 


tttccttttg 


actcctgctc 


ccattaggag 


2100 


caggaatggc 


agtaataaaa 


gtctgcactt 


tggtcatttc 


ttttcctcag 


2150 


aggaagcccg 


agtgctcact 


taaacactat 


cccctcagac 


tccctgtgtg 


2200 


aggcctgcag 


aggccctgaa 


tgcacaaatg 


ggaaaccaag 


gcacagagag 


2250 


gctctcctct 


cctctcctct 


cccccgatgt 


accctcaaaa 


aaaaaaaaat 


2300 


gctaaccagt 


tcttccatta 


agcctcggct 


gagtgaggga 


aagcccagca 


2350 


ctgctgccct 


ctcgggtaac 


tcaccctaag 


gcctcggccc 


acctctggct 


2400 


atggtaacca 


cactgggggc 


ttcctccaag 


ccccgctctt 


ccagcacttc 


2450 


caccggcaga 


gtcccagagc 


cacttcaccc 


tgggggtggg 


ctgtggcccc 


2500 


cagtcagctc 


tgctcaggac 


ctgctctatt 


tcagggaaga 


agatttatgt 


2550 


attatatgtg 


gctatatttc 


ctagagcacc 


tgtgttttcc 


tctttctaag 


2600 


ccagggtcct 


gtctggatga 


cttatgcggt 


gggggagtgt 


aaaccggaac 


2650 


ttttcatcta 


tttgaaggcg 


attaaactgt 


gtctaatgca 


2690 





<210> 36 

<211> 364 

<212> PRT 

<213> Homo Sapien 

<400> 36 

Met Ser Val Met Val Val Arg Lys Lys Val Thr Arg Lys Trp Glu 
15 10 15 

Lys Leu Pro Gly Arg Asn Thr Phe Cys Cys Asp Gly Arg Val Met 
20 25 30 

Met Ala Arg Gin Lys Gly lie Phe Tyr Leu Thr Leu Phe Leu He 
35 40 45 

Leu Gly Thr Cys Thr Leu Phe Phe Ala Phe Glu Cys Arg Tyr Leu 
50 55 60 

Ala Val Gin Leu Ser Pro Ala He Pro Val Phe Ala Ala Met Leu 
65 70 75 
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Phe Leu Phe Ser Met Ala Thr Leu Leu Arg Thr Ser Phe Ser Asp 
80 85 90 



Pro Gly Val He Pro Arg Ala Leu Pro Asp Glu Ala Ala Phe He 
95 100 105 

Glu Met Glu He Glu Ala Thr Asn Gly Ala Val Pro Gin Gly Gin 
110 115 120 

Arg Pro Pro Pro Arg He Lys Asn Phe Gin He Asn Asn Gin He 
125 " 130 135 

Val Lys Leu Lys Tyr Cys Tyr Thr Cys Lys He Phe Arg Pro Pro 
140 145 150 

Arg Ala Ser His Cys Ser He Cys Asp Asn Cys Val Glu Arg Phe 
155 ~ 160 165 

Asp His His Cys Pro Trp Val Gly Asn Cys Val Gly Lys Arg Asn 
170 175 180 

Tyr Arg Tyr Phe Tyr Leu Phe He Leu Ser Leu Ser Leu Leu Thr 
185 190 195 

He Tyr Val Phe Ala Phe Asn He Val Tyr Val Ala Leu Lys Ser 
200 205 210 

Leu Lys He Gly Phe Leu Glu Thr Leu Lys Glu Thr Pro Gly Thr 
215 220 225 

Val Leu Glu Val Leu He Cys Phe Phe Thr Leu Trp Ser Val Val 
230 235 240 

Gly Leu Thr Gly Phe His Thr Phe Leu Val Ala Leu Asn Gin Thr 
245 250 255 

Thr Asn Glu Asp He Lys Gly Ser Trp Thr Gly Lys Asn Arg Val 
260 265 270 

Gin Asn Pro Tyr Ser His Gly Asn He Val Lys Asn Cys Cys Glu 
275 280 285 

Val Leu Cys Gly Pro Leu Pro Pro Ser Val Leu Asp Arg Arg Gly 
290 295 300 

He Leu Pro Leu Glu Glu Ser Gly Ser Arg Pro Pro Ser Thr Gin 
305 310 315 

Glu Thr Ser Ser Ser Leu Leu Pro Gin Ser Pro Ala Pro Thr Glu 
320 325 330 

His Leu Asn Ser Asn Glu Met Pro Glu Asp Ser Ser Thr Pro Glu 
335 340 345 

Glu Met Pro Pro Pro Glu Pro Pro Glu Pro Pro Gin Glu Ala Ala 
350 355 360 

Glu Ala Glu Lys 



74 



<210> 37 

<211> 3231 

<212> DNA 

<213> Homo Sapien 

<400> 37 



ggcggagcag 


ccctagccgc 


caccgtcgct 


ctcgcagc tc 


ucgtcgccac 


D V 


tgccaccgcc 


gccgccgtca 


ctgcgtcctg 


gctccggctc 


ccgcgccctc 


1UU 


ccggccggcc 


atgcagcccc 


gccgcgccca 


ggcgcccggt 


gcgcagctgc 


Id U 


tgcccgcgct 


ggccctgctg 


ctgctgctgc 


tcggagcggg 


gccccgaggc 


o n a 


agctccctgg 


ccaacccggt 


gcccgccgcg 


cccttgtctg 


cgcccgggcc 


O ET A 


gtgcgccgcg 


cagccctgcc 


ggaatggggg 


tgtgtgcacc 


tcgcgccctg 


o U U 


agccggaccc 


gcagcacccg 


gcccccgccg 


gcgagcctgg 


ctacagctgc 


350 


acctgccccg 


ccgggatctc 


cggcgccaac 


tgccagcttg 


ttgcagatcc 




ttgtgccagc 


aacccttgtc 


accatggcaa 


ctgcagcagc 


agcagcagca 


A IT {~\ 

450 


gcagcagcga 


tggctacctc 


tgcatttgca 


atgaaggcta 


tgaaggtccc 


500 


aactgtgaac 


aggcacttcc 


cagtctccca 


gccactggct 


ggaccgaatc 


550 


catggcaccc 


cgacagcttc 


agcctgttcc 


tgctactcag 


gagcctgaca 


600 


aaatcctgcc 


tcgctctcag 


gcaacggtga 


cactgcctac 


ctggcagccg 


650 


aaaacagggc 


agaaagttgt 


agaaatgaaa 


tgggatcaag 


tggaggtgat 


700 


cccagatatt 


gcctgtggga 


atgccagttc 


taacagctct 


gcgggtggcc 


n r a 

/b(J 


gcctggtatc 


ctttgaagtg 


ccacagaaca 


cctcagtcaa 


gattcggcaa 


800 


gatgccactg 


cctcactgat 


tttgctctgg 


aaggtcacgg 


ccacaggatt 


850 


ccaacagtgc 


tccctcatag 


atggacgaag 


tgtgaccccc 


cttcaggcxt 


o r\ r\ 

you 




ggtcctcctg 


gaggagatgc 


tcgccttggg 


gaataatcac 


y bu 


tttattggtt 


ttgtgaatga 


ttctgtgact 


aagtctattg 


tggctttgcg 


1000 


cttaactctg 


gtggtgaagg 


tcagcacctg 


tgtgccgggg 


gagagtcacg 


1050 


caaatgactt 


ggagtgttca 


ggaaaaggaa 


aatgcaccac 


gaagccgtca 


1100 


gaggcaactt 


tttcctgtac 


ctgtgaggag 


cagtacgtgg 


gtactttctg 


1150 


tgaagaatac 


gatgcttgcc 


agaggaaacc 


ttgccaaaac 


aacgcgagct 


1200 


gtattgatgc 


aaatgaaaag 


caagatggga 


gcaatttcac 


ctgtgtttgc 


1250 


cttcctggtt 


atactggaga 


gctttgccag 


tccaagattg 


attactgcat 


1300 
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cctagaccca tgcagaaatg gagcaacatg catttccagt ctcagtggat 1350 
tcacctgcca gtgtccagaa ggatacttcg gatctgcttg tgaagaaaag 1400 
gtggacccct gcgcctcgtc tccgtgccag aacaacggca cctgctatgt 1450 
ggacggggta cactttacct gcaactgcag cccgggcttc acagggccga 1500 
cctgtgccca gcttattgac ttctgtgccc tcagcccctg tgctcatggc 1550 
acgtgccgca gcgtgggcac cagctacaaa tgcctctgtg atccaggtta 16 0 0 
ccatggcctc tactgtgagg aggaatataa tgagtgcctc tccgctccat 1650 
gcctgaatgc agccacctgc agggacctcg ttaatggcta tgagtgtgtg 1700 
tgcctggcag aatacaaagg aacacactgt gaattgtaca aggatccctg 1750 
cgctaacgtc agctgtctga acggagccac ctgtgacagc gacggcctga 1800 
atggcacgtg catctgtgca cccgggttta caggtgaaga gtgcgacatt 1850 
gacataaatg aatgtgacag taacccctgc caccatggtg ggagctgcct 1900 
ggaccagccc aatggttata actgccactg cccgcatggt tgggtgggag 1950 
caaactgtga gatccacctc caatggaagt ccgggcacat ggcggagagc 2000 
ctcaccaaca tgccacggca ctccctctac atcatcattg gagccctctg 2050 
cgtggccttc atccttatgc tgatcatcct gatcgtgggg atttgccgca 2100 
tcagccgcat tgaataccag ggttcttcca ggccagccta tgaggagttc 2150 
tacaactgcc gcagcatcga cagcgagttc agcaatgcca ttgcatccat 2200 
ccggcatgcc aggtttggaa agaaatcccg gcctgcaatg tatgatgtga 22 50 
gccccatcgc ctatgaagat tacagtcctg atgacaaacc cttggtcaca 2300 
ctgattaaaa ctaaagattt gtaatctttt tttggattat ttttcaaaaa 2350 
gatgagatac tacactcatt taaatatttt taagaaaata aaaagcttaa 2400 
gaaatttaaa atgctagctg ctcaagagtt ttcagtagaa tatttaagaa 2450 
ctaattttct gcagctttta gtttggaaaa aatattttaa aaacaaaatt 2500 
tgtgaaacct atagacgatg ttttaatgta ccttcagctc tctaaactgt 2550 
gtgcttctac tagtgtgtgc tcttttcact gtagacacta tcacgagacc 2600 
cagattaatt tctgtggttg ttacagaata agtctaatca aggagaagtt 2650 
tctgtttgac gtttgagtgc cggctttctg agtagagtta ggaaaaccac 2700 
gtaacgtagc atatgatgta taatagagta tacccgttac ttaaaaagaa 2750 
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gtctgaaatg 


ttcgttttgt 


ggaaaagaaa 


ctagttaaat 


ttactattcc 


2800 


taacccgaat 


gaaattagcc 


tttgccttat 


tctgtgcatg 


ggtaagtaac 


2850 


ttatttctgc 


actgttttgt 


tgaactttgt 


ggaaacattc 


tttcgagttt 


2900 


gtttttgtca 


ttttcgtaac 


agtcgtcgaa 


ctaggcctca 


aaaacatacg 


2950 


taacgaaaag 


gcctagcgag gcaaattctg 


attgatttga 


atctatattt 


3000 


ttctttaaaa 


agtcaagggt 


tctatattgt 


gagtaaatta 


aatttacatt 


3050 


tgagttgttt 


gttgctaaga 


ggtagtaaat 


gtaagagagt 


actggttcct 


3100 


tcagtagtga 


gtatttctca tagtgcagct 


ttatttatct 


ccaggatgtt 


3150 


tttgtggctg 


tatttgattg 


atatgtgctt 


cttctgattc 


ttgctaattt 


3200 


ccaaccatat 


tgaataaatg 


tgatcaagtc 


a 3231 







<210> 38 

<211> 737 

<212> PRT 

<213> Homo Sapien 

<400> 38 

Met Gin Pro Arg Arg Ala Gin Ala Pro Gly Ala Gin Leu Leu Pro 
1 ~ 5 10 15 

Ala Leu Ala Leu Leu Leu Leu Leu Leu Gly Ala Gly Pro Arg Gly 
20 25 30 

Ser Ser Leu Ala Asn Pro Val Pro Ala Ala Pro Leu Ser Ala Pro 
35 40 45 

Gly Pro Cys Ala Ala Gin Pro Cys Arg Asn Gly Gly Val Cys Thr 
50 55 60 

Ser Arg Pro Glu Pro Asp Pro Gin His Pro Ala Pro Ala Gly Glu 
65 70 75 

Pro Gly Tyr Ser Cys Thr Cys Pro Ala Gly lie Ser Gly Ala Asn 
80 85 90 

Cys Gin Leu Val Ala Asp Pro Cys Ala Ser Asn Pro Cys His His 
95 100 105 

Gly Asn Cys Ser Ser Ser Ser Ser Ser Ser Ser Asp Gly Tyr Leu 
110 115 120 

Cys He Cys Asn Glu Gly Tyr Glu Gly Pro Asn Cys Glu Gin Ala 
125 130 135 

Leu Pro Ser Leu Pro Ala Thr Gly Trp Thr Glu Ser Met Ala Pro 
140 145 150 

Arg Gin Leu Gin Pro Val Pro Ala Thr Gin Glu Pro Asp Lys He 
155 160 165 
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Leu Pro Arg Ser Gin Ala Thr Val Thr Leu Pro Thr Trp Gin Pro 
170 175 180 

Lys Thr Gly Gin Lys Val Val Glu Met Lys Trp Asp Gin Val Glu 
185 190 195 

Val He Pro Asp He Ala Cys Gly Asn Ala Ser Ser Asn Ser Ser 
200 205 210 

Ala Gly Gly Arg Leu Val Ser Phe Glu Val Pro Gin Asn Thr Ser 
215 220 225 

Val Lys He Arg Gin Asp Ala Thr Ala Ser Leu He Leu Leu Trp 
230 235 240 

Lys Val Thr Ala Thr Gly Phe Gin Gin Cys Ser Leu He Asp Gly 
245 250 255 

Arg Ser Val Thr Pro Leu Gin Ala Ser Gly Gly Leu Val Leu Leu 
260 265 270 

Glu Glu Met Leu Ala Leu Gly Asn Asn His Phe He Gly Phe Val 
275 280 285 

Asn Asp Ser Val Thr Lys Ser He Val Ala Leu Arg Leu Thr Leu 
290 295 300 

Val Val Lys Val Ser Thr Cys Val Pro Gly Glu Ser His Ala Asn 
305 310 315 

Asp Leu Glu Cys Ser Gly Lys Gly Lys Cys Thr Thr Lys Pro Ser 
320 325 330 

Glu Ala Thr Phe Ser Cys Thr Cys Glu Glu Gin Tyr Val Gly Thr 
335 340 345 

Phe Cys Glu Glu Tyr Asp Ala Cys Gin Arg Lys Pro Cys Gin Asn 
350 355 360 

Asn Ala Ser Cys He Asp Ala Asn Glu Lys Gin Asp Gly Ser Asn 
365 ' 370 375 

Phe Thr Cys Val Cys Leu Pro Gly Tyr Thr Gly Glu Leu Cys Gin 
380 385 390 

Ser Lys He Asp Tyr Cys He Leu Asp Pro Cys Arg Asn Gly Ala 
3 95 400 405 

Thr Cys He Ser Ser Leu Ser Gly Phe Thr Cys Gin Cys Pro Glu 
410 415 42 0 

Gly Tyr Phe Gly Ser Ala Cys Glu Glu Lys Val Asp Pro Cys Ala 
425 43 0 43 5 

Ser Ser Pro Cys Gin Asn Asn Gly Thr Cys Tyr Val Asp Gly Val 
440 445 450 

His Phe Thr Cys Asn Cys Ser Pro Gly Phe Thr Gly Pro Thr Cys 
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455 460 465 

Ala Gin Leu lie Asp Phe Cys Ala Leu Ser Pro Cys Ala His Gly 
470 475 480 

Thr Cys Arg Ser Val Gly Thr Ser Tyr Lys Cys Leu Cys Asp Pro 
485 490 495 

Gly Tyr His Gly Leu Tyr Cys Glu Glu Glu Tyr Asn Glu Cys Leu 
500 ~ 505 510 

Ser Ala Pro Cys Leu Asn Ala Ala Thr Cys Arg Asp Leu Val Asn 
515 520 525 

Gly Tyr Glu Cys Val Cys Leu Ala Glu Tyr Lys Gly Thr His Cys 
53 0 535 540 

Glu Leu Tyr Lys Asp Pro Cys Ala Asn Val Ser Cys Leu Asn Gly 
545 ^ 550 555 

Ala Thr Cys Asp Ser Asp Gly Leu Asn Gly Thr Cys He Cys Ala 
560 565 570 

Pro Gly Phe Thr Gly Glu Glu Cys Asp He Asp He Asn Glu Cys 
575 580 585 

Asp Ser Asn Pro Cys His His Gly Gly Ser Cys Leu Asp Gin Pro 
590 595 600 

Asn Gly Tyr Asn Cys His Cys Pro His Gly Trp Val Gly Ala Asn 
605 610 615 

Cys Glu He His Leu Gin Trp Lys Ser Gly His Met Ala Glu Ser 
620 625 630 

Leu Thr Asn Met Pro Arg His Ser Leu Tyr He He He Gly Ala 
635 640 645 

Leu Cys Val Ala Phe He Leu Met Leu He He Leu He Val Gly 
650 655 660 

He Cys Arg He Ser Arg He Glu Tyr Gin Gly Ser Ser Arg Pro 
665 670 675 

Ala Tyr Glu Glu Phe Tyr Asn Cys Arg Ser He Asp Ser Glu Phe 
680 685 690 

Ser Asn Ala He Ala Ser He Arg His Ala Arg Phe Gly Lys Lys 
695 700 705 

Ser Arg Pro Ala Met Tyr Asp Val Ser Pro He Ala Tyr Glu Asp 
710 715 720 

Tyr Ser Pro Asp Asp Lys Pro Leu Val Thr Leu He Lys Thr Lys 
725 730 735 

Asp Leu 
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<210> 39 

<211> 1819 

<212> DNA 

<213> Homo Sapien 

<400> 39 



gagccgccgc 


cgcgcgcgcg 


ccgcgcactg 


cagccccagg 


ccccggcccc 


50 


ccacccacgt 


ctgcgttgct 


gccccgcctg 


ggccaggccc 


caaaggcaag 


100 


gacaaagcag 


ctgtcaggga 


acctccgccg 


gagtcgaatt 


tacgtgcagc 


150 


tgccggcaac 


cacaggttcc 


aagatggttt 


gcgggggctt 


cgcgtgttcc 


200 


aagaactgcc 


tgtgcgccct 


caacctgctt 


tacaccttgg 


ttagtctgct 


250 


gctaattgga 


attgctgcgt 


ggggcattgg 


cttcgggctg 


atttccagtc 


300 


tccgagtggt 


cggcgtggtc 


attgcagtgg 


gcatcttctt 


gttcctgatt 


350 


gctttagtgg 


gtctgattgg 


agctgtaaaa 


catcatcagg 


tgttgctatt 


400 


tttttatatg 


attattctgt 


tacttgtatt 


tattgttcag 


ttttctgtat 


450 


cttgcgcttg 


tttagccctg 


aaccaggagc 


aacagggtca 


gcttctggag 


500 


gttggttgga 


acaatacggc 


aagtgctcga 


aatgacatcc 


agagaaatct 


550 


aaactgctgt 


gggttccgaa 


gtgttaaccc 


aaatgacacc 


tgtctggcta 


600 


gctgtgttaa 


aagtgaccac 


tcgtgctcgc 


catgtgctcc 


aatcatagga 


650 


gaatatgctg 


gagaggtttt 


gagatttgtt 


ggtggcattg 


gcctgttctt 


700 


cagttttaca 


gagatcctgg 


gtgtttggct 


gacctacaga 


tacaggaacc 


750 


agaaagaccc 


ccgcgcgaat 


cctagtgcat 


tcctttgatg 


agaaaacaag 


800 


gaagatttcc 


tttcgtatta 


tgatcttgtt 


cactttctgt 


aattttctgt 


850 


taagctccat 


ttgccagttt 


aaggaaggaa 


acactatctg 


gaaaagtacc 


900 


ttattgatag 


tggaattata 


tatttttact 


ctatgtttct 


ctacatgttt 


950 


ttttctttcc 


gttgctgaaa 


aatatttgaa 


acttgtggtc 


tctgaagctc 


1000 


ggtggcacct 


ggaatttact 


gtattcattg 


tcgggcactg 


tccactgtgg 


1050 


cctttcttag 


catttttacc 


tgcagaaaaa 


ctttgtatgg 


taccactgtg 


1100 


ttggttatat 


ggtgaatctg 


aacgtacatc 


tcactggtat 


aattatatgt 


1150 


agcactgtgc 


tgtgtagata 


gttcctactg 


gaaaaagagt 


ggaaatttat 


1200 


taaaatcaga 


aagtatgaga 


tcctgttatg 


ttaagggaaa 


tccaaattcc 


1250 


caattttttt 


tggtcttttt 


aggaaagatt 


gttgtggtaa 


aaagtgttag 


1300 
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tataaaaatg 


ataatttact 


tgtagtcttt 


tatgattaca 


ccaatgtatt 


1350 


ctagaaatag 


ttatgtctta 


ggaaattgtg 


gtttaatttt 


tgacttttac 


1400 


aggtaagtgc 


aaaggagaag 


tggtttcatg 


aaatgttcta 


atgtataata 


1450 


acatttacct 


tcagcctcca 


tcagaatgga 


acgagttttg agtaatcagg 


1500 


aagtatatct 


atatgatctt 


gatattgttt 


tataataatt 


tgaagtctaa 


1550 


aagactgcat 


ttttaaacaa 


gttagtatta 


atgcgttggc 


ccacgtagca 


1600 


aaaagatatt 


tgattatctt 


aaaaattgtt 


aaataccgtt 


ttcatgaaat 


1650 


ttctcagtat 


tgtaacagca 


acttgtcaaa 


cctaagcata 


tttgaatatg 


1700 


atctcccata 


atttgaaatt 


gaaatcgtat 


tgtgtggctc 


tgtatattct 


1750 


gttaaaaaat 


taaaggacag 


aaacctttct 


ttgtgtatgc 


atgtttgaat 


1800 



taaaagaaag taatggaag 1819 



<210> 40 

<211> 204 

<212> PRT 

<213> Homo Sapien 

<400> 40 
Met Val Cys Gly Gly 
1 5 

Leu Asn Leu Leu Tyr 
20 

Ala Ala Trp Gly lie 

35 

Val Gly Val Val He 
50 

Leu Val Gly Leu He 
65 

Phe Phe Tyr Met He 
80 

Ser Val Ser Cys Ala 
95 

Gin Leu Leu Glu Val 
110 

Asp He Gin Arg Asn 
125 

Pro Asn Asp Thr Cys 
140 



Phe Ala Cys Ser Lys Asn Cys Leu Cys Ala 
10 15 

Thr Leu Val Ser Leu Leu Leu He Gly He 
25 30 

Gly Phe Gly Leu He Ser Ser Leu Arg Val 
40 45 

Ala Val Gly He Phe Leu Phe Leu He Ala 
55 60 

Gly Ala Val Lys His His Gin Val Leu Leu 
70 75 

He Leu Leu Leu Val Phe He Val Gin Phe 
85 90 

Cys Leu Ala Leu Asn Gin Glu Gin Gin Gly 
100 105 

Gly Trp Asn Asn Thr Ala Ser Ala Arg Asn 
115 120 

Leu Asn Cys Cys Gly Phe Arg Ser Val Asn 
130 135 

Leu Ala Ser Cys Val Lys Ser Asp His Ser 
145 150 
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Cys Ser Pro Gys Ala Pro He He Gly Glu Tyr Ala Gly Glu Val 
155 160 165 

Leu Arg Phe Val Gly Gly He Gly Leu Phe Phe Ser Phe Thr Glu 
170 175 180 

He Leu Gly Val Trp Leu Thr Tyr Arg Tyr Arg Asn Gin Lys Asp 
185 190 195 

Pro Arg Ala Asn Pro Ser Ala Phe Leu 
200 

:210> 41 

:211> 2061 

:212> DNA 

:213> Homo Sapien 

:400> 41 



cagtcaccat 


gaagctgggc 


tgtgtcctca 


tggcctgggc 


cctctacctt 


50 


tcccttggtg 


tgctctgggt 


ggcccagatg 


ctactggctg 


ccagttttga 


100 


gacgctgcag 


tgtgagggac 


ctgtctgcac 


tgaggagagc 


agctgccaca 


150 


cggaggatga 


cttgactgat 


gcaagggaag 


ctggcttcca 


ggtcaaggcc 


200 


tacactttca 


gtgaaccctt 


ccacctgatt 


gtgtcctatg 


actggctgat 


250 


cctccaaggt 


ccagccaagc 


cagtttttga 


aggggacctg 


ctggttctgc 


300 


gctgccaggc 


ctggcaagac 


tggccactga 


ctcaggtgac 


cttctaccga 


350 


qatqqctcaq 


ctctgggtcc 


ccccgggcct 


aacagggaat 


tctccatcac 


400 


cgtggtacaa 


aaggcagaca 


gcgggcacta 


ccactgcagt 


ggcatcttcc 


450 


agagccctgg 


tcctgggatc 


ccagaaacag 


catctgttgt 


ggctatcaca 


500 


gtccaagaac 


tgtttccagc 


gccaattctc 


agagctgtac 


cctcagctga 


550 


accccaagca 


ggaagcccca 


tgaccctgag 


ttgtcagaca 


aagttgcccc 


600 


tgcagaggtc 


agctgcccgc 


ctcctcttct 


ccttctacaa 


ggatggaagg 


650 


atagtgcaaa 


gcagggggct 


ctcctcagaa 


ttccagatcc 


ccacagcttc 


700 


agaagatcac 


tccgggtcat 


actggtgtga 


ggcagccact 


gaggacaacc 


750 


aagtttggaa 


acagagcccc 


cagctagaga 


tcagagtgca 


gggtgcttcc 


800 


agctctgctg 


cacctcccac 


attgaatcca 


gctcctcaga 


aatcagctgc 


850 


tccaggaact 


gctcctgagg 


aggcccctgg 


gcctctgcct 


ccgccgccaa 


900 


ccccatcttc 


tgaggatcca 


ggcttttctt 


ctcctctggg 


gatgccagat 


950 


cctcatctgt 


atcaccagat 


gggccttctt 


ctcaaacaca 


tgcaggatgt 


1000 



82 





gagagtcctc 


ctcggtcacc 


tgctcatgga 


gttgagggaa ttatctggcc 


1050 




accagaagcc 


tgggaccaca 


aaggctactg 


ctgaatagaa gtaaacagtt 


1100 




catccatgat 


ctcacttaac 


caccccaata 


aatctgattc tttattttct 


1150 




cttcctgtcc 


tgcacatatg 


cataagtact 


tttacaagtt gtcccagtgt 


1200 




tttgttagaa 


taatgtagtt 


aggtgagtgt 


aaataaattt atataaagtg 


1250 




agaattagag 


tttagctata 


attgtgtatt 


ctctcttaac acaacagaat 


1300 




tctgctgtct 


agatcaggaa 


tttctatctg 


ttatatcgac cagaatgttg 


1350 




tgatttaaag 


agaactaatg 


gaagtggatt 


gaatacagca gtctcaactg 


1400 




ggggcaattt 


tgccccccag 


aggacattgg 


gcaatgtttg gagacatttt 


1450 




ggtcattata 


cttggggggt 


tgggggatgg 


tgggatgtgt gtctactggc 


1500 




atccagtaaa 


tagaagccag 


gggtgccgct 


aaacatccta taatgcacag 


1550 


lf\ 


ggcagtaccc 


cacaacgaaa 


aataatctgg 


cccaaaatgt cagttgtact 


1600 


gagtttgaga 


aaccccagcc 


taatgaaacc 


ctaggtgttg ggctctggaa 


1650 




tgggactttg 


tcccttctaa 


ttattatctc 


tttccagcct cattcagcta 


1700 




ttcttactga 


cataccagtc 


tttagctggt 


gctatggtct gttctttagt 


1750 


w? 


tctagtttgt 


atcccctcaa 


aagccattat 


gttgaaatcc taatccccaa 


1800 


18. 

c 


ggtgatggca 


ttaagaagtg 


ggcctttggg 


aagtgattag atcaggagtg 


1850 




cagagccctc 


atgattagga 


ttagtgccct 


tatttaaaaa ggccccagag 


1900 


«! 


agctaactca 


cccttccacc 


atatgaggac 


gtggcaagaa gatgacatgt 


1950 


g 


atgagaacca 


aaaaacagct 


gtcgccaaac 


accgactctg tcgttgcctt 


2000 




gatcttgaac 


ttccagcctc 


cagaactatg 


agaaataaaa ttctggttgt 


2050 




ttgtagccta 


a 2061 









<210> 42 

<211> 359 

<212> PRT 

<213> Homo Sapien 



<400> 42 

Met Lys Leu Gly Cys Val Leu Met Ala Trp Ala Leu Tyr Leu Ser 
1 ~ 5 10 15 

Leu Gly Val Leu Trp Val Ala Gin Met Leu Leu Ala Ala Ser Phe 
20 25 30 

Glu Thr Leu Gin Cys Glu Gly Pro Val Cys Thr Glu Glu Ser Ser 
35 40 45 
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Cys His Thr Glu Asp Asp Leu Thr Asp Ala Arg Glu Ala Gly Phe 
50 55 60 

Gin Val Lys Ala Tyr Thr Phe Ser Glu Pro Phe His Leu He Val 
65 70 75 

Ser Tyr Asp Trp Leu He Leu Gin Gly Pro Ala Lys Pro Val Phe 
80 8 5 90 

Glu Gly Asp Leu Leu Val Leu Arg Cys Gin Ala Trp Gin Asp Trp 
95 100 105 

Pro Leu Thr Gin Val Thr Phe Tyr Arg Asp Gly Ser Ala Leu Gly 
110 115 120 

Pro Pro Gly Pro Asn Arg Glu Phe Ser He Thr Val Val Gin Lys 
125 13 0 135 

Ala Asp Ser Gly His Tyr His Cys Ser Gly He Phe Gin Ser Pro 
140 145 150 

Gly Pro Gly He Pro Glu Thr Ala Ser Val Val Ala He Thr Val 
155 160 165 

Gin Glu Leu Phe Pro Ala Pro He Leu Arg Ala Val Pro Ser Ala 
170 175 180 

Glu Pro Gin Ala Gly Ser Pro Met Thr Leu Ser Cys Gin Thr Lys 
185 190 195 

Leu Pro Leu Gin Arg Ser Ala Ala Arg Leu Leu Phe Ser Phe Tyr 
200 205 210 

Lys Asp Gly Arg He Val Gin Ser Arg Gly Leu Ser Ser Glu Phe 
215 220 225 

Gin He Pro Thr Ala Ser Glu Asp His Ser Gly Ser Tyr Trp Cys 
230 235 240 

Glu Ala Ala Thr Glu Asp Asn Gin Val Trp Lys Gin Ser Pro Gin 
245 250 255 

Leu Glu He Arg Val Gin Gly Ala Ser Ser Ser Ala Ala Pro Pro 
260 265 270 

Thr Leu Asn Pro Ala Pro Gin Lys Ser Ala Ala Pro Gly Thr Ala 
275 280 285 

Pro Glu Glu Ala Pro Gly Pro Leu Pro Pro Pro Pro Thr Pro Ser 
290 295 300 

Ser Glu Asp Pro Gly Phe Ser Ser Pro Leu Gly Met Pro Asp Pro 
305 310 315 

His Leu Tyr His Gin Met Gly Leu Leu Leu Lys His Met Gin Asp 
320 325 330 

Val Arg Val Leu Leu Gly His Leu Leu Met Glu Leu Arg Glu Leu 
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335 340 345 

Ser Gly His Gin Lys Pro Gly Thr Thr Lys Ala Thr Ala Glu 
350 355 

<210> 43 

<211> 2168 

<212> DNA 

<213> Homo Sapien 

<400> 43 



gcgagtgtcc 


agctgcggag 


acccgtgata 


attcgttaac 


taattcaaca 


b U 


aacgggaccc 


ttctgtgtgc 


cagaaaccgc 


aagcagttgc 


taacccagtg 


10 0 


ggacaggcgg 


attggaagag 


cgggaaggtc 


ctggcccaga 


gcagtgtgac 


150 


acttccctct 


gtgaccatga 


aactctgggt 


gtctgcattg 


ctgatggcct 


200 


ggtttggtgt 


cctgagctgt 


gtgcaggccg 


aattcttcac 


ctctattggg 


o c r\ 


cacatgactg 


acctgattta 


tgcagagaaa gagctggtgc 


agtctctgaa 


3 00 


agagtacatc 


cttgtggagg 


aagccaagct 


ttccaagatt 


aagagctggg 


350 


ccaacaaaat 


ggaagccttg 


actagcaagt 


cagctgctga 


tgctgagggc 


400 


tacctggctc 


accctgtgaa 


tgcctacaaa 


ctggtgaagc 


ggctaaacac 


450 


agactggcct 


gcgctggagg 


accttgtcct 


gcaggactca 


gctgcaggtt 


500 


ttatcgccaa 


cctctctgtg 


cagcggcagt 


tcttccccac 


tgatgaggac 


tr c A 

550 


gagataggag 


ctgccaaagc 


cctgatgaga 


cttcaggaca 


catacaggct 


600 


ggacccaggc 


acaatttcca 


gaggggaact 


tccaggaacc 


aagtaccagg 


650 


caatgctgag 


tgtggatgac 


tgctttggga 


tgggccgctc 


ggcctacaat 


700 


gaaggggact 


attatcatac 


ggtgttgtgg 


atggagcagg 


tgctaaagca 


750 


gcttgatgcc 


ggggaggagg 


ccaccacaac 


caagtcacag 


gtgctggact 


800 


acctcagcta 


tgctgtcttc 


cagttgggtg 


atctgcaccg 


tgccctggag 


850 


ctcacccgcc 


gcctgctctc 


ccttgaccca 


agccacgaac 


gagctggagg 


900 


gaatctgcgg 


tactttgagc 


agttattgga ggaagagaga 


gaaaaaacgt 


950 


taacaaatca 


gacagaagct 


gagctagcaa 


ccccagaagg 


catctatgag 


1000 


aggcctgtgg 


actacctgcc 


tgagagggat 


gtttacgaga 


gcctctgtcg 


1050 


tggggagggt 


gtcaaactga 


caccccgtag 


acagaagagg 


cttttctgta 


1100 


ggtaccacca 


tggcaacagg 


gccccacagc 


tgctcattgc 


ccccttcaaa 


1150 


gaggaggacg 


agtgggacag 


cccgcacatc 


gtcaggtact 


acgatgtcat 


1200 
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gtctgatgag 


gaaatcgaga 


ggatcaagga 


gatcgcaaaa 


cctaaacttg 


1250 


cacgagccac 


cgttcgtgat 


cccaagacag 


gagtcctcac 


tgtcgccagc 


1300 


taccgggttt 


ccaaaagctc 


ctggctagag 


gaagatgatg 


accctgttgt 


1350 


ggcccgagta 


aatcgtcgga 


tgcagcatat 


cacagggtta 


acagtaaaga 


1400 


ctgcagaatt 


gttacaggtt 


gcaaattatg 


gagtgggagg 


acagtatgaa 


1450 


ccgcacttcg 


acttctctag 


gcgacctttt 


gacagcggcc 


tcaaaacaga 


1500 


ggggaatagg 


ttagcgacgt 


ttcttaacta 


catgagtgat 


gtagaagctg 


1550 


gtggtgccac 


cgtcttccct 


gatctggggg 


ctgcaatttg 


gcctaagaag 


1600 


ggtacagctg 


tgttctggta 


caacctcttg 


cggagcgggg 


aaggtgacta 


1650 


ccgaacaaga 


catgctgcct 


gccctgtgct 


tgtgggctgc 


aagtgggtct 


1700 


ccaataagtg 


gttccatgaa 


cgaggacagg 


agttcttgag 


accttgtgga 


1750 


tcaacagaag 


ttgactgaca 


tccttttctg 


tccttcccct 


tcctggtcct 


1800 


tcagcccatg 


tcaacgtgac 


agacaccttt 


gtatgttcct 


ttgtatgttc 


1850 


ctatcaggct 


gatttttgga 


gaaatgaatg 


tttgtctgga 


gcagagggag 


1900 


accatactag 


ggcgactcct 


gtgtgactga 


agtcccagcc 


cttccattca 


1950 


gcctgtgcca 


tccctggccc 


caaggctagg 


atcaaagtgg 


ctgcagcaga 


2000 


gttagctgtc 


tagcgcctag 


caaggtgcct 


ttgtacctca 


ggtgttttag 


2050 


gtgtgagatg 


tttcagtgaa 


ccaaagttct 


gataccttgt 


ttacatgttt 


2100 


gtttttatgg 


catttctatc 


tattgtggct 


ttaccaaaaa 


ataaaatgtc 


2150 



cctaccagaa aaaaaaaa 2168 

210> 44 
211> 533 
212> PRT 

213 > Homo Sapien 
400> 44 

Met Lys Leu Trp Val Ser Ala Leu Leu Met Ala Trp Phe Gly Val 
15 10 15 

Leu Ser Cys Val Gin Ala Glu Phe Phe Thr Ser He Gly His Met 
20 25 30 

Thr Asp Leu He Tyr Ala Glu Lys Glu Leu Val Gin Ser Leu Lys 
35 40 45 

Glu Tyr He Leu Val Glu Glu Ala Lys Leu Ser Lys He Lys Ser 
50 55 60 
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Trp Ala Asn Lys Met Glu Ala Leu Thr Ser Lys Ser Ala Ala Asp 
65 70 75 

Ala Glu Gly Tyr Leu Ala His Pro Val Asn Ala Tyr Lys Leu Val 
80 85 90 

Lys Arg Leu Asn Thr Asp Trp Pro Ala Leu Glu Asp Leu Val Leu 
95 100 105 

Gin Asp Ser Ala Ala Gly Phe He Ala Asn Leu Ser Val Gin Arg 
110 115 120 

Gin Phe Phe Pro Thr Asp Glu Asp Glu He Gly Ala Ala Lys Ala 
125 130 135 

Leu Met Arg Leu Gin Asp Thr Tyr Arg Leu Asp Pro Gly Thr He 
140 145 150 

Ser Arg Gly Glu Leu Pro Gly Thr Lys Tyr Gin Ala Met Leu Ser 
155 160 165 

Val Asp Asp Cys Phe Gly Met Gly Arg Ser Ala Tyr Asn Glu Gly 
170 175 180 

Asp Tyr Tyr His Thr Val Leu Trp Met Glu Gin Val Leu Lys Gin 
185 190 195 

Leu Asp Ala Gly Glu Glu Ala Thr Thr Thr Lys Ser Gin Val Leu 
200 205 210 

Asp Tyr Leu Ser Tyr Ala Val Phe Gin Leu Gly Asp Leu His Arg 
215 220 225 

Ala Leu Glu Leu Thr Arg Arg Leu Leu Ser Leu Asp Pro Ser His 
230 235 240 

Glu Arg Ala Gly Gly Asn Leu Arg Tyr Phe Glu Gin Leu Leu Glu 
245 250 255 

Glu Glu Arg Glu Lys Thr Leu Thr Asn Gin Thr Glu Ala Glu Leu 
260 265 270 

Ala Thr Pro Glu Gly He Tyr Glu Arg Pro Val Asp Tyr Leu Pro 
275 280 285 

Glu Arg Asp Val Tyr Glu Ser Leu Cys Arg Gly Glu Gly Val Lys 
290 295 300 

Leu Thr Pro Arg Arg Gin Lys Arg Leu Phe Cys Arg Tyr His His 
305 310 315 

Gly Asn Arg Ala Pro Gin Leu Leu He Ala Pro Phe Lys Glu Glu 
320 325 330 

Asp, Glu Trp >Asp Ser Pro His He Val Arg Tyr Tyr Asp Val Met 
335 340 345 

Ser Asp Glu Glu He Glu Arg He Lys Glu He Ala Lys Pro Lys 
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350 

Leu Ala Arg Ala Thr Val Arg Asp Pro 
365 

Val Ala Ser Tyr Arg Val Ser Lys Ser 
3 80 

Asp Asp Pro Val Val Ala Arg Val Asn 
3 95 

Thr Gly Leu Thr Val Lys Thr Ala Glu 
410 

Tyr Gly Val Gly Gly Gin Tyr Glu Pro 
425 

Arg Pro Phe Asp Ser Gly Leu Lys Thr 
440 

Thr Phe Leu Asn Tyr Met Ser Asp Val 
455 

Val Phe Pro Asp Leu Gly Ala Ala lie 
470 

Ala Val Phe Trp Tyr Asn Leu Leu Arg 
485 

Arg Thr Arg His Ala Ala Cys Pro Val 
500 

Val Ser Asn Lys Trp Phe His Glu Arg 
515 

Pro Cys Gly Ser Thr Glu Val Asp 
530 

<210> 45 

<211> 2403 

<212> DNA 

<213> Homo Sapien 

<400> 45 



ggggccttgc 


cttccgcact 


cgggcgcagc 


cgggtggatc 


tcgagcaggt 


50 


gcggagcccc 


gggcggcggg 


cgcgggtgcg 


agggatccct 


gacgcctctg 


100 


tccctgtttc 


tttgtcgctc 


ccagcctgtc 


tgtcgtcgtt 


ttggcgcccc 


150 


cgcctocccg 


cggtgcgggg 


ttgcacaccg 


atcctgggct 


tcgctcgatt 


200 


tgccgccgag 


gcgcctccca 


gacctagagg ggcgctggcc 


tggagcagcg 


250 


ggtcgtctgt 


gtcctctctc 


ctctgcgccg 


cgcccgggga 


tccgaagggt 


300 


gcggggctct 


gaggaggtga 


cgcgcggggc 


ctcccgcacc 


ctggccttgc 


350 



355 360 

Lys Thr Gly Val Leu Thr 
370 " 375 

Ser Trp Leu Glu Glu Asp 
385 390 

Arg Arg Met Gin His lie 
400 405 

Leu Leu Gin Val Ala Asn 
415 420 

His Phe Asp Phe Ser Arg 
430 435 

Glu Gly Asn Arg Leu Ala 
445 450 

Glu Ala Gly Gly Ala Thr 
460 465 

Trp Pro Lys Lys Gly Thr 
475 480 

Ser Gly Glu Gly Asp Tyr 
490 495 

Leu Val Gly Cys Lys Trp 
505 510 

Gly Gin Glu Phe Leu Arg 
520 525 
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ccgcattctc cctctctccc aggtgtgagc agcctatcag tcaccatgtc 4 00 
cgcagcctgg atcccggctc tcggcctcgg tgtgtgtctg ctgctgctgc 450 
cggggcccgc gggcagcgag ggagccgctc ccattgctat cacatgtttt 500 
accagaggct tggacatcag gaaagagaaa gcagatgtcc tctgcccagg 550 
gggctgccct cttgaggaat tctctgtgta tgggaacata gtatatgctt 600 
ctgtatcgag catatgtggg gctgctgtcc acaggggagt aatcagcaac 650 
tcagggggac ctgtacgagt ctatagccta cctggtcgag aaaactattc 700 
ctcagtagat gccaatggca tccagtctca aatgctttct agatggtctg 750 
cttctttcac agtaactaaa ggcaaaagta gtacacagga ggccacagga 800 
caagcagtgt ccacagcaca tccaccaaca ggtaaacgac taaagaaaac 850 
acccgagaag aaaactggca ataaagattg taaagcagac attgcatttc 900 
tgattgatgg aagctttaat attgggcagc gccgatttaa tttacagaag 950 
aattttgttg gaaaagtggc tctaatgttg ggaattggaa cagaaggacc 1000 
acatgtgggc cttgttcaag ccagtgaaca tcccaaaata gaattttact 1050 
tgaaaaactt tacatcagcc aaagatgttt tgtttgccat aaaggaagta 1100 
ggtttcagag ggggtaattc caatacagga aaagccttga agcatactgc 1150 
tcagaaattc ttcacggtag atgctggagt aagaaaaggg atccccaaag 12 00 
tggtggtggt atttattgat ggttggcctt ctgatgacat cgaggaagca 1250 
ggcattgtgg ccagagagtt tggtgtcaat gtatttatag tttctgtggc 13 00 
caagcctatc cctgaagaac tggggatggt tcaggatgtc acatttgttg 13 50 
acaaggctgt ctgtcggaat aatggcttct tctcttacca catgcccaac 14 00 
tggtttggca ccacaaaata cgtaaagcct ctggtacaga agctgtgcac 1450 
tcatgaacaa atgatgtgca gcaagacctg ttataactca gtgaacattg 1500 
cctttctaat tgatggctcc agcagtgttg gagatagcaa tttccgcctc 1550 
atgcttgaat ttgtttccaa catagccaag acttttgaaa tctcggacat 1600 
tggtgccaag atagctgctg tacagtttac ttatgatcag cgcacggagt 1650 
tcagtttcac tgactatagc accaaagaga atgtcctagc tgtcatcaga 1700 
aacatccgct atatgagtgg tggaacagct actggtgatg ccatttcctt 1750 
cactgttaga aatgtgtttg gccctataag ggagagcccc aacaagaact 1800 
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tcctagtaat 


tgtcacagat 


gggcagtcct 


atgatgatgt 


ccaaggccct 


1850 


gcagctgctg 


cacatgatgc 


aggaatcact 


atcttctctg 


ttggtgtggc 


1900 


ttgggcacct 


ctggatgacc 


tgaaagatat 


ggcttctaaa 


ccgaaggagt 


1950 


ctcacgcttt 


cttcacaaga 


gagttcacag gattagaacc 


aattgtttct 


2000 


gatgtcatca 


gaggcatttg 


tagagatttc 


ttagaatccc 


agcaataatg 


2050 


gtaacatttt 


gacaactgaa 


agaaaaagta 


caaggggatc 


cagtgtgtaa 


2100 


attgtattct 


cataatactg 


aaatgcttta 


gcatactaga 


atcagataca 


2150 


aaactattaa 


gtatgtcaac 


agccatttag gcaaataagc 


actcctttaa 


2200 


agccgctgcc 


ttctggttac 


aatttacagt 


gtactttgtt 


aaaaacactg 


2250 


ctgaggcttc 


ataatcatgg 


ctcttagaaa 


ctcaggaaag 


aggagataat 


2300 


gtggattaaa 


accttaagag 


ttctaaccat 


gcctactaaa 


tgtacagata 


2350 


tgcaaattcc 


atagctcaat 


aaaagaatct 


gatacttaga 


ccaaaaaaaa 


2400 



aaa 2403 



<210> 46 

<211> 550 

<212> PRT 

<213> Homo Sapien 

<400> 46 
Met Ser Ala Ala Trp 
1 5 

Leu Leu Leu Pro Gly 
20 

Ala lie Thr Cys Phe 

35 

Ala Asp Val Leu Cys 
50 

Val Tyr Gly Asn lie 
65 

Ala Ala Val His Arg 
80 

Arg Val Tyr Ser Leu 
95 

Ala Asn Gly lie Gin 
110 

Phe Thr Val Thr Lys 
125 



lie Pro Ala Leu Gly Leu Gly Val Cys Leu 
10 15 

Pro Ala Gly Ser Glu Gly Ala Ala Pro lie 
25 30 

Thr Arg Gly Leu Asp lie Arg Lys Glu Lys 
40 45 

Pro Gly Gly Cys Pro Leu Glu Glu Phe Ser 
55 60 

Val Tyr Ala Ser Val Ser Ser He Cys Gly 
70 75 

Gly Val He Ser Asn Ser Gly Gly Pro Val 
85 90 

Pro Gly Arg Glu Asn Tyr Ser Ser Val Asp 
100 105 

Ser Gin Met Leu Ser Arg Trp Ser Ala Ser 
115 120 



Gly Lys Ser Ser Thr Gin Glu Ala Thr Gly 
13 0 135 



90 



Gin Ala Val Ser Thr Ala His Pro Pro Thr Gly Lys Arg Leu Lys 
140 145 150 

Lys Thr Pro Glu Lys Lys Thr Gly Asn Lys Asp Cys Lys Ala Asp 
155 160 165 

lie Ala Phe Leu lie Asp Gly Ser Phe Asn lie Gly Gin Arg Arg 
170 175 180 

Phe Asn Leu Gin Lys Asn Phe Val Gly Lys Val Ala Leu Met Leu 
185 190 195 

Gly lie Gly Thr Glu Gly Pro His Val Gly Leu Val Gin Ala Ser 
200 205 210 

Glu His Pro Lys He Glu Phe Tyr Leu Lys Asn Phe Thr Ser Ala 
215 220 225 

Lys Asp Val Leu Phe Ala He Lys Glu Val Gly Phe Arg Gly Gly 
230 235 240 

Asn Ser Asn Thr Gly Lys Ala Leu Lys His Thr Ala Gin Lys Phe 

M, 245 250 255 

p 

f^i Phe Thr Val Asp Ala Gly Val Arg Lys Gly He Pro Lys Val Val 

JS 260 265 270 

m 

Val Val Phe He Asp Gly Trp Pro Ser Asp Asp He Glu Glu Ala 
U1 275 280 285 

El 

m Gly He Val Ala Arg Glu Phe Gly Val Asn Val Phe He Val Ser 

290 295 300 

Val Ala Lys Pro He Pro Glu Glu Leu Gly Met Val Gin Asp Val 
M 5 305 310 315 

Lfj Thr Phe Val Asp Lys Ala Val Cys Arg Asn Asn Gly Phe Phe Ser 
%i ^ 320 325 330 

!M Tyr His Met Pro Asn Trp Phe Gly Thr Thr Lys Tyr Val Lys Pro 

335 340 345 

Leu Val Gin Lys Leu Cys Thr His Glu Gin Met Met Cys Ser Lys 
350 355 360 

Thr Cys Tyr Asn Ser Val Asn He Ala Phe Leu He Asp Gly Ser 
365 370 375 

Ser Ser Val Gly Asp Ser Asn Phe Arg Leu Met Leu Glu Phe Val 
380 385 390 

Ser Asn He Ala Lys Thr Phe Glu He Ser Asp He Gly Ala Lys 
395 400 405 

He Ala Ala Val Gin Phe Thr Tyr Asp Gin Arg Thr Glu Phe Ser 
410 415 420 

Phe Thr Asp Tyr Ser Thr Lys Glu Asn Val Leu Ala Val He Arg 
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425 

Asn lie Arg Tyr Met 
44 0 

Ser Phe Thr Val Arg 
455 

Asn Lys Asn Phe Leu 
47 0 

Asp Val Gin Gly Pro 
485 

He Phe Ser Val Gly 
500 

Asp Met Ala Ser Lys 
515 

Glu Phe Thr Gly Leu 
53 0 

He Cys Arg Asp Phe 
545 

<210> 47 

<211> 1901 

<212> DNA 

<213> Homo Sapien 

<400> 47 



gccccgcgcc 


cggcgccggg 


cgcccgaagc 


cgggagccac 


cgccatgggg 


50 


gcctgcctgg 


gagcctgctc 


cctgctcagc 


tgcgcgtcct 


gcctctgcgg 


100 


ctctgccccc 


tgcatcctgt 


gcagctgctg 


ccccgccagc 


cgcaactcca 


150 


ccgtgagccg 


cctcatcttc 


acgttcttcc 


tcttcctggg 


ggtgctggtg 


200 


tccatcatta 


tgctgagccc 


gggcgtggag 


agtcagctct 


acaagctgcc 


250 


ctgggtgtgt 


gaggaggggg 


ccgggatccc 


caccgtcctg 


cagggccaca 


300 


tcgactgtgg 


ctccctgctt 


ggctaccgcg 


ctgtctaccg 


catgtgcttc 


350 


gccacggcgg 


ccttcttctt 


cttctttttc 


accctgctca 


tgctctgcgt 


400 


gagcagcagc 


cgggaccccc 


gggctgccat 


ccagaatggg 


ttttggttct 


450 


ttaagttcct 


gatcctggtg 


ggcctcaccg 


tgggtgcctt 


ctacatccct 


500 


gacggctcct 


tcaccaacat 


ctggttctac 


ttcggcgtcg 


tgggctcctt 


550 


cctcttcatc 


ctcatccagc 


tggtgctgct 


catcgacttt 


gcgcactcct 


600 


ggaaccagcg 


gtggctgggc 


aaggccgagg 


agtgcgattc 


ccgtgcctgg 


650 



430 435 

Ser Gly Gly Thr Ala Thr Gly Asp Ala He 
445 450 

Asn Val Phe Gly Pro He Arg Glu Ser Pro 
460 465 

Val He Val Thr Asp Gly Gin Ser Tyr Asp 
475 480 

Ala Ala Ala Ala His Asp Ala Gly He Thr 
490 495 

Val Ala Trp Ala Pro Leu Asp Asp Leu Lys 
505 510 

Pro Lys Glu Ser His Ala Phe Phe Thr Arg 
520 525 

Glu Pro He Val Ser Asp Val He Arg Gly 
535 540 

Leu Glu Ser Gin Gin 
550 
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tacgcaggcc 


tcttcttctt 


cactctcctc 


ttctacttgc 


tgtcgatcgc 


700 


ggccgtggcg 


ctgatgttca 


tgtactacac 


tgagcccagc 


ggctgccacg 


750 


agggcaaggt 


cttcatcagc 


ctcaacctca 


ccttctgtgt 


ctgcgtgtcc 


800 


atcgctgctg 


tcctgcccaa 


ggtccaggac 


gcccagccca 


actcgggtct 


850 


gctgcaggcc 


tcggtcatca 


ccctctacac 


catgtttgtc 


acctggtcag 


900 


ccctatccag 


tatccctgaa 


cagaaatgca 


acccccattt 


gccaacccag 


950 


ctgggcaacg 


agacagttgt 


ggcaggcccc 


gagggctatg 


agacccagtg 


1000 


gtgggatgcc 


ccgagcattg 


tgggcctcat 


catcttcctc 


ctgtgcaccc 


1050 


tcttcatcag 


tctgcgctcc 


tcagaccacc 


ggcaggtgaa 


cagcctgatg 


1100 


cagaccgagg 


agtgcccacc 


tatgctagac 


gccacacagc 


agcagcagca 


1150 


gcaggtggca 


gcctgtgagg 


gccgggcctt 


tgacaacgag 


caggacggcg 


1200 


tcacctacag 


ctactccttc 


ttccacttct 


gcctggtgct 


ggcctcactg 


1250 


cacgtcatga 


tgacgctcac 


caactggtac 


aagcccggtg 


agacccggaa 


1300 


gatgatcagc 


acgtggaccg 


ccgtgtgggt 


gaagatctgt 


gccagctggg 


1350 


cagggctgct 


cctctacctg 


tggaccctgg 


tagccccact 


cctcctgcgc 


1400 


aaccgcgact 


tcagctgagg 


cagcctcaca 


gcctgccatc 


tggtgcctcc 


1450 


tgccacctgg 


tgcctctcgg 


ctcggtgaca 


gccaacctgc 


cccctcccca 


1500 


caccaatcag 


ccaggctgag 


cccccacccc 


tgccccagct 


ccaggacctg 


1550 


cccctgagcc 


gggccttcta 


gtcgtagtgc 


cttcagggtc 


cgaggagcat 


1600 


caggctcctg 


cagagcccca 


tccccccgcc 


acacccacac 


ggtggagctg 


1650 


cctcttcctt 


cccctcctcc 


ctgttgccca 


tactcagcat 


ctcggatgaa 


1700 


agggctccct 


tgtcctcagg 


ctccacggga 


gcggggctgc 


tggagagagc 


1750 


ggggaactcc 


caccacagtg 


gggcatccgg 


cactgaagcc 


ctggtgttcc 


1800 


tggtcacgtc 


ccccagggga 


ccctgccccc 


ttcctggact 


tcgtgcctta 


1850 


ctgagtctct 


aagacttttt 


ctaataaaca 


agccagtgcg 


tgtaaaaaaa 


1900 



a 1901 

<210> 48 

<211> 457 

<212> PRT 

<213> Homo Sapien 

<400> 48 
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Met Gly Ala Cys Leu Gly Ala Cys Ser Leu Leu Ser Cys Ala Ser 
1 ' 5 10 15 

Cys Leu Cys Gly Ser Ala Pro Cys He Leu Cys Ser Cys Cys Pro 
20 25 30 

Ala Ser Arg Asn Ser Thr Val Ser Arg Leu He Phe Thr Phe Phe 
35 4 0 4 5 

Leu Phe Leu Gly Val Leu Val Ser He He Met Leu Ser Pro Gly 
50 55 60 

Val Glu Ser Gin Leu Tyr Lys Leu Pro Trp Val Cys Glu Glu Gly 
65 70 75 

Ala Gly He Pro Thr Val Leu Gin Gly His He Asp Cys Gly Ser 
80 85 90 

Leu Leu Gly Tyr Arg Ala Val Tyr Arg Met Cys Phe Ala Thr Ala 
95 100 105 

Ala Phe Phe Phe Phe Phe Phe Thr Leu Leu Met Leu Cys Val Ser 
110 115 120 

Ser Ser Arg Asp Pro Arg Ala Ala He Gin Asn Gly Phe Trp Phe 
125 130 135 

Phe Lys Phe Leu He Leu Val Gly Leu Thr Val Gly Ala Phe Tyr 
140 145 150 

He Pro Asp Gly Ser Phe Thr Asn He Trp Phe Tyr Phe Gly Val 
155 160 165 

Val Gly Ser Phe Leu Phe He Leu He Gin Leu Val Leu Leu He 
170 175 180 

Asp Phe Ala His Ser Trp Asn Gin Arg Trp Leu Gly Lys Ala Glu 
185 190 195 

Glu Cys Asp Ser Arg Ala Trp Tyr Ala Gly Leu Phe Phe Phe Thr 
200 205 210 

Leu Leu Phe Tyr Leu Leu Ser He Ala Ala Val Ala Leu Met Phe 
215 220 225 

Met Tyr Tyr Thr Glu Pro Ser Gly Cys His Glu Gly Lys Val Phe 
230 235 240 

He Ser Leu Asn Leu Thr Phe Cys Val Cys Val Ser He Ala Ala 
245 250 255 

Val Leu Pro Lys Val Gin Asp Ala Gin Pro Asn Ser Gly Leu Leu 
260 265 270 

Gin Ala Ser Val He Thr Leu Tyr Thr Met Phe Val Thr Trp Ser 
275 280 285 

Ala Leu Ser Ser He Pro Glu Gin Lys Cys Asn Pro His Leu Pro 
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290 295 300 

Thr Gin Leu Gly Asn Glu Thr Val Val Ala Gly Pro Glu Gly Tyr 
305 310 315 

Glu Thr Gin Trp Trp Asp Ala Pro Ser He Val Gly Leu He He 
320 325 330 

Phe Leu Leu Cys Thr Leu Phe He Ser Leu Arg Ser Ser Asp His 
335 340 345 

Arg Gin Val Asn Ser Leu Met Gin Thr Glu Glu Cys Pro Pro Met 
350 355 360 

Leu Asp Ala Thr Gin Gin Gin Gin Gin Gin Val Ala Ala Cys Glu 
365 370 375 

Gly Arg Ala Phe Asp Asn Glu Gin Asp Gly Val Thr Tyr Ser Tyr 
380 385 390 

Ser Phe Phe His Phe Cys Leu Val Leu Ala Ser Leu His Val Met 
U 395 400 405 

S Met Thr Leu Thr Asn Trp Tyr Lys Pro Gly Glu Thr Arg Lys Met 

W 410 415 420 

111 

fy He Ser Thr Trp Thr Ala Val Trp Val Lys He Cys Ala Ser Trp 

If} 42 5 43 0 43 5 

5 Ala Gly Leu Leu Leu Tyr Leu Trp Thr Leu Val Ala Pro Leu Leu 
yi ~ 440 445 450 

CI Leu Arg Asn Arg Asp Phe Ser 

455 

U, 

|V| <210> 49 

JL: <211> 1638 

Jf! <212> DNA 

ill <213> Homo Sapien 

<400> 49 



gccgcgcgct 


ctctcccggc 


gcccacacct 


gtctgagcgg 


cgcagcgagc 


50 


cgcggcccgg 


gcgggctgct 


cggcgcggaa 


cagtgctcgg 


catggcaggg 


100 


attccagggc 


tcctcttcct 


tctcttcttt 


ctgctctgtg 


ctgttgggca 


150 


agtgagccct 


tacagtgccc 


cctggaaacc 


cacttggcct 


gcataccgcc 


200 


tccctgtcgt 


cttgccocag 


tctaccctca 


atttagccaa 


gccagacttt 


250 


ggagccgaag 


ccaaattaga 


agtatcttct 


tcatgtggac 


cccagtgtca 


300 


taagggaact 


ccactgccca 


cttacgaaga 


ggccaagcaa 


tatctgtctt 


350 


atgaaacgct 


ctatgccaat 


ggcagccgca 


cagagacgca 


ggtgggcatc 


400 


tacatcctca 


gcagtagtgg 


agatggggcc 


caacaccgag 


actcagggtc 


450 
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ttcaggaaag tctcgaagga agcggcagat ttatggctat gacagcaggt 500 

tcagcatttt tgggaaggac ttcctgctca actacccttt ctcaacatca 550 

gtgaagttat ccacgggctg caccggcacc ctggtggcag agaagcatgt 600 

cctcacagct gcccactgca tacacgatgg aaaaacctat gtgaaaggaa 650 

cccagaagct tcgagtgggc ttcctaaagc ccaagtttaa agatggtggt 7 00 

cgaggggcca acgactccac ttcagccatg cccgagcaga tgaaatttca 750 

gtggatccgg gtgaaacgca cccatgtgcc caagggttgg atcaagggca 800 

atgccaatga catcggcatg gattatgatt atgccctcct ggaactcaaa 85 0 

aagccccaca agagaaaatt tatgaagatt ggggtgagcc ctcctgctaa 900 

gcagctgcca gggggcagaa ttcacttctc tggttatgac aatgaccgac 950 

caggcaattt ggtgtatcgc ttctgtgacg tcaaagacga gacctatgac 1000 

ttgctctacc agcaatgcga tgcccagcca ggggccagcg ggtctggggt 1050 

ctatgtgagg atgtggaaga gacagcagca gaagtgggag cgaaaaatta 1100 

ttggcatttt ttcagggcac cagtgggtgg acatgaatgg ttccccacag 1150 

gatttcaacg tggctgtcag aatcactcct ctcaaatatg cccagatttg 12 00 

ctattggatt aaaggaaact acctggattg tagggagggg tgacacagtg 1250 

ttccctcctg gcagcaatta agggtcttca tgttcttatt ttaggagagg 1300 

ccaaattgtt ttttgtcatt ggcgtgcaca cgtgtgtgtg tgtgtgtgtg 1350 

tgtgtgtaag gtgtcttata atcttttacc tatttcttac aattgcaaga 1400 

tgactggctt tactatttga aaactggttt gtgtatcata tcatatatca 1450 

tttaagcagt ttgaaggcat acttttgcat agaaataaaa aaaatactga 1500 

tttggggcaa tgaggaatat ttgacaatta agttaatctt cacgtttttg 1550 

caaactttga tttttatttc atctgaactt gtttcaaaga tttatattaa 1600 

atatttggca tacaagagat atgaaaaaaa aaaaaaaa 163 8 

<210> 50 

<211> 383 

<212> PRT 

<213> Homo Sapien 

<400> 50 

Met Ala Gly lie Pro Gly Leu Leu Phe Leu Leu Phe Phe Leu Leu 
1 1 5 10 15 

Cys Ala Val Gly Gin Val Ser Pro Tyr Ser Ala Pro Trp Lys Pro 
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20 25 30 

Thr Trp Pro Ala Tyr Arg Leu Pro Val Val Leu Pro Gin Ser Thr 
35 4 0 45 

Leu Asn Leu Ala Lys Pro Asp Phe Gly Ala Glu Ala Lys Leu Glu 
50 55 60 

Val Ser Ser Ser Cys Gly Pro Gin Cys His Lys Gly Thr Pro Leu 
65 70 75 

Pro Thr Tyr Glu Glu Ala Lys Gin Tyr Leu Ser Tyr Glu Thr Leu 
80 85 90 

Tyr Ala Asn Gly Ser Arg Thr Glu Thr Gin Val Gly lie Tyr lie 
95 100 105 

Leu Ser Ser Ser Gly Asp Gly Ala Gin His Arg Asp Ser Gly Ser 
110 115 120 

Ser Gly Lys Ser Arg Arg Lys Arg Gin lie Tyr Gly Tyr Asp Ser 
125 130 135 

CI Arg Phe Ser lie Phe Gly Lys Asp Phe Leu Leu Asn Tyr Pro Phe 
P 140 145 150 

Si Ser Thr Ser Val Lys Leu Ser Thr Gly Cys Thr Gly Thr Leu Val 

jjj! 155 160 165 

Ala Glu Lys His Val Leu Thr Ala Ala His Cys He His Asp Gly 
fl 170 175 180 

S 

fn Lys Thr Tyr Val Lys Gly Thr Gin Lys Leu Arg Val Gly Phe Leu 
y 185 ^ * 190 195 

'Lys Pro Lys Phe Lys Asp Gly Gly Arg Gly Ala Asn Asp Ser Thr 



m 



200 205 210 

Ser Ala Met Pro Glu Gin Met Lys Phe Gin Trp He Arg Val Lys 
215 220 225 

Arg Thr His Val Pro Lys Gly Trp He Lys Gly Asn Ala Asn Asp 
230 235 240 

He Gly Met Asp Tyr Asp Tyr Ala Leu Leu Glu Leu Lys Lys Pro 
245 250 255 

His Lys Arg Lys Phe Met Lys He Gly Val Ser Pro Pro Ala Lys 
260 265 270 

Gin Leu Pro Gly Gly Arg He His Phe Ser Gly Tyr Asp Asn Asp 
275 280 285 

Arg Pro Gly Asn Leu Val Tyr Arg Phe Cys Asp Val Lys Asp Glu 
290 295 300 

Thr Tyr Asp Leu Leu Tyr Gin Gin Cys Asp Ala Gin Pro Gly Ala 
305 ^ ^ 310 315 
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Ser Gly Ser Gly Val Tyr Val Arg Met Trp Lys Arg Gin Gin Gin 
320 325 330 

Lys Trp Glu Arg Lys lie He Gly He Phe Ser Gly His Gin Trp 
335 340 345 

Val Asp Met Asn Gly Ser Pro Gin Asp Phe Asn Val Ala Val Arg 
350 355 360 

He Thr Pro Leu Lys Tyr Ala Gin He Cys Tyr Trp He Lys Gly 
365 370 375 

Asn Tyr Leu Asp Cys Arg Glu Gly 
3 80 

:210> 51 

:211> 3003 

:212> DNA 

:213> Homo Sapien 

:400> 51 



gggagggggc 


tccgggcgcc 


gcgcagcaga 


cctgctccgg 


ccgcgcgcct 


50 


cgccgctgtc 


ctccgggagc 


ggcagcagta 


gcccgggcgg 


cgagggctgg 


100 


gggttcctcg 


agactctcag 


aggggcgcct 


cccatcggcg 


cccaccaccc 


150 


caacctgttc 


ctcgcgcgcc 


actgcgctgc 


gccccaggac 


ccgctgccca 


200 


acatggattt 


tctcctggcg 


ctggtgctgg 


tatcctcgct 


ctacctgcag 


250 


gcggccgccg 


agttcgacgg 


gaggtggccc 


aggcaaatag 


tgtcatcgat 


300 


tggcctatgt 


cgttatggtg 


ggaggattga 


ctgctgctgg 


ggctgggctc 


350 


gccagtcttg 


gggacagtgt 


cagcctgtgt 


gccaaccacg 


atgcaaacat 


400 


ggtgaatgta 


tcgggccaaa 


caagtgcaag 


tgtcatcctg 


gttatgctgg 


450 


aaaaacctgt 


aatcaagatc 


taaatgagtg 


tggcctgaag 


ccccggccct 


500 


gtaagcacag 


gtgcatgaac 


acttacggca 


gctacaagtg 


ctactgtctc 


550 


aacggatata 


tgctcatgcc 


ggatggttcc 


tgctcaagtg 


ccctgacctg 


600 


ctccatggca 


aactgtcagt 


atggctgtga 


tgttgttaaa 


ggacaaatac 


650 


ggtgccagtg 


cccatcccct 


ggcctgcacc 


tggctcctga 


tgggaggacc 


700 


tgtgtagatg 


ttgatgaatg 


tgctacagga 


agagcctcct 


gccctagatt 


750 


taggcaatgt 


gtcaacactt 


ttgggagcta 


catctgcaag 


tgtcataaag 


800 


gcttcgatct 


catgtatatt 


ggaggcaaat 


atcaatgtca 


tgacatagac 


850 


gaatgctcac 


ttggtcagta 


tcagtgcagc 


agctttgctc 


gatgttataa 


900 


cgtacgtggg 


tcctacaagt 


gcaaatgtaa 


agaaggatac 


cagggtgatg 


950 
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gactgacttg 


tgtgtatatc 


ccaaaagtta 


tgattgaacc 


ttcaggtcca 


1000 




attcatgtac 


caaagggaaa 


tggtaccatt 


ttaaagggtg 


acacaggaaa 


1050 




taataattgg 


attcctgatg 


ttggaagtac 


ttggtggcct 


ccgaagacac 


1100 




catatattcc 


tcctatcatt 


accaacaggc 


ctacttctaa 


gccaacaaca 


1150 




agacctacac 


caaagccaac 


accaattcct 


actccaccac 


caccaccacc 


1200 




cctgccaaca 


gagctcagaa 


cacctctacc 


acctacaacc 


ccagaaaggc 


1250 




caaccaccgg 


actgacaact 


atagcaccag 


ctgccagtac 


acctccagga 


1300 




gggattacag 


ttgacaacag 


ggtacagaca 


gaccctcaga 


aacccagagg 


1350 




agatgtgttc 


agtgttctgg 


tacacagttg 


taattttgac 


catggacttt 


1400 




gtggatggat 


cagggagaaa 


gacaatgact 


tgcactggga 


accaatcagg 


1450 




gacccagcag 


gtggacaata 


tctgacagtg 


tcggcagcca 


aagccccagg 


1500 




gggaaaagct 


gcacgcttgg 


tgctacctct 


cggccgcctc 


atgcattcag 


1550 




gggacctgtg 


cctgtcattc 


aggcacaagg 


tgacggggct 


gcactctggc 


1600 


ru 


acactccagg 


tgtttgtgag 


aaaacacggt 


gcccacggag 


cagccctgtg 


1650 


m 


gggaagaaat 


ggtggccatg 


gctggaggca 


aacacagatc 


accttgcgag 


1700 


m 

•s? * 


gggctgacat 


caagagcgaa 


tcacaaagat 


gattaaaggg 


ttggaaaaaa 


1750 




agatctatga 


tggaaaatta 


aaggaactgg 


gattattgag 


cctggagaag 


1800 


it £ 


agaagactga 


ggggcaaacc 


attgatggtt 


ttcaagtata 


tgaagggttg 


1850 


» 


gcacagagag 


ggtggcgacc 


agctgttctc 


catatgcact 


aagaatagaa 


1900 


m 


caagaggaaa 


ctggcttaga 


ctagagtata 


agggagcatt 


tcttggcagg 


1950 




ggccattgtt 


agaatacttc 


ataaaaaaag 


aagtgtgaaa 


atctcagtat 


2000 




ctctctctct 


ttctaaaaaa 


ttagataaaa 


atttgtctat 


ttaagatggt 


2050 




taaagatgtt 


cttacccaag 


gaaaagtaac 


aaattataga 


atttcccaaa 


2100 




agatgttttg 


atcctactag 


tagtatgcag 


tgaaaatctt 


tagaactaaa 


2150 




taatttggac 


aaggcttaat 


ttaggcattt 


ccctcttgac 


ctcctaatgg 


2200 




agagggattg 


aaaggggaag 


agcccaccaa 


atgctgagct 


cactgaaata 


2250 




tctctccctt 


atggcaatcc 


tagcagtatt 


aaagaaaaaa 


ggaaactatt 


2300 




tattccaaat 


gagagtatga 


tggacagata 


ttttagtatc 


tcagtaatgt 


2350 




cctagtgtgg 


cggtggtttt 


caatgtttct 


tcatggtaaa 


ggtataagcc 


2400 
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tttcatttgt 


tcaatggatg 


atgtttcaga 


tttttttttt 


tttaagagat 


2450 


ccttcaagga 


acacagttca 


gagagatttt 


catcgggtgc 


attctctctg 


2500 


cttcgtgtgt 


gacaagttat 


cttggctgct 


gagaaagagt 


gccctgcccc 


2550 


acaccggcag 


acctttcctt 


cacctcatca 


gtatgattca 


gtttctctta 


2600 


tcaattggac 


tctcccaggt 


tccacagaac 


agtaatattt 


tttgaacaat 


2650 


aggtacaata 


gaaggtcttc 


tgtcatttaa 


cctggtaaag 


gcagggctgg 


2700 


agggggaaaa 


taaatcatta 


agcctttgag 


taacggcaga 


atatatggct 


2750 


gtagatccat 


ttttaatggt 


tcatttcctt 


tatggtcata 


taactgcaca 


2800 


gctgaagatg 


aaaggggaaa 


ataaatgaaa 


attttacttt 


tcgatgccaa 


2850 


tgatacattg 


cactaaactg 


atggaagaag 


ttatccaaag 


tactgtataa 


2900 


catcttgttt 


attatttaat 


gttttctaaa 


ataaaaaatg 


ttagtggttt 


2950 


tccaaatggc 


ctaataaaaa 


caattatttg 


taaataaaaa 


cactgttagt 


3000 



aat 3003 



<210> 52 

<211> 509 

<212> PRT 

<213> Homo Sapien 

<400> 52 

Met Asp Phe Leu Leu Ala Leu Val Leu 
1 " 5 

Gin Ala Ala Ala Glu Phe Asp Gly Arg 
20 

Ser Ser lie Gly Leu Cys Arg Tyr Gly 

35 

Trp Gly Trp Ala Arg Gin Ser Trp Gly 
50 

Gin Pro Arg Cys Lys His Gly Glu Cys 
65 

Lys Cys His Pro Gly Tyr Ala Gly Lys 
80 

Asn Glu Cys Gly Leu Lys Pro Arg Pro 
95 

Asn Thr Tyr Gly Ser Tyr Lys Cys Tyr 
110 

Leu Met Pro Asp Gly Ser Cys Ser Ser 
125 



Val Ser Ser Leu Tyr Leu 

10 15 

Trp Pro Arg Gin lie Val 
25 30 

Gly Arg lie Asp Cys Cys 
40 45 

Gin Cys Gin Pro Val Cys 
55 60 

lie Gly Pro Asn Lys Cys 
70 " 75 

Thr Cys Asn Gin Asp Leu 
85 90 

Cys Lys His Arg Cys Met 
100 105 

Cys Leu Asn Gly Tyr Met 
115 120 

Ala Leu Thr Cys Ser Met 
130 135 



100 



Ala Asn Cys Gin Tyr Gly Cys Asp Val Val Lys Gly Gin lie Arg 
140 145 150 



Cys Gin Cys Pro Ser Pro Gly Leu His Leu Ala Pro Asp Gly Arg 
155 160 165 

Thr Cys Val Asp Val Asp Glu Cys Ala Thr Gly Arg Ala Ser Cys 
170 175 180 

Pro Arg Phe Arg Gin Cys Val Asn Thr Phe Gly Ser Tyr lie Cys 
185 " 190 195 

Lys Cys His Lys Gly Phe Asp Leu Met Tyr lie Gly Gly Lys Tyr 
200 205 210 

Gin Cys His Asp lie Asp Glu Cys Ser Leu Gly Gin Tyr Gin Cys 
215 220 225 

Ser Ser Phe Ala Arg Cys Tyr Asn Val Arg Gly Ser Tyr Lys Cys 
230 235 240 

Lys Cys Lys Glu Gly Tyr Gin Gly Asp Gly Leu Thr Cys Val Tyr 
245 250 255 

lie Pro Lys Val Met lie Glu Pro Ser Gly Pro lie His Val Pro 
260 265 270 

Lys Gly Asn Gly Thr lie Leu Lys Gly Asp Thr Gly Asn Asn Asn 
275 280 285 

Trp lie Pro Asp Val Gly Ser Thr Trp Trp Pro Pro Lys Thr Pro 
290 295 300 

Tyr lie Pro Pro lie lie Thr Asn Arg Pro Thr Ser Lys Pro Thr 
305 310 315 

Thr Arg Pro Thr Pro Lys Pro Thr Pro lie Pro Thr Pro Pro Pro 
320 325 330 

Pro Pro Pro Leu Pro Thr Glu Leu Arg Thr Pro Leu Pro Pro Thr 
335 340 345 

Thr Pro Glu Arg Pro Thr Thr Gly Leu Thr Thr lie Ala Pro Ala 
350 355 360 

Ala Ser Thr Pro Pro Gly Gly lie Thr Val Asp Asn Arg Val Gin 
365 370 375 

Thr Asp Pro Gin Lys Pro Arg Gly Asp Val Phe Ser Val Leu Val 
380 385 390 

His Ser Cys Asn Phe Asp His Gly Leu Cys Gly Trp lie Arg Glu 
395 400 405 

Lys Asp Asn Asp Leu His Trp Glu Pro lie Arg Asp Pro Ala Gly 
410 415 420 

Gly Gin Tyr Leu Thr Val Ser Ala Ala Lys Ala Pro Gly Gly Lys 
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425 430 435 

Ala Ala Arg Leu Val Leu Pro Leu Gly Arg Leu Met His Ser Gly 

440 445 450 

Asp Leu Cys Leu Ser Phe Arg His Lys Val Thr Gly Leu His Ser 

455 460 465 

Gly Thr Leu Gin Val Phe Val Arg Lys His Gly Ala His Gly Ala 

470 475 480 

Ala Leu Trp Gly Arg Asn Gly Gly His Gly Trp Arg Gin Thr Gin 

485 490 495 

He Thr Leu Arg Gly Ala Asp He Lys Ser Glu Ser Gin Arg 

500 505 

<210> 53 

<211> 1998 

<212> DNA 

<213> Homo Sapien 

<400> 53 



cgggccgccc 


ccggccccca 


ttcgggccgg 


gcctcgctgc 


ggcggcgact 


50 


gagccaggct 


gggccgcgtc 


cctgagtccc 


agagtcggcg 


cggcgcggca 


100 


ggggcagcct 


tccaccacgg 


ggagcccagc 


tgtcagccgc 


ctcacaggaa 


150 


gatgctgcgt 


cggcggggca 


gccctggcat 


gggtgtgcat 


gtgggtgcag 


200 


ccctgggagc 


actgtggttc 


tgcctcacag 


gagccctgga 


ggtccaggtc 


250 


cctgaagacc 


cagtggtggc 


actggtgggc 


accgatgcca 


ccctgtgctg 


300 


ctccttctcc 


cctgagcctg 


gcttcagcct 


ggcacagctc 


aacctcatct 


350 


ggcagctgac 


agataccaaa 


cagctggtgc 


acagctttgc 


tgagggccag 


400 


gaccagggca 


gcgcctatgc 


caaccgcacg 


gccctcttcc 


cggacctgct 


450 


ggcacagggc 


aacgcatccc 


tgaggctgca 


gcgcgtgcgt 


gtggcggacg 


500 


agggcagctt 


cacctgcttc 


gtgagcatcc 


gggatttcgg cagcgctgcc 


550 


gtcagcctgc 


aggtggccgc 


tccctactcg 


aagcccagca 


tgaccctgga 


600 


gcccaacaag 


gacctgcggc 


caggggacac 


ggtgaccatc 


acgtgctcca 


650 


gctaccaggg 


ctaccctgag 


gctgaggtgt 


tctggcagga 


tgggcagggt 


700 


gtgcccctga 


ctggcaacgt 


gaccacgtcg 


cagatggcca 


acgagcaggg 


750 


cttgtttgat 


gtgcacagcg 


tcctgcgggt 


ggtgctgggt 


gcgaatggca 


800 


cctacagctg 


cctggtgcgc 


aaccccgtgc 


tgcagcagga 


tgcgcacrgc 


850 


tctgtcacca 


tcacagggca 


gcctatgaca 


ttccccccag 


aggccctgtg 


900 



102 



ggtgaccgtg 


gggctgtctg 


tctgtctcat 


tgcactgctg 


gtggccctgg 


950 


ctttcgtgtg 


ctggagaaag 


atcaaacaga 


gctgtgagga ggagaatgca 


1000 


ggagctgagg 


accaggatgg 


ggagggagaa 


ggctccaaga 


cagccctgca 


1050 


gcctctgaaa 


cactctgaca 


gcaaagaaga 


tgatggacaa gaaatagcct 


1100 


gaccatgagg 


accagggagc 


tgctacccct 


ccctacagct 


cctaccctct 


1150 


ggctgcaatg 


gggctgcact 


gtgagccctg 


cccccaacag 


atgcatcctg 


1200 


ctctgacagg 


tgggctcctt 


ctccaaagga 


tgcgatacac 


agaccactgt 


1250 


gcagccttat 


ttctccaatg 


gacatgattc 


ccaagtcatc 


ctgctgcctt 


1300 


ttttcttata 


gacacaatga 


acagaccacc 


cacaacctta gttctctaag 


1350 


tcatcctgcc 


tgctgcctta 


tttcacagta 


catacatttc 


ttagggacac 


1400 


agtacactga 


ccacatcacc 


accctcttct 


tccagtgctg 


cgtggaccat 


1450 


ctggctgcct 


tttttctcca 


aaagatgcaa 


tattcagact 


gactgacccc 


1500 


ctgccttatt 


tcaccaaaga 


cacgatgcat 


agtcaccccg gccttgtttc 


1550 


tccaatggcc 


gtgatacact 


agtgatcatg 


ttcagccctg 


cttccacctg 


1600 


catagaatct 


tttcttctca 


gacagggaca 


gtgcggcctc 


aacatctcct 


1650 


ggagtctaga 


agctgtttcc 


tttcccctcc 


ttcctccctg 


ccccaagtga 


1700 


agacagggca 


gggccaggaa 


tgctttgggg 


acaccgaggg 


gactgccccc 


1750 


cacccccacc 


atggtgctat 


tctggggctg 


gggcagtctt 


ttcctggctt 


1800 


gcctctggcc 


agctcctggc 


ctctggtaga 


gtgagacttc 


agacgttctg 


1850 


atgccttccg 


gatgtcatct 


ctccctgccc 


caggaatgga 


agatgtgagg 


1900 


acttctaatt 


taaatgtggg 


actcggaggg 


attttgtaaa 


ctgggggtat 


1950 


attttgggga 


aaataaatgt 


ctttgtaaaa 


aaaaaaaaaa 


aaaaaaaa 1998 



<210> 54 

<211> 316 

<212> PRT 

<213> Homo Sapien 



<220> 

<221> unsure 
<222> 233 

<223> unknown amino acid 
<400> 54 

Met Leu Arg Arg Arg Gly Ser Pro Gly Met Gly Val His Val Gly 
1 5 10 15 
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Ala Ala Leu Gly Ala Leu Trp Phe Cys Leu Thr Gly Ala Leu Glu 
20 25 30 



Val Gin Val Pro Glu Asp Pro Val Val Ala Leu Val Gly Thr Asp 
35 40 45 

Ala Thr Leu Cys Cys Ser Phe Ser Pro Glu Pro Gly Phe Ser Leu 
50 55 60 

Ala Gin Leu Asn Leu lie Trp Gin Leu Thr Asp Thr Lys Gin Leu 
65 70 75 

Val His Ser Phe Ala Glu Gly Gin Asp Gin Gly Ser Ala Tyr Ala 
80 85 90 

Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin Gly Asn Ala 
95 100 105 

Ser Leu Arg Leu Gin Arg Val Arg Val Ala Asp Glu Gly Ser Phe 
110 115 120 

Thr Cys Phe Val Ser lie Arg Asp Phe Gly Ser Ala Ala Val Ser 
125 130 135 

Leu Gin Val Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu 
140 145 150 

Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr Val Thr lie Thr Cys 
155 160 165 

Ser Ser Tyr Gin Gly Tyr Pro Glu Ala Glu Val Phe Trp Gin Asp 
170 175 180 

Gly Gin Gly Val Pro Leu Thr Gly Asn Val Thr Thr Ser Gin Met 
185 190 195 

Ala Asn Glu Gin Gly Leu Phe Asp Val His Ser Val Leu Arg Val 
200 205 210 

Val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn Pro 
215 ^ " 220 225 

Val Leu Gin Gin Asp Ala His Xaa Ser Val Thr He Thr Gly Gin 
230 235 240 

Pro Met Thr Phe Pro Pro Glu Ala Leu Trp Val Thr Val Gly Leu 
245 250 255 

Ser Val Cys Leu He Ala Leu Leu Val Ala Leu Ala Phe Val Cys 
260 265 270 

Trp Arg Lys He Lys Gin Ser Cys Glu Glu Glu Asn Ala Gly Ala 
275 280 " 285 

Glu Asp Gin Asp Gly Glu Gly Glu Gly Ser Lys Thr Ala Leu Gin 
290 295 300 

Pro Leu Lys His Ser Asp Ser Lys Glu Asp Asp Gly Gin Glu He 
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305 



310 



315 



Ala 

:210> 55 

:211> 1892 

:212> DNA 

:213> Homo Sapien 

:400> 55 



gagtcttgac 


cgccgccggg 


ctcttggtac 


ctcagcgcga 


gcgccaggcg 


50 


tccggccgcc 


gtggctatgt 


tcgtgtccga 


tttccgcaaa 


gagttctacg 


100 


aggtggtcca 


gagccagagg 


gtccttctct 


tcgtggcctc 


ggacgtggat 


150 


gctctgtgtg 


cgtgcaagat 


ccttcaggcc 


ttgttccagt 


gtgaccacgt 


200 


gcaatatacg 


ctggttccag 


tttctgggtg 


gcaagaactt 


gaaactgcat 


250 


ttcttgagca 


taaagaacag 


tttcattatt 


ttattctcat 


aaactgtgga 


300 


gctaatgtag 


acctattgga 


tattcttcaa 


cctgatgaag 


acactatatt 


350 


ctttgtgtgt 


gactcccata 


ggccagtcaa 


tgtcgtcaat 


gtatacaacg 


400 


atacccagat 


caaattactc 


attaaacaag 


atgatgacct 


tgaagttccc 


450 


gcctatgaag 


acatcttcag 


ggatgaagag 


gaggatgaag 


agcattcagg 


500 


aaatgacagt 


gatgggtcag 


agccttctga 


gaagcgcaca 


cggttagaag 


550 


aggagatagt 


ggagcaaacc 


atgcggagga ggcagcggcg 


agagtgggag 


600 


gcccggagaa 


gagacatcct 


ctttgactac 


gagcagtatg 


aatatcatgg 


650 


gacatcgtca 


gccatggtga 


tgtttgagct 


ggcttggatg 


ctgtccaagg 


700 


acctgaatga 


catgctgtgg 


tgggccatcg 


ttggactaac 


agaccagtgg 


750 


gtgcaagaca 


agatcactca 


aatgaaatac 


gtgactgatg 


ttggtgtcct 


800 


gcagcgccac 


gtttcccgcc 


acaaccaccg 


gaacgaggat 


gaggagaaca 


850 


cactctccgt 


ggactgcaca 


cggatctcct 


ttgagtatga 


cctccgcctg 


900 


gtgctctacc 


agcactggtc 


cctccatgac 


agcctgtgca 


acaccagcta 


950 


taccgcagcc 


aggttcaagc 


tgtggtctgt 


gcatggacag 


aagcggctcc 


1000 


aggagttcct 


tgcagacatg 


ggtcttcccc 


tgaagcaggt 


gaagcagaag 


1050 


ttccaggcca 


tggacatctc 


cttgaaggag 


aatttgcggg 


aaatgattga 


1100 


agagtctgca 


aataaatttg 


ggatgaagga 


catgcgcgtg 


cagactttca 


1150 


gcattcattt 


tgggttcaag 


cacaagtttc 


tggccagcga 


cgtggtcttt 


1200 
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gccaccatgt 


ctttgatgga 


gagccccgag 


aaggatggct 


cagggacaga 


1250 


tcacttcatc 


caggctctgg 


acagcctctc 


caggagtaac 


ctggacaagc 


1300 


tgtaccatgg 


cctggaactc 


gccaagaagc 


agctgcgagc 


cacccagcag 


1350 


accattgcca 


gctgcctttg 


caccaacctc 


gtcatctccc 


aggggccttt 


1400 


cctgtactgc 


tctctcatgg 


agggcactcc 


agatgtcatg 


ctgttctcta 


1450 


ggccggcatc 


cctaagcctg 


ctcagcaaac 


acctgctcaa 


gtcctttgtg 


1500 


tgttcgacaa 


agaaccggcg 


ctgcaaactg 


ctgcccctgg 


tgatggctgc 


1550 


ccccctgagc 


atggagcatg 


gcacagtgac 


cgtggtgggc 


atccccccag 


1600 


agaccgacag 


ctcggacagg 


aagaactttt 


ttgggagggc 


gtttgagaag 


1650 


gcagcggaaa 


gcaccagctc 


ccggatgctg 


cacaaccatt 


ttgacctctc 


1700 


agtaattgag 


ctgaaagctg 


aggatcggag 


caagtttctg 


gacgcactta 


1750 


tttccctcct 


gtcctaggaa 


tttgattctt 


ccagaatgac 


cttcttattt 


1800 


atgtaactgg 


ctttcattta 


gattgtaagt 


tatggacatg 


atttgagatg 


1850 


tagaagccat 


tttttattaa 


ataaaatgct 


tattttagga 


aa 1892 





<210> 56 

<211> 566 

<212> PRT 

<213> Homo Sapien 

<400> 56 

Met Phe Val Ser Asp Phe Arg Lys Glu Phe Tyr Glu Val Val Gin 
15 10 15 

Ser Gin Arg Val Leu Leu Phe Val Ala Ser Asp Val Asp Ala Leu 
20 25 30 

Cys Ala Cys Lys lie Leu Gin Ala Leu Phe Gin Cys Asp His Val 
35 40 45 

Gin Tyr Thr Leu Val Pro Val Ser Gly Trp Gin Glu Leu Glu Thr 
50 55 60 

Ala Phe Leu Glu His Lys Glu Gin Phe His Tyr Phe He Leu He 
65 70 75 

Asn Cys Gly Ala Asn Val Asp Leu Leu Asp He Leu Gin Pro Asp 
80 85 90 

Glu Asp Thr He Phe Phe Val Cys Asp Ser His Arg Pro Val Asn 
95 100 105 

Val Val Asn Val Tyr Asn Asp Thr Gin He Lys Leu Leu He Lys 
110 115 120 
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Gin Asp Asp Asp Leu Glu Val Pro Ala Tyr Glu Asp He Phe Arg 
125 130 135 



Asp Glu Glu Glu Asp Glu Glu His Ser Gly Asn Asp Ser Asp Gly 
140 145 150 

Ser Glu Pro Ser Glu Lys Arg Thr Arg Leu Glu Glu Glu He Val 
155 160 165 

Glu Gin Thr Met Arg Arg Arg Gin Arg Arg Glu Trp Glu Ala Arg 
170 175 180 

Arg Arg Asp He Leu Phe Asp Tyr Glu Gin Tyr Glu Tyr His Gly 
185 190 195 

Thr Ser Ser Ala Met Val Met Phe Glu Leu Ala Trp Met Leu Ser 
200 205 210 

Lys Asp Leu Asn Asp Met Leu Trp Trp Ala He Val Gly Leu Thr 
215 220 225 

Asp Gin Trp Val Gin Asp Lys He Thr Gin Met Lys Tyr Val Thr 

M= 230 235 240 

0 Asp Val Gly Val Leu Gin Arg His Val Ser Arg His Asn His Arg 
r£ 245 250 255 

u i 

■fy Asn Glu Asp Glu Glu Asn Thr Leu Ser Val Asp Cys Thr Arg He 
y] 260 265 270 

ff\ Ser Phe Glu Tyr Asp Leu Arg Leu Val Leu Tyr Gin His Trp Ser 

275 280 285 

J"? Leu His Asp Ser Leu Cys Asn Thr Ser Tyr Thr Ala Ala Arg Phe 
H 4 ~ 290 295 300 

If] Lys Leu Trp Ser Val His Gly Gin Lys Arg Leu Gin Glu Phe Leu 

' 3 05 ' 310 315 

If?: j 

^ Ala Asp Met Gly Leu Pro Leu Lys Gin Val Lys Gin Lys Phe Gin 

320 325 330 

Ala Met Asp He Ser Leu Lys Glu Asn Leu Arg Glu Met He Glu 
335 340 345 

Glu Ser Ala Asn Lys Phe Gly Met Lys Asp Met Arg Val Gin Thr 
350 355 360 

Phe Ser He His Phe Gly Phe Lys His Lys Phe Leu Ala Ser Asp 
365 370 375 

Val Val Phe Ala Thr Met Ser Leu Met Glu Ser Pro Glu Lys Asp 
380 385 390 

Gly Ser Gly Thr Asp His Phe He Gin Ala Leu Asp Ser Leu Ser 
3 95 400 405 

Arg Ser Asn Leu Asp Lys Leu Tyr His Gly Leu Glu Leu Ala Lys 
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410 

Lys Gin Leu Arg Ala 
425 

Thr Asn Leu Val He 
440 

Met Glu Gly Thr Pro 
455 

Leu Ser Leu Leu Ser 
470 

Thr Lys Asn Arg Arg 
485 

Pro Leu Ser Met Glu 
500 

Pro Glu Thr Asp Ser 
515 

Phe Glu Lys Ala Ala 
530 

His Phe Asp Leu Ser 
545 

Lys Phe Leu Asp Ala 
560 

<210> 57 

<211> 2456 

<212> DNA 

<213> Homo Sapien 

<400> 57 



cgccgccgtt 


ggggctggaa 


gttcccgcca 


ggtccgtgcc 


gggcgagaga 


50 


gatgctgccc 


ggcccgcctc 


ggctttgagg 


cgagagaagt 


gtcccagacc 


100 


catttcgcct 


tgctgacggc 


gtcgagccct 


ggccagacat 


gtccacaggg 


150 


ttctccttcg 


ggtccgggac 


tctgggctcc 


accaccgtgg 


ccgccggcgg 


200 


gaccagcaca 


ggcggcgttt 


tctccttcgg 


aacgggaacg 


tctagcaacc 


250 


cttctgtggg 


gctcaatttt 


ggaaatcttg 


gaagtacttc 


aactccagca 


300 


actacatctg 


ctccttcaag 


tggttttgga 


accgggctct 


ttggatctaa 


350 


acctgccact 


gggttcactc 


taggaggaac 


aaatacaggt 


gccttgcaca 


400 


ccaagaggcc 


tcaagtggtc 


accaaatatg 


gaaccctgca 


aggaaaacag 


450 


atgcatgtgg 


ggaagacacc 


catccaagtc 


tttttaggag 


tccccttctc 


500 



415 420 

Thr Gin Gin Thr He Ala Ser Cys Leu Cys 
430 435 

Ser Gin Gly Pro Phe Leu Tyr Cys Ser Leu 
445 450 

Asp Val Met Leu Phe Ser Arg Pro Ala Ser 
460 465 

Lys His Leu Leu Lys Ser Phe Val Cys Ser 
475 480 

Cys Lys Leu Leu Pro Leu Val Met Ala Ala 
490 495 

His Gly Thr Val Thr Val Val Gly He Pro 
505 510 

Ser Asp Arg Lys Asn Phe Phe Gly Arg Ala 
52 0 52 5 

Glu Ser Thr Ser Ser Arg Met Leu His Asn 
535 540 

Val He Glu Leu Lys Ala Glu Asp Arg Ser 
550 555 

Leu He Ser Leu Leu Ser 
565 
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cagacctcct 


ctaggtatcc 


tcaggtttgc 


acctccagaa 


cccccggagc 


550 


cctggaaagg 


aatcagagat 


gctaccacct 


acccgcctgg 


atggagtctc 


600 


gctctgtcgc 


caggctggag 


tgcagtggca 


cgatctcggc 


tcactgcaac 


650 


ctccgcctcc 


cgggttcaag 


cgagtctcct 


gcctcagcct 


ctgagtgtct 


700 


ggggctacag 


gtgcctgcag 


gagtcctggg 


gccagctggc 


ctcgatgtac 


750 


gtcagcacgc 


gggaacggta 


caagtggctg 


cgcttcagcg 


aggactgtct 


800 


gtacctgaac 


gtgtacgcgc 


cggcgcgcgc 


gcccggggat 


ccccagctgc 


850 


cagtgatggt 


ctggttcccg 


ggaggcgcct 


tcatcgtggg 


cgctgcttct 


900 


tcgtacgagg 


gctctgactt 


ggccgcccgc 


gagaaagtgg 


tgctggtgtt 


950 


tctgcagcac 


aggctcggca 


tcttcggctt 


cctgagcacg 


gacgacagcc 


1000 


acgcgcgcgg 


gaactggggg 


ctgctggacc 


agatggcggc 


tctgcgctgg 


1050 


gtgcaggaga 


acatcgcagc 


cttcggggga 


gacccaggaa 


atgtgaccct 


1100 


gttcggccag 


tcggcggggg 


ccatgagcat 


ctcaggactg 


atgatgtcac 


1150 


ccctagcctc 


gggtctcttc 


catcgggcca 


tttcccagag 


tggcaccgcg 


1200 


ttattcagac 


ttttcatcac 


tagtaaccca 


ctgaaagtgg 


ccaagaaggt 


1250 


tgcccacctg 


gctggatgca 


accacaacag 


cacacagatc 


ctggtaaact 


1300 


gcctgagggc 


actatcaggg 


accaaggtga 


tgcgtgtgtc 


caacaagatg 


1350 


agattcctcc 


aactgaactt 


ccagagagac 


ccggaagaga 


ttatctggtc 


1400 


catgagccct 


gtggtggatg 


gtgtggtgat 


cccagatgac 


cctttggtgc 


1450 


tcctgaccca 


ggggaaggtt 


tcatctgtgc 


cctaccttct 


aggtgtcaac 


1500 


aacctggaat 


tcaattggct 


cttgccttat 


aatatcacca 


aggagcaggt 


1550 


accacttgtg 


gtggaggagt 


acctggacaa 


tgtcaatgag 


catgactgga 


1600 


agatgctacg 


aaaccgtatg 


atggacatag 


ttcaagatgc 


cactttcgtg 


1650 


tatgccacac 


tgcagactgc 


tcactaccac 


cgagaaaccc 


caatgatggg 


1700 


aatctgccct 


gctggccacg 


ctacaacaag 


gatgaaaagt 


acctgcagct 


1750 


ggattttacc 


acaagagtgg 


gcatgaagct 


caaggagaag 


aagatggctt 


1800 


tttggatgag 


tctgtaccag 


tctcaaagac 


ctgagaagca 


gaggcaattc 


1850 


taagggtggc 


tatgcaggaa 


ggagccaaag 


aggggtttgc 


ccccaccatc 


1900 


caggccctgg 


ggagactagc 


catggacata 


cctggggaca 


agagttctac 


1950 



ccaccccagt ttagaactgc aggagctccc tgctgcctcc aggccaaagc 2000 

tagagctttt gcctgttgtg tgggacctgc actgcccttt ccagcctgac 2 050 

atcccatgat gcccctctac ttcactgttg acatccagtt aggccaggcc 2100 

ctgtcaacac cacactgtgc tcagctctcc agcctcagga caacctcttt 2150 

ttttcccttc ttcaaatcct cccacccttc aatgtctcct tgtgactcct 2200 

tcttatggga ggtcgaccca gactgccact gcccctgtca ctgcacccag 2250 

cttggcattt accatccatc ctgctcaacc ttgttcctgt ctgttcacat 23 00 

tggcctggag gcctagggca ggttgtgaca tggagcaaac ttttggtagt 2350 

ttgggatctt ctctcccacc cacacttatc tcccccaggg ccactccaaa 2400 

gtctatacac aggggtggtc tcttcaataa agaagtgttg attagaaaaa 2450 

aaaaaa 2456 

yi <210> 58 

<211> 545 

Jg? <212> PRT 

M <213> Homo Sapien 

m 

||j <400> 58 

3/1 Met Ser Thr Gly Phe Ser Phe Gly Ser Gly Thr Leu Gly Ser Thr 

ffl. 1 5 " 10 15 

Thr Val Ala Ala Gly Gly Thr Ser Thr Gly Gly Val Phe Ser Phe 
* 20 25 30 

Q t Gly Thr Gly Thr Ser Ser Asn Pro Ser Val Gly Leu Asn Phe Gly 
y : ^ 35 40 45 

MJ Asn Leu Gly Ser "Thr Ser Thr Pro Ala Thr Thr Ser Ala Pro Ser 
Q " 50 55 6 0 

Ser Gly Phe Gly Thr Gly Leu Phe Gly Ser Lys Pro Ala Thr Gly 
65 70 75 

Phe Thr Leu Gly Gly Thr Asn Thr Gly Ala Leu His Thr Lys Arg 
80 85 90 

Pro Gin Val Val Thr Lys Tyr Gly Thr Leu Gin Gly Lys Gin Met 
95 100 105 

His Val Gly Lys Thr Pro He Gin Val Phe Leu Gly Val Pro Phe 
110 115 120 

Ser Arg Pro Pro Leu Gly He Leu Arg Phe Ala Pro Pro Glu Pro 
125 130 135 

Pro Glu Pro Trp Lys Gly He Arg Asp Ala Thr Thr Tyr Pro Pro 
140 " 145 150 
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Gly Trp Ser Leu Ala Leu Ser Pro Gly Trp Ser Ala Val Ala Arg 
155 160 165 



Ser Arg Leu Thr Ala Thr Ser Ala Ser Arg Val Gin Ala Ser Leu 

170 175 180 

Leu Pro Gin Pro Leu Ser Val Trp Gly Tyr Arg Cys Leu Gin Glu 

185 190 195 

Ser Trp Gly Gin Leu Ala Ser Met Tyr Val Ser Thr Arg Glu Arg 

200 205 210 

Tyr Lys Trp Leu Arg Phe Ser Glu Asp Cys Leu Tyr Leu Asn Val 

215 220 225 

Tyr Ala Pro Ala Arg Ala Pro Gly Asp Pro Gin Leu Pro Val Met 

230 " 235 240 

Val Trp Phe Pro Gly Gly Ala Phe He Val Gly Ala Ala Ser Ser 

245 250 255 

Tyr Glu Gly Ser Asp Leu Ala Ala Arg Glu Lys Val Val Leu Val 

y t 260 265 270 

Phe Leu Gin His Arg Leu Gly He Phe Gly Phe Leu Ser Thr Asp 

X: 275 280 285 

y* t 

fU Asp Ser His Ala Arg Gly Asn Trp Gly Leu Leu Asp Gin Met Ala 

tfj 290 295 300 

ifj Ala Leu Arg Trp Val Gin Glu Asn He Ala Ala Phe Gly Gly Asp 

V5 305 310 315 

fcl Pro Gly Asn Val Thr Leu Phe Gly Gin Ser Ala Gly Ala Met Ser 

H : 320 325 330 

:r $ 

Ifi He Ser Gly Leu Met Met Ser Pro Leu Ala Ser Gly Leu Phe His 

335 340 345 



Arg Ala He Ser Gin Ser Gly Thr Ala Leu Phe Arg Leu Phe He 
350 " 355 360 

Thr Ser Asn Pro Leu Lys Val Ala Lys Lys Val Ala His Leu Ala 
365 370 375 

Gly Cys Asn His Asn Ser Thr Gin He Leu Val Asn Cys Leu Arg 
380 385 390 

Ala Leu Ser Gly Thr Lys Val Met Arg Val Ser Asn Lys Met Arg 
395 400 405 

Phe Leu Gin Leu Asn Phe Gin Arg Asp Pro Glu Glu He He Trp 
410 ^ 415 42 0 

Ser Met Ser Pro Val Val Asp Gly Val Val He Pro Asp Asp Pro 
425 430 435 

Leu Val Leu Leu Thr Gin Gly Lys Val Ser Ser Val Pro Tyr Leu 
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440 

Leu Gly Val Asn Asn Leu 
455 

He Thr Lys Glu Gin Val 
470 

Asn Val Asn Glu His Asp 
485 

Asp He Val Gin Asp Ala 
500 

Ala His Tyr His Arg Glu 
515 

Gly His Ala Thr Thr Arg 
530 

Pro Gin Glu Trp Ala 
545 

<210> 59 

<211> 2331 

<212> DNA 

<213> Homo Sapien 

<400> 59 



cggacgcgtg 


ggctgggcgc 


tgcaaagcgt 


gtcccgccgg 


gtccccgagc 


50 


gtcccgcgcc 


ctcgccccgc 


catgctcctg 


ctgctggggc 


tgtgcctggg 


100 


gctgtccctg 


tgtgtggggt 


cgcaggaaga 


ggcgcagagc 


tggggccact 


150 


cttcggagca 


ggatggactc 


agggtcccga 


ggcaagtcag 


actgttgcag 


200 


aggctgaaaa 


ccaaaccttt 


gatgacagaa 


ttctcagtga 


agtctaccat 


250 


catttcccgt 


tatgccttca 


ctacggtttc 


ctgcagaatg 


ctgaacagag 


300 


cttctgaaga 


ccaggacatt 


gagttccaga 


tgcagattcc 


agctgcagct 


350 


ttcatcacca 


acttcactat 


gcttattgga 


gacaaggtgt 


atcagggcga 


400 


aattacagag 


agagaaaaga 


agagtggtga 


tagggtaaaa 


gagaaaagga 


450 


ataaaaccac 


agaagaaaat 


ggagagaagg 


ggactgaaat 


attcagagct 


500 


tctgcagtga 


ttcccagcaa 


ggacaaagcc 


gcctttttcc 


tgagttatga 


550 


ggagcttctg 


cagaggcgcc 


tgggcaagta 


cgagcacagc 


atcagcgtgc 


600 


ggccccagca 


gctgtccggg 


aggctgagcg 


tggacgtgaa 


tatcctggag 


650 


agcgcgggca 


tcgcatccct 


ggaggtgctg 


ccgcttcaca 


acagcaggca 


700 


gaggggcagt 


gggcgcgggg 


aagatgattc 


tgggcctccc 


ccatctactg 


750 



445 



450 



Glu Phe Asn Trp Leu Leu Pro Tyr Asn 
460 465 

Pro Leu Val Val Glu Glu Tyr Leu Asp 
475 480 

Trp Lys Met Leu Arg Asn Arg Met Met 
490 495 

Thr Phe Val Tyr Ala Thr Leu Gin Thr 
505 510 

Thr Pro Met Met Gly He Cys Pro Ala 
520 525 



Met Lys Ser Thr Cys Ser Trp He Leu 
535 540 
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tcattaacca 


aaatgaaaca 


tttgccaaca 


taatttttaa 


acctactgta 


800 




gtacaacaag 


ccaggattgc 


ccagaatgga 


attttgggag 


actttatcat 


850 




tagatatgac 


gtcaatagag 


aacagagcat 


tggggacatc 


caggttctaa 


900 




atggctattt 


tgtgcactac 


tttgctccta 


aagaccttcc 


tcctttaccc 


950 




aagaatgtgg 


tattcgtgct 


tgacagcagt 


gcttctatgg 


tgggaaccaa 


1000 




actccggcag 


accaaggatg 


ccctcttcac 


aattctccat 


gacctccgac 


1050 




cccaggaccg 


tttcagtatc 


attggatttt 


ccaaccggat 


caaagtatgg 


1100 




aaggaccact 


tgatatcagt 


cactccagac 


agcatcaggg 


atgggaaagt 


1150 




gtacattcac 


catatgtcac 


ccactggagg 


cacagacatc 


aacggggccc 


1200 




tgcagagggc 


catcaggctc 


ctcaacaagt 


acgtggccca 


cagtggcatt 


1250 




ggagaccgga 


gcgtgtccct 


catcgtcttc 


ctgacggatg 


ggaagcccac 


1300 




ggtcggggag 


acgcacaccc 


tcaagatcct 


caacaacacc 


cgagaggccg 


1350 


u 


cccgaggcca 


agtctgcatc 


ttcaccattg 


gcatcggcaa 


cgacgtggac 


1400 


yi 


ttcaggctgc 


tggagaaact 


gtcgctggag 


aactgtggcc 


tcacacggcg 


1450 


if! 


cgtgcacgag 


gaggaggacg 


caggctcgca 


gctcatcggg 


ttctacgatg 


1500 


m 

'BET * 


aaatcaggac 


cccgctcctc 


tctgacatcc 


gcatcgatta 


tccccccagc 


1550 


if 


tcagtggtgc 


aggccaccaa 


gaccctgttc 


cccaactact 


tcaacggctc 


1600 


M; 


ggagatcatc 


attgcgggga 


agctggtgga 


caggaagctg 


gatcacctgc 


1650 




acgtggaggt 


caccgccagc 


aacagtaaga 


aattcatcat 


cctgaagaca 


1700 


nj 


gatgtgcctg 


tgcggcctca 


gaaggcaggg 


aaagatgtca 


caggaagccc 


1750 




caggcctgga 


ggcgatggag 


agggggacac 


caaccacatc 


gagcgtctct 


1800 




ggagctacct 


caccacaaag 


gagctgctga 


gctcctggct 


gcaaagtgac 


1850 




gatgaaccgg 


agaaggagcg 


gctgcggcag 


cgggcccagg 


ccctggctgt 


1900 




gagctaccgc 


ttcctcactc 


ccttcacctc 


catgaagctg 


agggggccgg 


1950 




tcccacgcat 


ggatggcctg 


gaggaggccc 


acggcatgtc 


ggctgccatg 


2000 




ggacccgaac 


cggtggtgca 


gagcgtgcga 


ggagctggca 


cgcagccagg 


2050 




acctttgctc 


aagaagccaa 


actccgtcaa 


aaaaaaacaa 


aacaaaacaa 


2100 




aaaaaagaca 


tgggagagat 


ggtgtttttc 


ctctccacca 


cctggggata 


2150 




cgatgagaag 


atggccacct 


gcaagccagg 


aagacggccc 


tcaccagaca 


2200 
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ccatgtctgc tggcaccttg atcttggacc tcccagcctc cagaactgtg 2250 
agaaataaat gtgttttgtt taagctaaaa aaaaaaaaaa aaaaaaaaaa 23 00 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 2331 



<210> 60 

<211> 694 

<212> PRT 

<213> Homo Sapien 



<400> 60 

Met Leu Leu Leu Leu Gly Leu Cys Leu Gly Leu Ser Leu Cys Val 

1 5 10 15 

Gly Ser Gin Glu Glu Ala Gin Ser Trp Gly His' Ser Ser Glu Gin 

20 25 30 

Asp Gly Leu Arg Val Pro Arg Gin Val Arg Leu Leu Gin Arg Leu 

35 40 45 

Lys Thr Lys Pro Leu Met Thr Glu Phe Ser Val Lys Ser Thr lie 

50 55 60 

lie Ser Arg Tyr Ala Phe Thr Thr Val Ser Cys Arg Met Leu Asn 

65 70 75 

Arg Ala Ser Glu Asp Gin Asp lie Glu Phe Gin Met Gin lie Pro 

80 85 90 

Ala Ala Ala Phe lie Thr Asn Phe Thr Met Leu lie Gly Asp Lys 

95 100 105 

Val Tyr Gin Gly Glu lie Thr Glu Arg Glu Lys Lys Ser Gly Asp 

110 115 120 

Arg Val Lys Glu Lys Arg Asn Lys Thr Thr Glu Glu Asn Gly Glu 

125 130 135 



Lys Gly Thr Glu lie 
14 0 

Asp Lys Ala Ala Phe 
155 



Phe Arg Ala Ser Ala 
145 

Phe Leu Ser Tyr Glu 
160 



Val lie Pro Ser Lys 
150 

Glu Leu Leu Gin Arg 
165 



Arg Leu Gly Lys Tyr Glu His Ser lie Ser Val Arg Pro Gin Gin 
170 175 180 

Leu Ser Gly Arg Leu Ser Val Asp Val Asn lie Leu Glu Ser Ala 
185 190 195 

Gly lie Ala Ser Leu Glu Val Leu Pro Leu His Asn Ser Arg Gin 
200 205 210 

Arg Gly Ser Gly Arg Gly Glu Asp Asp Ser Gly Pro Pro Pro Ser 
215 220 225 

Thr Val lie Asn Gin Asn Glu Thr Phe Ala Asn lie lie Phe Lys 
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230 235 240 

Pro Thr Val Val Gin Gin Ala Arg lie Ala Gin Asn Gly He Leu 
245 250 255 

Gly Asp Phe He He Arg Tyr Asp Val Asn Arg Glu Gin Ser He 
260 265 270 

Gly Asp He Gin Val Leu Asn Gly Tyr Phe Val His Tyr Phe Ala 
275 280 285 

Pro Lys Asp Leu Pro Pro Leu Pro Lys Asn Val Val Phe Val Leu 
290 295 300 

Asp Ser Ser Ala Ser Met Val Gly Thr Lys Leu Arg Gin Thr Lys 
305 310 315 

Asp Ala Leu Phe Thr He Leu His Asp Leu Arg Pro Gin Asp Arg 
320 325 330 

Phe Ser He He Gly Phe Ser Asn Arg He Lys Val Trp Lys Asp 
335 340 345 

His Leu He Ser Val Thr Pro Asp Ser He Arg Asp Gly Lys Val 
350 355 360 

Tyr He His His Met Ser Pro Thr Gly Gly Thr Asp He Asn Gly 
365 370 375 

Ala Leu Gin Arg Ala He Arg Leu Leu Asn Lys Tyr Val Ala His 
380 385 390 

Ser Gly He Gly Asp Arg Ser Val Ser Leu He Val Phe Leu Thr 
395 400 405 

Asp Gly Lys Pro Thr Val Gly Glu Thr His Thr Leu Lys He Leu 
410 415 420 

Asn Asn Thr Arg Glu Ala Ala Arg Gly Gin Val Cys He Phe Thr 
425 430 435 

He Gly He Gly Asn Asp Val Asp Phe Arg Leu Leu Glu Lys Leu 
440 445 450 

Ser Leu Glu Asn Cys Gly Leu Thr Arg Arg Val His Glu Glu Glu 
455 460 465 

Asp Ala Gly Ser Gin Leu He Gly Phe Tyr Asp Glu He Arg Thr 
470 475 480 

Pro Leu Leu Ser Asp He Arg He Asp Tyr Pro Pro Ser Ser Val 
485 490 495 

Val Gin Ala Thr Lys Thr Leu Phe Pro Asn Tyr Phe Asn Gly Ser 
500 505 510 

Glu He He He Ala Gly Lys Leu Val Asp Arg Lys Leu Asp His 
515 520 525 
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Leu His Val Glu Val Thr Ala Ser Asn Ser Lys Lys Phe lie lie 
530 535 540 

Leu Lys Thr Asp Val Pro Val Arg Pro Gin Lys Ala Gly Lys Asp 
545 550 555 

Val Thr Gly Ser Pro Arg Pro Gly Gly Asp Gly Glu Gly Asp Thr 
560 565 570 

Asn His He Glu Arg Leu Trp Ser Tyr Leu Thr Thr Lys Glu Leu 
575 580 585 

Leu Ser Ser Trp Leu Gin Ser Asp Asp Glu Pro Glu Lys Glu Arg 
590 595 600 

Leu Arg Gin Arg Ala Gin Ala Leu Ala Val Ser Tyr Arg Phe Leu 
605 610 615 

Thr Pro Phe Thr Ser Met Lys Leu Arg Gly Pro Val Pro Arg Met 
620 625 630 

Asp Gly Leu Glu Glu Ala His Gly Met Ser Ala Ala Met Gly Pro 
635 640 645 

Glu Pro Val Val Gin Ser Val Arg Gly Ala Gly Thr Gin Pro Gly 
650 655 660 

Pro Leu Leu Lys Lys Pro Asn Ser Val Lys Lys Lys Gin Asn Lys 
665 670 675 

Thr Lys Lys Arg His Gly Arg Asp Gly Val Phe Pro Leu His His 
680 685 690 

Leu Gly He Arg 



<210> 61 

<211> 3089 

<212> DNA 

<213> Homo Sapien 

<400> 61 

caggaaccct ctctttgggt ctggattggg acccctttcc agtaccattt 50 
tttctagtga accacgaagg gacgatacca gaaaacaccc tcaacccaaa 100 
ggaaatagac tacagcccca attggctgac tttggctata gaaaaaagaa 150 
aggaacgaaa agagacagtt ttttttggaa agctaagtct tccctttatc 2 00 
gagtcaagaa accccccctt cttgagctat ttacagcttt taacaattga 250 
gtaaagtacg ctccggtcac catggtgaca gccgccctgg gtcccgtctg 3 00 
ggcagcgctc ctgctctttc tcctgatgtg tgagatccgt atggtggagc 350 
tcacctttga cagagctgtg gccagcggct gccaacggtg ctgtgactct 400 
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gaggaccccc 


tggatcctgc 


ccatgtatcc 


tcagcctctt 


cctccggccg 


450 


cccccacgcc 


ctgcctgaga 


tcagacccta 


cattaatatc 


accatcctga 


500 


agggtgacaa 


aggggaccca 


ggcccaatgg 


gcctgccagg 


gtacatgggc 


550 


agggagggtc 


cccaagggga 


gcctggccct 


cagggcagca 


agggtgacaa 


600 


gggggagatg 


ggcagccccg 


gcgccccgtg 


ccagaagcgc 


ttcttcgcct 


650 


tctcagtggg 


ccgcaagacg 


gccctgcaca 


gcggcgagga 


cttccagacg 


700 


ctgctcttcg 


aaagggtctt 


tgtgaacctt 


gatgggtgct 


ttgacatggc 


750 


gaccggccag 


tttgctgctc 


ccctgcgtgg 


catctacttc 


ttcagcctca 


800 


atgtgcacag 


ctggaattac 


aaggagacgt 


acgtgcacat 


tatgcataac 


850 


cagaaagagg 


ctgtcatcct 


gtacgcgcag 


cccagcgagc 


gcagcatcat 


900 


gcagagccag 


agtgtgatgc 


tggacctggc 


ctacggggac 


cgcgtctggg 


950 


tgcggctctt 


caagcgccag 


cgcgagaacg 


ccatctacag 


caacgacttc 


1000 


gacacctaca 


tcaccttcag 


cggccacctc 


atcaaggccg 


aggacgactg 


1050 


agggcctctg 


ggccaccctc 


ccggctggag 


agctcaggtg 


ctggtcccgt 


1100 


cccctgcagg 


gctcagtttg 


cactgctgtg 


aagcaggaag 


gccagggagg 


1150 


tccccgggga 


cctggcattc 


tggggagacc 


ctgcttctat 


cttggctgcc 


1200 


atcatccctc 


ccagcctatt 


tctgctcctc 


tcttctctct 


tggacctatt 


1250 


ttaagaagct 


tgctaaccta 


aatattctag 


aactttccca 


gcctcgtagc 


1300 


ccagcacttc 


tcaaacttgg 


aaatgcatgc 


gaatcacccg 


gggttcgtgt 


1350 


taaatgcaga 


ttctgactca 


gcaggtctga 


gtgggtccag 


gattctgtgt 


1400 


ttctcatatg 


ttcctgggtg 


atgctgatgg 


ggtcagtcta 


tgaaccacac 


1450 


tggagcaacc 


aggttctagg 


actttctcaa 


tattctagta 


ctttctgaac 


1500 


attctggaat 


cctccccaca 


ttctagaatt 


ctcccaacat 


ttttttttct 


1550 


tgagacagag 


tcttgctctg 


ttgcccaggc 


tagagtgcag 


tggtgcaatc 


1600 


tcagttcact 


gcaacctctg 


cctcccgggt 


tcaagcgatt 


cttctgcctc 


1650 


agcctcccta 


gtggctggga 


ttacaggcgc 


ctgctaccat 


gcctggctaa 


1700 


tttttgtatt 


tttagtagag 


atggggtttc 


accatattgg 


ccaggctggt 


1750 


cttgaactcc 


tgacttcagg 


tgacccaccc 


gcctcggcct 


ctcaaaatgc 


1800 


tgggattaca 


ggtgtgagcc 


accgtgcctg 


gccaattcca 


acattcttaa 


1850 
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attctctcat ccctccaggg ctccccgtgc tatgttctct ttaccccttc 1900 

cccctcttct cttgctcagg cctgcaccac tgcagccacc gttcatttat 1950 

tcattcatta aacactgagc actcactctg tgctgggtcc cgggaagggt 2000 

gagggggtca gacacaggcc ctgcccctgc cctcagtgac tggccagtcc 2 050 

agcccaggcg gggagagatg tgtacatagg ttttaaagca gacccagagc 2100 

tcatgggggc ctgtgttctg ggtgttcagg tgctgctggt cctccattac 2150 

ccactgctcc ccaaggctgg tgggacgggg tcccggtggc aggggcaggt 2200 

atctccttcc cgttcctcat ccacctgccc agtgctcatc gttacagcaa 2250 

accccagggg gccttggcca ggtcaagggt tctgtgagga gaggacccag 23 00 

gagtgtgggg gcatttgggg ggtgaagtgg cccccgaaga atggaaccca 23 50 

cacccatagc tctccccaca gctgatacgg catcctgcga gaagacctgc 2400 

cctcctcact gggatcccct tcctgcctcc tcccagggct ctgccagggc 2450 

cttgctcagt cccttccacc aaagtcatct gaacttccgt ttccccaggg 2500 

cctccagctg ccctcagaca ctgatgtctg tccccaggtg ctctctgccc 2550 

ctcatgcccc tctcaccggc ccagtgcccc gactctccag gctttatcaa 2600 

ggtgctaagg cccgggtggg cagctcctcg tctcagagcc ctcctccggc 2650 

ctggtgctgc ctttacaaac acctgcagga gaagggccac ggaagcccca 27 00 

ggctttagag ccctcagcag gtctggggag ctagagcaaa ggagggacct 2750 

caggccttcc gtttcttctt ccagggtggg gtggcctggt gttcccctag 2800 

ccttccaaac ccaggtggcc tgcccttctc cccagaggga ggcggcctcc 2 850 

gcccattggt gctcatgcag actctggggc tgaggtgccc cggggggtga 2 900 

tctctggtgc tcacagccga gggagccgtg gctccatggc cagatgacgg 2 950 

aaacagggtc tgaccaagtg ccaggaagac ctgtgctata aaccaccctg 3000 

cctgatcctg cccctgcctg accccgccac gccctgccgt ccagcatgat 3050 

taaagaatgc tgtctcctct tggaaaaaaa aaaaaaaaa 3 089 

<210> 62 

<211> 259 

<212> PRT 

<213> Homo Sapien 

<400> 62 

Met Val Thr Ala Ala Leu Gly Pro Val Trp Ala Ala Leu Leu Leu 
15 10 15 
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Phe Leu Leu Met Cys Glu He Arg Met Val Glu Leu Thr Phe Asp 

20 25 30 

Arg Ala Val Ala Ser Gly Cys Gin Arg Cys Cys Asp Ser Glu Asp 

35 40 45 

Pro Leu Asp Pro Ala His Val Ser Ser Ala Ser Ser Ser Gly Arg 

50 55 60 

Pro His Ala Leu Pro Glu He Arg Pro Tyr He Asn He Thr He 

65 70 75 

Leu Lys Gly Asp Lys Gly Asp Pro Gly Pro Met Gly Leu Pro Gly 

80 85 90 

Tyr Met Gly Arg Glu Gly Pro Gin Gly Glu Pro Gly Pro Gin Gly 

95 100 105 

Ser Lys Gly Asp Lys Gly Glu Met Gly Ser Pro Gly Ala Pro Cys 

110 115 120 

Gin Lys Arg Phe Phe Ala Phe Ser Val Gly Arg Lys Thr Ala Leu 

125 130 135 

His Ser Gly Glu Asp Phe Gin Thr Leu Leu Phe Glu Arg Val Phe 

140 145 150 

Val Asn Leu Asp Gly Cys Phe Asp Met Ala Thr Gly Gin Phe Ala 

155 ~ 160 165 

Ala Pro Leu Arg Gly He Tyr Phe Phe Ser Leu Asn Val His Ser 

170 175 180 

Trp Asn Tyr Lys Glu Thr Tyr Val His He Met His Asn Gin Lys 

M ? L 185 190 195 

Ift Glu Ala Val He Leu Tyr Ala Gin Pro Ser Glu Arg Ser He Met 

p 200 205 210 

^ Gin Ser Gin Ser Val Met Leu Asp Leu Ala Tyr Gly Asp Arg Val 

215 220 225 

Trp Val Arg Leu Phe Lys Arg Gin Arg Glu Asn Ala He Tyr Ser 

230 235 240 

Asn Asp Phe Asp Thr Tyr He Thr Phe Ser Gly His Leu He Lys 

245 250 255 

Ala Glu Asp Asp 



<210> 63 

<211> 2412 

<212> DNA 

<213> Homo Sapien 

<400> 63 

atgggaagcc agtaacactg tggcctacta tctcttccgt ggtgccatct 50 
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acatttttgg gactcgggaa ttatgaggta gaggtggagg cggagccgga 100 
tgtcagaggt cctgaaatag tcaccatggg ggaaaatgat ccgcctgctg 150 
ttgaagcccc cttctcattc cgatcgcttt ttggccttga tgatttgaaa 200 
ataagtcctg ttgcaccaga tgcagatgct gttgctgcac agatcctgtc 250 
actgctgcca ttgaagtttt ttccaatcat cgtcattggg atcattgcat 300 
tgatattagc actggccatt ggtctgggca tccacttcga ctgctcaggg 350 
aagtacagat gtcgctcatc ctttaagtgt atcgagctga tagctcgatg 40 0 
tgacggagtc tcggattgca aagacgggga ggacgagtac cgctgtgtcc 450 
gggtgggtgg tcagaatgcc gtgctccagg tgttcacagc tgcttcgtgg 500 
aagaccatgt gctccgatga ctggaagggt cactacgcaa atgttgcctg 550 
tgcccaactg ggtttcccaa gctatgtgag ttcagataac ctcagagtga 600 
gctcgctgga ggggcagttc egggaggagt ttgtgtccat cgatcacctc 650 
ttgccagatg acaaggtgac tgcattacac cactcagtat atgtgaggga 700 
gggatgtgcc tctggccacg tggttacctt gcagtgcaca gcctgtggtc 750 
atagaagggg ctacagctca cgcatcgtgg gtggaaacat gtccttgctc 800 
tcgcagtggc cctggcaggc cagccttcag ttccagggct accacctgtg 850 
cgggggctct gtcatcacgc ccctgtggat catcactgct gcacactgtg 900 
tttatgactt gtacctcccc aagtcatgga ccatccaggt gggtctagtt 950 
tccctgttgg acaatccagc cccatcccac ttggtggaga agattgtcta 1000 
ccacagcaag tacaagccaa agaggctggg caatgacatc gcccttatga 1050 
agctggccgg gccactcacg ttcaatgaaa tgatccagcc tgtgtgcctg 1100 
cccaactctg aagagaactt ccccgatgga aaagtgtgct ggacgtcagg 1150 
atggggggcc acagaggatg gaggtgacgc ctcccctgtc ctgaaccacg 12 00 
cggccgtccc tttgatttcc aacaagatct gcaaccacag ggacgtgtac 1250 
ggtggcatca tctccccctc catgctctgc gcgggctacc tgacgggtgg 13 0 0 
cgtggacagc tgccaggggg acagcggggg gcccctggtg tgtcaagaga 1350 
ggaggctgtg gaagttagtg ggagcgacca gctttggcat cggctgcgca 1400 
gaggtgaaca agcctggggt gtacacccgt gtcacctcct tcctggactg 1450 
gatccacgag cagatggaga gagacctaaa aacctgaaga ggaaggggac 1500 
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aagtagccac 


ctgagttcct 


gaggtgatga 


agacagcccg 


atcctcccct 


1550 


ggactcccgt 


gtaggaacct 


gcacacgagc 


agacaccctt 


ggagctctga 


1600 


gttccggcac 


cagtagcagg 


cccgaaagag 


gcacccttcc 


atctgattcc 


1650 


agcacaacct 


tcaagctgct 


ttttgttttt 


tgtttttttg 


aggtggagtc 


1700 


tcgctctgtt 


gcccaggctg 


gagtgcagtg 


gcgaaatccc 


tgctcactgc 


1750 


agcctccgct 


tccctggttc 


aagcgattct 


cttgcctcag 


cttccccagt 


1800 


agctgggacc 


acaggtgccc 


gccaccacac 


ccaactaatt 


tttgtatttt 


1850 


tagtagagac 


agggtttcac 


catgttggcc 


aggctgctct 


caaacccctg 


1900 


acctcaaatg 


atgtgcctgc 


ttcagcctcc 


cacagtgctg 


ggattacagg 


1950 


catgggccac 


cacgcctagc 


ctcacgctcc 


tttctgatct 


tcactaagaa 


2000 


caaaagaagc 


agcaacttgc 


aagggcggcc 


tttcccactg 


gtccatctgg 


2050 


ttttctctcc 


agggtcttgc 


aaaattcctg 


acgagataag 


cagttatgtg 


2100 


acctcacgtg 


caaagccacc 


aacagccact 


cagaaaagac 


gcaccagccc 


2150 


agaagtgcag 


aactgcagtc 


actgcacgtt 


ttcatctcta 


gggaccagaa 


2200 


ccaaacccac 


cctttctact 


tccaagactt 


attttcacat 


gtggggaggt 


2250 


taatctagga 


atgactcgtt 


taaggcctat 


tttcatgatt 


tctttgtagc 


2300 


atttggtgct 


tgacgtatta 


ttgtcctttg 


attccaaata 


atatgtttcc 


2350 


ttccctcatt 


gtctggcgtg 


tctgcgtgga 


ctggtgacgt 


gaatcaaaat 


2400 



catccactga aa 2412 

<210> 64 

<211> 453 

<212> PRT 

<213> Homo Sapien 

<400> 64 
Met Gly Glu Asn Asp 
1 ' 5 

Arg Ser Leu Phe Gly 
20 

Pro Asp Ala Asp Ala 
35 

Leu Lys Phe Phe Pro 
50 

Leu Ala Leu Ala lie 
65 



Pro Pro Ala Val Glu Ala Pro Phe Ser Phe 
10 15 

Leu Asp Asp Leu Lys lie Ser Pro Val Ala 
25 30 

Val Ala Ala Gin lie Leu Ser Leu Leu Pro 
40 45 

He He Val He Gly He He Ala Leu He 
55 60 



Gly Leu Gly He His Phe Asp Cys Ser Gly 
7 0 75 
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Lys Tyr Arg Cys Arg Ser Ser Phe Lys Cys lie Glu Leu lie Ala 
80 85 90 



Arg Cys Asp Gly Val Ser Asp Cys Lys Asp Gly Glu Asp Glu Tyr 
95 100 105 

Arg Cys Val Arg Val Gly Gly Gin Asn Ala Val Leu Gin Val Phe 
110 115 120 

Thr Ala Ala Ser Trp Lys Thr Met Cys Ser Asp Asp Trp Lys Gly 
125 130 135 

His Tyr Ala Asn Val Ala Cys Ala Gin Leu Gly Phe Pro Ser Tyr 
140 145 150 

Val Ser Ser Asp Asn Leu Arg Val Ser Ser Leu Glu Gly Gin Phe 
155 160 165 

Arg Glu Glu Phe Val Ser lie Asp His Leu Leu Pro Asp Asp Lys 
170 175 180 

Val Thr Ala Leu His His Ser Val Tyr Val Arg Glu Gly Cys Ala 
185 190 195 

Ser Gly His Val Val Thr Leu Gin Cys Thr Ala Cys Gly His Arg 
200 205 210 

Arg Gly Tyr Ser Ser Arg lie Val Gly Gly Asn Met Ser Leu Leu 
215 220 225 

Ser Gin Trp Pro Trp Gin Ala Ser Leu Gin Phe Gin Gly Tyr His 
230 235 240 

Leu Cys Gly Gly Ser Val lie Thr Pro Leu Trp lie lie Thr Ala 
245 250 255 

Ala His Cys Val Tyr Asp Leu Tyr Leu Pro Lys Ser Trp Thr lie 
260 265 270 

Gin Val Gly Leu Val Ser Leu Leu Asp Asn Pro Ala Pro Ser His 
275 280 285 

Leu Val Glu Lys lie Val Tyr His Ser Lys Tyr Lys Pro Lys Arg 
290 295 300 

Leu Gly Asn Asp lie Ala Leu Met Lys Leu Ala Gly Pro Leu Thr 
305 310 315 

Phe Asn Glu Met lie Gin Pro Val Cys Leu Pro Asn Ser Glu Glu 
320 " 325 330 

Asn Phe Pro Asp Gly Lys Val Cys Trp Thr Ser Gly Trp Gly Ala 
335 340 345 

Thr Glu Asp Gly Gly Asp Ala Ser Pro Val Leu Asn His Ala Ala 
350 355 360 

Val Pro Leu lie Ser Asn Lys lie Cys Asn His Arg Asp Val Tyr 
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Gly Gly lie lie Ser 
3 80 

Gly Gly Val Asp Ser 
3 95 

Cys Gin Glu Arg Arg 
410 

Gly He Gly Cys Ala 
425 

Val Thr Ser Phe Leu 
440 

Leu Lys Thr 

<210> 65 

<211> 1572 

<212> DNA 

<213> Homo Sapien 

<400> 65 



cgggccagcc 


tggggcggcc 


ggccaggaac 


cacccgttaa ggtgtcttct 


50 


ctttagggat 


ggtgaggttg 


gaaaaagact 


cctgtaaccc 


tcctccagga 


100 


tgaaccacct 


gccagaagac 


atggagaacg 


ctctcaccgg 


gagccagagc 


150 


tcccatgctt 


ctctgcgcaa 


tatccattcc 


atcaacccca 


cacaactcat 


200 


ggccaggatt 


gagtcctatg 


aaggaaggga 


aaagaaaggc 


atatctgatg 


250 


tcaggaggac 


tttctgtttg 


tttgtcacct 


ttgacctctt 


attcgtaaca 


300 


ttactgtgga 


taatagagtt 


aaatgtgaat 


ggaggcattg 


agaacacatt 


350 


agagaaggag 


gtgatgcagt 


atgactacta 


ttcttcatat 


tttgatatat 


400 


ttcttctggc 


agtttttcga 


tttaaagtgt 


taatacttgc 


atatgctgtg 


450 


tgcagactgc 


gccattggtg 


ggcaatagcg 


ttgacaacgg 


cagtgaccag 


500 


tgccttttta 


ctagcaaaag 


tgatcctttc 


gaagcttttc 


tctcaagggg 


550 


cttttggcta 


tgtgctgccc 


atcatttcat 


tcatccttgc 


ctggattgag 


600 


acgtggttcc 


tggatttcaa 


agtgttacct 


caagaagcag 


aagaagaaaa 


650 


cagactcctg 


atagttcagg 


atgcttcaga 


gagggcagca 


cttatacctg 


700 


gtggtctttc 


tgatggtcag 


ttttattccc 


ctcctgaatc 


cgaagcagga 


750 


tctgaagaag 


ctgaagaaaa 


acaggacagt 


gagaaaccac 


ttttagaact 


800 



370 375 

Pro Ser Met Leu Cys Ala Gly Tyr Leu Thr 
385 390 

Cys Gin Gly Asp Ser Gly Gly Pro Leu Val 
400 405 

Leu Trp Lys Leu Val Gly Ala Thr Ser Phe 
415 42 0 

Glu Val Asn Lys Pro Gly Val Tyr Thr Arg 
430 435 

Asp Trp He His Glu Gin Met Glu Arg Asp 
445 450 
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atgagtacta cttttgttaa atgtgaaaaa ccctcacaga aagtcatcga 850 

ggcaaaaaga ggcaggcagt ggagtctccc tgtcgacagt aaagttgaaa 900 

tggtgacgtc cactgctggc tttattgaac agctaataaa gatttattta 950 

ttgtaatacc tcacaaacgt tgtaccatat ccatgcacat ttagttgcct 1000 

gcctgtggct ggtaaggtaa tgtcatgatt catcctctct tcagtgagac 1050 

tgagcctgat gtgttaacaa ataggtgaag aaagtcttgt gctgtattcc 1100 

taatcaaaag acttaatata ttgaagtaac acttttttag taagcaagat 1150 

acctttttat ttcaattcac agaatggaat ttttttgttt catgtctcag 1200 

atttattttg tatttctttt ttaacactct acatttccct tgttttttaa 1250 

ctcatgcaca tgtgctcttt gtacagtttt aaaaagtgta ataaaatctg 1300 

acatgtcaat gtggctagtt ttatttttct tgttttgcat tatgtgtatg 1350 

gcctgaagtg ttggacttgc aaaaggggaa gaaaggaatt gcgaatacat 1400 

gtaaaatgtc accagacatt tgtattattt ttatcatgaa atcatgtttt 1450 

tctctgattg ttctgaaatg ttctaaatac tcttattttg aatgcacaaa 1500 

atgacttaaa ccattcatat catgtttcct ttgcgttcag ccaatttcaa 1550 

ttaaaatgaa ctaaattaaa aa 1572 

<210> 66 

<211> 234 

<212> PRT 

<213> Homo Sapien 

<400> 66 

Met Asn His Leu Pro Glu Asp Met Glu Asn Ala Leu Thr Gly Ser 
15 10 15 

Gin Ser Ser His Ala Ser Leu Arg Asn He His Ser He Asn Pro 
20 25 30 

Thr Gin Leu Met Ala Arg He Glu Ser Tyr Glu Gly Arg Glu Lys 
35 40 45 

Lys Gly He Ser Asp Val Arg Arg Thr Phe Cys Leu Phe Val Thr 
50 55 60 

Phe Asp Leu Leu Phe Val Thr Leu Leu Trp He He Glu Leu Asn 
65 7 0 75 

Val Asn Gly Gly He Glu Asn Thr Leu Glu Lys Glu Val Met Gin 
8 0 85 90 

Tyr Asp Tyr Tyr Ser Ser Tyr Phe Asp He Phe Leu Leu Ala Val 
95 100 105 
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Phe Arg Phe Lys Val Leu lie Leu Ala Tyr Ala Val Cys Arg Leu 

110 115 12 0 

Arg His Trp Trp Ala He Ala Leu Thr Thr Ala Val Thr Ser Ala 

125 130 135 

Phe Leu Leu Ala Lys Val He Leu Ser Lys Leu Phe Ser Gin Gly 

140 145 150 

Ala Phe Gly Tyr Val Leu Pro He He Ser Phe He Leu Ala Trp 

155 160 165 

He Glu Thr Trp Phe Leu Asp Phe Lys Val Leu Pro Gin Glu Ala 

170 ~ 175 180 

Glu Glu Glu Asn Arg Leu Leu He Val Gin Asp Ala Ser Glu Arg 

185 190 195 

Ala Ala Leu He Pro Gly Gly Leu Ser Asp Gly Gin Phe Tyr Ser 

200 205 210 

Pro Pro Glu Ser Glu Ala Gly Ser Glu Glu Ala Glu Glu Lys Gin 

215 220 225 

Asp Ser Glu Lys Pro Leu Leu Glu Leu 
230 

<210> 67 

<211> 2196 

<212> DNA 

<213> Homo Sapien 

<400> 67 



aataaagctt 


ccttaatgtt 


gtatatgtct 


ttgaagtaca 


tccgtgcatt 


50 


tttttttagc 


atccaaccat 


tcctcccttg 


tagttctcgc 


cccctcaaat 


100 


caccctctcc 


cgtagcccac 


ccgactaaca 


tctcagtctc 


tgaaaatgca 


150 


cagagatgcc 


tggctacctc 


gccctgcctt 


cagcctcacg 


gggctcagtc 


200 


tctttttctc 


tttggtgcca 


ccaggacgga 


gcatggaggt 


cacagtacct 


250 


gccaccctca 


acgtcctcaa 


tggctctgac 


gcccgcctgc 


cctgcacctt 


300 


caactcctgc 


tacacagtga 


accacaaaca 


gttctccctg 


aactggactt 


350 


accaggagtg 


caacaactgc 


tctgaggaga 


tgttcctcca 


gttccgcatg 


400 


aagatcatta 


acctgaagct 


ggagcggttt 


caagaccgcg 


tggagttctc 


450 


agggaacccc 


agcaagtacg 


atgtgtcggt 


gatgctgaga 


aacgtgcagc 


500 


cggaggatga 


ggggatttac 


aactgctaca 


tcatgaaccc 


ccctgaccgc 


550 


caccgtggcc 


atggcaagat 


ccatctgcag 


gtcctcatgg 


aagagccccc 


600 


tgagcgggac 


tccacggtgg 


ccgtgattgt 


gggtgcctcc gtcgggggct 


650 



125 



tcctggctgt ggtcatcttg gtgctgatgg tggtcaagtg tgtgaggaga 700 
aaaaaagagc agaagctgag cacagatgac ctgaagaccg aggaggaggg 750 
caagacggac ggtgaaggca acccggatga tggcgccaag tagtgggtgg 800 
ccggccctgc agcctcccgt gtcccgtctc ctcccctctc cgccctgtac 850 
agtgaccctg cctgctcgct cttggtgtgc ttcccgtgac ctaggacccc 900 
agggcccacc tggggcctcc tgaacccccg acttcgtatc tcccaccctg 950 
caccaagagt gacccactct cttccatccg agaaacctgc catgctctgg 1000 
gacgtgtggg ccctggggag aggagagaaa gggctcccac ctgccagtcc 1050 
ctggggggag gcaggaggca catgtgaggg tccccagaga gaagggagtg 1100 
ggtgggcagg ggtagaggag gggccgctgt cacctgccca gtgcttgcct 1150 
ggcagtggct tcagagagga cctggtgggg agggagggct ttcctgtgct 1200 
gacagcgctc cctcaggagg gccttggcct ggcacggctg tgctcctccc 1250 
ctgctcccag cccagagcag ccatcaggct ggaggtgacg atgagttcct 13 00 
gaaacttgga ggggcatgtt aaagggatga ctgtgcattc cagggcactg 13 50 
acggaaagcc agggctgcag gcaaagctgg acatgtgccc tggcccagga 1400 
ggccatgttg ggccctcgtt tccattgcta gtggcctcct tggggctcct 1450 
gttggctcct aatcccttag gactgtggat gaggccagac tggaagagca 1500 
gctccaggta gggggccatg tttcccagcg gggacccacc aacagaggcc 1550 
agtttcaaag tcagctgagg ggctgagggg tggggctcca tggtgaatgc 1600 
aggttgctgc aggctctgcc ttctccatgg ggtaaccacc ctcgcctggg 1650 
caggggcagc caaggctggg aaatgaggag gccatgcaca gggtggggca 1700 
gctttctttg gggcttcagt gagaactctc ccagttgccc ttggtggggt 1750 
ttccacctgg cttttggcta cagagaggga agggaaagcc tgaggccggc 1800 
ataaggggag gccttggaac ctgagctgcc aatgccagcc ctgtcccatc 1850 
tgcggccacg ctactcgctc ctctcccaac aactcccttc gtggggacaa 1900 
aagtgacaat tgtaggccag gcacagtggc tcacgcctgt aatcccagca 1950 
ctttgggagg ccaaggcggg tggattacct ccatctgttt agtagaaatg 2000 
ggcaaaaccc catctctact aaaaatacaa gaattagctg ggcgtggtgg 2 050 
cgtgtgcctg taatcccagc tatttgggag gctgaggcag gagaatcgct 2100 
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tgagcccggg aagcagaggt tgcagtgaac tgagatagtg atagtgccac 2150 



tgcaattcag cctgggtgac atagagagac tccatctcaa aaaaaa 2196 

<210> 68 

<211> 215 

<212> PRT 

<213> Homo Sapien 

<400> 68 

Met His Arg Asp Ala Trp Leu Pro Arg Pro Ala Phe Ser Leu Thr 
1 5 10 15 

Gly Leu Ser Leu Phe Phe Ser Leu Val Pro Pro Gly Arg Ser Met 
20 25 30 

Glu Val Thr Val Pro Ala Thr Leu Asn Val Leu Asn Gly Ser Asp 
35 40 45 

Ala Arg Leu Pro Cys Thr Phe Asn Ser Cys Tyr Thr Val Asn His 
50 55 60 

Lys Gin Phe Ser Leu Asn Trp Thr Tyr Gin Glu Cys Asn Asn Cys 
65 70 75 

Ser Glu Glu Met Phe Leu Gin Phe Arg Met Lys He He Asn Leu 
80 85 90 

Lys Leu Glu Arg Phe Gin Asp Arg Val Glu Phe Ser Gly Asn Pro 
95 100 105 

Ser Lys Tyr Asp Val Ser Val Met Leu Arg Asn Val Gin Pro Glu 
110 115 120 

Asp Glu Gly He Tyr Asn Cys Tyr He Met Asn Pro Pro Asp Arg 
125 130 135 

His Arg Gly His Gly Lys He His Leu Gin Val Leu Met Glu Glu 
140 * 145 150 

Pro Pro Glu Arg Asp Ser Thr Val Ala Val He Val Gly Ala Ser 
155 160 165 

Val Gly Gly Phe Leu Ala Val Val He Leu Val Leu Met Val Val 
170 175 180 

Lys Cys Val Arg Arg Lys Lys Glu Gin Lys Leu Ser Thr Asp Asp 
185 190 195 

Leu Lys Thr Glu Glu Glu Gly Lys Thr Asp Gly Glu Gly Asn Pro 
200 205 210 

Asp Asp Gly Ala Lys 
215 

<210> 69 
<211> 3038 
<212> DNA 
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<213> Homo Sapien 
<400> 69 



ggcgcctggt 


cc ugcgcgua 


CL.yycL.yL.ac 


ggagcaggag caagaggtcg 


50 


ccgccagcct 


ccgccgccga 




tgtccccgcc 


cctcgctcct 


100 


gcagctactg 


ct cagaaacg 


ci ^gggg c g cG 


caccctggca 


gactaacgaa 


150 


gcagctccct 


ucccacccca 




taattttgga 


cgctttgcct 


200 


gccatttctt 


ccaggttgag 


ggagccgcag 


aggcggaggc 


tcgcgtattc 


250 


ctgcagtcag 


cacccacgtc 


gcccccggac 


gctcggtgct 


caggcccttc 


J u u 


gcgagcgggg 


ctctccgtct 


gcggtccctt 


gtgaaggctc 


tgggcggctg 


i mi 


cagaggccgg 


ccgtccggtt 


tggctcacct 


ctcccaggaa 


acttcacact 


4. no 


ggagagccaa 


aaggagtgga 


agagcctgtc 


ttggagattt 


tcctggggaa 


*± ZJ \J 


atcctgaggt 


cattcattat 


gaagtgtacc 


gcgcgggagt ggctcagagt 




aaccacagtg 


ctgttcatgg 


ctagagcaat 


tccagccatg gtggttccca 


cnn 


atgccacttt 


attggagaaa 


cttttggaaa 


aatacatgga 


tgaggatggt 


bUU 


gagtggtgga 


tagccaaaca 


acgagggaaa 


agggccatca 


cagacaatga 


tz c n 


catgcagagt 


attttggacc 


ttcataataa 


attacgaagt 


caggtgtatc 


/ u u 


caacagcctc 


taatatggag 


tatatgacat 


gggatgtaga gctggaaaga 




tctgcagaat 


cctgggctga 


aagccgc ucg 


tgggaacatg gacctgcaag 


son 


cttgcttcca 


tcaattggac 


agaatttggg 


agcacactgg 


ggaagatata 


o z> u 


ggcccccgac 


gtttcatgta 


caatcgtggt 


atgatgaagt 


gaaagacttt 




agctacccat 


atgaacatga 


atgcaaccca 


tattgtccat 


tcaggtgttc 


_? o u 


tggccctgta 


tgtacacatt 


atacacaggt 


cgtgtgggca 


actagtaaca 




gaatcggttg 


tgccattaat 


ttgtgtcata 


acatgaacat 


ctgggggcag 




atatggccca 


aagctgtcta 


cctggtgtgc 


aattactccc 


caaagggaaa 


i i on 


ctggtggggc 


catgcccctt 


acaaacatgg 


gcggccctgt 


tctgcttgcc 


11 Jv 


cacctagttt 


tggagggggc 


tgtagagaaa 


atctgtgcta 


caaagaaggg 


1200 


tcagacaggt 


attatccccc 


tcgagaagag 


gaaacaaatg 


aaatagaacg 


1250 


acagcagtca 


caagtccatg 


acacccatgt 


ccggacaaga 


tcagatgata 


1300 


gtagcagaaa 


tgaagtcata 


agcgcacagc 


aaatgtccca aattgtttct 


1350 


tgtgaagtaa 


gattaagaga 


tcagtgcaaa 


ggaacaacct 


gcaataggta 


1400 
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cgaatgtcct gctggctgtt tggatagtaa agctaaagtt attggcagtg 1450 
tacattatga aatgcaatcc agcatctgta gagctgcaat tcattatggt 1500 
ataatagaca atgatggtgg ctgggtagat atcactagac aaggaagaaa 1550 
gcattatttc atcaagtcca atagaaatgg tattcaaaca attggcaaat 1600 
atcagtctgc taattccttc acagtctcta aagtaacagt tcaggctgtg 1650 
acttgtgaaa caactgtgga acagctctgt ccatttcata agcctgcttc 1700 
acattgccca agagtatact gtcctcgtaa ctgtatgcaa gcaaatccac 1750 
attatgctcg tgtaattgga actcgagttt attctgatct gtccagtatc 1800 
tgcagagcag cagtacatgc tggagtggtt cgaaatcacg gtggttatgt 1850 
tgatgtaatg cctgtggaca aaagaaagac ctacattgct tcttttcaga 1900 
atggaatctt ctcagaaagt ttacagaatc ctccaggagg aaaggcattc 1950 
agagtgtttg ctgttgtgtg aaactgaata cttggaagag gaccataaag 2000 
actattccaa atgcaatatt tctgaatttt gtataaaact gtaacattac 2050 
tgtacagagt acatcaacta ttttcagccc aaaaaggtgc caaatgcata 2100 
taaatcttga taaacaaagt ctataaaata aaacatggga cattagcttt 2150 
gggaaaagta atgaaaatat aatggtttta gaaatcctgt gttaaatatt 2200 
gctatatttt cttagcagtt atttctacag ttaattacat agtcatgatt 2250 
gttctacgtt tcatatatta tatggtgctt tgtatatgcc actaataaaa 2300 
tgaatctaaa cattgaatgt gaatggccct cagaaaatca tctagtgcat 2350 
ttaaaaataa tcgactctaa aactgaaaga aaccttatca cattttcccc 2400 
agttcaatgc tatgccatta ccaactccaa ataatctcaa ataattttcc 2450 
acttaataac tgtaaagttt ttttctgtta atttaggcat atagaatatt 2 500 
aaattctgat attgcacttc ttattttata taaaataatc ctttaatatc 2550 
caaatgaatc tgttaaaatg tttgattcct tgggaatggc cttaaaaata 2600 
aatgtaataa agtcagagtg gtggtatgaa aacattccta gtgatcatgt 2650 
agtaaatgta gggttaagca tggacagcca gagctttcta tgtactgtta 2700 
aaattgaggt cacatatttt cttttgtatc ctggcaaata ctcctgcagg 2 750 
ccaggaagta taatagcaaa aagttgaaca aagatgaact aatgtattac 2 800 
attaccattg ccactgattt tttttaaatg gtaaatgacc ttgtatataa 2850 
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atattgccat atcatggtac ctataatggt gatatatttg tttctatgaa 2900 

aaatgtattg tgctttgata ctaaaaatct gtaaaatgtt agttttggta 2 950 

attttttttc tgctggtgga tttacatatt aaattttttc tgctggtgga 3000 

taaacattaa aattaatcat gtttcaaaaa aaaaaaaa 3 03 8 

c210> 70 

:211> 500 

c212> PRT 

:213> Homo Sapien 

c400> 70 

Met Lys Cys Thr Ala Arg Glu Trp Leu Arg Val Thr Thr Val Leu 
1 ~ 5 10 15 

Phe Met Ala Arg Ala He Pro Ala Met Val Val Pro Asn Ala Thr 
20 25 30 

Leu Leu Glu Lys Leu Leu Glu Lys Tyr Met Asp Glu Asp Gly Glu 
35 40 45 

Trp Trp He Ala Lys Gin Arg Gly Lys Arg Ala He Thr Asp Asn 
50 55 60 

Asp Met Gin Ser He Leu Asp Leu His Asn Lys Leu Arg Ser Gin 
65 70 75 

Val Tyr Pro Thr Ala Ser Asn Met Glu Tyr Met Thr Trp Asp Val 
80 85 90 

Glu Leu Glu Arg Ser Ala Glu Ser Trp Ala Glu Ser Cys Leu Trp 
95 100 105 

Glu His Gly Pro Ala Ser Leu Leu Pro Ser He Gly Gin Asn Leu 
110 115 120 

Gly Ala His Trp Gly Arg Tyr Arg Pro Pro Thr Phe His Val Gin 
125 130 135 

Ser Trp Tyr Asp Glu Val Lys Asp Phe Ser Tyr Pro Tyr Glu His 
140 145 150 

Glu Cys Asn Pro Tyr Cys Pro Phe Arg Cys Ser Gly Pro Val Cys 
155 160 165 

Thr His Tyr Thr Gin Val Val Trp Ala Thr Ser Asn Arg He Gly 
170 175 180 

Cys Ala He Asn Leu Cys His Asn Met Asn He Trp Gly Gin He 
185 190 195 

Trp Pro Lys Ala Val Tyr Leu Val Cys Asn Tyr Ser Pro Lys Gly 
200 205 210 

Asn Trp Trp Gly His Ala Pro Tyr Lys His Gly Arg Pro Cys Ser 
215 220 225 
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Ala Cys Pro Pro Ser Phe Gly Gly Gly Cys Arg Glu Asn Leu Cys 
230 235 240 

Tyr Lys Glu Gly Ser Asp Arg Tyr Tyr Pro Pro Arg Glu Glu Glu 

245 250 255 

Thr Asn Glu He Glu Arg Gin Gin Ser Gin Val His Asp Thr His 
260 265 270 

Val Arg Thr Arg Ser Asp Asp Ser Ser Arg Asn Glu Val He Ser 
275 280 285 

Ala Gin Gin Met Ser Gin He Val Ser Cys Glu Val Arg Leu Arg 
290 295 300 

Asp Gin Cys Lys Gly Thr Thr Cys Asn Arg Tyr Glu Cys Pro Ala 
305 310 315 

Gly Cys Leu Asp Ser Lys Ala Lys Val He Gly Ser Val His Tyr 
320 325 330 

Glu Met Gin Ser Ser He Cys Arg Ala Ala lie His Tyr Gly He 
335 340 345 

He Asp Asn Asp Gly Gly Trp Val Asp He Thr Arg Gin Gly Arg 
350 355 360 

Lys His Tyr Phe He Lys Ser Asn Arg Asn Gly He Gin Thr He 
365 370 375 

Gly Lys Tyr Gin Ser Ala Asn Ser Phe Thr Val Ser Lys Val Thr 
380 385 390 

Val Gin Ala Val Thr Cys Glu Thr Thr Val Glu Gin Leu Cys Pro 
395 400 405 

Phe His Lys Pro Ala Ser His Cys Pro Arg Val Tyr Cys Pro Arg 
410 415 420 

Asn Cys Met Gin Ala Asn Pro His Tyr Ala Arg Val He Gly Thr 
425 430 435 

Arg Val Tyr Ser Asp Leu Ser Ser He Cys Arg Ala Ala Val His 
440 445 450 

Ala Gly Val Val Arg Asn His Gly Gly Tyr Val Asp Val Met Pro 
455 460 465 

Val Asp Lys Arg Lys Thr Tyr He Ala Ser Phe Gin Asn Gly He 
470 475 480 

Phe Ser Glu Ser Leu Gin Asn Pro Pro Gly Gly Lys Ala Phe Arg 
485 490 495 

Val Phe Ala Val Val 
500 

<210> 71 
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<211> 1879 

<212> DNA 

<213> Homo Sapien 

<400> 71 

cagccccgcg cgccggccga gtcgctgagc cgcggctgcc ggacgggacg 50 
ggaccggcta ggctgggcgc gccccccggg ccccgccgtg ggcatgggcg 100 
cactggcccg ggcgctgctg ctgcctctgc tggcccagtg gctcctgcgc 150 
gccgccccgg agctggcccc cgcgcccttc acgctgcccc tccgggtggc 200 
cgcggccacg aaccgcgtag ttgcgcccac cccgggaccc gggacccctg 25 0 
ccgagcgcca cgccgacggc ttggcgctcg ccctggagcc tgccctggcg 3 00 
tcccccgcgg gcgccgccaa cttcttggcc atggtagaca acctgcaggg 3 50 
ggactctggc cgcggctact acctggagat gctgatcggg acccccccgc 400 
agaagctaca gattctcgtt gacactggaa gcagtaactt tgccgtggca 450 
ggaaccccgc actcctacat agaoacgtac tttgacacag agaggtctag 500 
cacataccgc tccaagggct ttgacgtcac agtgaagtac acacaaggaa 550 
gctggacggg cttcgttggg gaagacctcg tcaccatccc caaaggcttc 600 
aatacttctt ttcttgtcaa cattgccact atttttgaat cagagaattt 650 
ctttttgcct gggattaaat ggaatggaat acttggccta gcttatgcca 700 
cacttgccaa gccatcaagt tctctggaga ccttcttcga ctccctggtg 750 
acacaagcaa acatccccaa cgttttctcc atgcagatgt gtggagccgg 800 
cttgcccgtt gctggatctg ggaccaacgg aggtagtctt gtcttgggtg 850 
gaattgaacc aagtttgtat aaaggagaca tctggtatac ccctattaag 900 
gaagagtggt actaccagat agaaattctg aaattggaaa ttggaggcca 950 
aagccttaat ctggactgca gagagtataa cgcagacaag gccatcgtgg 1000 
acagtggcac cacgctgctg cgcctgcccc agaaggtgtt tgatgcggtg 105 0 
gtggaagctg tggcccgcgc atctctgatt ccagaattct ctgatggttt 1100 
ctggactggg tcccagctgg cgtgctggac gaattcggaa acaccttggt 1150 
cttacttccc taaaatctcc atctacctga gagacgagaa ctccagcagg 1200 
tcattccgta tcacaatcct gcctcagctt tacattcagc ccatgatggg 1250 
ggccggcctg aattatgaat gttaccgatt cggcatttcc ccatccacaa 1300 
atgcgctggt gatcggtgcc acggtgatgg agggcttcta cgtcatcttc 1350 
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gacagagccc agaagagggt gggcttcgca gcgagcccct gtgcagaaat 1400 

tgcaggtgct gcagtgtctg aaatttccgg gcctttctca acagaggatg 1450 

tagccagcaa ctgtgtcccc gctcagtctt tgagcgagcc cattttgtgg 1500 

attgtgtcct atgcgctcat gagcgtctgt ggagccatcc tccttgtctt 1550 

aatcgtcctg ctgctgctgc cgttccggtg tcagcgtcgc ccccgtgacc 1600 

ctgaggtcgt caatgatgag tcctctctgg tcagacatcg ctggaaatga 165 0 

atagccaggc ctgacctcaa gcaaccatga actcagctat taagaaaatc 1700 

acatttccag ggcagcagcc gggatcgatg gtggcgcttt ctcctgtgcc 1750 

cacccgtctt caatctctgt tctgctccca gatgccttct agattcactg 1800 

tcttttgatt cttgattttc aagctttcaa atcctcccta cttccaagaa 1850 

aaataattaa aaaaaaaact tcattctaa 187 9 

<210> 72 
<211> 518 
<212> PRT 
<213> Homo Sapien 

<400> 72 
Met Gly Ala Leu Ala 
1 ' 5 

Trp Leu Leu Arg Ala 

20 

Leu Pro Leu Arg Val 
35 

Thr Pro Gly Pro Gly 
50 

Ala Leu Ala Leu Glu 
65 

Asn Phe Leu Ala Met 
80 

Gly Tyr Tyr Leu Glu 
95 

Gin lie Leu Val Asp 
110 

Thr Pro His Ser Tyr 
125 

Ser Thr Tyr Arg Ser 
140 



Arg Ala Leu Leu Leu Pro Leu Leu Ala Gin 
10 15 

Ala Pro Glu Leu Ala Pro Ala Pro Phe Thr 
25 30 

Ala Ala Ala Thr Asn Arg Val Val Ala Pro 
40 45 

Thr Pro Ala Glu Arg His Ala Asp Gly Leu 
55 60 

Pro Ala Leu Ala Ser Pro Ala Gly Ala Ala 
70 75 

Val Asp Asn Leu Gin Gly Asp Ser Gly Arg 
85 90 

Met Leu lie Gly Thr Pro Pro Gin Lys Leu 
100 105 

Thr Gly Ser Ser Asn Phe Ala Val Ala Gly 
115 120 

lie Asp Thr Tyr Phe Asp Thr Glu Arg Ser 
13 0 13 5 

Lys Gly Phe Asp Val Thr Val Lys Tyr Thr 
145 150 
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Gin Gly Ser Trp Thr Gly Phe Val Gly Glu Asp Leu Val Thr He 
155 160 165 

Pro Lys Gly Phe Asn Thr Ser Phe Leu Val Asn He Ala Thr He 
170 175 180 

Phe Glu Ser Glu Asn Phe Phe Leu Pro Gly He Lys Trp Asn Gly 
185 190 195 

He Leu Gly Leu Ala Tyr Ala Thr Leu Ala Lys Pro Ser Ser Ser 
200 205 210 

Leu Glu Thr Phe Phe Asp Ser Leu Val Thr Gin Ala Asn He Pro 
215 220 225 

Asn Val Phe Ser Met Gin Met Cys Gly Ala Gly Leu Pro Val Ala 
230 235 240 

Gly Ser Gly Thr Asn Gly Gly Ser Leu Val Leu Gly Gly He Glu 
245 250 255 

Pro Ser Leu Tyr Lys Gly Asp He Trp Tyr Thr Pro He Lys Glu 
260 265 270 

Glu Trp Tyr Tyr Gin He Glu He Leu Lys Leu Glu He Gly Gly 
275 280 285 

Gin Ser Leu Asn Leu Asp Cys Arg Glu Tyr Asn Ala Asp Lys Ala 
290 295 300 

He Val Asp Ser Gly Thr Thr Leu Leu Arg Leu Pro Gin Lys Val 
305 s 310 315 

Phe Asp Ala Val Val Glu Ala Val Ala Arg Ala Ser Leu He Pro 
320 325 330 

Glu Phe Ser Asp Gly Phe Trp Thr Gly Ser Gin Leu Ala Cys Trp 
335 340 345 

Thr Asn Ser Glu Thr Pro Trp Ser Tyr Phe Pro Lys He Ser He 
350 355 360 

Tyr Leu Arg Asp Glu Asn Ser Ser Arg Ser Phe Arg He Thr He 
365 370 375 

Leu Pro Gin Leu Tyr He Gin Pro Met Met Gly Ala Gly Leu Asn 
380 385 390 

Tyr Glu Cys Tyr Arg Phe Gly He Ser Pro Ser Thr Asn Ala Leu 
395 400 405 

Val He Gly Ala Thr Val Met Glu Gly Phe Tyr Val He Phe Asp 
410 415 420 

Arg Ala Gin Lys Arg Val Gly Phe Ala Ala Ser Pro Cys Ala Glu 
425 430 435 

He Ala Gly Ala Ala Val Ser Glu He Ser Gly Pro Phe Ser Thr 
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440 445 450 

Glu Asp Val Ala Ser Asn Cys Val Pro Ala Gin Ser Leu Ser Glu 
455 460 465 

Pro He Leu Trp He Val Ser Tyr Ala Leu Met Ser Val Cys Gly 
470 475 480 

Ala He Leu Leu Val Leu He Val Leu Leu Leu Leu Pro Phe Arg 
485 490 495 

Cys Gin Arg Arg Pro Arg Asp Pro Glu Val Val Asn Asp Glu Ser 
500 505 510 

Ser Leu Val Arg His Arg Trp Lys 
515 

<210> 73 

<211> 2956 

<212> DNA 

<213> Homo Sapien 

<400> 73 



gccgcggcga 


gagcgcgccc 


agccccgccg 


cgatgcccgc 


gcgcccagga 


R 0 


cgcctcctcc 


cgctgctggc 


ccggccggcg 


gccctgactg cgctgctgct 


1 00 


gctgctgctg 


ggccatggcg 


gcggcgggcg 


ctggggcgcc 


cgggcccagg 


i cn 

1 JU 


aggcggcggc 


ggcggcggcg 


gacgggcccc 


ccgcggcaga 


cggcgaggac 


200 


ggacaggacc 


cgcacagcaa 


gcacctgtac 


acggccgaca 


tgttcacgca 


250 


cgggatccag 


agcgccgcgc 


acttcgtcat 


gttcttcgcg 


ccctggtgtg 


300 


gacactgcca 


gcggctgcag 


ccgacttgga 


atgacctggg agacaaatac 


350 


aacagcatgg 


aagatgccaa 


agtctatgtg 


gctaaagtgg 


actgcacggc 


400 


ccactccgac 


gtgtgctccg 


cccagggggt 


gcgaggatac 


cccaccttaa 


450 


agcttttcaa 


gccaggccaa 


gaagctgtga 


agtaccaggg 


tcctcgggac 


500 


ttccagacac 


tggaaaactg 


gatgctgcag 


acactgaacg aggagccagt 


550 


gacaccagag 


ccggaagtgg 


aaccgcccag 


tgcccccgag 


ctcaagcaag 


600 


ggctgtatga 


gctctcagca 


agcaactttg 


agctgcacgt 


tgcacaaggc 


650 


gaccacttta 


tcaagttctt 


cgctccgtgg 


tgtggtcact 


gcaaagccct 


700 


ggctccaacc 


tgggagcagc 


tggctctggg 


ccttgaacat 


tccgaaactg 


750 


tcaagattgg 


caaggttgat 


tgtacacagc 


actatgaact 


ctgctccgga 


800 


aaccaggttc 


gtggctatcc 


cactcttctc 


tggttccgag 


atgggaaaaa 


850 


ggtggatcag 


tacaagggaa 


agcgggattt 


ggagtcactg 


agggagtacg 


900 
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tggagtcgca 


gctgcagcgc 


acagagactg 


gagcgacgga 


gaccgtcacg 


950 


ccctcagagg 


ccccggtgct 


ggcagctgag 


cccgaggctg 


acaagggcac 


1000 


tgtgttggca 


ctcactgaaa 


ataacttcga 


tgacaccatt 


gcagaaggaa 


1050 


taaccttcat 


caagttttat 


gctccatggt 


gtggtcattg 


taagactctg 


1100 


gctcctactt 


gggaggaact 


ctctaaaaag 


gaattccctg 


gtctggcggg 


1150 


ggtcaagatc 


gccgaagtag 


actgcactgc 


tgaacggaat 


atctgcagca 


1200 


agtattcggt 


acgaggctac 


cccacgttat 


tgcttttccg 


aggagggaag 


1250 


aaagtcagtg 


agcacagtgg 


aggcagagac 


cttgactcgt 


tacaccgctt 


1300 


tgtcctgagc 


caagcgaaag 


acgaacttta 


ggaacacagt 


tggaggtcac 


1350 


ctctcctgcc 


cagctcccgc 


accctgcgtt 


taggagttca 


gtcccacaga 


1400 


ggccactggg 


ttcccagtgg 


tggctgttca 


gaaagcagaa 


catactaagc 


1450 


gtgaggtatc 


ttctttgtgt 


gtgtgttttc 


caagccaaca 


cactctacag 


1500 


attctttatt 


aagttaagtt 


tctctaagta 


aatgtgtaac 


tcatggtcac 


1550 


tgtgtaaaca 


ttttcagtgg 


cgatatatcc 


cctttgacct 


tctcttgatg 


1600 


aaatttacat 


ggtttccttt 


gagactaaaa 


tagcgttgag 


ggaaatgaaa 


1650 


ttgctggact 


atttgtggct 


cctgagttga 


gtgattttgg 


tgaaagaaag 


1700 


cacatccaaa 


gcatagttta 


cctgcccacg 


agttctggaa 


aggtggcctt 


1750 


gtggcagtat 


tgacgttcct 


ctgatcttaa 


ggtcacagtt 


gactcaatac 


1800 


tgtgttggtc 


cgtagcatgg 


agcagattga 


aatgcaaaaa 


cccacacctc 


1850 


tggaagatac 


cttcacggcc 


gctgctggag 


cttctgttgc 


tgtgaatact 


1900 


tctctcagtg 


tgagaggtta 


gccgtgatga 


aagcagcgtt 


acttctgacc 


1950 


gtgcctgagt 


aagagaatgc 


tgatgccata 


actttatgtg 


tcgatacttg 


2000 


tcaaatcagt 


tactgttcag 


gggatccttc 


tgtttctcac 


ggggtgaaac 


2050 


atgtctttag 


ttcctcatgt 


taacacgaag 


ccagagccca 


catgaactgt 


2100 


tggatgtctt 


ccttagaaag 


ggtaggcatg 


gaaaattcca 


cgaggctcat 


2150 
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2200 


ggggtgacaa 


gaccagacag 


gctttcccag 


gcctgggtat 


ccagggaggc 


2250 


tctgcagccc 


tgctgaaggg 


ccctaactag 


agttctagag 


tttctgattc 


2300 


tgtttctcag 


tagtcctttt 


agaggcttgc 


tatacttggt 


ctgcttcaag 


2350 
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gaggtcgacc 


ttctaatgta 


tgaagaatgg 


gatgcatttg 


atctcaagac 


2400 




caaagacaga 


tgtcagtggg 


ctgctctggc 


cctggtgtgc 


acggctgtgg 


2450 




cagctgttga 


tgccagtgtc 


ctctaactca 


tgctgtcctt gtgattaaac 


2500 




acctctatct 


cccttgggaa 


taagcacata 


caggcttaag 


ctctaagata 


2550 




gataggtgtt 


tgtcctttta 


ccatcgagct 


acttcccata 


ataaccactt 


2600 




tgcatccaac 


actcttcacc 


cacctcccat 


acgcaagggg 


atgtggatac 


2650 




ttggcccaaa 


gtaactggtg 


gtaggaatct 


tagaaacaag 


accacttata 


2700 




ctgtctgtct 


gaggcagaag 


ataacagcag 


catctcgacc 


agcctctgcc 


2750 




ttaaaggaaa 


tctttattaa 


tcacgtatgg 


ttcacagata 


attctttttt 


2800 




taaaaaaacc 


caacctccta 


gagaagcaca actgtcaaga gtcttgtaca 


2850 




cacaacttca 


gctttgcatc 


acgagtcttg 


tattccaaga 


aaatcaaagt 


2900 




ggtacaattt 


gtttgtttac 


actatgatac 


tttctaaata 


aactcttttt 


2950 


-is?: 
■i l 


ttttaa 2956 











<210> 74 

<211> 432 

<212> PRT 

<213> Homo Sapien 

<400> 74 

Met Pro Ala Arg Pro Gly Arg Leu Leu Pro Leu Leu Ala Arg Pro 
15 10 15 

Ala Ala Leu Thr Ala Leu Leu Leu Leu Leu Leu Gly His Gly Gly 
20 25 30 

Gly Gly Arg Trp Gly Ala Arg Ala Gin Glu Ala Ala Ala Ala Ala 
35 40 45 

Ala Asp Gly Pro Pro Ala Ala Asp Gly Glu Asp Gly Gin Asp Pro 
50 55 60 

His Ser Lys His Leu Tyr Thr Ala Asp Met Phe Thr His Gly He 
65 70 75 

Gin Ser Ala Ala His Phe Val Met Phe Phe Ala Pro Trp Cys Gly 
80 85 90 

His Cys Gin Arg Leu Gin Pro Thr Trp Asn Asp Leu Gly Asp Lys 
95 100 105 

Tyr Asn Ser Met Glu Asp Ala Lys Val Tyr Val Ala Lys Val Asp 
110 115 120 

Cys Thr Ala His Ser Asp Val Cys Ser Ala Gin Gly Val Arg Gly 
125 130 135 
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Tyr Pro Thr Leu Lys Leu Phe Lys Pro Gly Gin Glu Ala Val Lys 
140 145 150 

Tyr Gin Gly Pro Arg Asp Phe Gin Thr Leu Glu Asn Trp Met Leu 
155 160 165 

Gin Thr Leu Asn Glu Glu Pro Val Thr Pro Glu Pro Glu Val Glu 
170 175 180 

Pro Pro Ser Ala Pro Glu Leu Lys Gin Gly Leu Tyr Glu Leu Ser 
185 190 195 

Ala Ser Asn Phe Glu Leu His Val Ala Gin Gly Asp His Phe He 
200 205 210 

Lys Phe Phe Ala Pro Trp Cys Gly His Cys Lys Ala Leu Ala Pro 
215 220 225 

Thr Trp Glu Gin Leu Ala Leu Gly Leu Glu His Ser Glu Thr Val 
230 235 240 

Lys He Gly Lys Val Asp Cys Thr Gin His Tyr Glu Leu Cys Ser 
U 245 250 255 

K Gly Asn Gin Val Arg Gly Tyr Pro Thr Leu Leu Trp Phe Arg Asp 
fi J 260 265 270 

CU Gly Lys Lys Val Asp Gin Tyr Lys Gly Lys Arg Asp Leu Glu Ser 
m ' ^ ' 275 280 285 

Jf! Leu Arg Glu Tyr Val Glu Ser Gin Leu Gin Arg Thr Glu Thr Gly 
yi 290 295 300 

CI Ala Thr Glu Thr Val Thr Pro Ser Glu Ala Pro Val Leu Ala Ala 
y* 305 310 315 



Glu Pro Glu Ala Asp Lys Gly Thr Val Leu Ala Leu Thr Glu Asn 

320 325 330 

Asn Phe Asp Asp Thr He Ala Glu Gly He Thr Phe He Lys Phe 
335 340 345 

Tyr Ala Pro Trp Cys Gly His Cys Lys Thr Leu Ala Pro Thr Trp 
350 355 360 

Glu Glu Leu Ser Lys Lys Glu Phe Pro Gly Leu Ala Gly Val Lys 
365 370 375 

He Ala Glu Val Asp Cys Thr Ala Glu Arg Asn He Cys Ser Lys 
380 385 390 

Tyr Ser Val Arg Gly Tyr Pro Thr Leu Leu Leu Phe Arg Gly Gly 
395 ~ 400 405 

Lys Lys Val Ser Glu His Ser Gly Gly Arg Asp Leu Asp Ser Leu 
410 415 420 

His Arg Phe Val Leu Ser Gin Ala Lys Asp Glu Leu 
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425 430 

<210> 75 

<211> 4640 

<212> DNA 

<213> Homo Sapien 

<400> 75 

cggacgcgtg ggcggacgcg tgggcaaaag aactcggagt gccaaagcta 50 
aataagttag ctgagaaaac gcacgcagtt tgcagcgcct gcgccgggtg 10 0 
cgccaactac gcaaagacca agcgggctcc gcgcggaccg gccgcggggc 150 
tagggacccg gctttggcct tcaggctccc tagcagcggg gaaaaggaat 2 00 
tgctgcccgg agtttctgcg gaggtggagg gagatcagga aacggcttct 250 
tcctcacttc gccgcctggt gagtgtcggg gagattggca aacgcctagg 300 
aaaggactgg ggaaaatagc cctgggaaag tggagaaggt gatcaggagg 3 50 
ccggtccact acggcagttt atctgtctga tcagagccag acgcgacgcg 400 
tccacttcgc agttctttcc aggtgtgggg accgcaggac agacggccga 450 
tcccgccgcc ctccgtacca gcactcccag gagagtcagc ctcgctcccc 500 
aacgtcgagg gcgctctggc cacgaaaagt tcctgtccac tgtgattctc 550 
aattccttgc ttggtttttt tctccagaga acttttgggt ggagatatta 600 
acttttttct tttttttttt ccttggtgga agctgctcta gggagggggg 650 
aggaggagga gaaagtgaaa tgtgctggag aagagcgagc cctccttgtt 700 
cttccggagt cccatccatt aagccatcac ttctggaaga ttaaagttgt 750 
cggacatggt gacagctgag aggagaggag gatttcttgc caggtggaga 800 
gtcttcaccg tctgttgggt gcatgtgtgc gcccgcagcg gcgcggggcg 850 
cgtggttctc cgcgtggagt ctcacctggg acctgagtga atggctccca 900 
ggggctgtgc ggggcatccg cctccgcctt ctccacaggc ctgtgtctgt 950 
cctggaaaga tgctagcaat gggggcgctg gcaggattct ggatcctctg 1000 
cctcctcact tatggttacc tgtcctgggg ccaggcctta gaagaggagg 1050 
aagaaggggc cttactagct caagctggag agaaactaga gcccagcaca 1100 
acttccacct cccagcccca tctcattttc atcctagcgg atgatcaggg 1150 
atttagagat gtgggttacc acggatctga gattaaaaca cctactcttg 1200 
acaagctcgc tgccgaagga gttaaactgg agaactacta tgtccagcct 1250 
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atttgcacac catccaggag tcagtttatt actggaaagt atcagataca 1300 
caccggactt caacattcta tcataagacc tacccaaccc aactgtttac 1350 
ctctggacaa tgccacccta cctcagaaac tgaaggaggt tggatattca 1400 
acgcatatgg tcggaaaatg gcacttgggt tttaacagaa aagaatgcat 1450 
gcccaccaga agaggatttg ataccttttt tggttccctt ttgggaagtg 1500 
gggattacta tacacactac aaatgtgaca gtcctgggat gtgtggctat 1550 
gacttgtatg aaaacgacaa tgctgcctgg gactatgaca atggcatata 1600 
ctccacacag atgtacactc agagagtaca gcaaatctta gcttcccata 1650 
accccacaaa gcctatattt ttatatactg cctatcaagc tgttcattca 1700 
ccactgcaag ctcctggcag gtatttcgaa cactaccgat ccattatcaa 1750 
cataaacagg agaagatatg ctgccatgct ttcctgctta gatgaagcaa 1800 
tcaacaacgt gacattggct ctaaagactt atggtttcta taacaacagc 1850 
attatcattt actcttcaga taatggtggc cagcctacgg caggagggag 1900 
taactggcct ctcagaggta gcaaaggaac atattgggaa ggagggatcc 1950 
gggctgtagg ctttgtgcat agcccacttc tgaaaaacaa gggaacagtg 2 000 
tgtaaggaac ttgtgcacat cactgactgg taccccactc tcatttcact 2 050 
ggctgaagga cagattgatg aggacattca actagatggc tatgatatct 2100 
gggagaccat aagtgagggt cttcgctcac cccgagtaga tattttgcat 2150 
aacattgacc cctatacacc aaggcaaaaa atggctcctg ggcagcaggc 2200 
tatgggatct ggaacactgc aatccagtca gccatcagag tgcagcactg 2250 
gaaattgctt acaggaaatc ctggctacag cgactgggtc ccccctcagt 2300 
ctttcagcaa cctgggaccg aaccggtggc acaatgaacg gatcaccttg 2350 
tcaactggca aaagtgtatg gcttttcaac atcacagccg acccatatga 2400 
gagggtggac ctatctaaca ggtatccagg aatcgtgaag aagctcctac 2450 
ggaggctctc acagttcaac aaaactgcag tgccggtcag gtatcccccc 250 0 
aaagacccca gaagtaaccc taggctcaat ggaggggtct ggggaccatg 2550 
gtataaagag gaaaccaaga aaaagaagcc aagcaaaaat caggctgaga 2600 
aaaagcaaaa gaaaagcaaa aaaaagaaga agaaacagca gaaagcagtc 2650 
tcaggtaaac cagcaaattt ggctcgataa tatcgctggc ctaagcgtca 2700 
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ggcttgtttt catgctgtgc cactccagag acttctgcca cctggccgcc 2750 
acactgaaaa ctgtcctgct cagtgccaag gtgctactct tgcaagccac 2800 
acttagagag agtggagatg tttatttctc tcgctccttt agaaaacgtg 2850 
gtgagtcctg agttccactg ctgtgcttca gtcaactgac caaacactgc 2 900 
tttgaattat aggaggagaa caataaccta ccatccgcaa gcatgctaat 2950 
ttgatggaag ttacagggta gcatgattaa aactaccttt gataaattac 3 0 00 
agtcaaagat tgtgtcacct caaaggcctt gaagaatata ttttcttggt 3050 
gaatttttgt atgtctgtca tatgacactt gggtttttta attaattcta 3100 
ttttatatat ataaatatat gtttcttttc ctgtgaaaag ctgtttttct 3150 
cacatgtgaa cagcttgcac ctcattttac catgcgtgag ggaatggcaa 3200 
ataagaatgt ttgagcacac tgcccacaat gaatgtaact attttctaaa 3250 
cactttacta gaagaacatt tcagtataaa aaacctaatt tatttttaca 3300 
gaaaaatatt ttgttgtttt tataaaaagt tatgcaaatg acttttattt 3350 
ttatttcctg cataccatta gaagaatttt atttcatttc ttcaaattat 3400 
caagcactgt aatactataa attaatgtaa tactgtgtga attcagacta 3450 
taaaaaacat cattcagaaa actttataat cgtcattgtt caatcaagat 3500 
tttgaatgta ataagatgaa tatatattac ttggaaattc aatgtttgtg 3550 
cagagttgag acaactttat tgtttctatc ataaactatt tatgtatctt 3600 
aattattaaa atgatttact ttatggcact agaaaattta ctgtggcttt 3650 
tctgatctaa cttctagcta aaattgtatc attggtccta aaaaataaaa 3700 
atctttacta ataggcaatt gaaggaatgg tttgctaaca accacagtaa 3750 
tataatatga ttttacagat agatgcttcc ccttggctat gacatggaga 3 800 
aagattttcc cataataata actaatattt atattaggtt ggtgcaaaac 3850 
tagttgcggt ttttcccatt aaaagtaata accttactct tatacaaagt 3900 
ggacactgtg gggagataca gagaaatgga agatacggat cctgcctgga 3 950 
gtaggtaacc ttgcttggaa accccacatg caaacgtcat gaggagaatt 4000 
aaaggagtat tatcagtaat gaagtttatc atgggtcatc aatgagcata 4050 
gattggtgtg gatcctgtag accctggtgt tttctttgaa gtgccctctc 4100 
ctaatgcaga ggccttgaag cttacagtat acacttgaaa agtcacagat 4150 
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agctagaatt atgatctttg aagttataac tgtgatctga aaatgtgtgt 4200 

ggtggtatga cagcatacca ttaaatacat ttacatcaca gctcaaagga 4250 

ctgtgatata atccatttat atcacaactc aaaggactgt gatataatcc 43 00 

atttatatca cagctcacag tttctgaaaa tgtataaaag aatctataat 4350 

ctagtactga aattactaaa ttgggtaaga tgatttaaat gattttaatt 440 0 

ttaacatttt atttctagaa tatatggctc cattttattt tatagtgtaa 4450 

agttgtattt cctaaagttt gtgttttgtc gacagtatct tttaaatgag 4500 

tcttaaaaat aaaggcatat tgttcatgtt taaaaaaaaa aaaaaaaaaa 455 0 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 4600 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 4640 

<210> 76 

<211> 515 

<212> PRT 

<213> Homo Sapien 

<400> 76 

Met Ala Pro Arg Gly Cys Ala Gly His Pro Pro Pro Pro Ser Pro 
! " 5 10 15 

Gin Ala Cys Val Cys Pro Gly Lys Met Leu Ala Met Gly Ala Leu 
20 25 30 

Ala Gly Phe Trp He Leu Cys Leu Leu Thr Tyr Gly Tyr Leu Ser 
35 40 45 

Trp Gly Gin Ala Leu Glu Glu Glu Glu Glu Gly Ala Leu Leu Ala 
50 55 60 

Gin Ala Gly Glu Lys Leu Glu Pro Ser Thr Thr Ser Thr Ser Gin 
65 70 75 

Pro His Leu He Phe He Leu Ala Asp Asp Gin Gly Phe Arg Asp 
80 85 90 

Val Gly Tyr His Gly Ser Glu He Lys Thr Pro Thr Leu Asp Lys 
95 100 105 

Leu Ala Ala Glu Gly Val Lys Leu Glu Asn Tyr Tyr Val Gin Pro 
110 115 120 

He Cys Thr Pro Ser Arg Ser Gin Phe He Thr Gly Lys Tyr Gin 
125 130 135 

He His Thr Gly Leu Gin His Ser He He Arg Pro Thr Gin Pro 
140 145 150 

Asn Cys Leu Pro Leu Asp Asn Ala Thr Leu Pro Gin Lys Leu Lys 
155 160 165 
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Glu Val Gly Tyr Ser Thr His Met Val Gly Lys Trp His Leu Gly 
170 175 180 

Phe Asn Arg Lys Glu Cys Met Pro Thr Arg Arg Gly Phe Asp Thr 
185 150 195 

Phe Phe Gly Ser Leu Leu Gly Ser Gly Asp Tyr Tyr Thr His Tyr 
200 205 210 

Lys Cys Asp Ser Pro Gly Met Cys Gly Tyr Asp Leu Tyr Glu Asn 
215 220 225 

Asp Asn Ala Ala Trp Asp Tyr Asp Asn Gly He Tyr Ser Thr Gin 
230 235 240 

Met Tyr Thr Gin Arg Val Gin Gin He Leu Ala Ser His Asn Pro 
245 250 255 

Thr Lys Pro He Phe Leu Tyr Thr Ala Tyr Gin Ala Val His Ser 
260 265 270 

Pro Leu Gin Ala Pro Gly Arg Tyr Phe Glu His Tyr Arg Ser He 
275 280 285 

He Asn He Asn Arg Arg Arg Tyr Ala Ala Met Leu Ser Cys Leu 
290 295 300 

Asp Glu Ala He Asn Asn Val Thr Leu Ala Leu Lys Thr Tyr Gly 
305 310 315 

Phe Tyr Asn Asn Ser He He He Tyr Ser Ser Asp Asn Gly Gly 
320 325 330 

Gin Pro Thr Ala Gly Gly Ser Asn Trp Pro Leu Arg Gly Ser Lys 
335 340 345 

Gly Thr Tyr Trp Glu Gly Gly He Arg Ala Val Gly Phe Val His 
350 "* 355 360 

Ser Pro Leu Leu Lys Asn Lys Gly Thr Val Cys Lys Glu Leu Val 
365 370 375 

His He Thr Asp Trp Tyr Pro Thr Leu He Ser Leu Ala Glu Gly 
380 385 390 

Gin He Asp Glu Asp He Gin Leu Asp Gly Tyr Asp He Trp Glu 
3 95 400 405 

Thr He Ser Glu Gly Leu Arg Ser Pro Arg Val Asp He Leu His 
410 415 420 

Asn He Asp Pro Tyr Thr Pro Arg Gin Lys Met Ala Pro Gly Gin 
425 430 435 

Gin Ala Met Gly Ser Gly Thr Leu Gin Ser Ser Gin Pro Ser Glu 
440 445 450 

Cys Ser Thr Gly Asn Cys Leu Gin Glu He Leu Ala Thr Ala Thr 
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455 460 465 

Gly Ser Pro Leu Ser Leu Ser Ala Thr Trp Asp Arg Thr Gly Gly 
470 475 480 

Thr Met Asn Gly Ser Pro Cys Gin Leu Ala Lys Val Tyr Gly Phe 
485 490 495 

Ser Thr Ser Gin Pro Thr His Met Arg Gly Trp Thr Tyr Leu Thr 
500 505 510 

Gly He Gin Glu Ser 
515 

<210> 77 
<211> 3313 
<212> DNA 
<213> Homo Sapien 

<400> 77 

aaaaaagctc actaaagttt ctattagagc gaatacggta gatttccatc 50 
cccttttgaa gaacagtact gtggagctat ttaagagata aaaacgaaat 100 
atcctttctg ggagttcaag attgtgcagt aattggttag gactctgagc 150 
gccgctgttc accaatcggg gagagaaaag cggagatcct gctcgccttg 200 
cacgcgcctg aagcacaaag cagatagcta ggaatgaacc atccctggga 250 
gtatgtggaa acaacggagg agctctgact tcccaactgt cccattctat 300 
gggcgaagga actgctcctg acttcagtgg ttaagggcag aattgaaaat 3 50 
aattctggag gaagataaga atgattcctg cgcgactgca ccgggactac 400 
aaagggcttg tcctgctggg aatcctcctg gggactctgt gggagaccgg 450 
atgcacccag atacgctatt cagttccgga agagctggag aaaggctcta 500 
gggtgggcga catctccagg gacctggggc tggagccccg ggagctcgcg 550 
gagcgcggag tccgcatcat ccccagaggt aggacgcagc ttttcgccct 600 
gaatccgcgc agcggcagct tggtcacggc gggcaggata gaccgggagg 650 
agctctgtat gggggccatc aagtgtcaat taaatctaga cattctgatg 700 
gaggataaag tgaaaatata tggagtagaa gtagaagtaa gggacattaa 750 
cgacaatgcg ccttactttc gtgaaagtga attagaaata aaaattagtg 800 
aaaatgcagc cactgagatg cggttccctc taccccacgc ctgggatccg 850 
gatatcggga agaactctct gcagagctac gagctcagcc cgaacactca 900 
cttctccctc atcgtgcaaa atggagccga cggtagtaag taccccgaat 950 
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tggtgctgaa acgcgccctg gaccgcgaag aaaaggctgc tcaccacctg 1000 
gtccttacgg cctccgacgg gggcgacccg gtgcgcacag gcaccgcgcg 1050 
catccgcgtg atggttctgg atgcgaacga caacgcacca gcgtttgctc 1100 
agcccgagta ccgcgcgagc gttccggaga atctggcctt gggcacgcag 1150 
ctgcttgtag tcaacgctac cgaccctgac gaaggagtca atgcggaagt 1200 
gaggtattcc ttccggtatg tggacgacaa ggcggcccaa gttttcaaac 1250 
tagattgtaa ttcagggaca atatcaacaa taggggagtt ggaccacgag 13 00 
gagtcaggat tctaccagat ggaagtgcaa gcaatggata atgcaggata 13 50 
ttctgcgcga gccaaagtcc tgatcactgt tctggacgtg aacgacaatg 14 0 0 
ccccagaagt ggtcctcacc tctctcgcca gctcggttcc cgaaaactct 1450 
cccagaggga cattaattgc ccttttaaat gtaaatgacc aagattctga 1500 
ggaaaacgga caggtgatct gtttcatcca aggaaatctg ccctttaaat 1550 
tagaaaaatc ttacggaaat tactatagtt tagtcacaga catagtcttg 1600 
gatagggaac aggttcctag ctacaacatc acagtgaccg ccactgaccg 1650 
gggaaccccg cccctatcca cggaaactca tatctcgctg aacgtggcag 1700 
acaccaacga caacccgccg gtcttccctc aggcctccta ttccgcttat 175 0 
atcccagaga acaatcccag aggagtttcc ctcgtctctg tgaccgccca 1800 
cgaccccgac tgtgaagaga acgcccagat cacttattcc ctggctgaga 1850 
acaccatcca aggggcaagc ctatcgtcct acgtgtccat caactccgac 1900 
actggggtac tgtatgcgct gagctccttc gactacgagc agttccgaga 1950 
cttgcaagtg aaagtgatgg cgcgggacaa cgggcacccg cccctcagca 2000 
gcaacgtgtc gttgagcctg ttcgtgctgg accagaacga caatgcgccc 2050 
gagatcctgt accccgccct ccccacggac ggttccactg gcgtggagct 2100 
ggctccccgc tccgcagagc ccggctacct ggtgaccaag gtggtggcgg 2150 
tggacagaga ctccggccag aacgcctggc tgtcctaccg tctgctcaag 22 00 
gccagcgagc cgggactctt ctcggtgggt ctgcacacgg gcgaggtgcg 2250 
cacggcgcga gccctgctgg acagagacgc gctcaagcag agcctcgtag 23 00 
tggccgtcca ggaccacggc cagccccctc tctccgccac tgtcacgctc 2350 
accgtggccg tggccgacag catcccccaa gtcctggcgg acctcggcag 2400 
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cctcgagtct 


ccagctaact 


ctgaaacctc 


agacctcact 


ctgtacctgg 


2450 


tggtagcggt 


ggccgcggtc 


tcctgcgtct 


tcctggcctt 


cgtcatcttg 


2500 


ctgctggcgc 


tcaggctgcg 


gcgctggcac 


aagtcacgcc 


tgetgeagge 


2550 


ttcaggaggc 


ggcttgacag 


gagcgccggc 


gtcgcacttt 


gtgggcgtgg 


2600 


acggggtgca ggctttcctg 


cagacctatt 


cccacgaggt 


ttccctcacc 


2650 


acggactcgc 


ggaagagtca 


cctgatcttc 


ccccagccca 


actatgeaga 


2700 


catgctcgtc 


agccaggaga 


gctttgaaaa 


aagcgagccc 


ettttgetgt 


2750 


caggtgattc 


ggtattttct 


aaagacagtc 


atgggttaat 


tgaggtgagt 


2800 


ttatatcaaa 


tcttctttct 


tttttttttt 


aattgctctg 


tctcccaagc 


2850 


tggagtgcag 


cggtacgatc 


atagctcact 


gcggcctcaa 


actcctaggc 


2900 


tcaagcaatt 


atcccacctt 


tgcctccggt 


gtaacaggga 


ctacaggtgc 


2950 


aagccaccta 


ctgtctgcct 


atctatctat 


ctatctatct 


atctatctat 


3000 


ctatctatct 


atctatctat 


tactttcttg 


tacagaeggg 


agtctcacgc 


3050 


ctgtaatccc 


agtactttgg 


gaggecgagg 


cgggtggatc 


acctgaggtt 


3100 


gggagtttga 


gaccagcctg 


accaacatgg 


agaaaccccg 


tctatactaa 


3150 


aaaaatacaa 


aattagccgg 


gcgtggtggt 


gcatgtctgt 


aatcccagct 


3200 


acttgggagg 


ctgagtcagg 


agaattgett 


taacctggga 


ggtggaggtt 


3250 


gcaatgagct 


gagattgtgc 


cattgcactc 


cagcctgggc 


aacaagagtg 


3300 


aaactctatc 


tea 3313 











<210> 78 

<211> 916 

<212> PRT 

<213> Homo Sapien 

<400> 78 

Met He Pro Ala Arg Leu His Arg Asp Tyr Lys Gly Leu Val Leu 
15 10 15 

Leu Gly He Leu Leu Gly Thr Leu Trp Glu Thr Gly Cys Thr Gin 
20 25 30 

He Arg Tyr Ser Val Pro Glu Glu Leu Glu Lys Gly Ser Arg Val 
35 40 45 

Gly Asp He Ser Arg Asp Leu Gly Leu Glu Pro Arg Glu Leu Ala 
50 55 60 

Glu Arg Gly Val Arg He He Pro Arg Gly Arg Thr Gin Leu Phe 
65 70 75 
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Ala Leu Asn Pro Arg Ser Gly Ser Leu Val Thr Ala Gly Arg lie 
80 85 90 

Asp Arg Glu Glu Leu Cys Met Gly Ala He Lys Cys Gin Leu Asn 
95 100 105 

Leu Asp He Leu Met Glu Asp Lys Val Lys He Tyr Gly Val Glu 
110 115 120 

Val Glu Val Arg Asp He Asn Asp Asn Ala Pro Tyr Phe Arg Glu 
125 130 135 

Ser Glu Leu Glu He Lys He Ser Glu Asn Ala Ala Thr Glu Met 
140 145 150 

Arg Phe Pro Leu Pro His Ala Trp Asp Pro Asp He Gly Lys Asn 
155 160 165 

Ser Leu Gin Ser Tyr Glu Leu Ser Pro Asn Thr His Phe Ser Leu 
170 175 180 

He Val Gin Asn Gly Ala Asp Gly Ser Lys Tyr Pro Glu Leu Val 
185 190 195 

Leu Lys Arg Ala Leu Asp Arg Glu Glu Lys Ala Ala His His Leu 
200 205 210 

Val Leu Thr Ala Ser Asp Gly Gly Asp Pro Val Arg Thr Gly Thr 
215 220 225 

Ala Arg He Arg Val Met Val Leu Asp Ala Asn Asp Asn Ala Pro 
230 235 240 

Ala Phe Ala Gin Pro Glu Tyr Arg Ala Ser Val Pro Glu Asn Leu 
245 250 255 

Ala Leu Gly Thr Gin Leu Leu Val Val Asn Ala Thr Asp Pro Asp 

260 265 270 

Glu Gly Val Asn Ala Glu Val Arg Tyr Ser Phe Arg Tyr Val Asp 
275 280 285 

Asp Lys Ala Ala Gin Val Phe Lys Leu Asp Cys Asn Ser Gly Thr 
290 295 300 

He Ser Thr He Gly Glu Leu Asp His Glu Glu Ser Gly Phe Tyr 
305 310 315 

Gin Met Glu Val Gin Ala Met Asp Asn Ala Gly Tyr Ser Ala Arg 
320 325 330 

Ala Lys Val Leu He Thr Val Leu Asp Val Asn Asp Asn Ala Pro 
335 340 345 

Glu Val Val Leu Thr Ser Leu Ala Ser Ser Val Pro Glu Asn Ser 
350 355 360 

Pro Arg Gly Thr Leu He Ala Leu Leu Asn Val Asn Asp Gin Asp 
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365 370 375 

Ser Glu Glu Asn Gly Gin Val He Cys Phe He Gin Gly Asn Leu 
380 385 390 

Pro Phe Lys Leu Glu Lys Ser Tyr Gly Asn Tyr Tyr Ser Leu Val 
395 400 405 

Thr Asp He Val Leu Asp Arg Glu Gin Val Pro Ser Tyr Asn He 
410 415 420 

Thr Val Thr Ala Thr Asp Arg Gly Thr Pro Pro Leu Ser Thr Glu 
425 430 435 

Thr His He Ser Leu Asn Val Ala Asp Thr Asn Asp Asn Pro Pro 
440 445 450 

Val Phe Pro Gin Ala Ser Tyr Ser Ala Tyr He Pro Glu Asn Asn 
455 460 465 

Pro Arg Gly Val Ser Leu Val Ser Val Thr Ala His Asp Pro Asp 
470 475 480 

Cys Glu Glu Asn Ala Gin He Thr Tyr Ser Leu Ala Glu Asn Thr 
485 490 495 

He Gin Gly Ala Ser Leu Ser Ser Tyr Val Ser He Asn Ser Asp 
500 505 510 

Thr Gly Val Leu Tyr Ala Leu Ser Ser Phe Asp Tyr Glu Gin Phe 
515 520 525 

Arq Asp Leu Gin Val Lys Val Met Ala Arg Asp Asn Gly His Pro 
530 535 540 

Pro Leu Ser Ser Asn Val Ser Leu Ser Leu Phe Val Leu Asp Gin 
545 550 555 

Asn Asp Asn Ala Pro Glu He Leu Tyr Pro Ala Leu Pro Thr Asp 
560 565 570 

Gly Ser Thr Gly Val Glu Leu Ala Pro Arg Ser Ala Glu Pro Gly 
575 580 585 

Tyr Leu Val Thr Lys Val Val Ala Val Asp Arg Asp Ser Gly Gin 
590 595 600 

Asn Ala Trp Leu Ser Tyr Arg Leu Leu Lys Ala Ser Glu Pro Gly 
605 610 615 

Leu Phe Ser Val Gly Leu His Thr Gly Glu Val Arg Thr Ala Arg 
620 625 630 

Ala Leu Leu Asp Arg Asp Ala Leu Lys Gin Ser Leu Val Val Ala 
635 640 645 

Val Gin Asp His Gly Gin Pro Pro Leu Ser Ala Thr Val Thr Leu 
650 655 660 
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Thr Val Ala Val Ala Asp Ser He Pro Gin Val Leu Ala Asp Leu 
665 670 675 

Gly Ser Leu Glu Ser Pro Ala Asn Ser Glu Thr Ser Asp Leu Thr 
680 685 690 

Leu Tyr Leu Val Val Ala Val Ala Ala Val Ser Cys Val Phe Leu 
695 700 705 

Ala Phe Val He Leu Leu Leu Ala Leu Arg Leu Arg Arg Trp His 
710 715 720 

Lys Ser Arg Leu Leu Gin Ala Ser Gly Gly Gly Leu Thr Gly Ala 
725 730 735 

Pro Ala Ser His Phe Val Gly Val Asp Gly Val Gin Ala Phe Leu 
740 745 750 

Gin Thr Tyr Ser His Glu Val Ser Leu Thr Thr Asp Ser Arg Lys 
755 760 765 

Ser His Leu He Phe Pro Gin Pro Asn Tyr Ala Asp Met Leu Val 
770 775 780 

Ser Gin Glu Ser Phe Glu Lys Ser Glu Pro Leu Leu Leu Ser Gly 
785 790 795 

Asp Ser Val Phe Ser Lys Asp Ser His Gly Leu He Glu Val Ser 
800 805 810 

Leu Tyr Gin He Phe Phe Leu Phe Phe Phe Asn Cys Ser Val Ser 
815 820 825 

Gin Ala Gly Val Gin Arg Tyr Asp His Ser Ser Leu Arg Pro Gin 
830 835 840 

Thr Pro Arg Leu Lys Gin Leu Ser His Leu Cys Leu Arg Cys Asn 
845 B50 855 

Arc? Asp Tyr Arq Cys Lys Pro Pro Thr Val Cys Leu Ser He Tyr 
860 865 870 

Leu Ser He Tyr Leu Ser He Tyr Leu Ser He Tyr Leu Leu Leu 
875 880 885 

Ser Cys Thr Asp Gly Ser Leu Thr Pro Val He Pro Val Leu Trp 
890 895 900 

Glu Ala Glu Ala Gly Gly Ser Pro Glu Val Gly Ser Leu Arg Pro 
905 910 915 

Ala 



<210> 79 

<211> 2049 

<212> DNA 

<213> Homo Sapien 
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<400> 79 

agccgctgcc ccgggccggg cgcccgcggc ggcaccatga gtccccgctc 50 
gtgcctgcgt tcgctgcgcc tcctcgtctt cgccgtcttc tcagccgccg 100 
cgagcaactg gctgtacctg gccaagctgt cgtcggtggg gagcatctca 150 
gaggaggaga cgtgcgagaa actcaagggc ctgatccaga ggcaggtgca 2 00 
gatgtgcaag cggaacctgg aagtcatgga ctcggtgcgc cgcggtgccc 250 
agctggccat tgaggagtgc cagtaccagt tccggaaccg gcgctggaac 3 00 
tgctccacac tcgactcctt gcccgtcttc ggcaaggtgg tgacgcaagg 350 
gactcgggag gcggccttcg tgtacgccat ctcttcggca ggtgtggcct 400 
ttgcagtgac gcgggcgtgc agcagtgggg agctggagaa gtgcggctgt 450 
gacaggacag tgcatggggt cagcccacag ggcttccagt ggtcaggatg 500 
ctctgacaac atcgcctacg gtgtggcctt ctcacagtcg tttgtggatg 550 
tgcgggagag aagcaagggg gcctcgtcca gcagagccct catgaacctc 6 00 
cacaacaatg aggccggcag gaaggccatc ctgacacaca tgcgggtgga 650 
atgcaagtgc cacggggtgt caggctcctg tgaggtaaag acgtgctggc 70 0 
gagccgtgcc gcccttccgc caggtgggtc acgcactgaa ggagaagttt 750 
gatggtgcca ctgaggtgga gccacgccgc gtgggctcct ccagggcact 800 
ggtaccacgc aacgcacagt tcaagccgca cacagatgag gacctggtgt 850 
acttggagcc tagccccgac ttctgtgagc aggacatgcg cagcggcgtg 900 
ctgggcacga ggggccgcac atgcaacaag acgtccaagg ccatcgacgg 950 
ctgtgagctg ctgtgctgtg gccgcggctt ccacacggcg caggtggagc 1000 
tggctgaacg ctgcagctgc aaattccact ggtgctgctt cgtcaagtgc 1050 
cggcagtgcc agcggctcgt ggagttgcac acgtgccgat gaccgcctgc 1100 
ctagccctgc gccggcaacc acctagtggc ccagggaagg ccgataattt 1150 
aaacagtctc ccaccaccta ccccaagaga tactggttgt attttttgtt 1200 
ctggtttggt ttttgggtcc tcatgttatt tattgccgaa accaggcagg 1250 
caaccccaag ggcaccaacc agggcctccc caaagcctgg gcctttgtgg 1300 
ctgccactga ccaaagggac cttgctcgtg ccgctggctg cccgcatgtg 1350 
gctgccactg accactcagt tgttatctgt gtccgttttt ctacttgcag 1400 
acctaaggtg gagtaacaag gagtattacc accacatggc tactgaccgt 1450 

150 



3 



gtcatcgggg 


aagagggggc 


cttatggcag ggaaaatagg 


taccgacttg 


1500 


atggaagtca 


caccctctgg 


aaaaaagaac 


tcttaactct 


ccagcacaca 


1550 


tacacatgga 


ctcctggcag 


cttgagccta gaagccatgt 


ctctcaaatg 


1600 


ccctgagaaa 


gggaacaagc 


agataccagg 


tcaagggcac 


caggttcatt 


1650 


tcagccctta 


catggacagc 


tagaggttcg atatctgtgg gtccttccag 


1700 


gcaagaagag 


ggagatgaga 


gcaagagacg 


actgaagtcc 


caccctagaa 


1750 


cccagcctgc 


cccagcctgc 


ccctgggaag 


aggaaactta 


accactcccc 


1800 


agacccacct 


aggcaggcat 


ataggctgcc 


atcctggacc 


agggatcccg 


1850 


gctgtgcctt 


tgcagtcatg 


cccgagtcac 


ctttcacagc 


gctgttcctc 


1900 


catgaaactg 


aaaaacacac 


acacacacac 


acacacacac 


acacacacac 


1950 


acacacacac 


ggacacacac 


acacacctgc 


gagagagagg 


gaggaaaggg 


2000 


ctgtgccttt 


gcagtcatgc 


ccgagtcacc 


tttcacagca 


ctgttcctc 2049 



Q <210> 80 
If] <211> 351 
p! <212> PRT 

<213> Homo Sapien 

<400> 80 

Met Ser Pro Arg Ser Cys Leu Arg Ser Leu Arg Leu Leu Val Phe 
1 ^ 5 10 15 



Ala Val Phe Ser Ala Ala Ala Ser Asn Trp Leu Tyr Leu Ala Lys 
20 25 30 

Leu Ser Ser Val Gly Ser He Ser Glu Glu Glu Thr Cys Glu Lys 
35 40 45 

Leu Lys Gly Leu He Gin Arg Gin Val Gin Met Cys Lys Arg Asn 
50 55 60 

Leu Glu Val Met Asp Ser Val Arg Arg Gly Ala Gin Leu Ala He 
65 70 75 

Glu Glu Cys Gin Tyr Gin Phe Arg Asn Arg Arg Trp Asn Cys Ser 
80 85 90 

Thr Leu Asp Ser Leu Pro Val Phe Gly Lys Val Val Thr Gin Gly 
95 100 105 

Thr Arg Glu Ala Ala Phe Val Tyr Ala He Ser Ser Ala Gly Val 
110 115 120 

Ala Phe Ala Val Thr Arg Ala Cys Ser Ser Gly Glu Leu Glu Lys 
125 130 135 

Cys Gly Cys Asp Arg Thr Val His Gly Val Ser Pro Gin Gly Phe 
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140 145 150 

Gin Trp Ser Gly Cys Ser Asp Asn He Ala Tyr Gly Val Ala Phe 
155 160 165 

Ser Gin Ser Phe Val Asp Val Arg Glu Arg Ser Lys Gly Ala Ser 
170 175 180 

Ser Ser Arg Ala Leu Met Asn Leu His Asn Asn Glu Ala Gly Arg 
185 190 195 

Lys Ala He Leu Thr His Met Arg Val Glu Cys Lys Cys His Gly 
200 205 210 

Val Ser Gly Ser Cys Glu Val Lys Thr Cys Trp Arg Ala Val Pro 
215 220 225 

Pro Phe Arg Gin Val Gly His Ala Leu Lys Glu Lys Phe Asp Gly 
230 235 240 

Ala Thr Glu Val Glu Pro Arg Arg Val Gly Ser Ser Arg Ala Leu 
245 250 255 

Val Pro Arg Asn Ala Gin Phe Lys Pro His Thr Asp Glu Asp Leu 
260 265 270 

Val Tyr Leu Glu Pro Ser Pro Asp Phe Cys Glu Gin Asp Met Arg 
275 280 285 

Ser Gly Val Leu Gly Thr Arg Gly Arg Thr Cys Asn Lys Thr Ser 
290 295 300 

Lys Ala He Asp Gly Cys Glu Leu Leu Cys Cys Gly Arg Gly Phe 
305 310 315 

His Thr Ala Gin Val Glu Leu Ala Glu Arg Cys Ser Cys Lys Phe 
320 325 330 

His Trp Cys Cys Phe Val Lys Cys Arg Gin Cys Gin Arg Leu Val 
335 340 345 

Glu Leu His Thr Cys Arg 
350 

<210> 81 

<211> 3150 

<212> DNA 

<213> Homo Sapien 

<400> 81 

ccgagccggg cgcgcagcga cggagctggg gccggcctgg gaccatgggc 50 
gtgagtgcaa tctacggatc agtctctgat ggtgggtcgt taacctcagt 100 
ggggactcca agatttccat gaagaaaatc agttgtcttc attcaagaat 150 
tggggtctgg ctcagaattc ctgcagctgg tgaaaatctg ttttctagaa 200 
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gaggtttaat taatgcctgc agtctgacat gttcccgatt tgaggtgaaa 250 
ccatgaagag aaaatagaat acttaataat gcttttccgc aaccgcttct 3 00 
tgctgctgct ggccctggct gcgctgctgg cctttgtgag cctcagcctg 350 
cagttcttcc acctgatccc ggtgtcgact cctaagaatg gaatgagtag 400 
caagagtcga aagagaatca tgcccgaccc tgtgacggag ccccctgtga 450 
cagaccccgt ttatgaagct cttttgtact gcaacatccc cagtgtggcc 500 
gagcgcagca tggaaggtca tgccccgcat cattttaagc tggtctcagt 550 
gcatgtgttc attcgccacg gagacaggta cccactgtat gtcattccca 600 
aaacaaagcg accagaaatt gactgcactc tggtggctaa caggaaaccg 650 
tatcacccaa aactggaagc tttcattagt cacatgtcaa aaggatccgg 700 
agcctctttc gaaagcccct tgaactcctt gcctctttac ccaaatcacc 750 
cattgtgtga gatgggagag ctcacacaga caggagttgt gcagcatttg 80 0 
cagaacggtc agctgctgag ggatatctat ctaaagaaac acaaactcct 850 
gcccaatgat tggtctgcag accagctcta tttagagacc actgggaaaa 900 
gccggaccct acaaagtggg ctggccttgc tttatggctt tctcccagat 950 
tttgactgga agaagattta tttcaggcac cagccaagtg cgctgttctg 1000 
ctctggaagc tgctattgcc cggtaagaaa ccagtatctg gaaaaggagc 1050 
agcgtcgtca gtacctccta cgtttgaaaa acagccagct ggagaagacc 110 0 
tacggggaga tggccaagat cgtggatgtc cccaccaagc agcttagagc 115 0 
tgccaacccc atagactcca tgctctgcca cttctgccac aatgtcagct 1200 
ttccctgtac cagaaatggc tgtgttgaca tggagcactt caaggtaatt 1250 
aagacccatc agatcgagga tgaaagggaa agacgggaga agaaattgta 13 00 
cttcgggtat tctctcctgg gtgcccaccc catcctgaac caaaccatcg 1350 
gccggatgca gcgtgccacc gagggcagga aagaagagct ctttgccctc 1400 
tactctgctc atgatgtcac tctgtcacca gttctcagtg ccttgggcct 1450 
ttcagaagcc aggttcccaa ggtttgcagc caggttgatc tttgagcttt 1500 
ggcaagacag agaaaagccc agtgaacatt ccgtccggat tctttacaat 1550 
ggcgtcgatg tcacattcca cacctctttc tgccaagacc accacaagcg 1600 
ttctcccaag cccatgtgcc cgcttgaaaa cttggtccgc tttgtgaaaa 1650 
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gggacatgtt tgtagccctg ggtggcagtg gtacaaatta ttatgatgca 1700 
tgtcacaggg aaggattcta aaaggtatgc agtacagcag tatagaatcc 1750 
atgccaatac agagcatagg gaaaggtcca cttctagttt tgtctgttac 1800 
taagggtaga agattattgc tttttaaagg ctaaatattg tttgtgggaa 1850 
ccacagatgg ttggggttga acagtaagca cattgctgca atgtggtacg 1900 
tgaattgctt ggtacaaaat ggccagttca cagaggaata gaaggtactt 1950 
tatcatagcc agacttcgct tagaatgcca gaataatata gttcaagacc 2000 
tgaagttgcc aatccaagtt tgcactcttc tggcctgccc catgttacta 2 050 
tgtgatggaa ccagcacacc tcaaccaaaa tttttttaat cttagacatt 2100 
tttaccttgt ccttgttaag aatttcttga agtgatttat ctaaaataaa 2150 
ggttggcaaa ctttttctgt aaagggccag attgtaaata tttcagactg 2200 
tgtggaccaa aaggccacat acagtctctg tcataactac tcaactctgt 2250 
ttctgaagca ggaaagccac cacagacagt acataaagga atatgtgtag 23 00 
ctgggttccc aggccagaca aaacagatgg tgaccagact tggcccctgg 23 50 
gctgtagttt gctgacccct catctaaaaa ataggctata ctacaattgc 2400 
acttccagca ctttgagaac gagttgaata ccaagaatta ttcaatggtt 2450 
cctccagtaa cttctgctag aaacacagaa tttggtctgt atctgacact 2500 
agaacaaaac ttgagggtaa ataaacattg aattagaatg aatcatagaa 2550 
aactgattag aagaatactt gatgtttatg atgattgtgg tacaagatag 2600 
ttttaagtat gttctaaata tttgtctgct gtagtctatt tgctgtatat 2650 
gctgaaattt ttgtatgcca tttagtattt ttatagttta ggaaaatatt 2700 
ttctaagacc agttttagat gactcttatt cctgtagtaa tattcaattt 2750 
gctgtacctg cttggtggtt agaaggaggc tagaagatga attcaggcac 2800 
tttcttccaa taaaactaat tatggctcat tccctttgac aagctgtaga 2 850 
actggattca tttttaaacc attttcatca gtttcaaatg gtaaattctg 2900 
attgattttt aaatgcgttt ttggaagaac tttgctatta ggtagtttac 2 950 
agatctttat aaggtgtttt atatattaga agcaattata attacatctg 3 000 
tgatttctga actaatggtg ctaattcaga gaaatggaaa gtgaaagtga 3 050 
gattctctgt tgtcatcggc attccaactt tttctctttg tttttgtcca 3100 
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gtgttgcatt tgaatatgtc tgtttctata aataaatttt ttaagaataa 3150 

<210> 82 

<211> 480 

<212> PRT 

<213> Homo Sapien 

<400> 82 

Met Leu Phe Arg Asn Arg Phe Leu Leu Leu Leu Ala Leu Ala Ala 
1 5 10 15 

Leu Leu Ala Phe Val Ser Leu Ser Leu Gin Phe Phe His Leu lie 
20 25 30 

Pro Val Ser Thr Pro Lys Asn Gly Met Ser Ser Lys Ser Arg Lys 
35 J 40 45 

Arg He Met Pro Asp Pro Val Thr Glu Pro Pro Val Thr Asp Pro 
50 55 60 

Val Tyr Glu Ala Leu Leu Tyr Cys Asn He Pro Ser Val Ala Glu 
65 70 75 

O Arg Ser Met Glu Gly His Ala Pro His His Phe Lys Leu Val Ser 

pi 80 85 90 

Z 1 Val His Val Phe He Arg His Gly Asp Arg Tyr Pro Leu Tyr Val 
CU 95 100 105 

f¥3 He Pro Lys Thr Lys Arg Pro Glu He Asp Cys Thr Leu Val Ala 
m ~ 110 115 120 

L Asn Arg Lys Pro Tyr His Pro Lys Leu Glu Ala Phe He Ser His 

P " ~ 125 130 135 

Met Ser Lys Gly Ser Gly Ala Ser Phe Glu Ser Pro Leu Asn Ser 
jf} J 140 145 150 

"51 Leu Pro Leu Tyr Pro Asn His Pro Leu Cys Glu Met Gly Glu Leu 
IU 155 160 165 

Thr Gin Thr Gly Val Val Gin His Leu Gin Asn Gly Gin Leu Leu 
170 175 180 

Arg Asp He Tyr Leu Lys Lys His Lys Leu Leu Pro Asn Asp Trp 
185 150 195 

Ser Ala Asp Gin Leu Tyr Leu Glu Thr Thr Gly Lys Ser Arg Thr 
200 205 210 

Leu Gin Ser Gly Leu Ala Leu Leu Tyr Gly Phe Leu Pro Asp Phe 
215 220 225 

Asp Trp Lys Lys He Tyr Phe Arg His Gin Pro Ser Ala Leu Phe 
230 235 240 

Cys Ser Gly Ser Cys Tyr Cys Pro Val Arg Asn Gin Tyr Leu Glu 
245 250 255 
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Lys Glu Gin Arg Arg Gin Tyr Leu Leu Arg Leu Lys Asn Ser Gin 
260 265 270 

Leu Glu Lys Thr Tyr Gly Glu Met Ala Lys He Val Asp Val Pro 
275 280 285 

Thr Lys Gin Leu Arg Ala Ala Asn Pro He Asp Ser Met Leu Cys 
290 295 300 

His Phe Cys His Asn Val Ser Phe Pro Cys Thr Arg Asn Gly Cys 
305 310 315 

Val Asp Met Glu His Phe Lys Val He Lys Thr His Gin He Glu 
320 325 330 

Asp Glu Arg Glu Arg Arg Glu Lys Lys Leu Tyr Phe Gly Tyr Ser 
335 340 345 

Leu Leu Gly Ala His Pro He Leu Asn Gin Thr He Gly Arg Met 
350 355 360 

Gin Arg Ala Thr Glu Gly Arg Lys Glu Glu Leu Phe Ala Leu Tyr 
3 65 3 70 3 75 

Ser Ala His Asp Val Thr Leu Ser Pro Val Leu Ser Ala Leu Gly 
380 385 390 

Leu Ser Glu Ala Arg Phe Pro Arg Phe Ala Ala Arg Leu He Phe 
395 400 405 

Glu Leu Trp Gin Asp Arg Glu Lys Pro Ser Glu His Ser Val Arg 
410 415 420 

He Leu Tyr Asn Gly Val Asp Val Thr Phe His Thr Ser Phe Cys 
425 430 435 

Gin Asp His His Lys Arg Ser Pro Lys Pro Met Cys Pro Leu Glu 
440 445 450 

Asn Leu Val Arg Phe Val Lys Arg Asp Met Phe Val Ala Leu Gly 
455 460 465 

Gly Ser Gly Thr Asn Tyr Tyr Asp Ala Cys His Arg Glu Gly Phe 
470 475 480 



<210> 83 

<211> 3127 

<212> DNA 

<213> Homo Sapien 



<400> 83 

tctcgcagat agtaaataat ctcggaaagg cgagaaagaa gctgtctcca 50 
tcttgtctgt atccgctgct cttgtgacgt tgtggagatg gggagcgtcc 100 
tggggctgtg ctccatggcg agctggatac catgtttgtg tggaagtgcc 150 
ccgtgtttgc tatgccgatg ctgtcctagt ggaaacaact ccactgtaac 200 
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tagattgatc tatgcacttt tcttgcttgt tggagtatgt gtagcttgtg 2 50 
taatgttgat accaggaatg gaagaacaac tgaataagat tcctggattt 3 00 
tgtgagaatg agaaaggtgt tgtcccttgt aacattttgg ttggctataa 3 50 
agctgtatat cgtttgtgct ttggtttggc tatgttctat cttcttctct 4 00 
ctttactaat gatcaaagtg aagagtagca gtgatcctag agctgcagtg 450 
cacaatggat tttggttctt taaatttgct gcagcaattg caattattat 500 
tggggcattc ttcattccag aaggaacttt tacaactgtg tggttttatg 55 0 
taggcatggc aggtgccttt tgtttcatcc tcatacaact agtcttactt 600 
attgattttg cacattcatg gaatgaatcg tgggttgaaa aaatggaaga 6 50 
agggaactcg agatgttggt atgcagcctt gttatcagct acagctctga 700 
attatctgct gtctttagtt gctatcgtcc tgttctttgt ctactacact 750 
catccagcca gttgttcaga aaacaaggcg ttcatcagtg tcaacatgct 800 
cctctgcgtt ggtgcttctg taatgtctat actgccaaaa atccaagaat 850 
cacaaccaag atctggtttg ttacagtctt cagtaattac agtctacaca 900 
atgtatttga catggtcagc tatgaccaat gaaccagaaa caaattgcaa 95 0 
cccaagtcta ctaagcataa ttggctacaa tacaacaagc actgtcccaa 1000 
aggaagggca gtcagtccag tggtggcatg ctcaaggaat tataggacta 1050 
attctctttt tgttgtgtgt attttattcc agcatccgta cttcaaacaa 1100 
tagtcaggtt aataaactga ctctaacaag tgatgaatct acattaatag 1150 
aagatggtgg agctagaagt gatggatcac tggaggatgg ggacgatgtt 12 00 
caccgagctg tagataatga aagggatggt gtcacttaca gttattcctt 1250 
ctttcacttc atgcttttcc tggcttcact ttatatcatg atgaccctta 1300 
ccaactggtc caggtatgaa ccctctcgtg agatgaaaag tcagtggaca 1350 
gctgtctggg tgaaaatctc ttccagttgg attggcatcg tgctgtatgt 14 00 
ttggacactc gtggcaccac ttgttcttac aaatcgtgat tttgactgag 1450 
tgagacttct agcatgaaag tcccactttg attattgctt atttgaaaac 1500 
agtattccca acttttgtaa agttgtgtat gtttttgctt cccatgtaac 1550 
ttctccagtg ttctggcatg aattagattt tactgcttgt cattttgtta 1600 
ttttcttacc aagtgcattg atatgtgaag tagaatgaat tgcagaggaa 1650 
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agttttatga atatggtgat gagttagtaa aagtggccat tattgggctt 1700 
attctctgct ctatagttgt gaaatgaaga gtaaaaacaa atttgtttga 1750 
ctattttaaa attatattag accttaagct gttttagcaa gcattaaagc 1800 
aaatgtatgg ctgccttttg aaatatttga tgtgttgcct ggcaggatac 1850 
tgcaaagaac atggtttatt ttaaaattta taaacaagtc acttaaatgc 1900 
cagttgtctg aaaaatctta taaggtttta cccttgatac ggaatttaca 1950 
caggtaggga gtgtttagtg gacaatagtg taggttatgg atggaggtgt 2000 
cggtactaaa ttgaataacg agtaaataat cttacttggg tagagatggc 2050 
ctttgccaac aaagtgaact gttttggttg ttttaaactc atgaagtatg 2100 
ggttcagtgg aaatgtttgg aactctgaag gatttagaca aggttttgaa 2150 
aaggataatc atgggttaga aggaagtgtt ttgaaagtca ctttgaaagt 2200 
tagttttggg cccagcacgg tagctcaccc ttggtaatcc cagcactttg 2250 
ggagcttaag tgggtagatt acttgagccc aggaattcag accagcttgg 23 00 
cacatggtga acctgttcta taaaaataat ctggctttga gcatatgcct 2350 
gtggtccagc actgagaggc tagtgaagat tgctgagccc agagccaaag 2400 
gttgcagtga gcaagtcacg tcactgcact ctagctggca cagagtaagc 2450 
caaaaaaata tatatatatt gaaatcaagg aggcaaaatt ttgacaggga 2 500 
aggaagtaac tgcaaaacca ctaggcttta gtaggtactt atataaaatc 2550 
tagtccagtt ctctcattta aaaaaatgaa gacactgaaa tacagactta 2600 
aatagctcag atagctaatt aggaaatttc aagttggcca ataatagcat 2650 
tctctctgac atttaaaaat aatttctatt caaaatacat gcatattgat 2700 
ttacacctca tactgtgata attaatgtga tgtggattgc tggtgtccag 2750 
catgacccat aaacaggtca gaagaatgat ggaatgtttt agaataaact 2800 
cctgcttata gtatactaca cagttcaaaa gatgtttaaa atgcttttgt 2850 
atttactgcc atgtaattga aatatataga ttattgtaac ctttcaacct 2900 
gaaaatcaag cagtatgaga gtttagttat ttgtatgtgt cactagtgtc 2950 
taatgaagct tttaaaatct acaatttctt ctttaaaaat atttattaat 3000 
gtgaatggaa tataacaatt cagcttaatt ccccaacctt attctgtgtg 3050 
tagacattgt attccacaat tttgaatggc tgtgttttac ctctaaataa 3100 
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atgaattcag agaaaaaaaa aaaaaaa 3127 

<210> 84 

<211> 453 

<212> PRT 

<213> Homo Sapien 

<400> 84 

Met Gly Ser Val Leu Gly Leu Cys Ser Met Ala Ser Trp He Pro 
1 ' 5 10 15 

Cys Leu Cys Gly Ser Ala Pro Cys Leu Leu Cys Arg Cys Cys Pro 
20 25 3 0 

Ser Gly Asn Asn Ser Thr Val Thr Arg Leu He Tyr Ala Leu Phe 
35 40 45 

Leu Leu Val Gly Val Cys Val Ala Cys Val Met Leu He Pro Gly 
50 55 60 

Met Glu Glu Gin Leu Asn Lys lie Pro Gly Phe Cys Glu Asn Glu 
65 70 75 

Lys Gly Val Val Pro Cys Asn He Leu Val Gly Tyr Lys Ala Val 
80 85 90 

Tyr Arg Leu Cys Phe Gly Leu Ala Met Phe Tyr Leu Leu Leu Ser 
95 100 105 

Leu Leu Met He Lys Val Lys Ser Ser Ser Asp Pro Arg Ala Ala 
110 115 120 

Val His Asn Gly Phe Trp Phe Phe Lys Phe Ala Ala Ala He Ala 
125 130 135 

He He He Gly Ala Phe Phe He Pro Glu Gly Thr Phe Thr Thr 
140 145 150 

Val Trp Phe Tyr Val Gly Met Ala Gly Ala Phe Cys Phe He Leu 
155 160 165 

He Gin Leu Val Leu Leu He Asp Phe Ala His Ser Trp Asn Glu 
170 175 180 

Ser Trp Val Glu Lys Met Glu Glu Gly Asn Ser Arg Cys Trp Tyr 
185 190 195 

Ala Ala Leu Leu Ser Ala Thr Ala Leu Asn Tyr Leu Leu Ser Leu 
200 205 210 

Val Ala He Val Leu Phe Phe Val Tyr Tyr Thr His Pro Ala Ser 
215 220 225 

Cys Ser Glu Asn Lys Ala Phe He Ser Val Asn Met Leu Leu Cys 
230 235 240 

Val Gly Ala Ser Val Met Ser He Leu Pro Lys He Gin Glu Ser 
245 250 255 
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Gin Pro Arg Ser Gly Leu Leu Gin Ser Ser Val He Thr Val Tyr 
260 265 270 

Thr Met Tyr Leu Thr Trp Ser Ala Met Thr Asn Glu Pro Glu Thr 
275 280 285 

Asn Cys Asn Pro Ser Leu Leu Ser He He Gly Tyr Asn Thr Thr 
290 295 300 

Ser Thr Val Pro Lys Glu Gly Gin Ser Val Gin Trp Trp His Ala 
305 310 315 

Gin Gly He He Gly Leu He Leu Phe Leu Leu Cys Val Phe Tyr 
320 325 330 

Ser Ser He Arg Thr Ser Asn Asn Ser Gin Val Asn Lys Leu Thr 
335 340 345 

Leu Thr Ser Asp Glu Ser Thr Leu He Glu Asp Gly Gly Ala Arg 
350 355 360 

Ser Asp Gly Ser Leu Glu Asp Gly Asp Asp Val His Arg Ala Val 
365 ' 370 375 

Asp Asn Glu Arg Asp Gly Val Thr Tyr Ser Tyr Ser Phe Phe His 
380 385 390 

Phe Met Leu Phe Leu Ala Ser Leu Tyr He Met Met Thr Leu Thr 
395 400 405 

Asn Trp Ser Arg Tyr Glu Pro Ser Arg Glu Met Lys Ser Gin Trp 
410 415 420 

Thr Ala Val Trp Val Lys He Ser Ser Ser Trp He Gly He Val 
425 430 435 

Leu Tyr Val Trp Thr Leu Val Ala Pro Leu Val Leu Thr Asn Arg 
440 445 450 

Asp Phe Asp 



<210> 85 

<211> 971 

<212> DNA 

<213> Homo Sapien 

<400> 85 

aacaaagttc agtgactgag agggctgagc ggaggctgct gaaggggaga 50 
aaggagtgag gagctgctgg gcagagaggg actgtccggc tcccagatgc 100 
tgggcctcct ggggagcaca gccctcgtgg gatggatcac aggtgctgct 150 
gtggcggtcc tgctgctgct gctgctgctg gccacctgcc ttttccacgg 200 
acggcaggac tgtgacgtgg agaggaaccg tacagctgca gggggaaacc 2 50 
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gagtccgccg ggcccagcct tggcccttcc ggcggcgggg ccacctggga 3 00 

atctttcacc atcaccgtca tcctggccac gtatctcatg tgccgaatgt 350 

gggcctccac caccaccacc acccccgcca cacccctcac cacctccacc 400 

accaccacca cccccaccgc caccatcccc gccacgctcg ctgaggctgc 450 

tgtcgccggt gcctgtggac agcagctgcc cctgccctcc catctgttcc 500 

caggacaagt ggaccccatg tttccatgtg gaaggatgca tctctggggt 55 0 

gaacgagggg aacaatagac tggggcttgc tccagctgca tttgcatggc 600 

atgccccagt gtactatggc agcagagaat ggaggaacac tgggtctgca 650 

gtgctgaagg gtttggggag tggagagcaa gggtgctctt tcggggctgg 700 

acagcccgtc ttgtgacagt gactcccagt gagccccaga aatgacaagc 750 

gtgtcttggc agagccagca cacaagtgga tgtgaagtgc ccgtcttgac 800 

ctcctcatca ggctgctgca ggcctctggc gggcagggca ctgggagagg 850 

ccctgagaat gtccttttgg tttggagaag gcagtgtgag gctgcacagt 90 0 

caattcatcg gtgccttagt ccaagaaaat aaaaaccact aagaagcttt 950 

aaaaaaaaaa aaaaaaaaaa a 971 

<210> 86 

<211> 115 

<212> PRT 

<213> Homo Sapien 

<400> 86 

Met Leu Gly Leu Leu Gly Ser Thr Ala Leu Val Gly Trp He Thr 
1 ~ 5 10 15 

Gly Ala Ala Val Ala Val Leu Leu Leu Leu Leu Leu Leu Ala Thr 
20 25 30 

Cys Leu Phe His Gly Arg Gin Asp Gys Asp Val Glu Arg Asn Arg 
35 40 45 

Thr Ala Ala Gly Gly Asn Arg Val Arg Arg Ala Gin Pro Trp Pro 
50 55 60 

Phe Arg Arg Arg Gly His Leu Gly He Phe His His His Arg His 
65 70 75 

Pro Gly His Val Ser His Val Pro Asn Val Gly Leu His His His 
80 85 90 

His His Pro Arg His Thr Pro His His Leu His His His His His 
95 100 105 

Pro His Arg His His Pro Arg His Ala Arg 
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110 115 

<210> 87 
<211> 3305 
<212> DNA 
<213> Homo Sapien 

<400> 87 

cccacgcgtc cgtcctagtc cccgggccaa ctcggacagt ttgctcattt 50 
attgcaacgg tcaaggctgg cttgtgccag aacggcgcgc gcgcgcgcac 100 
gcacgcacac acacgggggg aaactttttt aaaaatgaaa ggctagaaga 15 0 
gctcagcggc ggcgcgggcg ctgcgcgagg gctccggagc tgactcgccg 200 
aggcaggaaa tccctccggt cgcgacgccc ggccccggct cggcgcccgc 2 50 
gtgggatggt gcagcgctcg ccgccgggcc cgagagctgc tgcactgaag 300 
gccggcgacg atggcagcgc gcccgctgcc cgtgtccccc gcccgcgccc 3 50 
tcctgctcgc cctggccggt gctctgctcg cgccctgcga ggcccgaggg 400 
gtgagcttat ggaaccaagg aagagctgat gaagttgtca gtgcctctgt 45 0 
tcggagtggg gacctctgga tcccagtgaa gagcttcgac tccaagaatc 500 
atccagaagt gctgaatatt cgactacaac gggaaagcaa agaactgatc 550 
ataaatctgg aaagaaatga aggtctcatt gccagcagtt tcacggaaac 60 0 
ccactatctg caagacggta ctgatgtctc cctcgctcga aattacacgg 650 
gtcactgtta ctaccatgga catgtacggg gatattctga ttcagcagtc 700 
agtctcagca cgtgttctgg tctcagggga cttattgtgt ttgaaaatga 750 
aagctatgtc ttagaaccaa tgaaaagtgc aaccaacaga tacaaactct 800 
tcccagcgaa gaagctgaaa agcgtccggg gatcatgtgg atcacatcac 850 
aacacaccaa acctcgctgc aaagaatgtg tttccaccac cctctcagac 900 
atgggcaaga aggcataaaa gagagaccct caaggcaact aagtatgtgg 950 
agctggtgat cgtggcagac aaccgagagt ttcagaggca aggaaaagat 100 0 
ctggaaaaag ttaagcagcg attaatagag attgctaatc acgttgacaa 1050 
gttttacaga ccactgaaca ttcggatcgt gttggtaggc gtggaagtgt 1100 
ggaatgacat ggacaaatgc tctgtaagtc aggacccatt caccagcctc 1150 
catgaatttc tggactggag gaagatgaag cttctacctc gcaaatccca 1200 
tgacaatgcg cagcttgtca gtggggttta tttccaaggg accaccatcg 1250 
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gcatggcccc aatcatgagc atgtgcacgg cagaccagtc tgggggaatt 13 00 
gtcatggacc attcagacaa tccccttggt gcagccgtga ccctggcaca 1350 
tgagctgggc cacaatttcg ggatgaatca tgacacactg gacaggggct 1400 
gtagctgtca aatggcggtt gagaaaggag gctgcatcat gaacgcttcc 1450 
accgggtacc catttcccat ggtgttcagc agttgcagca ggaaggactt 1500 
ggagaccagc ctggagaaag gaatgggggt gtgcctgttt aacctgccgg 1550 
aagtcaggga gtctttcggg ggccagaagt gtgggaacag atttgtggaa 1600 
gaaggagagg agtgtgactg tggggagcca gaggaatgta tgaatcgctg 1650 
ctgcaatgcc accacctgta ccctgaagcc ggacgctgtg tgcgcacatg 1700 
ggctgtgctg tgaagactgc cagctgaagc ctgcaggaac agcgtgcagg 1750 
gactccagca actcctgtga cctcccagag ttctgcacag gggccagccc 18 00 
tcactgccca gccaatgtgt acctgcacga tgggcactca tgtcaggatg 1850 
tggacggcta ctgctacaat ggcatctgcc agactcacga gcagcagtgt 1900 
gtcacgctct ggggaccagg tgctaaacct gcccctggga tctgctttga 1950 
gagagtcaat tctgcaggtg atccttatgg caactgtggc aaagtctcga 2000 
agagttcctt tgccaaatgc gagatgagag atgctaaatg tggaaaaatc 2 050 
cagtgtcaag gaggtgccag ccggccagtc attggtacca atgccgtttc 2100 
catagaaaca aacatccctc tgcagcaagg aggccggatt ctgtgccggg 2150 
ggacccacgt gtacttgggc gatgacatgc cggacccagg gcttgtgctt 2200 
gcaggcacaa agtgtgcaga tggaaaaatc tgcctgaatc gtcaatgtca 2250 
aaatattagt gtctttgggg ttcacgagtg tgcaatgcag tgccacggca 23 00 
gaggggtgtg caacaacagg aagaactgcc actgcgaggc ccactgggca 23 50 
cctcccttct gtgacaagtt tggctttgga ggaagcacag acagcggccc 2400 
catccggcaa gcagaagcaa ggcaggaagc tgcagagtcc aacagggagc 2450 
gcggccaggg ccaggagccc gtgggatcgc aggagcatgc gtctactgcc 2500 
tcactgacac tcatctgagc cctcccatga catggagacc gtgaccagtg 2550 
ctgctgcaga ggaggtcacg cgtccccaag gcctcctgtg actggcagca 2600 
ttgactctgt ggctttgcca tcgtttccat gacaacagac acaacacagt 2650 
tctcggggct caggagggga agtccagcct accaggcacg tctgcagaaa 2700 
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cagtgcaagg 


aagggcagcg 


acttcctggt 


tgagcttctg 


ctaaaacatg 


2750 


gacatgcttc 


agtgctgctc 


ctgagagagt 


agcaggttac 


cactctggca 


2800 


ggccccagcc 


ctgcagcaag 


gaggaagagg 


actcaaaagt 


ctggcctttc 


2850 


actgagcctc 


cacagcagtg 


ggggagaagc 


aagggttggg cccagtgtcc 


2900 


cctttcccca 


gtgacacctc 


agccttggca 


gccctgatga 


ctggtctctg 


2950 


gctgcaactt 


aatgctctga 


tatggctttt 


agcatttatt 


atatgaaaat 


3000 


agcagggttt 


tagtttttaa 


tttatcagag 


accctgccac 


ccattccatc 


3050 


tccatccaag 


caaactgaat 


ggcaatgaaa 


caaactggag 


aagaaggtag 


3100 


gagaaagggc 


ggtgaactct 


ggctctttgc 


tgtggacatg 


cgtgaccagc 


3150 


agtactcagg 


tttgagggtt 


tgcagaaagc 


cagggaaccc 


acagagtcac 


3200 


caacccttca 


tttaacaagt 


aagaatgtta 


aaaagtgaaa 


acaatgtaag 


3250 


agcctaactc 


catcccccgt 


ggccattact 


gcataaaata gagtgcattt 


3300 



gaaat 3 3 05 



<210> 88 

<211> 735 

<212> PRT 

<213> Homo Sapien 

<400> 88 

Met Ala Ala Arg Pro Leu Pro Val Ser Pro Ala Arg Ala Leu Leu 
1 5 10 15 

Leu Ala Leu Ala Gly Ala Leu Leu Ala Pro Cys Glu Ala Arg Gly 
20 25 30 

Val Ser Leu Trp Asn Gin Gly Arg Ala Asp Glu Val Val Ser Ala 
35 40 45 

Ser Val Arg Ser Gly Asp Leu Trp lie Pro Val Lys Ser Phe Asp 
50 55 60 

Ser Lys Asn His Pro Glu Val Leu Asn lie Arg Leu Gin Arg Glu 
65 70 75 

Ser Lys Glu Leu lie lie Asn Leu Glu Arg Asn Glu Gly Leu He 
80 85 90 

Ala Ser Ser Phe Thr Glu Thr His Tyr Leu Gin Asp Gly Thr Asp 
95 100 105 

Val Ser Leu Ala Arg Asn Tyr Thr Gly His Cys Tyr Tyr His Gly 
110 115 120 

His Val Arg Gly Tyr Ser Asp Ser Ala Val Ser Leu Ser Thr Cys 
125 130 135 
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Ser Gly Leu Arg Gly Leu lie Val Phe Glu Asn Glu Ser Tyr Val 
140 145 150 

Leu Glu Pro Met Lys Ser Ala Thr Asn Arg Tyr Lys Leu Phe Pro 
155 160 165 

Ala Lys Lys Leu Lys Ser Val Arg Gly Ser Cys Gly Ser His His 
170 175 180 

Asn Thr Pro Asn Leu Ala Ala Lys Asn Val Phe Pro Pro Pro Ser 
185 190 195 

Gin Thr Trp Ala Arg Arg His Lys Arg Glu Thr Leu Lys Ala Thr 
200 205 210 

Lys Tyr Val Glu Leu Val He Val Ala Asp Asn Arg Glu Phe Gin 
215 220 225 

Arg Gin Gly Lys Asp Leu Glu Lys Val Lys Gin Arg Leu He Glu 
23 0 235 240 

He Ala Asn His Val Asp Lys Phe Tyr Arg Pro Leu Asn He Arg 
245 250 255 

He Val Leu Val Gly Val Glu Val Trp Asn Asp Met Asp Lys Cys 
260 265 270 

Ser Val Ser Gin Asp Pro Phe Thr Ser Leu His Glu Phe Leu Asp 
275 280 285 

Trp Arg Lys Met Lys Leu Leu Pro Arg Lys Ser His Asp Asn Ala 
290 295 300 

Gin Leu Val Ser Gly Val Tyr Phe Gin Gly Thr Thr He Gly Met 
305 310 315 



H. 1 Ala Pro He Met Ser Met Cys Thr Ala Asp Gin Ser Gly Gly He 
O 320 325 330 



Val Met Asp His Ser Asp Asn Pro Leu Gly Ala Ala Val Thr Leu 
335 340 345 

Ala His Glu Leu Gly His Asn Phe Gly Met Asn His Asp Thr Leu 
350 355 360 

Asp Arg Gly Cys Ser Cys Gin Met Ala Val Glu Lys Gly Gly Cys 
365 370 375 

He Met Asn Ala Ser Thr Gly Tyr Pro Phe Pro Met Val Phe Ser 
380 385 390 

Ser Cys Ser Arg Lys Asp Leu Glu Thr Ser Leu Glu Lys Gly Met 
3 95 40 0 405 

Gly Val Cys Leu Phe Asn Leu Pro Glu Val Arg Glu Ser Phe Gly 
410 415 420 

Gly Gin Lys Cys Gly Asn Arg Phe Val Glu Glu Gly Glu Glu Cys 
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425 430 435 

Asp Cys Gly Glu Pro Glu Glu Cys Met Asn Arg Cys Cys Asn Ala 
440 445 450 

Thr Thr Cys Thr Leu Lys Pro Asp Ala Val Cys Ala His Gly Leu 
455 460 465 

Cys Cys Glu Asp Cys Gin Leu Lys Pro Ala Gly Thr Ala Cys Arg 
470 475 480 

Asp Ser Ser Asn Ser Cys Asp Leu Pro Glu Phe Cys Thr Gly Ala 
485 490 495 

Ser Pro His Cys Pro Ala Asn Val Tyr Leu His Asp Gly His Ser 
500 505 510 

Cys Gin Asp Val Asp Gly Tyr Cys Tyr Asn Gly He Cys Gin Thr 
515 520 525 

His Glu Gin Gin Cys Val Thr Leu Trp Gly Pro Gly Ala Lys Pro 
530 535 540 

Ala Pro Gly He Cys Phe Glu Arg Val Asn Ser Ala Gly Asp Pro 
545 550 555 

Tyr Gly Asn Cys Gly Lys Val Ser Lys Ser Ser Phe Ala Lys Cys 
560 565 570 

Glu Met Arg Asp Ala Lys Cys Gly Lys He Gin Cys Gin Gly Gly 
575 580 585 

Ala Ser Arg Pro Val He Gly Thr Asn Ala Val Ser He Glu Thr 
590 595 600 

Asn He Pro Leu Gin Gin Gly Gly Arg He Leu Cys Arg Gly Thr 
605 610 615 

His Val Tyr Leu Gly Asp Asp Met Pro Asp Pro Gly Leu Val Leu 
620 625 630 

Ala Gly Thr Lys Cys Ala Asp Gly Lys He Cys Leu Asn Arg Gin 
635 640 645 

Cys Gin Asn He Ser Val Phe Gly Val His Glu Cys Ala Met Gin 
650 655 660 

Cys His Gly Arg Gly Val Cys Asn Asn Arg Lys Asn Cys His Cys 
665 670 675 

Glu Ala His Trp Ala Pro Pro Phe Cys Asp Lys Phe Gly Phe Gly 
680 685 690 

Gly Ser Thr Asp Ser Gly Pro He Arg Gin Ala Glu Ala Arg Gin 
695 700 705 

Glu Ala Ala Glu Ser Asn Arg Glu Arg Gly Gin Gly Gin Glu Pro 
710 715 720 
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Val Gly Ser Gin Glu His Ala Ser Thr Ala Ser Leu Thr Leu He 
725 730 735 

:210> 89 

:211> 1316 

;212> DNA 

:213> Homo Sapien 

:400> 89 

ctgctgcatc cgggtgtctg gaggctgtgg ccgttttgtt ttcttggcta 50 
aaatcggggg agtgaggcgg gccggcgcgg cgcgacaccg ggctccggaa 100 
ccactgcacg acggggctgg actgacctga aaaaaatgtc tggatttcta 150 
gagggcttga gatgctcaga atgcattgac tggggggaaa agcgcaatac 200 
tattgcttcc attgctgctg gtgtactatt ttttacaggc tggtggatta 25 0 
tcatagatgc agctgttatt tatcccacca tgaaagattt caaccactca 3 00 
taccatgcct gtggtgttat agcaaccata gccttcctaa tgattaatgc 350 
agtatcgaat ggacaagtcc gaggtgatag ttacagtgaa ggttgtctgg 40 0 
gtcaaacagg tgctcgcatt tggcttttcg ttggtttcat gttggccttt 450 
ggatctctga ttgcatctat gtggattctt tttggaggtt atgttgctaa 500 
agaaaaagac atagtatacc ctggaattgc tgtatttttc cagaatgcct 550 
tcatcttttt tggagggctg gtttttaagt ttggccgcac tgaagactta 600 
tggcagtgaa cacatctgat ttcccacagc acaacagccc tgcatgggtt 650 
tgtttgtttt tttactgctc actcccaacc ttttgtaatg ccattttcta 700 
aacttatttc tgagtgtagt ctcagcttaa agttgtgtaa tactaaaatc 750 
acgagaacac ctaaacaaca accaaaaatc tattgtggta tgcacttgat 800 
taacttataa aatgttagag gaaactttca catgaataat ttttgtcaaa 850 
ttttatcatg gtataatttg taaaaataaa aagaaattac aaaagaaatt 900 
atggatttgt caatgtaagt atttgtcata tctgaggtcc aaaaccacaa 950 
tgaaagtgct ctgaagattt aatgtgttta ttcaaatgtg gtctcttctg 1000 
tgtcaaatgt taaatgaaat ataaacattt tttagttttt aaaatattcc 1050 
gtggtcaaaa ttcttcctca ctataattgg tatttacttt taccaaaaat 1100 
tctgtgaaca tgtaatgtaa ctggcttttg agggtctccc aaggggtgag 1150 
tggacgtgtt ggaagagaga agcaccatgg tccagccacc aggctccctg 1200 
tgtcccttcc atgggaaggt cttccgctgt gcctctcatt ccaagggcag 1250 
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gaagatgtga ctcagccatg acacgtggtt ctggtgggat gcacagtcac 1300 

tccacatcca ccactg 1316 

<210> 90 

<211> 157 

<212> PRT 

<213> Homo Sapien 

<400> 90 

Met Ser Gly Phe Leu Glu Gly Leu Arg Cys Ser Glu Cys He Asp 
15 10 15 

Trp Gly Glu Lys Arg Asn Thr He Ala Ser He Ala Ala Gly Val 
20 25 30 

Leu Phe Phe Thr Gly Trp Trp He He He Asp Ala Ala Val He 
35 40 45 

Tyr Pro Thr Met Lys Asp Phe Asn His Ser Tyr His Ala Cys Gly 
50 55 60 

Val He Ala Thr He Ala Phe Leu Met He Asn Ala Val Ser Asn 
65 70 75 

Gly Gin Val Arg Gly Asp Ser Tyr Ser Glu Gly Cys Leu Gly Gin 
80 85 90 

Thr Gly Ala Arg He Trp Leu Phe Val Gly Phe Met Leu Ala Phe 
95 100 105 

Gly Ser Leu He Ala Ser Met Trp He Leu Phe Gly Gly Tyr Val 
110 115 120 

Ala Lys Glu Lys Asp He Val Tyr Pro Gly He Ala Val Phe Phe 
125 130 135 

Gin Asn Ala Phe He Phe Phe Gly Gly Leu Val Phe Lys Phe Gly 
140 145 150 

Arg Thr Glu Asp Leu Trp Gin 
155 

<210> 91 

<211> 3004 

<212> DNA 

<213> Homo Sapien 

<400> 91 

cgacgccggc gtgatgtggc ttccgctggt gctgctcctg gctgtgctgc 50 
tgctggccgt cctctgcaaa gtttacttgg gactattctc tggcagctcc 100 
ccgaatcctt tctccgaaga tgtcaaacgg cccccagcgc ccctggtaac 150 
tgacaaggag gccaggaaga aggttctcaa acaagctttt tcagccaacc 200 
aagtgccgga gaagctggat gtggtggtaa ttggcagtgg ctttgggggc 250 
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ctggctgcag ctgcaattct agctaaagct ggcaagcgag tcctggtgct 3 00 
ggaacaacat accaaggcag ggggctgctg tcataccttt ggaaagaatg 350 
gccttgaatt tgacacagga atccattaca ttgggcgtat ggaagagggc 4 00 
agcattggcc gttttatctt ggaccagatc actgaagggc agctggactg 450 
ggctcccctg tcctctcctt ttgacatcat ggtactggaa gggcccaatg 500 
gccgaaagga gtaccccatg tacagtggag agaaagccta cattcagggc 550 
ctcaaggaga agtttccaca ggaggaagct atcattgaca agtatataaa 600 
gctggttaag gtggtatcca gtggagcccc tcatgccatc ctgttgaaat 650 
tcctcccatt gcccgtggtt cagctcctcg acaggtgtgg gctgctgact 700 
cgtttctctc cattccttca agcatccacc cagagcctgg ctgaggtcct 750 
gcagcagctg ggggcctcct ctgagctcca ggcagtactc agctacatct 800 
tccccactta cggtgtcacc cccaaccaca gtgccttttc catgcacgcc 850 
ctgctggtca accactacat gaaaggaggc ttttatcccc gagggggttc 900 
cagtgaaatt gccttccaca ccatccctgt gattcagcgg gctgggggcg 950 
ctgtcctcac aaaggccact gtgcagagtg tgttgctgga ctcagctggg 1000 
aaagcctgtg gtgtcagtgt gaagaagggg catgagctgg tgaacatcta 105 0 
ttgccccatc gtggtctcca acgcaggact gttcaacacc tatgaacacc 1100 
tactgccggg gaacgcccgc tgcctgccag gtgtgaagca gcaactgggg 1150 
acggtgcggc ccggcttagg catgacctct gttttcatct gcctgcgagg 12 00 
caccaaggaa gacctgcatc tgccgtccac caactactat gtttactatg 12 50 
acacggacat ggaccaggcg atggagcgct acgtctccat gcccagggaa 13 00 
gaggctgcgg aacacatccc tcttctcttc ttcgctttcc catcagccaa 1350 
agatccgacc tgggaggacc gattcccagg ccggtccacc atgatcatgc 14 00 
tcatacccac tgcctacgag tggtttgagg agtggcaggc ggagctgaag 1450 
ggaaagcggg gcagtgacta tgagaccttc aaaaactcct ttgtggaagc 1500 
ctctatgtca gtggtcctga aactgttccc acagctggag gggaaggtgg 1550 
agagtgtgac tgcaggatcc ccactcacca accagttcta tctggctgct 1600 
ccccgaggtg cctgctacgg ggctgaccat gacctgggcc gcctgcaccc 1650 
ttgtgtgatg gcctccttga gggcccagag ccccatcccc aacctctatc 1700 
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tgacaggcca ggatatcttc acctgtggac tggtcggggc cctgcaaggt 1750 

gccctgctgt gcagcagcgc catcctgaag cggaacttgt actcagacct 1800 

taagaatctt gattctagga tccgggcaca gaagaaaaag aattagttcc 185 0 

atcagggagg agtcagagga atttgcccaa tggctggggc atctcccttg 1900 

acttacccat aatgtctttc tgcattagtt ccttgcacgt ataaagcact 1950 

ctaatttggt tctgatgcct gaagagaggc ctagtttaaa tcacaattcc 2 000 

gaatctgggg caatggaatc actgcttcca gctggggcag gtgagatctt 2050 

tacgcctttt ataacatgcc atccctacta ataggatatt gacttggata 2100 

gcttgatgtc tcatgacgag cggcgctctg catccctcac ccatgcctcc 2150 

taactcagtg atcaaagcga atattccatc tgtggataga acccctggca 2200 

gtgttgtcag ctcaacctgg tgggttcagt tctgtcctga ggcttctgct 2250 

ctcattcatt tagtgctacg ctgcacagtt ctacactgtc aagggaaaag 2300 

ggagactaat gaggcttaac tcaaaacctg ggcgtggttt tggttgccat 2350 

tccataggtt tggagagctc tagatctctt ttgtgctggg ttcagtggct 2400 

cttcagggga caggaaatgc ctgtgtctgg ccagtgtggt tctggagctt 2450 

tggggtaaca gcaggatcca tcagttagta gggtgcatgt cagatgatca 2500 

tatccaattc atatggaagt cccgggtctg tcttccttat catcggggtg 2550 

gcagctggtt ctcaatgtgc cagcagggac tcagtacctg agcctcaatc 26 00 

aagccttatc caccaaatac acagggaagg gtgatgcagg gaagggtgac 2650 

atcaggagtc agggcatgga ctggtaagat gaatactttg ctgggctgaa 2700 

gcaggctgca gggcattcca gccaagggca cagcagggga cagtgcaggg 2750 

aggtgtgggg taagggaggg aagtcacatc agaaaaggga aagccacgga 2800 

atgtgtgtga agcccagaaa tggcatttgc agttaattag cacatgtgag 2850 

ggttagacag gtaggtgaat gcaagctcaa ggtttggaaa aatgactttt 2 900 

cagttatgtc tttggtatca gacatacgaa aggtctcttt gtagttcgtg 2950 

ttaatgtaac attaataaat ttattgattc cattgcttta aaaaaaaaaa 3 000 

aaaa 3004 

<210> 92 

<211> 610 

<212> PRT 

<213> Homo Sapien 
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<400> 92 

Met Trp Leu Pro Leu Val Leu Leu Leu Ala Val Leu Leu Leu Ala 
1 5 10 15 

Val Leu Cys Lys Val Tyr Leu Gly Leu Phe Ser Gly Ser Ser Pro 
20 25 30 

Asn Pro Phe Ser Glu Asp Val Lys Arg Pro Pro Ala Pro Leu Val 
35 40 45 

Thr Asp Lys Glu Ala Arg Lys Lys Val Leu Lys Gin Ala Phe Ser 
50 55 60 

Ala Asn Gin Val Pro Glu Lys Leu Asp Val Val Val He Gly Ser 
65 70 75 

Gly Phe Gly Gly Leu Ala Ala Ala Ala He Leu Ala Lys Ala Gly 
80 85 90 

Lys Arg Val Leu Val Leu Glu Gin His Thr Lys Ala Gly Gly Cys 
95 100 105 

Cys His Thr Phe Gly Lys Asn Gly Leu Glu Phe Asp Thr Gly He 
110 115 120 

His Tyr He Gly Arg Met Glu Glu Gly Ser He Gly Arg Phe He 
125 130 135 

Leu Asp Gin He Thr Glu Gly Gin Leu Asp Trp Ala Pro Leu Ser 
14 0 145 150 

Ser Pro Phe Asp He Met Val Leu Glu Gly Pro Asn Gly Arg Lys 
155 160 165 

Glu Tyr Pro Met Tyr Ser Gly Glu Lys Ala Tyr He Gin Gly Leu 
170 175 180 

Lys Glu Lys Phe Pro Gin Glu Glu Ala He He Asp Lys Tyr He 
185 190 195 

Lys Leu Val Lys Val Val Ser Ser Gly Ala Pro His Ala He Leu 
200 205 210 

Leu Lys Phe Leu Pro Leu Pro Val Val Gin Leu Leu Asp Arg Cys 
215 220 225 

Gly Leu Leu Thr Arg Phe Ser Pro Phe Leu Gin Ala Ser Thr Gin 
230 235 240 

Ser Leu Ala Glu Val Leu Gin Gin Leu Gly Ala Ser Ser Glu Leu 
245 250 255 

Gin Ala Val Leu Ser Tyr He Phe Pro Thr Tyr Gly Val Thr Pro 
260 265 270 

Asn His Ser Ala Phe Ser Met His Ala Leu Leu Val Asn His Tyr 
275 280 285 
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Met Lys Gly Gly Phe Tyr Pro Arg Gly Gly Ser Ser Glu He Ala 
290 295 300 

Phe His Thr He Pro Val He Gin Arg Ala Gly Gly Ala Val Leu 
305 310 315 

Thr Lys Ala Thr Val Gin Ser Val Leu Leu Asp Ser Ala Gly Lys 
320 325 330 

Ala Cys Gly Val Ser Val Lys Lys Gly His Glu Leu Val Asn He 
335 340 345 

Tyr Cys Pro He Val Val Ser Asn Ala Gly Leu Phe Asn Thr Tyr 
350 355 360 

Glu His Leu Leu Pro Gly Asn Ala Arg Cys Leu Pro Gly Val Lys 
365 370 375 

Gin Gin Leu Gly Thr Val Arg Pro Gly Leu Gly Met Thr Ser Val 
380 385 390 

Phe He Cys Leu Arg Gly Thr Lys Glu Asp Leu His Leu Pro Ser 
395 400 405 

Thr Asn Tyr Tyr Val Tyr Tyr Asp Thr Asp Met Asp Gin Ala Met 
410 415 420 

Glu Arg Tyr Val Ser Met Pro Arg Glu Glu Ala Ala Glu His He 
425 430 435 

Pro Leu Leu Phe Phe Ala Phe Pro Ser Ala Lys Asp Pro Thr Trp 
440 445 450 

Glu Asp Arg Phe Pro Gly Arg Ser Thr Met He Met Leu He Pro 
455 460 465 

Thr Ala Tyr Glu Trp Phe Glu Glu Trp Gin Ala Glu Leu Lys Gly 
470 475 480 

Lys Arg Gly Ser Asp Tyr Glu Thr Phe Lys Asn Ser Phe Val Glu 
485 490 495 

Ala Ser Met Ser Val Val Leu Lys Leu Phe Pro Gin Leu Glu Gly 
500 505 510 

Lys Val Glu Ser Val Thr Ala Gly Ser Pro Leu Thr Asn Gin Phe 
515 520 525 

Tyr Leu Ala Ala Pro Arg Gly Ala Cys Tyr Gly Ala Asp His Asp 
530 ~ 535 540 

Leu Gly Arg Leu His Pro Cys Val Met Ala Ser Leu Arg Ala Gin 
545 550 555 

Ser Pro He Pro Asn Leu Tyr Leu Thr Gly Gin Asp He Phe Thr 
560 565 570 

Cys Gly Leu Val Gly Ala Leu Gin Gly Ala Leu Leu Cys Ser Ser 
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575 580 585 

Ala He Leu Lys Arg Asn Leu Tyr Ser Asp Leu Lys Asn Leu Asp 
590 595 600 

Ser Arg He Arg Ala Gin Lys Lys Lys Asn 
605 610 

<210> 93 

<211> 2461 

<212> DNA 

<213> Homo Sapien 

<400> 93 

gggaaagatg gcggcgactc tgggacccct tgggtcgtgg cagcagtggc 50 
ggcgatgttt gtcggctcgg gatgggtcca ggatgttact ccttcttctt 10 0 
ttgttggggt ctgggcaggg gccacagcaa gtcggggcgg gtcaaacgtt 15 0 
cgagtacttg aaacgggagc actcgctgtc gaagccctac cagggtgtgg 2 00 
gcacaggcag ttcctcactg tggaatctga tgggcaatgc catggtgatg 250 
acccagtata tccgccttac cccagatatg caaagtaaac agggtgcctt 3 00 
gtggaaccgg gtgccatgtt tcctgagaga ctgggagttg caggtgcact 3 50 
tcaaaatcca tggacaagga aagaagaatc tgcatgggga tggcttggca 400 
atctggtaca caaaggatcg gatgcagcca gggcctgtgt ttggaaacat 450 
ggacaaattt gtggggctgg gagtatttgt agacacctac cccaatgagg 500 
agaagcagca agagcgggta ttcccctaca tctcagccat ggtgaacaac 55 0 
ggctccctca gctatgatca tgagcgggat gggcggccta cagagctggg 600 
aggctgcaca gccattgtcc gcaatcttca ttacgacacc ttcctggtga 650 
ttcgctacgt caagaggcat ttgacgataa tgatggatat tgatggcaag 700 
catgagtgga gggactgcat tgaagtgccc ggagtccgcc tgccccgcgg 7 50 
ctactacttc ggcacctcct ccatcactgg ggatctctca gataatcatg 800 
atgtcatttc cttgaagttg tttgaactga cagtggagag aaccccagaa 850 
gaggaaaagc tccatcgaga tgtgttcttg ccctcagtgg acaatatgaa 900 
gctgcctgag atgacagctc cactgccgcc cctgagtggc ctggccctct 950 
tcctcatcgt ctttttctcc ctggtgtttt ctgtatttgc catagtcatt 1000 
ggtatcatac tctacaacaa atggcaggaa cagagccgaa agcgcttcta 1050 
ctgagccctc ctgctgccac cacttttgtg actgtcaccc atgaggtatg 1100 
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gaaggagcag gcactggcct gagcatgcag cctggagagt gttcttgtct 1150 

ctagcagctg gttggggact atattctgtc actggagttt tgaatgcagg 12 00 

gaccccgcat tcccatggtt gtgcatgggg acatctaact ctggtctggg 1250 

aagccaccca ccccagggca atgctgctgt gatgtgcctt tccctgcagt 13 00 

ccttccatgt gggagcagag gtgtgaagag aatttacgtg gttgtgatgc 13 50 

caaaatcaca gaacagaatt tcatagccca ggctgccgtg ttgtttgact 1400 

cagaaggccc ttctacttca gttttgaatc cacaaagaat taaaaactgg 1450 

taacaccaca ggctttctga ccatccattc gttgggtttt gcatttgacc 1500 

caaccctctg cctacctgag gagctttctt tggaaaccag gatggaaact 155 0 

tcttccctgc cttaccttcc tttcactcca ttcattgtcc tctctgtgtg 1600 

caacctgagc tgggaaaggc atttggatgc ctctctgttg gggcctgggg 1650 

ctgcagaaca cacctgcgtt tcactggcct tcattaggtg gccctaggga 1700 

gatggctttc tgctttggat cactgttccc tagcatgggt cttgggtcta 1750 

ttggcatgtc catggccttc ccaatcaagt ctcttcaggc cctcagtgaa 1800 

gtttggctaa aggttggtgt aaaaatcaag agaagcctgg aagacatcat 185 0 

ggatgccatg gattagctgt gcaactgacc agctccaggt ttgatcaaac 1900 

caaaagcaac atttgtcatg tggtctgacc atgtggagat gtttctggac 1950 

ttgctagagc ctgcttagct gcatgttttg tagttacgat ttttggaatc 2000 

ccactttgag tgctgaaagt gtaaggaagc tttcttctta caccttgggc 2050 

ttggatattg cccagagaag aaatttggct ttttttttct taatggacaa 2100 

gagacagttg ctgttctcat gttccaagtc tgagagcaac agaccctcat 2150 

catctgtgcc tggaagagtt cactgtcatt gagcagcaca gcctgagtgc 2200 

tggcctctgt caacccttat tccactgcct tatttgacaa ggggttacat 2250 

gctgctcacc ttactgccct gggattaaat cagttacagg ccagagtctc 2300 

cttggagggc ctggaactct gagtcctcct atgaacctct gtagcctaaa 2350 

tgaaattctt aaaatcaccg atggaaccaa aaaaaaaaaa aaaaagggcg 2400 

gccgcgactc tagagtcgac ctgcagtagg gataacaggg taataagctt 2450 

ggccgccatg g 2461 

<210> 94 
<211> 348 
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<212> PRT 

<213> Homo Sapien 

<400> 94 

Met Ala Ala Thr Leu Gly Pro Leu Gly Ser Trp Gin Gin Trp Arg 
15 10 15 

Arg Cys Leu Ser Ala Arg Asp Gly Ser Arg Met Leu Leu Leu Leu 
20 25 30 

Leu Leu Leu Gly Ser Gly Gin Gly Pro Gin Gin Val Gly Ala Gly 
35 40 45 

Gin Thr Phe Glu Tyr Leu Lys Arg Glu His Ser Leu Ser Lys Pro 
50 55 60 

Tyr Gin Gly Val Gly Thr Gly Ser Ser Ser Leu Trp Asn Leu Met 
65 70 75 

Gly Asn Ala Met Val Met Thr Gin Tyr He Arg Leu Thr Pro Asp 
80 85 90 

Met Gin Ser Lys Gin Gly Ala Leu Trp Asn Arg Val Pro Cys Phe 
CI 95 100 105 

LP Leu Arg Asp Trp Glu Leu Gin Val His Phe Lys He His Gly Gin 
Sj 110 115 120 

S Gly Lys Lys Asn Leu His Gly Asp Gly Leu Ala He Trp Tyr Thr 

MS " ' 12 5 13 0 135 

ff'l 

b Lys Asp Arg Met Gin Pro Gly Pro Val Phe Gly Asn Met Asp Lys 

f*= ' ' 14 0 145 150 

Phe Val Gly Leu Gly Val Phe Val Asp Thr Tyr Pro Asn Glu Glu 
N J 155 160 165 



Lys Gin Gin Glu Arg Val Phe Pro Tyr He Ser Ala Met Val Asn 

H\ 170 175 180 

Asn Gly Ser Leu Ser Tyr Asp His Glu Arg Asp Gly Arg Pro Thr 

185 190 195 

Glu Leu Gly Gly Cys Thr Ala He Val Arg Asn Leu His Tyr Asp 

200 205 210 

Thr Phe Leu Val He Arg Tyr Val Lys Arg His Leu Thr He Met 

215 220 225 

Met Asp He Asp Gly Lys His Glu Trp Arg Asp Cys He Glu Val 

230 235 240 

Pro Gly Val Arg Leu Pro Arg Gly Tyr Tyr Phe Gly Thr Ser Ser 

245 250 255 

He Thr Gly Asp Leu Ser Asp Asn His Asp Val He Ser Leu Lys 

260 265 270 
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Leu Phe Glu Leu Thr Val Glu Arg Thr Pro Glu Glu Glu Lys Leu 
275 280 285 

His Arg Asp Val Phe Leu Pro Ser Val Asp Asn Met Lys Leu Pro 
290 2 95 3 00 

Glu Met Thr Ala Pro Leu Pro Pro Leu Ser Gly Leu Ala Leu Phe 
305 310 315 

Leu He Val Phe Phe Ser Leu Val Phe Ser Val Phe Ala He Val 
320 325 330 

He Gly He He Leu Tyr Asn Lys Trp Gin Glu Gin Ser Arg Lys 
335 340 345 

Arg Phe Tyr 



<210> 95 

<211> 2579 

<212> DNA 

<213> Homo Sapien 

Q <400> 95 

D cctgtgttaa gctgaggttt cccctagatc tcgtatatcc ccaacacata 50 
cctccacgca cacacatccc caagaacctc gagctcacac caacagacac 100 
acgcgcgcat acacactcgc tctcgcttgt ccatctccct cccgggggag 150 
ccggcgcgcg ctcccacctt tgccgcacac tccggcgagc cgagcccgca 20 0 
gcgctccagg attctgcggc tcggaactcg gattgcagct ctgaaccccc 250 
atggtggttt tttaaacact tcttttcctt ctcttcctcg ttttgattgc 3 00 
accgtttcca tctgggggct agaggagcaa ggcagcagcc ttcccagcca 3 50 
gcccttgttg gcttgccatc gtccatctgg cttataaaag tttgctgagc 400 
gcagtccaga gggctgcgct gctcgtcccc tcggctggca gaagggggtg 450 
acgctgggca gcggcgagga gcgcgccgct gcctctggcg ggctttcggc 500 
ttgaggggca aggtgaagag cgcaccggcc gtggggttta ccgagctgga 550 
tttgtatgtt gcaccatgcc ttcttggatc ggggctgtga ttcttcccct 600 
cttggggctg ctgctctccc tccccgccgg ggcggatgtg aaggctcgga 650 
gctgcggaga ggtccgccag gcgtacggtg ccaagggatt cagcctggcg 700 
gacatcccct accaggagat cgcaggggaa cacttaagaa tctgtcctca 750 
ggaatataca tgctgcacca cagaaatgga agacaagtta agccaacaaa 8 00 
gcaaactcga atttgaaaac cttgtggaag agacaagcca ttttgtgcgc 850 
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accacttttg tgtccaggca taagaaattt gacgaatttt tccgagagct 900 
cctggagaat gcagaaaagt cactaaatga tatgtttgta cggacctatg 950 
gcatgctgta catgcagaat tcagaagtct tccaggacct cttcacagag 1000 
ctgaaaaggt actacactgg gggtaatgtg aatctggagg aaatgctcaa 1050 
tgacttttgg gctcggctcc tggaacggat gtttcagctg ataaaccctc 1100 
agtatcactt cagtgaagac tacctggaat gtgtgagcaa atacactgac 1150 
cagctcaagc catttggaga cgtgccccgg aaactgaaga ttcaggttac 12 00 
ccgcgccttc attgctgcca ggacctttgt ccaggggctg actgtgggca 1250 
gagaagttgc aaaccgagtt tccaaggtca gcccaacccc agggtgtatc 1300 
cgtgccctca tgaagatgct gtactgccca tactgtcggg ggcttcccac 13 50 
tgtgaggccc tgcaacaact actgtctcaa cgtcatgaag ggctgcttgg 1400 
caaatcaggc tgacctcgac acagagtgga atctgtttat agatgcaatg 1450 
ctcttggtgg cagagcgact ggaggggcca ttcaacattg agtcggtcat 1500 
ggacccgata gatgtcaaga tttctgaagc cattatgaac atgcaagaaa 1550 
acagcatgca ggtgtctgca aaggtctttc agggatgtgg tcagcccaaa 16 00 
cctgctccag ccctcagatc tgcccgctca gctcctgaaa attttaatac 1650 
acgtttcagg ccctacaatc ctgaggaaag accaacaact gctgcaggca 17 00 
caagcttgga ccggctggtc acagacataa aagagaaatt gaagctctct 1750 
aaaaaggtct ggtcagcatt accctacact atctgcaagg acgagagcgt 1800 
gacagcgggc acgtccaacg aggaggaatg ctggaacggg cacagcaaag 1850 
ccagatactt gcctgagatc atgaatgatg ggctcaccaa ccagatcaac 1900 
aatcccgagg tggatgtgga catcactcgg cctgacactt tcatcagaca 1950 
gcagattatg gctctccgtg tgatgaccaa caaactaaaa aacgcctaca 2000 
atggcaatga tgtcaatttc caggacacaa gtgatgaatc cagtggctca 2 050 
gggagtggca gtgggtgcat ggatgacgtg tgtcccacgg agtttgagtt 2100 
tgtcaccaca gaggcccccg cagtggatcc cgaccggaga gaggtggact 2150 
cttctgcagc ccagcgtggc cactccctgc tctcctggtc tctcacctgc 2200 
attgtcctgg cactgcagag actgtgcaga taatcttggg tttttggtca 2250 
gatgaaactg cattttagct atctgaatgg ccaactcact tcttttctta 2300 
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cactcttgga caatggacca tgccacaaaa acttaccgtt ttctatgaga 23 5 0 

agagagcagt aatgcaatct gcctcccttt ttgttttccc aaagagtacc 24 00 

gggtgccaga ctgaactgct tcctctttcc ttcagctatc tgtggggacc 2450 

ttgtttattc tagagagaat tcttactcaa atttttcgta ccaggagatt 2500 

ttcttacctt catttgcttt tatgctgcag aagtaaagga atctcacgtt 2550 

gtgagggttt tttttttctc atttaaaat 2579 

^210> 96 

c211> 555 

c212> PRT 

c213> Homo Sapien 

c400> 96 

Met Pro Ser Trp He Gly Ala Val He Leu Pro Leu Leu Gly Leu 
15 10 15 

Leu Leu Ser Leu Pro Ala Gly Ala Asp Val Lys Ala Arg Ser Cys 
20 25 30 

Gly Glu Val Arg Gin Ala Tyr Gly Ala Lys Gly Phe Ser Leu Ala 
35 40 45 

Asp He Pro Tyr Gin Glu He Ala Gly Glu His Leu Arg He Cys 
50 55 60 

Pro Gin Glu Tyr Thr Cys Cys Thr Thr Glu Met Glu Asp Lys Leu 
65 70 75 

Ser Gin Gin Ser Lys Leu Glu Phe Glu Asn Leu Val Glu Glu Thr 
80 85 90 

Ser His Phe Val Arg Thr Thr Phe Val Ser Arg His Lys Lys Phe 
95 100 105 

Asp Glu Phe Phe Arg Glu Leu Leu Glu Asn Ala Glu Lys Ser Leu 
110 115 120 

Asn Asp Met Phe Val Arg Thr Tyr Gly Met Leu Tyr Met Gin Asn 
125 ' 130 135 

Ser Glu Val Phe Gin Asp Leu Phe Thr Glu Leu Lys Arg Tyr Tyr 
140 145 150 

Thr Gly Gly Asn Val Asn Leu Glu Glu Met Leu Asn Asp Phe Trp 
155 160 165 

Ala Arg Leu Leu Glu Arg Met Phe Gin Leu He Asn Pro Gin Tyr 
170 175 180 

His Phe Ser Glu Asp Tyr Leu Glu Cys Val Ser Lys Tyr Thr Asp 
185 190 195 

Gin Leu Lys Pro Phe Gly Asp Val Pro Arg Lys Leu Lys He Gin 

178 



Val Thr Arg Ala Phe lie Ala Ala Arg Thr Phe Val Gin Gly Leu 
215 220 225 

Thr Val Gly Arg Glu Val Ala Asn Arg Val Ser Lys Val Ser Pro 
230 235 240 

Thr Pro Gly Cys He Arg Ala Leu Met Lys Met Leu Tyr Cys Pro 
245 250 255 

Tyr Cys Arg Gly Leu Pro Thr Val Arg Pro Cys Asn Asn Tyr Cys 
260 265 270 

Leu Asn Val Met Lys Gly Cys Leu Ala Asn Gin Ala Asp Leu Asp 
275 280 285 

Thr Glu Trp Asn Leu Phe He Asp Ala Met Leu Leu Val Ala Glu 
290 295 300 

Arg Leu Glu Gly Pro Phe Asn He Glu Ser Val Met Asp Pro He 
305 310 315 

Asp Val Lys He Ser Glu Ala He Met Asn Met Gin Glu Asn Ser 
320 325 330 

Met Gin Val Ser Ala Lys Val Phe Gin Gly Cys Gly Gin Pro Lys 
335 340 345 

Pro Ala Pro Ala Leu Arg Ser Ala Arg Ser Ala Pro Glu Asn Phe 
350 355 360 

Asn Thr Arg Phe Arg Pro Tyr Asn Pro Glu Glu Arg Pro Thr Thr 
365 370 375 

Ala Ala Gly Thr Ser Leu Asp Arg Leu Val Thr Asp He Lys Glu 
380 385 390 

Lys Leu Lys Leu Ser Lys Lys Val Trp Ser Ala Leu Pro Tyr Thr 
395 400 405 

He Cys Lys Asp Glu Ser Val Thr Ala Gly Thr Ser Asn Glu Glu 
410 415 420 

Glu Cys Trp Asn Gly His Ser Lys Ala Arg Tyr Leu Pro Glu He 
425 430 435 

Met Asn Asp Gly Leu Thr Asn Gin He Asn Asn Pro Glu Val Asp 
440 445 450 

Val Asp He Thr Arg Pro Asp Thr Phe He Arg Gin Gin He Met 
455 460 465 

Ala Leu Arg Val Met Thr Asn Lys Leu Lys Asn Ala Tyr Asn Gly 
470 475 480 

Asn Asp Val Asn Phe Gin Asp Thr Ser Asp Glu Ser Ser Gly Ser 
485 490 495 
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Gly Ser Gly Ser Gly Cys Met Asp Asp Val Cys Pro Thr Glu Phe 
500 505 510 

Glu Phe Val Thr Thr Glu Ala Pro Ala Val Asp Pro Asp Arg Arg 
515 520 525 

Glu Val Asp Ser Ser Ala Ala Gin Arg Gly His Ser Leu Leu Ser 
530 535 540 

Trp Ser Leu Thr Cys He Val Leu Ala Leu Gin Arg Leu Cys Arg 
545 550 555 

c210> 97 

c211> 1894 

c212> PRT 

=213 > Homo Sapien 

c400> 97 ^ 
Gly Gly Cys Gly Gly Cys Gly Thr Cys Cys Gly Thr Gly Ala Gly 
1 5 10 15 

Gly Gly Gly Cys Thr Cys Cys Thr Thr Thr Gly Gly Gly Cys Ala 
20 25 30 

Gly Gly Gly Gly Thr Ala Gly Thr Gly Thr Thr Thr Gly Gly Thr 
35 ' 40 45 

Gly Thr Cys Cys Cys Thr Gly Thr Cys Thr Thr Gly Cys Gly Thr 
50 55 60 

Gly Ala Thr Ala Thr Thr Gly Ala Cys Ala Ala Ala Cys Thr Gly 
65 ' 70 75 

Ala Ala Gly Cys Thr Thr Thr Cys Cys Thr Gly Cys Ala Cys Cys 
80 85 90 

Ala Cys Thr Gly Gly Ala Cys Thr Thr Ala Ala Gly Gly Ala Ala 
95 100 105 

Gly Ala Gly Thr Gly Thr Ala Cys Thr Cys Gly Thr Ala Gly Gly 
HO ~ 115 120 

Cys Gly Gly Ala Cys Ala Gly Cys Thr Thr Thr Ala Gly Thr Gly 
125 130 135 

Gly Cys Cys Gly Gly Cys Cys Gly Gly Cys Cys Gly Cys Thr Cys 
140 145 150 

Thr Cys Ala Thr Cys Cys Cys Cys Cys Gly Thr Ala Ala Gly Gly 
155 160 165 

Ala Gly Cys Ala Gly Ala Gly Thr Cys Cys Thr Thr Thr Gly Thr 
170 175 180 

Ala Cys Thr Gly Ala Cys Cys Ala Ala Gly Ala Thr Gly Ala Gly 
185 190 195 

Cys Ala Ala Cys Ala Thr Cys Thr Ala Cys Ala Thr Cys Cys Ala 
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200 



205 



210 



Gly Gly Ala Gly Cys Cys Thr Cys Cys Cys Ala Cys Gly Ala Ala 
215 220 225 

Thr Gly Gly Gly Ala Ala Gly Gly Thr Thr Thr Thr Ala Thr Thr 
230 235 240 

Gly Ala Ala Ala Ala Cys Thr Ala Cys Ala Gly Cys Thr Gly Gly 
245 250 255 

Ala Gly Ala Thr Ala Thr Thr Gly Ala Cys Ala Thr Ala Gly Ala 
260 265 270 

Gly Thr Thr Gly Thr Gly Gly Thr Cys Cys Ala Ala Ala Gly Ala 
275 280 285 

Ala Gly Cys Thr Cys Cys Thr Ala Ala Ala Gly Cys Thr Thr Gly 
290 295 300 

Cys Ala Gly Ala Ala Ala Thr Thr Thr Thr Ala Thr Cys Cys Ala 
305 310 315 

Ala Cys Thr Thr Thr Gly Thr Thr Thr Gly Gly Ala Ala Gly Cys 
320 325 330 

Thr Thr Ala Thr Thr Ala Thr Gly Ala Cys Ala Ala Thr Ala Cys 
335 340 345 

Cys Ala Thr Thr Thr Thr Thr Cys Ala Thr Ala Gly Ala Gly Thr 
350 355 360 

Thr Gly Thr Gly Cys Cys Thr Gly Gly Thr Thr Thr Cys Ala Thr 
365 370 375 

Ala Gly Thr Cys Cys Ala Ala Gly Gly Cys Gly Gly Ala Gly Ala 
380 385 390 

Thr Cys Cys Thr Ala Cys Thr Gly Gly Cys Ala Cys Ala Gly Gly 
395 400 405 

Gly Ala Gly Thr Gly Gly Thr Gly Gly Ala Gly Ala Gly Thr Cys 
410 415 42 0 

Thr Ala Thr Cys Thr Ala Thr Gly Gly Ala Gly Cys Gly Cys Cys 
425 430 435 

Ala Thr Thr Cys Ala Ala Ala Gly Ala Thr Gly Ala Ala Thr Thr 
440 445 450 

Thr Cys Ala Thr Thr Cys Ala Cys Gly Gly Thr Thr Gly Cys Gly 
455 460 465 

Thr Thr Thr Thr Ala Ala Thr Cys Gly Gly Ala Gly Ala Gly Gly 
470 475 480 

Ala Cys Thr Gly Gly Thr Thr Gly Cys Cys Ala Thr Gly Gly Cys 
485 490 495 
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Ala Ala Ala Thr Gly Cys Thr Gly Gly Thr Thr Cys Thr Cys Ala 
500 505 510 

Thr Gly Ala Thr Ala Ala Thr Gly Gly Cys Ala Gly Cys Cys Ala 
515 520 525 

Gly Thr Thr Thr Thr Thr Cys Thr Thr Cys Ala Cys Ala Cys Thr 
530 535 540 

Gly Gly Gly Thr Cys Gly Ala Gly Cys Ala Gly Ala Thr Gly Ala 
545 550 555 

Ala Cys Thr Thr Ala Ala Cys Ala Ala Thr Ala Ala Gly Cys Ala 
560 565 570 

Thr Ala Cys Cys Ala Thr Cys Thr Thr Thr Gly Gly Ala Ala Ala 
575 580 585 

Gly Gly Thr Thr Ala Cys Ala Gly Gly Gly Gly Ala Thr Ala Cys 
590 595 600 

Ala Gly Thr Ala Thr Ala Thr Ala Ala Cys Ala Thr Gly Thr Thr 
605 610 615 

Gly Cys Gly Ala Cys Thr Gly Thr Cys Ala Gly Ala Ala Gly Thr 
620 625 630 

Ala Gly Ala Cys Ala Thr Thr Gly Ala Thr Gly Ala Thr Gly Ala 
635 640 645 

Cys Gly Ala Ala Ala Gly Ala Cys Cys Ala Cys Ala Thr Ala Ala 
650 655 660 

Thr Cys Cys Ala Cys Ala Cys Ala Ala Ala Ala Thr Ala Ala Ala 
665 670 675 

Ala Ala Gly Cys Thr Gly Thr Gly Ala Gly Gly Thr Thr Thr Thr 
680 685 690 

Gly Thr Thr Thr Ala Ala Thr Cys Cys Thr Thr Thr Thr Gly Ala 
695 700 705 

Thr Gly Ala Cys Ala Thr Cys Ala Thr Thr Cys Cys Ala Ala Gly 
710 715 720 

Gly Gly Ala Ala Ala Thr Thr Ala Ala Ala Ala Gly Gly Cys Thr 
725 730 735 

Gly Ala Ala Ala Ala Ala Ala Gly Ala Gly Ala Ala Ala Cys Cys 
740 745 750 

Ala Gly Ala Gly Gly Ala Gly Gly Ala Ala Gly Thr Ala Ala Ala 
755 760 765 

Gly Ala Ala Ala Thr Thr Gly Ala Ala Ala Cys Cys Cys Ala Ala 
770 775 780 

Ala Gly Gly Cys Ala Cys Ala Ala Ala Ala Ala Ala Thr Thr Thr 
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785 790 795 

Thr Ala Gly Thr Thr Thr Ala Cys Thr Thr Thr Cys Ala Thr Thr 
800 805 810 

Thr Gly Gly Ala Gly Ala Gly Gly Ala Ala Gly Cys Thr Gly Ala 
815 820 825 

Gly Gly Ala Ala Gly Ala Ala Gly Ala Gly Gly Ala Gly Gly Ala 
830 835 840 

Ala Gly Thr Ala Ala Ala Thr Cys Gly Ala Gly Thr Thr Ala Gly 
845 850 855 

Thr Cys Ala Gly Ala Gly Cys Ala Thr Gly Ala Ala Gly Gly Gly 
860 865 870 

Cys Ala Ala Ala Ala Gly Cys Ala Ala Ala Ala Gly Thr Ala Gly 
875 880 885 

Thr Cys Ala Thr Gly Ala Cys Thr Thr Gly Cys Thr Thr Ala Ala 
890 895 900 

Gly Gly Ala Thr Gly Ala Thr Cys Cys Ala Cys Ala Thr Cys Thr 
905 910 915 

Cys Ala Gly Thr Thr Cys Thr Gly Thr Thr Cys Cys Ala Gly Thr 
92 0 925 93 0 

Thr Gly Thr Ala Gly Ala Ala Ala Gly Thr Gly Ala Ala Ala Ala 
935 940 945 

Ala Gly Gly Thr Gly Ala Thr Gly Cys Ala Cys Cys Ala Gly Ala 
950 955 960 

Thr Thr Thr Ala Gly Thr Thr Gly Ala Thr Gly Ala Thr Gly Gly 
965 970 975 

Ala Gly Ala Ala Gly Ala Thr Gly Ala Ala Ala Gly Thr Gly Cys 
980 985 990 

Ala Gly Ala Gly Cys Ala Thr Gly Ala Thr Gly Ala Ala Thr Ala 
995 1000 1005 

Thr Ala Thr Thr Gly Ala Thr Gly Gly Thr Gly Ala Thr Gly Ala 
1010 1015 1020 

Ala Ala Ala Gly Ala Ala Cys Cys Thr Gly Ala Thr Gly Ala Gly 
1025 1030 1035 

Ala Gly Ala Ala Ala Gly Ala Ala Thr Thr Gly Cys Cys Ala Ala 
1040 1045 1050 

Ala Ala Ala Ala Thr Thr Ala Ala Ala Ala Ala Ala Gly Gly Ala 
1055 1060 1065 

Cys Ala Cys Ala Ala Gly Thr Gly Cys Gly Ala Ala Thr Gly Thr 
1070 1075 1080 
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Thr Ala Ala Ala Thr Cys Ala Gly Cys Thr Gly Gly Ala Gly Ala 
1085 1090 1095 

Ala Gly Gly Ala Gly Ala Ala Gly Thr Gly Gly Ala Gly Ala Ala 
1100 H05 mo 

Gly Ala Ala Ala Thr Cys Ala Gly Thr Cys Ala Gly Cys Cys Gly 
1115 1120 1125 

Cys Ala Gly Thr Gly Ala Ala Gly Ala Gly Cys Thr Cys Ala Gly 
1130 1135 H40 

Ala Ala Ala Ala Gly Ala Ala Gly Cys Ala Ala Gly Ala Cys Ala 
1145 1150 1155 

Ala Thr Thr Ala Ala Ala Ala Cys Gly Gly Gly Ala Ala Cys Thr 
1160 H65 H70 

Cys Thr Thr Ala Gly Cys Ala Gly Cys Ala Ala Ala Ala Cys Ala 
1175 1180 1185 

Ala Ala Ala Ala Ala Ala Ala Gly Thr Ala Gly Ala Ala Ala Ala 
1190 1195 1200 

Thr Gly Cys Ala Gly Cys Ala Ala Ala Ala Cys Ala Ala Gly Cys 
1205 1210 1215 

Ala Gly Ala Ala Ala Ala Ala Ala Gly Ala Ala Gly Thr Gly Ala 
1220 1225 1230 

Ala Gly Ala Gly Gly Ala Ala Gly Ala Ala Gly Cys Cys Cys Cys 
1235 1240 1245 

Thr Cys Cys Ala Gly Ala Thr Gly Gly Thr Gly Cys Thr Gly Thr 
1250 1255 1260 

Thr Gly Cys Cys Gly Ala Ala Thr Ala Cys Ala Gly Ala Ala Gly 
1265 1270 1275 

Ala Gly Ala Ala Ala Ala Gly Cys Ala Ala Ala Ala Gly Thr Ala 
1280 1285 1290 

Thr Gly Ala Ala Gly Cys Thr Thr Thr Gly Ala Gly Gly Ala Ala 
1295 1300 1305 

Gly Cys Ala Ala Cys Ala Gly Thr Cys Ala Ala Ala Gly Ala Ala 
1310 " 1315 1320 

Gly Gly Gly Ala Ala Cys Thr Thr Cys Cys Cys Gly Gly Gly Ala 
1325 1330 1335 

Ala Gly Ala Thr Cys Ala Gly Ala Cys Cys Cys Thr Thr Gly Cys 
1340 1345 1350 

Ala Cys Thr Gly Cys Thr Gly Ala Ala Cys Cys Ala Gly Thr Thr 
1355 1360 1365 

Thr Ala Ala Ala Thr Cys Thr Ala Ala Ala Cys Thr Cys Ala Cys 
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1370 1375 1380 

Thr Cys Ala Ala Gly Cys Ala Ala Thr Thr Gly Cys Thr Gly Ala 
1385 1390 1395 

Ala Ala Cys Ala Cys Cys Thr Gly Ala Ala Ala Ala Thr Gly Ala 
1400 1405 1410 

Cys Ala Thr Thr Cys Cys Thr Gly Ala Ala Ala Cys Ala Gly Ala 
1415 1420 1425 

Ala Gly Thr Ala Gly Ala Ala Gly Ala Thr Gly Ala Thr Gly Ala 
1430 1435 1440 

Ala Gly Gly Ala Thr Gly Gly Ala Thr Gly Thr Cys Ala Cys Ala 
1445 1450 1455 

Thr Gly Thr Ala Cys Thr Thr Cys Ala Gly Thr Thr Thr Gly Ala 
1460 1465 1470 

Gly Gly Ala Thr Ala Ala Ala Ala Gly Cys Ala Gly Ala Ala Ala 
1475 1480 1485 

Ala Gly Thr Gly Ala Ala Ala Gly Ala Thr Gly Cys Ala Ala Gly 
1490 1495 1500 

Cys Ala Thr Gly Cys Ala Ala Gly Ala Cys Thr Cys Ala Gly Ala 
1505 1510 1515 

Thr Ala Cys Ala Thr Thr Thr Gly Ala Ala Ala Thr Cys Thr Ala 
1520 1525 1530 

Thr Gly Ala Thr Cys Cys Thr Cys Gly Gly Ala Ala Thr Cys Cys 
1535 1540 1545 

Ala Gly Thr Gly Ala Ala Thr Ala Ala Ala Ala Gly Ala Ala Gly 
1550 1555 1560 

Gly Ala Gly Gly Gly Ala Ala Gly Ala Ala Ala Gly Cys Ala Ala 
1565 1570 1575 

Ala Ala Ala Gly Cys Thr Gly Ala Thr Gly Ala Gly Ala Gly Ala 
1580 1585 1590 

Gly Ala Ala Ala Ala Ala Ala Gly Ala Ala Ala Gly Ala Ala Gly 
1595 1600 1605 

Ala Thr Ala Ala Ala Ala Thr Gly Ala Gly Ala Ala Thr Ala Ala 
1610 1615 1620 

Thr Gly Ala Thr Ala Ala Cys Cys Ala Gly Ala Ala Cys Thr Thr 
1625 1630 1635 

Gly Cys Thr Gly Gly Ala Ala Ala Thr Gly Thr Gly Cys Cys Thr 
1640 1645 1650 

Ala Cys Ala Ala Thr Gly Gly Cys Cys Thr Thr Gly Thr Ala Ala 
1655 1660 1665 
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Cys Ala Gly Cys Cys Ala Thr Thr Gly Thr Thr Cys Cys Cys Ala 
1670 1675 1680 

Ala Cys Ala Gly Cys Ala Thr Cys Ala Cys Thr Thr Ala Gly Gly 
1685 1690 1695 

Gly Gly Thr Gly Thr Gly Ala Ala Ala Ala Gly Ala Ala Gly Thr 
1700 1705 1710 

Ala Thr Thr Thr Thr Thr Gly Ala Ala Cys Cys Thr Gly Thr Thr 
1715 1720 1725 

Gly Thr Cys Thr Gly Gly Thr Thr Thr Thr Gly Ala Ala Ala Ala 
1730 ~ 1735 1740 

Ala Cys Ala Ala Thr Thr Ala Thr Cys Thr Thr Gly Thr Thr Thr 
1745 1750 1755 

Thr Gly Cys Ala Ala Ala Thr Thr Gly Thr Gly Gly Ala Ala Thr 
1760 1765 1770 

Gly Ala Thr Gly Thr Ala Ala Gly Cys Ala Ala Ala Thr Gly Cys 
1775 1780 1785 

O Thr Thr Thr Thr Gly Gly Thr Thr Ala Cys Thr Gly Gly Thr Ala 
0 1790 1795 1800 

in 

fii Cys Ala Thr Gly Thr Gly Thr Thr Thr Thr Thr Thr Cys Cys Thr 
m 1805 1810 1815 

W Ala Gly Cys Thr Gly Ala Cys Cys Thr Thr Thr Thr Ala Thr Ala 
ff\ 1820 1825 1830 

hi Thr Thr Gly Cys Thr Ala Ala Ala Thr Cys Thr Gly Ala Ala Ala 
yl 1835 1840 1845 

^ Thr Ala Ala Ala Ala Thr Ala Ala Cys Thr Thr Thr Cys Cys Thr 
HI 1850 1855 I860 

m Thr Cys Cys Ala Cys Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 
^ 1865 1870 1875 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 
1880 1885 1890 



Ala Ala Ala Ala 



<210> 98 

<211> 472 

<212> PRT 

<213> Homo Sapien 



<400> 98 

Met Ser Asn He Tyr He Gin Glu Pro Pro Thr Asn Gly Lys Val 

15 10 15 

Leu Leu Lys Thr Thr Ala Gly Asp He Asp He Glu Leu Trp Ser 
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20 25 30 

Lys Glu Ala Pro Lys Ala Cys Arg Asn Phe He Gin Leu Cys Leu 
35 40 45 

Glu Ala Tyr Tyr Asp Asn Thr He Phe His Arg Val Val Pro Gly 
50 55 60 

Phe He Val Gin Gly Gly Asp Pro Thr Gly Thr Gly Ser Gly Gly 
65 70 75 

Glu Ser He Tyr Gly Ala Pro Phe Lys Asp Glu Phe His Ser Arg 
80 85 90 

Leu Arg Phe Asn Arg Arg Gly Leu Val Ala Met Ala Asn Ala Gly 
95 100 105 

Ser His Asp Asn Gly Ser Gin Phe Phe Phe Thr Leu Gly Arg Ala 
110 115 12 0 

Asp Glu Leu Asn Asn Lys His Thr He Phe Gly Lys Val Thr Gly 
125 130 135 

Asp Thr Val Tyr Asn Met Leu Arg Leu Ser Glu Val Asp He Asp 
140 145 150 

Asp Asp Glu Arg Pro His Asn Pro His Lys He Lys Ser Cys Glu 
155 160 165 

Val Leu Phe Asn Pro Phe Asp Asp He He Pro Arg Glu He Lys 
170 175 180 

Arg Leu Lys Lys Glu Lys Pro Glu Glu Glu Val Lys Lys Leu Lys 
185 " 190 195 

Pro Lys Gly Thr Lys Asn Phe Ser Leu Leu Ser Phe Gly Glu Glu 
200 205 210 

Ala Glu Glu Glu Glu Glu Glu Val Asn Arg Val Ser Gin Ser Met 
215 220 225 

Lys Gly Lys Ser Lys Ser Ser His Asp Leu Leu Lys Asp Asp Pro 
230 235 240 

His Leu Ser Ser Val Pro Val Val Glu Ser Glu Lys Gly Asp Ala 
245 250 255 

Pro Asp Leu Val Asp Asp Gly Glu Asp Glu Ser Ala Glu His Asp 
260 265 270 

Glu Tyr He Asp Gly Asp Glu Lys Asn Leu Met Arg Glu Arg He 
275 280 285 

Ala Lys Lys Leu Lys Lys Asp Thr Ser Ala Asn Val Lys Ser Ala 
290 295 300 

Gly Glu Gly Glu Val Glu Lys Lys Ser Val Ser Arg Ser Glu Glu 
3 05 310 315 
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Leu Arg Lys Glu Ala Arg Gin Leu Lys Arg Glu Leu Leu Ala Ala 
320 325 330 

Lys Gin Lys Lys Val Glu Asn Ala Ala Lys Gin Ala Glu Lys Arg 
335 340 345 

Ser Glu Glu Glu Glu Ala Pro Pro Asp Gly Ala Val Ala Glu Tyr 
350 355 360 

Arg Arg Glu Lys Gin Lys Tyr Glu Ala Leu Arg Lys Gin Gin Ser 
365 370 375 

Lys Lys Gly Thr Ser Arg Glu Asp Gin Thr Leu Ala Leu Leu Asn 
380 385 390 

Gin Phe Lys Ser Lys Leu Thr Gin Ala He Ala Glu Thr Pro Glu 
395 400 405 

Asn Asp He Pro Glu Thr Glu Val Glu Asp Asp Glu Gly Trp Met 
410 415 420 

Ser His Val Leu Gin Phe Glu Asp Lys Ser Arg Lys Val Lys Asp 
425 430 435 

Ala Ser Met Gin Asp Ser Asp Thr Phe Glu He Tyr Asp Pro Arg 
440 445 450 

Asn Pro Val Asn Lys Arg Arg Arg Glu Glu Ser Lys Lys Leu Met 
455 460 465 

Arg Glu Lys Lys Glu Arg Arg 
470 

<210> 99 

<211> 1016 

<212> DNA 

<213> Homo Sapien 

<400> 99 



cttttctgag 


gaaccacagc 


aatgaatggc 


tttgcatcct 


tgcttcgaag 


50 


aaaccaattt 


atcctcctgg 


tactatttct 


tttgcaaatt 


cagagtctgg 


100 


gtctggatat 


tgatagccgt 


cctaccgctg 


aagtctgtgc 


cacacacaca 


150 


atttcaccag 


gacccaaagg 


agatgatggt 


gaaaaaggag 


atccaggaga 


200 


agagggaaag 


catggcaaag 


tgggacgcat 


ggggccgaaa 


ggaattaaag 


250 


gagaactggg 


tgatatggga 


gatcagggca 


atattggcaa 


gactgggccc 


300 


attgggaaga 


agggtgacaa 


aggggaaaaa 


ggtttgcttg 


gaatacctgg 


350 


agaaaaaggc 


aaagcaggta 


ctgtctgtga 


ttgtggaaga taccggaaat 


400 


ttgttggaca 


actggatatt 


agtattgctc 


ggctcaagac 


atctatgaag 


450 


tttgtcaaga 


atgtgatagc 


agggattagg 


gaaactgaag 


agaaattcta 


500 
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ctacatcgtg caggaagaga agaactacag ggaatcccta acccactgca 550 

ggattcgggg tggaatgcta gccatgccca aggatgaagc tgccaacaca 600 

ctcatcgctg actatgttgc caagagtggc ttctttcggg tgttcattgg 650 

cgtgaatgac cttgaaaggg agggacagta catgtccaca gacaacactc 700 

cactgcagaa ctatagcaac tggaatgagg gggaacccag cgacccctat 750 

ggtcatgagg actgtgtgga gatgctgagc tctggcagat ggaatgacac 800 

agagtgccat cttaccatgt actttgtctg tgagttcatc aagaagaaaa 85 0 

agtaacttcc ctcatcctac gtatttgcta ttttcctgtg accgtcatta 900 

cagttattgt tatccatcct ttttttcctg attgtactac atttgatctg 950 

agtcaacata gctagaaaat gctaaactga ggtatggagc ctccatcatc 1000 

aaaaaaaaaa aaaaaa 1016 

<210> 100 
<211> 277 
<212> PRT 
<213> Homo Sapien 

<400> 100 

Met Asn Gly Phe Ala Ser Leu Leu Arg Arg Asn Gin Phe lie Leu 
15 10 15 

Leu Val Leu Phe Leu Leu Gin He Gin Ser Leu Gly Leu Asp He 
20 25 30 

Asp Ser Arg Pro Thr Ala Glu Val Cys Ala Thr His Thr He Ser 
35 40 45 

Pro Gly Pro Lys Gly Asp Asp Gly Glu Lys Gly Asp Pro Gly Glu 
50 55 60 

Glu Gly Lys His Gly Lys Val Gly Arg Met Gly Pro Lys Gly He 
65 70 75 

Lys Gly Glu Leu Gly Asp Met Gly Asp Gin Gly Asn He Gly Lys 
8 0 85 90 

Thr Gly Pro He Gly Lys Lys Gly Asp Lys Gly Glu Lys Gly Leu 
95 100 105 

Leu Gly He Pro Gly Glu Lys Gly Lys Ala Gly Thr Val Cys Asp 
110 115 120 

Cys Gly Arg Tyr Arg Lys Phe Val Gly Gin Leu Asp He Ser He 
125 130 135 

Ala Arg Leu Lys Thr Ser Met Lys Phe Val Lys Asn Val He Ala 
140 145 150 
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Gly He Arg Glu Thr Glu Glu Lys Phe 
155 

Glu Lys Asn Tyr Arg Glu Ser Leu Thr 
170 

Gly Met Leu Ala Met Pro Lys Asp Glu 
185 

Ala Asp Tyr Val Ala Lys Ser Gly Phe 
200 

Val Asn Asp Leu Glu Arg Glu Gly Gin 
215 

Thr Pro Leu Gin Asn Tyr Ser Asn Trp 
230 

Asp Pro Tyr Gly His Glu Asp Cys Val 
245 

Arg Trp Asn Asp Thr Glu Cys His Leu 
260 

Glu Phe He Lys Lys Lys Lys 
275 

<210> 101 
<211> 2747 
<212> DNA 
<213> Homo Sapien 

<400> 101 

gcaacctcag cttctagtat ccagactcca gcgccgcccc gggcgcggac 50 
cccaaccccg acccagagct tctccagcgg cggcgcagcg agcagggctc 100 
cccgccttaa cttcctccgc ggggcccagc caccttcggg agtccgggtt 150 
gcccacctgc aaactctccg ccttctgcac ctgccacccc tgagccagcg 2 00 
cgggcccccg agcgagtcat ggccaacgcg gggctgcagc tgttgggctt 250 
cattctcgcc ttcctgggat ggatcggcgc catcgtcagc actgccctgc 300 
cccagtggag gatttactcc tatgccggcg acaacatcgt gaccgcccag 3 50 
gccatgtacg aggggctgtg gatgtcctgc gtgtcgcaga gcaccgggca 400 
gatccagtgc aaagtctttg actccttgct gaatctgagc agcacattgc 450 
aagcaacccg tgccttgatg gtggttggca tcctcctggg agtgatagca 500 
atctttgtgg ccaccgttgg catgaagtgt atgaagtgct tggaagacga 550 
tgaggtgcag aagatgagga tggctgtcat tgggggtgcg atatttcttc 600 
ttgcaggtct ggctatttta gttgccacag catggtatgg caatagaatc 650 
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Tyr Tyr He Val Gin Glu 
160 165 

His Cys Arg He Arg Gly 
175 180 

Ala Ala Asn Thr Leu He 
190 195 

Phe Arg Val Phe He Gly 
205 210 

Tyr Met Ser Thr Asp Asn 
220 225 

Asn Glu Gly Glu Pro Ser 
235 240 

Glu Met Leu Ser Ser Gly 

250 255 

Thr Met Tyr Phe Val Cys 
265 270 



gttcaagaat tctatgaccc tatgacccca gtcaatgcca ggtacgaatt 700 
tggtcaggct ctcttcactg gctgggctgc tgcttctctc tgccttctgg 750 
gaggtgccct actttgctgt tcctgtcccc gaaaaacaac ctcttaccca 800 
acaccaaggc cctatccaaa acctgcacct tccagcggga aagactacgt 85 0 
gtgacacaga ggcaaaagga gaaaatcatg ttgaaacaaa ccgaaaatgg 900 
acattgagat actatcatta acattaggac cttagaattt tgggtattgt 950 
aatctgaagt atggtattac aaaacaaaca aacaaacaaa aaacccatgt 1000 
gttaaaatac tcagtgctaa acatggctta atcttatttt atcttctttc 1050 
ctcaatatag gagggaagat ttttccattt gtattactgc ttcccattga 1100 
gtaatcatac tcaaatgggg gaaggggtgc tccttaaata tatatagata 1150 
tgtatatata catgtttttc tattaaaaat agacagtaaa atactattct 12 00 
cattatgttg atactagcat acttaaaata tctctaaaat aggtaaatgt 1250 
atttaattcc atattgatga agatgtttat tggtatattt tctttttcgt 1300 
ccttatatac atatgtaaca gtcaaatatc atttactctt cttcattagc 13 5 0 
tttgggtgcc tttgccacaa gacctagcct aatttaccaa ggatgaattc 14 0 0 
tttcaattct tcatgcgtgc ccttttcata tacttatttt attttttacc 1450 
ataatcttat agcacttgca tcgttattaa gcccttattt gttttgtgtt 1500 
tcattggtct ctatctcctg aatctaacac atttcatagc ctacatttta 1550 
gtttctaaag ccaagaagaa tttattacaa atcagaactt tggaggcaaa 1600 
tctttctgca tgaccaaagt gataaattcc tgttgacctt cccacacaat 1650 
ccctgtactc tgacccatag cactcttgtt tgctttgaaa atatttgtcc 1700 
aattgagtag ctgcatgctg ttcccccagg tgttgtaaca caactttatt 1750 
gattgaattt ttaagctact tattcatagt tttatatccc cctaaactac 1800 
ctttttgttc cccattcctt aattgtattg ttttcccaag tgtaattatc 1850 
atgcgtttta tatcttccta ataaggtgtg gtctgtttgt ctgaacaaag 1900 
tgctagactt tctggagtga taatctggtg acaaatattc tctctgtagc 1950 
tgtaagcaag tcacttaatc tttctacctc ttttttctat ctgccaaatt 2000 
gagataatga tacttaacca gttagaagag gtagtgtgaa tattaattag 2 050 
tttatattac tcttattctt tgaacatgaa ctatgcctat gtagtgtctt 2100 
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tatttgctca gctggctgag acactgaaga agtcactgaa caaaacctac 2150 
acacgtacct tcatgtgatt cactgccttc ctctctctac cagtctattt 2200 
ccactgaaca aaacctacac acataccttc atgtggttca gtgccttcct 2250 
ctctctacca gtctatttcc actgaacaaa acctacgcac ataccttcat 2300 
gtggctcagt gccttcctct ctctaccagt ctatttccat tctttcagct 2350 
gtgtctgaca tgtttgtgct ctgttccatt ttaacaactg ctcttacttt 2400 
tccagtctgt acagaatgct atttcacttg agcaagatga tgtaatggaa 2450 
agggtgttgg cactggtgtc tggagacctg gatttgagtc ttggtgctat 2500 
caatcaccgt ctgtgtttga gcaaggcatt tggctgctgt aagcttattg 2550 
cttcatctgt aagcggtggt ttgtaattcc tgatcttccc acctcacagt 2600 
gatgttgtgg ggatccagtg agatagaata catgtaagtg tggttttgta 2650 
atttaaaaag tgctatacta agggaaagaa ttgaggaatt aactgcatac 2 700 
gttttggtgt tgcttttcaa atgtttgaaa ataaaaaaaa tgttaag 2747 

<210> 102 
<211> 211 
<212> PRT 
<213> Homo Sapien 

<400> 102 
Met Ala Asn Ala Gly Leu Gin Leu Leu 
1 5 

Leu Gly Trp He Gly Ala He Val Ser 
2 0 

Arg He Tyr Ser Tyr Ala Gly Asp Asn 
35 

Met Tyr Glu Gly Leu Trp Met Ser Cys 
50 

Gin He Gin Cys Lys Val Phe Asp Ser 
65 

Thr Leu Gin Ala Thr Arg Ala Leu Met 
80 

Gly Val He Ala He Phe Val Ala Thr 
95 

Lys Cys Leu Glu Asp Asp Glu Val Gin 
110 

He Gly Gly Ala He Phe Leu Leu Ala 
125 



Gly Phe He Leu Ala Phe 
10 15 

Thr Ala Leu Pro Gin Trp 
25 30 

He Val Thr Ala Gin Ala 
40 45 

Val Ser Gin Ser Thr Gly 
55 60 

Leu Leu Asn Leu Ser Ser 
70 75 

Val Val Gly He Leu Leu 
85 90 

Val Gly Met Lys Cys Met 
100 105 

Lys Met Arg Met Ala Val 
115 ~ 120 

Gly Leu Ala He Leu Val 
130 135 
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Ala Thr Ala Trp Tyr Gly Asn Arg He Val Gin Glu Phe Tyr Asp 
140 145 150 

Pro Met Thr Pro Val Asn Ala Arg Tyr Glu Phe Gly Gin Ala Leu 
155 160 165 

Phe Thr Gly Trp Ala Ala Ala Ser Leu Cys Leu Leu Gly Gly Ala 
170 175 180 

Leu Leu Cys Cys Ser Cys Pro Arg Lys Thr Thr Ser Tyr Pro Thr 
185 190 195 

Pro Arg Pro Tyr Pro Lys Pro Ala Pro Ser Ser Gly Lys Asp Tyr 
200 205 * 210 



Val 



<210> 103 

<211> 2558 

<212> DNA 

<213> Homo Sapien 



if* ' : 


<400> 103 
cccacgcgtc 


cgcggacgcg 


tgggctggac 


cccaggtctg gagcgaattc 


50 


U 


cagcctgcag 


ggctgataag 


cgaggcatta gtgagattga gagagacttt 


100 




accccgccgt 


ggtggttgga 


gggcgcgcag 


tagagcagca 


gcacaggcgc 


150 




gggtcccggg 


aggccggctc 


tgctcgcgcc gagatgtgga 


atctccttca 


200 


G 


cgaaaccgac 


tcggctgtgg 


ccaccgcgcg 


ccgcccgcgc 


tggctgtgcg 


250 


u 


ctggggcgct 


ggtgctggcg 


ggtggcttct 


ttctcctcgg 


cttcctcttc 


300 




gggtggttta 


taaaatcctc 


caatgaagct 


actaacatta 


ctccaaagca 


350 


i y 


taatatgaaa 


gcatttttgg 


atgaattgaa 


agctgagaac 


atcaagaagt 


400 




tcttacataa 


ttttacacag 


ataccacatt 


tagcaggaac 


agaacaaaac 


450 




tttcagcttg 


caaagcaaat 


tcaatcccag 


tggaaagaat 


ttggcctgga 


500 




ttctgttgag 


ctagctcatt 


atgatgtcct 


gttgtcctac 


ccaaataaga 


550 




ctcatcccaa 


ctacatctca 


ataattaatg 


aagatggaaa 


tgagattttc 


600 




aacacatcat 


tatttgaacc 


acctcctcca ggatatgaaa atgtttcgga 


650 




tattgtacca 


cctttcagtg 


ctttctctcc 


tcaaggaatg 


ccagagggcg 


700 




atctagtgta 


tgttaactat 


gcacgaactg 


aagacttctt 


taaattggaa 


750 




cgggacatga 


aaatcaattg 


ctctgggaaa 


attgtaattg 


ccagatatgg 


800 




gaaagttttc 


agaggaaata 


aggttaaaaa 


tgcccagctg 


gcaggggcca 


850 
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aaggagtcat tctctactcc gaccctgctg actactttgc tcctggggtg 900 
aagtcctatc cagacggttg gaatcttcct ggaggtggtg tccagcgtgg 950 
aaatatccta aatctgaatg gtgcaggaga ccctctcaca ccaggttacc 1000 
cagcaaatga atatgcttat aggcgtggaa ttgcagaggc tgttggtctt 1050 
ccaagtattc ctgttcatcc aattggatac tatgatgcac agaagctcct 110 0 
agaaaaaatg ggtggctcag caccaccaga tagcagctgg agaggaagtc 115 0 
tcaaagtgcc ctacaatgtt ggacctggct ttactggaaa cttttctaca 1200 
caaaaagtca agatgcacat ccactctacc aatgaagtga cgagaattta 1250 
caatgtgata ggtactctca gaggagcagt ggaaccagac agatatgtca 13 0 0 
ttctgggagg tcaccgggac tcatgggtgt ttggtggtat tgaccctcag 1350 
agtggagcag ctgttgttca tgaaattgtg aggagctttg gaacactgaa 14 00 
aaaggaaggg tggagaccta gaagaacaat tttgtttgca agctgggatg 1450 
cagaagaatt tggtcttctt ggttctactg agtgggcaga ggagaattca 1500 
agactccttc aagagcgtgg cgtggcttat attaatgctg actcatctat 1550 
agaaggaaac tacactctga gagttgattg tacaccgctg atgtacagct 16 00 
tggtacacaa cctaacaaaa gagctgaaaa gccctgatga aggctttgaa 1650 
ggcaaatctc tttatgaaag ttggactaaa aaaagtcctt ccccagagtt 1700 
cagtggcatg cccaggataa gcaaattggg atctggaaat gattttgagg 175 0 
tgttcttcca acgacttgga attgcttcag gcagagcacg gtatactaaa 18 00 
aattgggaaa caaacaaatt cagcggctat ccactgtatc acagtgtcta 1850 
tgaaacatat gagttggtgg aaaagtttta tgatccaatg tttaaatatc 1900 
acctcactgt ggcccaggtt cgaggaggga tggtgtttga gctagccaat 1950 
tccatagtgc tcccttttga ttgtcgagat tatgctgtag ttttaagaaa 2000 
gtatgctgac aaaatctaca gtatttctat gaaacatcca caggaaatga 2 050 
agacatacag tgtatcattt gattcacttt tttctgcagt aaagaatttt 2100 
acagaaattg cttccaagtt cagtgagaga ctccaggact ttgacaaaag 2150 
caacccaata gtattaagaa tgatgaatga tcaactcatg tttctggaaa 2200 
gagcatttat tgatccatta gggttaccag acaggccttt ttataggcat 22 50 
gtcatctatg ctccaagcag ccacaacaag tatgcagggg agtcattccc 2300 
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aggaatttat gatgctctgt ttgatattga aagcaaagtg gacccttcca 23 50 

aggcctgggg agaagtgaag agacagattt atgttgcagc cttcacagtg 2400 

caggcagctg cagagacttt gagtgaagta gcctaagagg attttttaga 2450 

gaatccgtat tgaatttgtg tggtatgtca ctcagaaaga atcgtaatgg 2500 

gtatattgat aaattttaaa attggtatat ttgaaataaa gttgaatatt 2550 

atatataa 2558 

<210> 104 
<211> 750 
<212> PRT 
<213> Homo Sapien 

<400> 104 

Met Trp Asn Leu Leu His Glu Thr Asp Ser Ala Val Ala Thr Ala 
15 10 15 

Arg Arg Pro Arg Trp Leu Cys Ala Gly Ala Leu Val Leu Ala Gly 
2 0 25 3 0 

Gly Phe Phe Leu Leu Gly Phe Leu Phe Gly Trp Phe He Lys Ser 
35 40 45 

Ser Asn Glu Ala Thr Asn He Thr Pro Lys His Asn Met Lys Ala 
50 55 60 

Phe Leu Asp Glu Leu Lys Ala Glu Asn He Lys Lys Phe Leu His 
65 70 75 

Asn Phe Thr Gin He Pro His Leu Ala Gly Thr Glu Gin Asn Phe 
80 85 90 

Gin Leu Ala Lys Gin He Gin Ser Gin Trp Lys Glu Phe Gly Leu 
95 100 105 

Asp Ser Val Glu Leu Ala His Tyr Asp Val Leu Leu Ser Tyr Pro 
110 115 120 

Asn Lys Thr His Pro Asn Tyr He Ser He He Asn Glu Asp Gly 
125 130 135 

Asn Glu He Phe Asn Thr Ser Leu Phe Glu Pro Pro Pro Pro Gly 
140 145 150 

Tyr Glu Asn Val Ser Asp He Val Pro Pro Phe Ser Ala Phe Ser 
155 160 165 

Pro Gin Gly Met Pro Glu Gly Asp Leu Val Tyr Val Asn Tyr Ala 
170 175 180 

Arg Thr Glu Asp Phe Phe Lys Leu Glu Arg Asp Met Lys He Asn 
185 190 195 

Cys Ser Gly Lys He Val He Ala Arg Tyr Gly Lys Val Phe Arg 
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200 205 210 

Glv Asn Lys Val Lys Asn Ala Gin Leu Ala Gly Ala Lys Gly Val 
215 220 225 

He Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Gly Val Lys 
230 235 240 

Ser Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gin Arg 
245 250 255 

Gly Asn He Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro 
260 265 270 

Gly Tyr Pro Ala Asn Glu Tyr Ala Tyr Arg Arg Gly He Ala Glu 
275 280 285 

Ala Val Gly Leu Pro Ser He Pro Val His Pro He Gly Tyr Tyr 
290 295 300 

Asp Ala Gin Lys Leu Leu Glu Lys Met Gly Gly Ser Ala Pro Pro 
305 310 315 

Asp Ser Ser Trp Arg Gly Ser Leu Lys Val Pro Tyr Asn Val Gly 
320 325 330 

Pro Gly Phe Thr Gly Asn Phe Ser Thr Gin Lys Val Lys Met His 
335 340 345 

He His Ser Thr Asn Glu Val Thr Arg He Tyr Asn Val He Gly 
350 355 360 

Thr Leu Arg Gly Ala Val Glu Pro Asp Arg Tyr Val He Leu Gly 
365 370 375 

Gly His Arg Asp Ser Trp Val Phe Gly Gly He Asp Pro Gin Ser 
380 385 390 

Gly Ala Ala Val Val His Glu He Val Arg Ser Phe Gly Thr Leu 
395 400 405 

Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr He Leu Phe Ala Ser 
410 ~ " 415 420 

Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr Glu Trp Ala 
425 430 435 

Glu Glu Asn Ser Arg Leu Leu Gin Glu Arg Gly Val Ala Tyr He 
440 445 450 

Asn Ala Asp Ser Ser He Glu Gly Asn Tyr Thr Leu Arg Val Asp 
455 460 465 

Cys Thr Pro Leu Met Tyr Ser Leu Val His Asn Leu Thr Lys Glu 
470 475 480 

Leu Lys Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu 
485 490 495 
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Ser Trp Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro 
500 505 510 

Arg He Ser Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe 
515 520 525 

Gin Arg Leu Gly He Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn 
530 535 540 

Trp Glu Thr Asn Lys Phe Ser Gly Tyr Pro Leu Tyr His Ser Val 
545 550 555 

Tyr Glu Thr Tyr Glu Leu Val Glu Lys Phe Tyr Asp Pro Met Phe 
560 565 570 

Lys Tyr His Leu Thr Val Ala Gin Val Arg Gly Gly Met Val Phe 
575 580 585 

Glu Leu Ala Asn Ser He Val Leu Pro Phe Asp Cys Arg Asp Tyr 
590 595 600 

Ala Val Val Leu Arg Lys Tyr Ala Asp Lys He Tyr Ser He Ser 
605 610 615 

Met Lys His Pro Gin Glu Met Lys Thr Tyr Ser Val Ser Phe Asp 
620 625 630 

Ser Leu Phe Ser Ala Val Lys Asn Phe Thr Glu He Ala Ser Lys 
635 640 645 

Phe Ser Glu Arg Leu Gin Asp Phe Asp Lys Ser Asn Pro He Val 
650 655 660 

Leu Arg Met Met Asn Asp Gin Leu Met Phe Leu Glu Arg Ala Phe 
665 670 675 

He Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg His Val 
680 685 690 

He Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser Phe 
695 700 705 

Pro Gly He Tyr Asp Ala Leu Phe Asp He Glu Ser Lys Val Asp 
710 715 720 

Pro Ser Lys Ala Trp Gly Glu Val Lys Arg Gin He Tyr Val Ala 
725 730 735 

Ala Phe Thr Val Gin Ala Ala Ala Glu Thr Leu Ser Glu Val Ala 
740 745 750 



<210> 105 

<211> 2857 

<212> DNA 

<213> Homo Sapien 



<400> 105 

tgaagagtaa tagttggaat caaaagagtc aacgcaatga actgttattt 50 



actgctgcgt tttatgttgg gaattcctct cctatggcct tgtcttggag 100 
caacagaaaa ctctcaaaca aagaaagtca agcagccagt gcgatctcat 150 
ttgagagtga agcgtggctg ggtgtggaac caattttttg taccagagga 2 00 
aatgaatacg actagtcatc acatcggcca gctaagatct gatttagaca 250 
atggaaacaa ttctttccag tacaagcttt tgggagctgg agctggaagt 3 00 
acttttatca ttgatgaaag aacaggtgac atatatgcca tacagaagct 3 50 
tgatagagag gagcgatccc tctacatctt aagagcccag gtaatagaca 4 00 
tcgctactgg aagggctgtg gaacctgagt ctgagtttgt catcaaagtt 450 
tcggatatca atgacaatga accaaaattc ctagatgaac cttatgaggc 500 
cattgtacca gagatgtctc cagaaggaac attagttatc caggtgacag 550 
caagtgatgc tgacgatccc tcaagtggta ataatgctcg tctcctctac 600 
agcttacttc aaggccagcc atatttttct gttgaaccaa caacaggagt 650 
6 cataagaata tcttctaaaa tggatagaga actgcaagat gagtattggg 700 
n\ taatcattca agccaaggac atgattggtc agccaggagc gttgtctgga 750 
acaacaagtg tattaattaa actttcagat gttaatgaca ataagcctat 8 00 
Cm atttaaagaa agtttatacc gcttgactgt ctctgaatct gcacccactg 850 
ggacttctat aggaacaatc atggcatatg ataatgacat aggagagaat 90 0 
P gcagaaatgg attacagcat tgaagaggat gattcgcaaa catttgacat 950 

II! tattactaat catgaaactc aagaaggaat agttatatta aaaaagaaag 1000 

PI 

PI tggattttga gcaccagaac cactacggta ttagagcaaa agttaaaaac 1050 
catcatgttc ctgagcagct catgaagtac cacactgagg cttccaccac 1100 
tttcattaag atccaggtgg aagatgttga tgagcctcct cttttcctcc 1150 
ttccatatta tgtatttgaa gtttttgaag aaaccccaca gggatcattt 12 00 
gtaggcgtgg tgtctgccac agacccagac aataggaaat ctcctatcag 1250 
gtattctatt actaggagca aagtgttcaa tatcaatgat aatggtacaa 13 00 
tcactacaag taactcactg gatcgtgaaa tcagtgcttg gtacaaccta 1350 
agtattacag ccacagaaaa atacaatata gaacagatct cttcgatccc 1400 
actgtatgtg caagttctta acatcaatga tcatgctcct gagttctctc 1450 
aatactatga gacttatgtt tgtgaaaatg caggctctgg tcaggtaatt 1500 
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cagactatca gtgcagtgga tagagatgaa tccatagaag agcaccattt 1550 

ttactttaat ctatctgtag aagacactaa caattcaagt tttacaatca 1600 

tagataatca agataacaca gctgtcattt tgactaatag aactggtttt 1650 

aaccttcaag aagaacctgt cttctacatc tccatcttaa ttgccgacaa 1700 

tggaatcccg tcacttacaa gtacaaacac ccttaccatc catgtctgtg 1750 

actgtggtga cagtgggagc acacagacct gccagtacca ggagcttgtg 1800 

ctttccatgg gattcaagac agaagttatc attgctattc tcatttgcat 1850 

tatgatcata tttgggttta tttttttgac tttgggttta aaacaacgga 1900 

gaaaacagat tctatttcct gagaaaagtg aagatttcag agagaatata 195 0 

ttccaatatg atgatgaagg gggtggagaa gaagatacag aggcctttga 20 00 

tatagcagag ctgaggagta gtaccataat gcgggaacgc aagactcgga 2050 

aaaccacaag cgctgagatc aggagcctat acaggcagtc tttgcaagtt 2100 

ggccccgaca gtgccatatt caggaaattc attctggaaa agctcgaaga 2150 

agctaatact gatccgtgtg cccctccttt tgattccctc cagacctacg 22 00 

cttttgaggg aacagggtca ttagctggat ccctgagctc cttagaatca 2250 

gcagtctctg atcaggatga aagctatgat taccttaatg agttgggacc 2300 

tcgctttaaa agattagcat gcatgtttgg ttctgcagtg cagtcaaata 2350 

attagggctt tttaccatca aaatttttaa aagtgctaat gtgtattcga 2400 

acccaatggt agtcttaaag agttttgtgc cctggctcta tggcggggaa 2450 

agccctagtc tatggagttt tctgatttcc ctggagtaaa tactccatgg 2500 

ttattttaag ctacctacat gctgtcattg aacagagatg tggggagaaa 2550 

tgtaaacaat cagctcacag gcatcaatac aaccagattt gaagtaaaat 2600 

aatgtaggaa gatattaaaa gtagatgaga ggacacaaga tgtagtcgat 26 50 

ccttatgcga ttatatcatt atttacttag gaaagagtaa aaataccaaa 2700 

cgagaaaatt taaaggagca aaaatttgca agtcaaatag aaatgtacaa 2750 

atcgagataa catttacatt tctatcatat tgacatgaaa attgaaaatg 2800 

tatagtcaga gaaattttca tgaattattc catgaagtat tgtttccttt 2850 

atttaaa 2857 

<210> 106 
<211> 772 
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<212> PRT 

<213> Homo Sapien 

<400> 106 

Met Asn Cys Tyr Leu Leu Leu Arg Phe Met Leu Gly He Pro Leu 
1 5 10 15 

Leu Trp Pro Cys Leu Gly Ala Thr Glu Asn Ser Gin Thr Lys Lys 
20 25 30 

Val Lys Gin Pro Val Arg Ser His Leu Arg Val Lys Arg Gly Trp 
35 40 45 

Val Trp Asn Gin Phe Phe Val Pro Glu Glu Met Asn Thr Thr Ser 
50 55 60 

His His He Gly Gin Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn 
65 70 75 

Ser Phe Gin Tyr Lys Leu Leu Gly Ala Gly Ala Gly Ser Thr Phe 
80 85 90 

H 1 He He Asp Glu Arg Thr Gly Asp He Tyr Ala He Gin Lys Leu 
p 95 100 105 

m Asp Arg Glu Glu Arg Ser Leu Tyr He Leu Arg Ala Gin Val He 

z: ^ 110 115 120 

ry 

W Asp He Ala Thr Gly Arg Ala Val Glu Pro Glu Ser Glu Phe Val 

ft? " 125 130 135 

lie Lys Val Ser Asp He Asn Asp Asn Glu Pro Lys Phe Leu Asp 
L 5 "* 14 0 145 150 

1^ Glu Pro Tyr Glu Ala He Val Pro Glu Met Ser Pro Glu Gly Thr 
\£ 155 160 165 

Leu Val He Gin Val Thr Ala Ser Asp Ala Asp Asp Pro Ser Ser 
:?! 170 175 180 

Gly Asn Asn Ala Arg Leu Leu Tyr Ser Leu Leu Gin Gly Gin Pro 
185 190 195 

Tyr Phe Ser Val Glu Pro Thr Thr Gly Val He Arg He Ser Ser 
200 205 210 

Lys Met Asp Arg Glu Leu Gin Asp Glu Tyr Trp Val He He Gin 
215 220 225 

Ala Lys Asp Met He Gly Gin Pro Gly Ala Leu Ser Gly Thr Thr 
230 235 240 

Ser Val Leu He Lys Leu Ser Asp Val Asn Asp Asn Lys Pro He 
245 250 255 

Phe Lys Glu Ser Leu Tyr Arg Leu Thr Val Ser Glu Ser Ala Pro 
260 265 270 
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til 

is • 



Thr Gly Thr Ser He Gly Thr He Met Ala Tyr Asp Asn Asp He 
275 280 285 

Gly Glu Asn Ala Glu Met Asp Tyr Ser He Glu Glu Asp Asp Ser 
290 295 300 

Gin Thr Phe Asp He He Thr Asn His Glu Thr Gin Glu Gly He 
305 310 315 

Val He Leu Lys Lys Lys Val Asp Phe Glu His Gin Asn His Tyr 
320 325 330 

Gly He Arg Ala Lys Val Lys Asn His His Val Pro Glu Gin Leu 
335 340 345 

Met Lys Tyr His Thr Glu Ala Ser Thr Thr Phe He Lys He Gin 
350 355 360 

Val Glu Asp Val Asp Glu Pro Pro Leu Phe Leu Leu Pro Tyr Tyr 
365 370 375 

Val Phe Glu Val Phe Glu Glu Thr Pro Gin Gly Ser Phe Val Gly 
380 385 390 

Val Val Ser Ala Thr Asp Pro Asp Asn Arg Lys Ser Pro He Arg 
395 400 405 

Tyr Ser He Thr Arg Ser Lys Val Phe Asn He Asn Asp Asn Gly 
yi ' 410 415 420 

flfi Thr He Thr Thr Ser Asn Ser Leu Asp Arg Glu He Ser Ala Trp 
J 425 430 435 

H Tyr Asn Leu Ser He Thr Ala Thr Glu Lys Tyr Asn He Glu Gin 
H l; ' 440 445 450 

iff He Ser Ser He Pro Leu Tyr Val Gin Val Leu Asn He Asn Asp 
m 455 460 465 

iy His Ala Pro Glu Phe Ser Gin Tyr Tyr Glu Thr Tyr Val Cys Glu 

470 475 480 

Asn Ala Gly Ser Gly Gin Val He Gin Thr He Ser Ala Val Asp 
485 490 495 

Arg Asp Glu Ser He Glu Glu His His Phe Tyr Phe Asn Leu Ser 
500 505 510 

Val Glu Asp Thr Asn Asn Ser Ser Phe Thr He He Asp Asn Gin 
515 520 525 

Asp Asn Thr Ala Val He Leu Thr Asn Arg Thr Gly Phe Asn Leu 
530 535 540 

Gin Glu Glu Pro Val Phe Tyr He Ser He Leu He Ala Asp Asn 
545 550 555 

Gly He Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr He His Val 
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560 565 570 

Cys Asp Cys Gly Asp Ser Gly Ser Thr Gin Thr Cys Gin Tyr Gin 
575 " 580 585 

Glu Leu Val Leu Ser Met Gly Phe Lys Thr Glu Val He He Ala 
590 595 600 

He Leu He Cys He Met He He Phe Gly Phe He Phe Leu Thr 
605 610 615 

Leu Gly Leu Lys Gin Arg Arg Lys Gin He Leu Phe Pro Glu Lys 
620 625 630 

Ser Glu Asp Phe Arg Glu Asn He Phe Gin Tyr Asp Asp Glu Gly 
635 640 645 

Gly Gly Glu Glu Asp Thr Glu Ala Phe Asp He Ala Glu Leu Arg 
650 655 660 

Ser Ser Thr He Met Arg Glu Arg Lys Thr Arg Lys Thr Thr Ser 
665 670 675 

Ala Glu He Arg Ser Leu Tyr Arg Gin Ser Leu Gin Val Gly Pro 
680 685 690 

Asp Ser Ala He Phe Arg Lys Phe He Leu Glu Lys Leu Glu Glu 
695 700 705 

Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser Leu Gin Thr 
710 715 720 

Tyr Ala Phe Glu Gly Thr Gly Ser Leu Ala Gly Ser Leu Ser Ser 
725 730 735 

Leu Glu Ser Ala Val Ser Asp Gin Asp Glu Ser Tyr Asp Tyr Leu 
740 745 750 

Asn Glu Leu Gly Pro Arg Phe Lys Arg Leu Ala Cys Met Phe Gly 
755 760 765 

Ser Ala Val Gin Ser Asn Asn 
770 

<210> 107 

<211> 2478 

<212> DNA 

<213> Homo Sapien 

<400> 107 

atctggttga actacttaag cttaatttgt taaactccgg taagtaccta 50 
gcccacatga tttgactcag agattctctt ttgtccacag acagtcatct 100 
caggggcaga aagaaaagag ctcccaaatg ctatatctat tcaggggctc 150 
tcaagaacaa tggaatatca tcctgattta gaaaatttgg atgaagatgg 200 
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atatactcaa ttacacttcg actctcaaag caataccagg atagctgttg 250 
tttcagagaa aggatcgtgt gctgcatctc ctccttggcg cctcattgct 3 00 
gtaattttgg gaatcctatg cttggtaata ctggtgatag ctgtggtcct 350 
gggtaccatg ggggttcttt ccagcccttg tcctcctaat tggattatat 400 
atgagaagag ctgttatcta ttcagcatgt cactaaattc ctgggatgga 450 
agtaaaagac aatgctggca actgggctct aatctcctaa agatagacag 500 
ctcaaatgaa ttgggattta tagtaaaaca agtgtcttcc caacctgata 550 
attcattttg gataggcctt tctcggcccc agactgaggt accatggctc 600 
tgggaggatg gatcaacatt ctcttctaac ttatttcaga tcagaaccac 650 
agctacccaa gaaaacccat ctccaaattg tgtatggatt cacgtgtcag 7 00 
tcatttatga ccaactgtgt agtgtgccct catatagtat ttgtgagaag 7 50 
y, aagttttcaa tgtaagagga agggtggaga aggagagaga aatatgtgag 800 
JS: gtagtaagga ggacagaaaa cagaacagaa aagagtaaca gctgaggtca 85 0 
ST agataaatgc agaaaatgtt tagagagctt ggccaactgt aatcttaacc 900 

m ? 

||1 aagaaattga agggagaggc tgtgatttct gtatttgtcg acctacaggt 950 

S! aggctagtat tatttttcta gttagtagat ccctagacat ggaatcaggg 1000 

'¥ 1 

% cagccaagct tgagttttta ttttttattt atttattttt ttgagatagg 1050 

gtctcacttt gttacccagg ctggagtgca gtggcacaat ctcgactcac 1100 
K tgcagctatc tctcgcctca gcccctcaag tagctgggac tacaggtgca 1150 
O tgccaccatg ccaggctaat ttttggtgtt ttttgtagag actgggtttt 1200 

as: * 

s L4 

gccatgttga ccaagctggt ctctaactcc tgggcttaag tgatctgccc 1250 
gccttggcct cccaaagtgc tgggattaca gatgtgagcc accacacctg 1300 
gccccaagct tgaattttca ttctgccatt gacttggcat ttaccttggg 13 50 
taagccataa gcgaatctta atttctggct ctatcagagt tgtttcatgc 1400 
tcaacaatgc cattgaagtg cacggtgtgt tgccacgatt tgaccctcaa 1450 
cttctagcag tatatcagtt atgaactgag ggtgaaatat atttctgaat 1500 
agctaaatga agaaatggga aaaaatcttc accacagtca gagcaatttt 1550 
attattttca tcagtatgat cataattatg attatcatct tagtaaaaag 1600 
caggaactcc tactttttct ttatcaatta aatagctcag agagtacatc 1650 
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tgccatatct ctaatagaat 


cttttttttt 


tttttttttt 


tttgagacag 


1700 


agtttcgctc ttgttgccca 


ggctggagtg 


caacggcacg 


atctcggctc 


1750 


accgcaacct ccgccccctg 


ggttcaagca 


attctcctgc 


ctcagcctcc 


1800 


caagtagctg ggattacagt 


caggcaccac 


cacacccggc 


taattttgta 


1850 


tttttttagt agagacaggg 


tttctccatg 


tcggtcaggg 


tagtcccgaa 


1900 


ctcctgacct caagtgatct 


gcctgcctcg 


gcctcccaag 


tgctgggatt 


1950 


acaggcgtga gccactgcac 


ccagcctaga 


atcttgtata 


atatgtaatt 


2000 


gtagggaaac tgctctcata 


ggaaagtttt 


ctgcttttta 


aatacaaaaa 


2050 


tacataaaaa tacataaaat 


ctgatgatga 


atataaaaaa gtaaccaacc 


2100 


tcattggaac aagtattaac 


attttggaat 


atgttttatt 


agttttgtga 


2150 


tgtactgttt tacaattttt 


accatttttt 


tcagtaatta 


ctgtaaaatg 


2200 


gtattattgg aatgaaacta 


tatttcctca 


tgtgctgatt 


tgtcttattt 


2250 


ttttcatact ttcccactgg 


tgctattttt 


atttccaatg gatatttctg 


2300 


tattactagg gaggcattta 


cagtcctcta 


atgttgatta 


atatgtgaaa 


2350 


agaaattgta ccaattttac 


taaattatgc 


agtttaaaat 


ggatgatttt 


2400 


atgttatgtg gatttcattt 


caataaaaaa 


aaactcttat 


caaaaaaaaa 


2450 


aaaaaaaaaa aaaaaaaaaa 


aaaaaaaa 2478 







<210> 108 
<211> 201 
<212> PRT 
<213> Homo Sapien 

<400> 108 

Met Glu Tyr His Pro Asp Leu Glu Asn Leu Asp Glu Asp Gly Tyr 
1 "5 10 15 

Thr Gin Leu His Phe Asp Ser Gin Ser Asn Thr Arg He Ala Val 
20 25 30 

Val Ser Glu Lys Gly Ser Cys Ala Ala Ser Pro Pro Trp Arg Leu 
35 40 45 

He Ala Val He Leu Gly He Leu Cys Leu Val He Leu Val He 
50 55 60 

Ala Val Val Leu Gly Thr Met Gly Val Leu Ser Ser Pro Cys Pro 
65 70 75 

Pro Asn Trp He He Tyr Glu Lys Ser Cys Tyr Leu Phe Ser Met 
80 85 90 
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Ser Leu Asn Ser Trp Asp Gly Ser Lys 
95 

Gly Ser Asn Leu Leu Lys He Asp Ser 
110 

He Val Lys Gin Val Ser Ser Gin Pro 
12 5 

Gly Leu Ser Arg Pro Gin Thr Glu Val 
140 

Gly Ser Thr Phe Ser Ser Asn Leu Phe 
155 

Thr Gin Glu Asn Pro Ser Pro Asn Cys 
170 

Val He Tyr Asp Gin Leu Cys Ser Val 
185 

Glu Lys Lys Phe Ser Met 
200 

<210> 109 

<211> 2819 

<212> DNA 

<213> Homo Sapien 

<400> 109 



ctgcaagttg 


ttaacgccta 


acacacaagt 


atgttaggct 


tccaccaaag 


50 


tcctcaatat 


acctgaatac 


gcacaatatc 


ttaactcttc 


atatttggtt 


100 


ttgggatctg 


ctttgaggtc 


ccatcttcat 


ttaaaaaaaa 


atacagagac 


150 


ctacctaccc 


gtacgcatac 


atacatatgt 


gtatatatat 


gtaaactaga 


200 


caaagatcgc 


agatcataaa 


gcaagctctg 


ctttagtttc 


caagaagatt 


250 


acaaagaatt 


tagagatgta 


tttgtcaaga tccctgtcga ttcatgccct 


300 


ttgggttacg 


gtgtcctcag 


tgatgcagcc 


ctaccctttg gtttggggac 


350 


attatgattt 


gtgtaagact 


cagatttaca 


cggaagaagg 


gaaagtttgg 


400 


gattacatgg 


cctgccagcc 


ggaatccacg 


gacatgacaa 


aatatctgaa 


450 


agtgaaactc 


gatcctccgg 


atattacctg 


tggagaccct 


cctgagacgt 


500 


tctgtgcaat 


gggcaatccc 


tacatgtgca 


ataatgagtg 


tgatgcgagt 


550 


acccctgagc 


tggcacaccc 


ccctgagctg 


atgtttgatt 


ttgaaggaag 


600 


acatccctcc 


acattttggc 


agtctgccac 


ttggaaggag 


tatcccaagc 


650 


ctctccaggt 


taacatcact 


ctgtcttgga gcaaaaccat 


tgagctaaca 


700 



Arg Gin 
100 

Ser Asn 
115 

Asp Asn 
130 

Pro Trp 
145 

Gin He 
160 

Val Trp 
175 

Pro Ser 

190 



Cys Trp 
Glu Leu 
Ser Phe 
Leu Trp 
Arg Thr 
He His 
Tyr Ser 



Gin Leu 
105 

Gly Phe 
120 

Trp He 
135 

Glu Asp 
150 

Thr Ala 

165 

Val Ser 
180 

He Cys 
195 
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gacaacatag ttattacctt tgaatctggg cgtccagacc aaatgatcct 750 
ggagaagtct ctcgattatg gacgaacatg gcagccctat cagtattatg 800 
ccacagactg cttagatgct tttcacatgg atcctaaatc cgtgaaggat 850 
ttatcacagc atacggtctt agaaatcatt tgcacagaag agtactcaac 90 0 
agggtataca acaaatagca aaataatcca ctttgaaatc aaagacaggt 950 
tcgcgctttt tgctggacct cgcctacgca atatggcttc cctctacgga 1000 
cagctggata caaccaagaa actcagagat ttctttacag tcacagacct 1050 
gaggataagg ctgttaagac cagccgttgg ggaaatattt gtagatgagc 1100 
tacacttggc acgctacttt tacgcgatct cagacataaa ggtgcgagga 1150 
aggtgcaagt gtaatctcca tgccactgta tgtgtgtatg acaacagcaa 1200 
attgacatgc gaatgtgagc acaacactac aggtccagac tgtgggaaat 125 0 
gcaagaagaa ttatcagggc cgaccttgga gtccaggctc ctatctcccc 13 00 
atccccaaag gcactgcaaa tacctgtatc cccagtattt ccagtattgg 1350 
tacgaatgtc tgcgacaacg agctcctgca ctgccagaac ggagggacgt 1400 
gccacaacaa cgtgcgctgc ctgtgcccgg ccgcatacac gggcatcctc 145 0 
tgcgagaagc tgcggtgcga ggaggctggc agctgcggct ccgactctgg 1500 
ccagggcgcg cccccgcacg gcaccccagc gctgctgctg ctgaccacgc 1550 
tgctgggaac cgccagcccc ctggtgttct aggtgtcacc tccagccaca 16 00 
ccggacgggc ctgtgccgtg gggaagcaga cacaacccaa acatttgcta 1650 
ctaacatagg aaacacacac atacagacac ccccactcag acagtgtaca 1700 
aactaagaag gcctaactga actaagccat atttatcacc cgtggacagc 1750 
acatccgagt caagactgtt aatttctgac tccagaggag ttggcagctg 1800 
ttgatattat cactgcaaat cacattgcca gctgcagagc atattgtgga 1850 
ttggaaaggc tgcgacagcc ccccaaacag gaaagacaaa aaacaaacaa 1900 
atcaaccgac ctaaaaacat tggctactct agcgtggtgc gccctagtac 1950 
gactccgccc agtgtgtgga ccaaccaaat agcattcttt gctgtcaggt 2000 
gcattgtggg cataaggaaa tctgttacaa gctgccatat tggcctgctt 2050 
ccgtccctga atcccttcca acctgtgctt tagtgaacgt tgctctgtaa 2100 
ccctcgttgg ttgaaagatt tctttgtctg atgttagtga tgcacatgtg 2150 



206 



taacagcccc 


ctctaaaagc 


gcaagccagt 


catacccctg tatatcttag 


2200 


cagcactgag 


tccagtgcga gcacacaccc 


actatacaag agtggctata 


2250 


ggaaaaaaga 


aagtgtatct 


atccttttgt 


attcaaatga agttattttt 


2300 


cttgaactac 


tgtaatatgt 


agattttttg 


tattattgcc aatttgtgtt 


2350 


accagacaat 


ctgttaatgt 


atctaattcg aatcagcaaa gactgacatt 


2400 


ttattttgtc 


ctctttcgtt 


ctgttttgtt 


tcactgtgca gagatttctc 


2450 


tgtaagggca 


acgaacgtgc 


tggcatcaaa 


gaatatcagt ttacatatat 


2500 


aacaagtgta 


ataagattcc 


accaaaggac 


attctaaatg ttttcttgtt 


2550 


gctttaacac 


tggaagattt 


aaagaataaa 


aactcctgca taaacgattt 


2600 


caggaatttg 


tattgcaatt 


tcttaagatg 


aaaggaacag ccaccaagca 


2650 


gtttcacact 


cactttactg 


atttctgtgt 


ggactgagta cattcagctg 


2700 


acgaatttag 


ttcccaggaa 


gatggattga 


tgttcactag cttggacaac 


2750 


ttctgcaaaa 


tatgagacta tttccacttg ggaaaaatta caacagcaaa 


2800 


aaaaaaaaaa 


aaaaaaaaa 2 819 







<210> 110 
<211> 438 
<212> PRT 
<213> Homo Sapien 

<400> 110 

Met Tyr Leu Ser Arg Ser Leu Ser lie His Ala Leu Trp Val Thr 
15 10 15 

Val Ser Ser Val Met Gin Pro Tyr Pro Leu Val Trp Gly His Tyr 
20 25 30 

Asp Leu Cys Lys Thr Gin He Tyr Thr Glu Glu Gly Lys Val Trp 
35 40 45 

Asp Tyr Met Ala Cys Gin Pro Glu Ser Thr Asp Met Thr Lys Tyr 
50 55 60 

Leu Lys Val Lys Leu Asp Pro Pro Asp He Thr Cys Gly Asp Pro 
65 ~ 70 75 

Pro Glu Thr Phe Cys Ala Met Gly Asn Pro Tyr Met Cys Asn Asn 
80 85 90 

Glu Cys Asp Ala Ser Thr Pro Glu Leu Ala His Pro Pro Glu Leu 
95 100 105 

Met Phe Asp Phe Glu Gly Arg His Pro Ser Thr Phe Trp Gin Ser 
110 115 120 
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Ala Thr Trp Lys Glu Tyr Pro Lys Pro Leu Gin Val Asn He Thr 
125 130 135 

Leu Ser Trp Ser Lys Thr He Glu Leu Thr Asp Asn He Val He 
140 145 150 

Thr Phe Glu Ser Gly Arg Pro Asp Gin Met He Leu Glu Lys Ser 
155 160 165 

Leu Asp Tyr Gly Arg Thr Trp Gin Pro Tyr Gin Tyr Tyr Ala Thr 
~ 170 175 180 

Asp Cys Leu Asp Ala Phe His Met Asp Pro Lys Ser Val Lys Asp 
185 190 195 

Leu Ser Gin His Thr Val Leu Glu He He Cys Thr Glu Glu Tyr 
200 205 210 

Ser Thr Gly Tyr Thr Thr Asn Ser Lys He He His Phe Glu He 
215 220 225 

Lys Asp Arg Phe Ala Leu Phe Ala Gly Pro Arg Leu Arg Asn Met 
230 235 240 

Ala Ser Leu Tyr Gly Gin Leu Asp Thr Thr Lys Lys Leu Arg Asp 
245 250 255 

Phe Phe Thr Val Thr Asp Leu Arg He Arg Leu Leu Arg Pro Ala 
260 265 270 

Val Gly Glu He Phe Val Asp Glu Leu His Leu Ala Arg Tyr Phe 
275 280 285 

Tyr Ala He Ser Asp He Lys Val Arg Gly Arg Cys Lys Cys Asn 
290 295 300 

Leu His Ala Thr Val Cys Val Tyr Asp Asn Ser Lys Leu Thr Cys 
305 310 315 

Glu Cys Glu His Asn Thr Thr Gly Pro Asp Cys Gly Lys Cys Lys 
320 325 330 

Lys Asn Tyr Gin Gly Arg Pro Trp Ser Pro Gly Ser Tyr Leu Pro 
335 340 345 

He Pro Lys Gly Thr Ala Asn Thr Cys He Pro Ser He Ser Ser 
350 355 360 

He Gly Thr Asn Val Cys Asp Asn Glu Leu Leu His Cys Gin Asn 
365 * 370 375 

Gly Gly Thr Cys His Asn Asn Val Arg Cys Leu Cys Pro Ala Ala 
380 3 85 390 

Tyr Thr Gly He Leu Cys Glu Lys Leu Arg Cys Glu Glu Ala Gly 
395 ' 400 405 

Ser Cys Gly Ser Asp Ser Gly Gin Gly Ala Pro Pro His Gly Thr 
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410 415 420 

Pro Ala Leu Leu Leu Leu Thr Thr Leu Leu Gly Thr Ala Ser Pro 
425 430 435 

Leu Val Phe 



<210> 111 

<211> 2285 

<212> DNA 

<213> Homo Sapien 

<400> 111 

gcgtgccgtc agctcgccgg gcaccgcggc ctcgccctcg ccctccgccc 50 
ctgcgcctgc accgcgtaga ccgacccccc cctccagcgc gcccacccgg 100 
tagaggaccc ccgcccgtgc cccgaccggt ccccgccttt ttgtaaaact 150 
taaagcgggc gcagcattaa cgcttcccgc cccggtgacc tctcaggggt 200 
ctccccgcca aaggtgctcc gccgctaagg aacatggcga aggtggagca 250 
ggtcctgagc ctcgagccgc agcacgagct caaattccga ggtcccttca 3 00 
ccgatgttgt caccaccaac ctaaagcttg gcaacccgac agaccgaaat 350 
gtgtgtttta aggtgaagac tacagcacca cgtaggtact gtgtgaggcc 400 
01 caacagcgga atcatcgatg caggggcctc aattaatgta tctgtgatgt 45 0 
tacagccttt cgattatgat cccaatgaga aaagtaaaca caagtttatg 500 
gttcagtcta tgtttgctcc aactgacact tcagatatgg aagcagtatg 550 
gaaggaggca aaaccggaag accttatgga ttcaaaactt agatgtgtgt 600 
ttgaattgcc agcagagaat gataaaccac atgatgtaga aataaataaa 65 0 
attatatcca caactgcatc aaagacagaa acaccaatag tgtctaagtc 700 
tctgagttct tctttggatg acaccgaagt taagaaggtt atggaagaat 750 
gtaagaggct gcaaggtgaa gttcagaggc tacgggagga gaacaagcag 800 
ttcaaggaag aagatggact gcggatgagg aagacagtgc agagcaacag 850 
ccccatttca gcattagccc caactgggaa ggaagaaggc cttagcaccc 900 
ggctcttggc tctggtggtt ttgttcttta tcgttggtgt aattattggg 950 
aagattgcct tgtagaggta gcatgcacag gatggtaaat tggattggtg 10 00 
gatccaccat atcatgggat ttaaatttat cataaccatg tgtaaaaaga 1050 
aattaatgta tgatgacatc tcacaggtct tgcctttaaa ttacccctcc 1100 
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ctgcacacac atacacagat acacacacac aaatataatg taacgatctt 1150 

ttagaaagtt aaaaatgtat agtaactgat tgagggggaa aaagaatgat 12 00 

ctttattaat gacaagggaa accatgagta atgccacaat ggcatattgt 12 50 

aaatgtcatt ttaaacattg gtaggccttg gtacatgatg ctggattacc 13 00 

tctcttaaaa tgacaccctt cctcgcctgt tggtgctggc ccttggggag 1350 

ctggagccca gcatgctggg gagtgcggtc agctccacac agtagtcccc 14 00 

acgtggccca ctcccggccc aggctgcttt ccgtgtcttc agttctgtcc 1450 

aagccatcag ctccttggga ctgatgaaca gagtcagaag cccaaaggaa 1500 

ttgcactgtg gcagcatcag acgtactcgt cataagtgag aggcgtgtgt 1550 

tgactgattg acccagcgct ttggaaataa atggcagtgc tttgttcact 1600 

taaagggacc aagctaaatt tgtattggtt catgtagtga agtcaaactg 1650 

ttattcagag atgtttaatg catatttaac ttatttaatg tatttcatct 1700 

catgttttct tattgtcaca agagtacagt taatgctgcg tgctgctgaa 17 50 

ctctgttggg tgaactggta ttgctgctgg agggctgtgg gctcctctgt 1800 

ctctggagag tctggtcatg tggaggtggg gtttattggg atgctggaga 1850 

agagctgcca ggaagtgttt tttctgggtc agtaaataac aactgtcata 1900 

gggagggaaa ttctcagtag tgacagtcaa ctctaggtta ccttttttaa 1950 

tgaagagtag tcagtcttct agattgttct tataccacct ctcaaccatt 2000 

actcacactt ccagcgccca ggtccaagtc tgagcctgac ctccccttgg 2050 

ggacctagcc tggagtcagg acaaatggat cgggctgcag agggttagaa 2100 

gcgagggcac cagcagttgt gggtggggag caagggaaga gagaaactct 2150 

tcagcgaatc cttctagtac tagttgagag tttgactgtg aattaatttt 22 00 

atgccataaa agaccaaccc agttctgttt gactatgtag catcttgaaa 2250 

agaaaaatta taataaagcc ccaaaattaa gaaaa 22 85 

<210> 112 
<211> 243 
<212> PRT 
<213> Homo Sapien 

<400> 112 

Met Ala Lys Val Glu Gin Val Leu Ser Leu Glu Pro Gin His Glu 
1 ~ 5 10 15 

Leu Lys Phe Arg Gly Pro Phe Thr Asp Val Val Thr Thr Asn Leu 



Lys Leu Gly Asn Pro Thr Asp Arg Asn Val Cys Phe Lys Val Lys 
35 40 45 

Thr Thr Ala Pro Arg Arg Tyr Cys Val Arg Pro Asn Ser Gly He 
50 55 60 

He Asp Ala Gly Ala Ser He Asn Val Ser Val Met Leu Gin Pro 
65 70 75 

Phe Asp Tyr Asp Pro Asn Glu Lys Ser Lys His Lys Phe Met Val 
80 85 90 

Gin Ser Met Phe Ala Pro Thr Asp Thr Ser Asp Met Glu Ala Val 
95 100 105 

Trp Lys Glu Ala Lys Pro Glu Asp Leu Met Asp Ser Lys Leu Arg 
110 115 120 

Cys Val Phe Glu Leu Pro Ala Glu Asn Asp Lys Pro His Asp Val 
125 130 135 

Glu He Asn Lys He He Ser Thr Thr Ala Ser Lys Thr Glu Thr 
140 145 150 

Pro He Val Ser Lys Ser Leu Ser Ser Ser Leu Asp Asp Thr Glu 
155 160 165 

Val Lys Lys Val Met Glu Glu Cys Lys Arg Leu Gin Gly Glu Val 
170 175 180 

Gin Arg Leu Arg Glu Glu Asn Lys Gin Phe Lys Glu Glu Asp Gly 
185 190 195 

Leu Arg Met Arg Lys Thr Val Gin Ser Asn Ser Pro He Ser Ala 
200 205 210 

Leu Ala Pro Thr Gly Lys Glu Glu Gly Leu Ser Thr Arg Leu Leu 
215 220 225 

Ala Leu Val Val Leu Phe Phe He Val Gly Val He He Gly Lys 
230 235 240 

He Ala Leu 



<210> 113 

<211> 1493 

<212> DNA 

<213> Homo Sapien 



<400> 113 

cccacgcgtc cgggtgacct gggccgagcc ctcccggtcg gctaagattg 50 
ctgaggaggc ggcgggtagc tggcaggcgc cgacttccga aggccgccgt 100 



ccgggcgagg tgtcctcatg acttctcttg tggaccatgt ccgtgatctt 150 



ttttgcctgc 


gtggtacggg 


taagggatgg 


actgcccctc 


tcagcctcta 


200 


ctgattttta 


ccacacccaa 


gattttttgg 


aatggaggag acggctcaag 


250 


agtttagcct 


tgcgactggc 


ccagtatcca 


ggtcgaggtt 


ctgcagaagg 


300 


ttgtgacttt 


agtatacatt 


tttcttcttt 


cggggacgtg gcctgcatgg 


350 


ctatctgctc 


ctgccagtgt 


ccagcagcca 


tggccttctg 


cttcctggag 


400 


accctgtggt 


gggaattcac 


agcttcctat 


gacactacct 


gcattggcct 


450 


agcctccagg 


ccatacgctt 


ttcttgagtt 


tgacagcatc 


attcagaaag 


500 


tgaagtggca 


ttttaactat 


gtaagttcct 


ctcagatgga gtgcagcttg 


550 


gaaaaaattc 


aggaggagct 


caagttgcag 


cctccagcgg 


ttctcactct 


600 


ggaggacaca 


gatgtggcaa 


atggggtgat 


gaatggtcac 


acaccgatgc 


650 


acttggagcc 


tgctcctaat 


ttccgaatgg 


aaccagtgac 


agccctgggt 


700 


atcctctccc 


tcattctcaa 


catcatgtgt 


gctgccctga 


atctcattcg 


750 


aggagttcac 


cttgcagaac 


attctttaca 


ggatccaagg agctggttct 


800 


gctggttgga 


ccaaacctcg 


tgagccagcc 


acccctgacc 


caaatgagga 


850 


gagctctgat 


tctcccatcc 


gggagcagtg 


atgtcaaact 


tctgctgctg 


900 


gggaaatctc 


atcagcaggg 


agcctgtgga 


aaagggcatg tcagtgaaat 


950 


ctgggaatgg 


ctggattcgg 


aaacatctgc 


ccatgtgtat 


tgatggcaga 


1000 


gctgttgccc 


acaagcgcct 


tttatttagg 


gtaaaattaa 


caaatccatt 


1050 


ctattcctct 


gacccatgct 


tagtacatat 


gacctttaac 


ccttacattt 


1100 


atatgattct ggggttgctt 


cagaagtgtt 


atttcatgaa 


tcattcatat 


1150 


gatttgatcc 


cccaggattc 


tattttgttt 


aatgggcttt 


tctactaaaa 


1200 


gcataaaata 


ctgaggctga 


tttagtcagg 


gcaaaaccat 


ttactttaca 


1250 


tattcgtttt 


caatacttgc 


tgttcatgtt 


acacaagctt 


cttacggttt 


1300 


tcttgtaaca 


ataaatattt 


tgagtaaata 


atgggtacat 


tttaacaaac 


1350 


tcagtagtac 


aacctaaact 


tgtataaaag 


tgtgtaaaaa 


tgtatagcca 


1400 


tttatatcct 


atgtataaat 


taaatgaggt 


ggcttcagaa 


atggcagaat 


1450 


aaatctaaag 


tgtttattaa 


aaaaaaaaaa 


aaaaaaaaaa 


aag 14 93 





<210> 114 
<211> 228 
<212> PRT 
<213> Homo Sapien 



212 



<400> 114 

Met Ser Val lie Phe Phe Ala Cys Val Val Arg Val Arg Asp Gly 
15 10 15 

Leu Pro Leu Ser Ala Ser Thr Asp Phe Tyr His Thr Gin Asp Phe 
20 25 30 

Leu Glu Trp Arg Arg Arg Leu Lys Ser Leu Ala Leu Arg Leu Ala 
35 40 45 

Gin Tyr Pro Gly Arg Gly Ser Ala Glu Gly Cys Asp Phe Ser He 
50 55 60 

His Phe Ser Ser Phe Gly Asp Val Ala Cys Met Ala He Cys Ser 
65 70 75 

Cys Gin Cys Pro Ala Ala Met Ala Phe Cys Phe Leu Glu Thr Leu 
80 85 90 

Trp Trp Glu Phe Thr Ala Ser Tyr Asp Thr Thr Cys He Gly Leu 
95 100 105 

Ala Ser Arg Pro Tyr Ala Phe Leu Glu Phe Asp Ser He He Gin 
110 115 120 

Lys Val Lys Trp His Phe Asn Tyr Val Ser Ser Ser Gin Met Glu 
125 130 135 

Cys Ser Leu Glu Lys He Gin Glu Glu Leu Lys Leu Gin Pro Pro 
140 145 150 

Ala Val Leu Thr Leu Glu Asp Thr Asp Val Ala Asn Gly Val Met 
155 160 165 

Asn Gly His Thr Pro Met His Leu Glu Pro Ala Pro Asn Phe Arg 
170 175 180 

Met Glu Pro Val Thr Ala Leu Gly He Leu Ser Leu He Leu Asn 
185 190 195 

He Met Cys Ala Ala Leu Asn Leu He Arg Gly Val His Leu Ala 
200 205 210 

Glu His Ser Leu Gin Asp Pro Arg Ser Trp Phe Cys Trp Leu Asp 
215 220 225 

Gin Thr Ser 



<210> 115 

<211> 2300 

<212> DNA 

<213> Homo Sapien 

<400> 115 

ctcagcggcg cttcctcgta gcgagcctag tggcgggtgt ttgcattgaa 50 
acgtgagcgc gacccgacct taaagagtgg ggagcaaagg gaggacagag 100 
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ccctttaaaa cgaggcgggt ggtgcctgcc cctttaaggg cggggcgtcc 150 
ggacgactgt atctgagccc cagactgccc cgagtttctg tcgcaggctg 200 
cgaggaaagg cccctaggct gggtctgggt gcttggcggc ggcggcttcc 250 
tccccgctcg tcctccccgg gcccagaggc acctcggctt cagtcatgct 300 
gagcagagta tggaagcacc tgactacgaa gtgctatccg tgcgagaaca 3 50 
gctattccac gagaggatcc gcgagtgtat tatatcaaca cttctgtttg 400 
caacactgta catcctctgc cacatcttcc tgacccgctt caagaagcct 450 
gctgagttca ccacagtgga tgatgaagat gccaccgtca acaagattgc 500 
gctcgagctg tgcaccttta ccctggcaat tgccctgggt gctgtcctgc 550 
tcctgccctt ctccatcatc agcaatgagg tgctgctctc cctgcctcgg 600 
aactactaca tccagtggct caacggctcc ctcatccatg gcctctggaa 650 
ccttgttttt ctcttcccca acctgtccct catcttcctc atgccctttg 700 
catatttctt cactgagtct gagggctttg ctggctccag aaagggtgtc 750 
ctgggccggg tctatgagac agtggtgatg ttgatgctcc tcactctgct 80 0 
ggtgctaggt atggtgtggg tggcatcagc cattgtggac aagaacaagg 850 
ccaacagaga gtcactctat gacttttggg agtactatct cccctacctc 900 
tactcatgca tctccttcct tggggttctg ctgctcctgg tgtgtactcc 950 
actgggtctc gcccgcatgt tctccgtcac tgggaagctg ctagtcaagc 10 00 
cccggctgct ggaagacctg gaggagcagc tgtactgctc agcctttgag 1050 
gaggcagccc tgacccgcag gatctgtaat cctacttcct gctggctgcc 1100 
tttagacatg gagctgctac acagacaggt cctggctctg cagacacaga 1150 
gggtcctgct ggagaagagg cggaaggctt cagcctggca acggaacctg 12 00 
ggctaccccc tggctatgct gtgcttgctg gtgctgacgg gcctgtctgt 1250 
gctcattgtg gccatccaca tcctggagct gctcatcgat gaggctgcca 1300 
tgccccgagg catgcagggt acctccttag gccaggtctc cttctccaag 1350 
ctgggctcct ttggtgccgt cattcaggtt gtactcatct tttacctaat 1400 
ggtgtcctca gttgtgggct tctatagctc tccactcttc cggagcctgc 1450 
ggcccagatg gcacgacact gccatgacgc agataattgg gaactgtgtc 1500 
tgtctcctgg tcctaagctc agcacttcct gtcttctctc gaaccctggg 1550 
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gctcactcgc tttgacctgc tgggtgactt tggacgcttc aactggctgg 1600 

gcaatttcta cattgtgttc ctctacaacg cagcctttgc aggcctcacc 1650 

acactctgtc tggtgaagac cttcactgca gctgtgcggg cagagctgat 1700 

ccgggccttt gggctggaca gactgccgct gcccgtctcc ggtttccccc 1750 

aggcatctag gaagacccag caccagtgac ctccagctgg gggtgggaag 1800 

gaaaaaactg gacactgcca tctgctgcct aggcctggag ggaagcccaa 1850 

ggctacttgg acctcaggac ctggaatctg agagggtggg tggcagaggg 1900 

gagcagagcc atctgcacta ttgcataatc tgagccagag tttgggacca 1950 

ggacctcctg cttttccata cttaactgtg gcctcagcat ggggtagggc 2000 

tgggtgactg ggtctagccc ctgatcccaa atctgtttac acatcaatct 2050 

gcctcactgc tgttctgggc catccccata gccatgttta catgatttga 2100 

tgtgcaatag ggtggggtag gggcagggaa aggactgggc cagggcaggc 2150 

tcgggagata gattgtctcc cttgcctctg gcccagcaga gcctaagcac 2200 

tgtgctatcc tggaggggct ttggaccacc tgaaagacca aggggatagg 2250 

gaggaggagg cttcagccat cagcaataaa gttgatccca gggaaaaaaa 2300 

<210> 116 

<211> 489 

<212> PRT 

<213> Homo Sapien 

<400> 116 

Met Glu Ala Pro Asp Tyr Glu Val Leu Ser Val Arg Glu Gin Leu 
15 10 15 

Phe His Glu Arg He Arg Glu Cys He He Ser Thr Leu Leu Phe 
20 25 30 

Ala Thr Leu Tyr He Leu Cys His He Phe Leu Thr Arg Phe Lys 
35 40 45 

Lys Pro Ala Glu Phe Thr Thr Val Asp Asp Glu Asp Ala Thr Val 
50 55 60 

Asn Lys He Ala Leu Glu Leu Cys Thr Phe Thr Leu Ala He Ala 
65 70 75 

Leu Gly Ala Val Leu Leu Leu Pro Phe Ser He He Ser Asn Glu 
80 85 90 

Val Leu Leu Ser Leu Pro Arg Asn Tyr Tyr He Gin Trp Leu Asn 
95 100 105 

Gly Ser Leu He His Gly Leu Trp Asn Leu Val Phe Leu Phe Pro 

215 



110 115 120 

Asn Leu Ser Leu He Phe Leu Met Pro Phe Ala Tyr Phe Phe Thr 
125 130 135 

Glu Ser Glu Gly Phe Ala Gly Ser Arg Lys Gly Val Leu Gly Arg 
140 145 150 

Val Tyr Glu Thr Val Val Met Leu Met Leu Leu Thr Leu Leu Val 
155 160 165 

Leu Gly Met Val Trp Val Ala Ser Ala He Val Asp Lys Asn Lys 
170 175 180 

Ala Asn Arg Glu Ser Leu Tyr Asp Phe Trp Glu Tyr Tyr Leu Pro 
185 190 195 

Tyr Leu Tyr Ser Cys He Ser Phe Leu Gly Val Leu Leu Leu Leu 
200 205 210 

Val Cys Thr Pro Leu Gly Leu Ala Arg Met Phe Ser Val Thr Gly 
215 ' 220 225 

Lys Leu Leu Val Lys Pro Arg Leu Leu Glu Asp Leu Glu Glu Gin 
230 235 240 

Leu Tyr Cys Ser Ala Phe Glu Glu Ala Ala Leu Thr Arg Arg He 
245 250 255 

Cys Asn Pro Thr Ser Cys Trp Leu Pro Leu Asp Met Glu Leu Leu 
260 265 270 

His Arg Gin Val Leu Ala Leu Gin Thr Gin Arg Val Leu Leu Glu 
275 280 285 

Lys Arg Arg Lys Ala Ser Ala Trp Gin Arg Asn Leu Gly Tyr Pro 
290 295 300 

Leu Ala Met Leu Cys Leu Leu Val Leu Thr Gly Leu Ser Val Leu 
305 310 315 

He Val Ala He His He Leu Glu Leu Leu He Asp Glu Ala Ala 
320 325 330 

Met Pro Arg Gly Met Gin Gly Thr Ser Leu Gly Gin Val Ser Phe 
335 340 345 

Ser Lys Leu Gly Ser Phe Gly Ala Val He Gin Val Val Leu He 
350 355 360 

Phe Tyr Leu Met Val Ser Ser Val Val Gly Phe Tyr Ser Ser Pro 
365 370 375 

Leu Phe Arg Ser Leu Arg Pro Arg Trp His Asp Thr Ala Met Thr 
380 385 390 

Gin He He Gly Asn Cys Val Cys Leu Leu Val Leu Ser Ser Ala 
395 400 405 
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Leu Pro Val Phe Ser Arg Thr Leu Gly Leu Thr Arg Phe Asp Leu 
410 415 420 

Leu Gly Asp Phe Gly Arg Phe Asn Trp Leu Gly Asn Phe Tyr He 
425 430 435 

Val Phe Leu Tyr Asn Ala Ala Phe Ala Gly Leu Thr Thr Leu Cys 
440 445 450 

Leu Val Lys Thr Phe Thr Ala Ala Val Arg Ala Glu Leu He Arg 
455 460 465 

Ala Phe Gly Leu Asp Arg Leu Pro Leu Pro Val Ser Gly Phe Pro 
470 475 480 

Gin Ala Ser Arg Lys Thr Gin His Gin 
485 

<210> 117 

<211> 2764 

<212> DNA 

<213> Homo Sapien 

<400> 117 



gagaacaggc 


ctgtctcagg 


caggccctgc 


gcctcctatg cggagatgct 


50 


actgccactg 


ctgctgtcct 


cgctgctggg 


cgggtcccag gctatggatg 


100 


ggagattctg 


gatacgagtg 


caggagtcag 


tgatggtgcc ggagggcctg 


150 


tgcatctctg 


tgccctgctc 


tttctcctac 


ccccgacaag actggacagg 


200 


gtctacccca 


gcttatggct 


actggttcaa 


agcagtgact gagacaacca 


250 


agggtgctcc 


tgtggccaca 


aaccaccaga 


gtcgagaggt ggaaatgagc 


300 


acccggggcc 


gattccagct 


cactggggat 


cccgccaagg ggaactgctc 


350 


cttggtgatc 


agagacgcgc 


agatgcagga 


tgagtcacag tacttctttc 


400 


gggtggagag 


aggaagctat 


gtgacatata 


atttcatgaa cgatgggttc 


450 


tttctaaaag 


taacagtgct 


cagcttcacg 


cccagacccc aggaccacaa 


500 


caccgacctc 


acctgccatg 


tggacttctc 


cagaaagggt gtgagcgcac 


550 


agaggaccgt 


ccgactccgt 


gtggcctatg 


cccccagaga ccttgttatc 


600 


agcatttcac 


gtgacaacac 


gccagccctg 


gagccccagc cccagggaaa 


650 


tgtcccatac 


ctggaagccc 


aaaaaggcca 


gttcctgcgg ctcctctgtg 


700 


ctgctgacag 


ccagccccct 


gccacactga 


gctgggtcct gcagaacaga 


750 


gtcctctcct 


cgtcccatcc 


ctggggccct 


agacccctgg ggctggagct 


800 


gcccggggtg 


aaggctgggg 


attcagggcg 


ctacacctgc cgagcggaga 


850 
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acaggcttgg ctcccagcag cgagccctgg acctctctgt gcagtatcct 900 
ccagagaacc tgagagtgat ggtttcccaa gcaaacagga cagtcctgga 950 
aaaccttggg aacggcacgt ctctcccagt actggagggc caaagcctgt 1000 
gcctggtctg tgtcacacac agcagccccc cagccaggct gagctggacc 1050 
cagaggggac aggttctgag cccctcccag ccctcagacc ccggggtcct 1100 
ggagctgcct cgggttcaag tggagcacga aggagagttc acctgccacg 1150 
ctcggcaccc actgggctcc cagcacgtct ctctcagcct ctccgtgcac 1200 
tataagaagg gactcatctc aacggcattc tccaacggag cgtttctggg 1250 
aatcggcatc acggctcttc ttttcctctg cctggccctg atcatcatga 13 00 
agattctacc gaagagacgg actcagacag aaaccccgag gcccaggttc 1350 
tcccggcaca gcacgatcct ggattacatc aatgtggtcc cgacggctgg 1400 
ccccctggct cagaagcgga atcagaaagc cacaccaaac agtcctcgga 1450 
cccctcctcc accaggtgct ccctccccag aatcaaagaa gaaccagaaa 1500 
aagcagtatc agttgcccag tttcccagaa cccaaatcat ccactcaagc 1550 
cccagaatcc caggagagcc aagaggagct ccattatgcc acgctcaact 1600 
tcccaggcgt cagacccagg cctgaggccc ggatgcccaa gggcacccag 1650 
gcggattatg cagaagtcaa gttccaatga gggtctctta ggctttagga 17 00 
ctgggacttc ggctagggag gaaggtagag taagaggttg aagataacag 17 5 0 
agtgcaaagt ttccttctct ccctctctct ctctctttct ctctctctct 1800 
ctctttctct ctcttttaaa aaaacatctg gccagggcac agtggctcac 1850 
gcctgtaatc ccagcacttt gggaggttga ggtgggcaga tcgcctgagg 1900 
tcgggagttc gagaccagcc tggccaactt ggtgaaaccc cgtctctact 1950 
aaaaatacaa aaattagctg ggcatggtgg caggcgcctg taatcctacc 2000 
tacttgggaa gctgaggcag gagaatcact tgaacctggg agacggaggt 2050 
tgcagtgagc caagatcaca ccattgcacg ccagcctggg caacaaagcg 2100 
agactccatc tcaaaaaaaa aatcctccaa atgggttggg tgtctgtaat 2150 
cccagcactt tgggaggcta aggtgggtgg attgcttgag cccaggagtt 2200 
cgagaccagc ctgggcaaca tggtgaaacc ccatctctac aaaaaataca 2250 
aaacatagct gggcttggtg gtgtgtgcct gtagtcccag ctgtcagaca 2300 
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tttaaaccag 


agcaactcca 


tctggaatag 


gagctgaata aaatgaggct 


2350 


gagacctact 


gggctgcatt 


ctcagacagt 


ggaggcattc 


taagtcacag 


2400 


gatgagacag 


gaggtccgta 


caagatacag 


gtcataaaga ctttgctgat 


2450 


aaaacagatt 


gcagtaaaga 


agccaaccaa 


atcccaccaa 


aaccaagttg 


2500 


gccacgagag 


tgacctctgg 


tcgtcctcac 


tgctacactc 


ctgacagcac 


2550 


catgacagtt 


tacaaatgcc 


atggcaacat 


caggaagtta 


cccgatatgt 


2600 


cccaaaaggg 


ggaggaatga 


ataatccacc 


ccttgtttag 


caaataagca 


2650 


agaaataacc 


ataaaagtgg 


gcaaccagca 


gctctaggcg 


ctgctcttgt 


2700 


ctatggagta 


gccattcttt 


tgttccttta 


ctttcttaat 


aaacttgctt 


2750 


tcaccttaaa 


aaaa 2764 











<210> 118 
<211> 544 
<212> PRT 
<213> Homo Sapien 

<400> 118 

Met Leu Leu Pro Leu Leu Leu Ser Ser Leu Leu Gly Gly Ser Gin 
15 10 15 

Ala Met Asp Gly Arg Phe Trp He Arg Val Gin Glu Ser Val Met 
20 25 30 

Val Pro Glu Gly Leu Cys He Ser Val Pro Cys Ser Phe Ser Tyr 
35 40 45 

Pro Arg Gin Asp Trp Thr Gly Ser Thr Pro Ala Tyr Gly Tyr Trp 
50 55 60 

Phe Lys Ala Val Thr Glu Thr Thr Lys Gly Ala Pro Val Ala Thr 
65 70 75 

Asn His Gin Ser Arg Glu Val Glu Met Ser Thr Arg Gly Arg Phe 
80 85 90 

Gin Leu Thr Gly Asp Pro Ala Lys Gly Asn Cys Ser Leu Val He 

95 100 105 

Arg Asp Ala Gin Met Gin Asp Glu Ser Gin Tyr Phe Phe Arg Val 
110 115 120 

Glu Arg Gly Ser Tyr Val Thr Tyr Asn Phe Met Asn Asp Gly Phe 
125 130 135 

Phe Leu Lys Val Thr Val Leu Ser Phe Thr Pro Arg Pro Gin Asp 
140 145 150 

His Asn Thr Asp Leu Thr Cys His Val Asp Phe Ser Arg Lys Gly 
155 160 165 
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Val Ser Ala Gin Arg Thr Val Arg Leu Arg Val Ala Tyr Ala Pro 
170 175 180 

Arg Asp Leu Val lie Ser lie Ser Arg Asp Asn Thr Pro Ala Leu 
185 190 195 

Glu Pro Gin Pro Gin Gly Asn Val Pro Tyr Leu Glu Ala Gin Lys 
200 205 210 

Gly Gin Phe Leu Arg Leu Leu Cys Ala Ala Asp Ser Gin Pro Pro 
215 220 225 

Ala Thr Leu Ser Trp Val Leu Gin Asn Arg Val Leu Ser Ser Ser 
230 235 240 

His Pro Trp Gly Pro Arg Pro Leu Gly Leu Glu Leu Pro Gly Val 
245 250 255 

Lys Ala Gly Asp Ser Gly Arg Tyr Thr Cys Arg Ala Glu Asn Arg 
260 265 270 

Leu Gly Ser Gin Gin Arg Ala Leu Asp Leu Ser Val Gin Tyr Pro 
275 280 285 

Pro Glu Asn Leu Arg Val Met Val Ser Gin Ala Asn Arg Thr Val 
290 295 300 

Leu Glu Asn Leu Gly Asn Gly Thr Ser Leu Pro Val Leu Glu Gly 
305 310 315 

Gin Ser Leu Cys Leu Val Cys Val Thr His Ser Ser Pro Pro Ala 
320 325 330 

Arg Leu Ser Trp Thr Gin Arg Gly Gin Val Leu Ser Pro Ser Gin 
335 340 345 

Pro Ser Asp Pro Gly Val Leu Glu Leu Pro Arg Val Gin Val Glu 
350 355 360 

His Glu Gly Glu Phe Thr Cys His Ala Arg His Pro Leu Gly Ser 
365 370 375 

Gin His Val Ser Leu Ser Leu Ser Val His Tyr Lys Lys Gly Leu 
380 385 390 

He Ser Thr Ala Phe Ser Asn Gly Ala Phe Leu Gly He Gly He 
395 400 405 

Thr Ala Leu Leu Phe Leu Cys Leu Ala Leu He He Met Lys He 
410 415 420 

Leu Pro Lys Arg Arg Thr Gin Thr Glu Thr Pro Arg Pro Arg Phe 
425 430 435 

Ser Arg His Ser Thr He Leu Asp Tyr He Asn Val Val Pro Thr 
440 445 450 

Ala Gly Pro Leu Ala Gin Lys Arg Asn Gin Lys Ala Thr Pro Asn 
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455 460 465 

Ser Pro Arg Thr Pro Pro Pro Pro Gly Ala Pro Ser Pro Glu Ser 
470 475 480 

Lys Lys Asn Gin Lys Lys Gin Tyr Gin Leu Pro Ser Phe Pro Glu 
485 490 495 

Pro Lys Ser Ser Thr Gin Ala Pro Glu Ser Gin Glu Ser Gin Glu 
500 505 510 

Glu Leu His Tyr Ala Thr Leu Asn Phe Pro Gly Val Arg Pro Arg 
515 520 525 

Pro Glu Ala Arg Met Pro Lys Gly Thr Gin Ala Asp Tyr Ala Glu 
530 535 540 

Val Lys Phe Gin 

<210> 119 

<211> 3951 

<212> DNA 

<213> Homo Sapien 

<400> 119 



ctcgcgcagg 


gatcgtccca 


tggccggggc 


tcggagccgc 


gacccttggg 


50 


gggcctccgg 


gatttgctac 


ctttttggct 


ccctgctcgt 


cgaactgctc 


100 


ttctcacggg 


ctgtcgcctt 


caatctggac 


gtgatgggtg 


ccttgcgcaa 


150 


ggagggcgag 


ccaggcagcc 


tcttcggctt 


ctctgtggcc 


ctgcaccggc 


200 


agttgcagcc 


ccgaccccag 


agctggctgc 


tggtgggtgc 


tccccaggcc 


250 


ctggctcttc 


ctgggcagca 


ggcgaatcgc 


actggaggcc 


tcttcgcttg 


300 


cccgttgagc 


ctggaggaga 


ctgactgcta 


cagagtggac 


atcgaccagg 


350 


gagctgatat 


gcaaaaggaa 


agcaaggaga 


accagtggtt 


gggagtcagt 


400 


gttcggagcc 


aggggcctgg 


gggcaagatt 


gttacctgtg 


cacaccgata 


450 


tgaggcaagg 


cagcgagtgg 


accagatcct 


ggagacgcgg 


gatatgattg 


500 


gtcgctgctt 


tgtgctcagc 


caggacctgg 


ccatccggga 


tgagttggat 


550 


ggtggggaat 


ggaagttctg 


tgagggacgc 


ccccaaggcc 


atgaacaatt 


600 


tgggttctgc 


cagcagggca 


cagctgccgc 


cttctcccct 


gatagccact 


650 


acctcctctt 


tggggcccca 


ggaacctata 


attggaaggg 


cacggccagg 


700 


gtggagctct 


gtgcacaggg 


ctcagcggac 


ctggcacacc 


tggacgacgg 


750 


tccctacgag 


gcggggggag 


agaaggagca 


ggacccccgc 


ctcatcccgg 


800 
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tccctgccaa cagctacttt ggcttctcta ttgactcggg gaaaggtctg 850 
gtgcgtgcag aagagctgag ctttgtggct ggagcccccc gcgccaacca 900 
caagggtgct gtggtcatcc tgcgcaagga cagcgccagt cgcctggtgc 950 
ccgaggttat gctgtctggg gagcgcctga cctccggctt tggctactca 1000 
ctggctgtgg ctgacctcaa cagtgatggc tggccagacc tgatagtggg 1050 
tgccccctac ttctttgagc gccaagaaga gctggggggt gctgtgtatg 1100 
tgtacttgaa ccaggggggt cactgggctg ggatctcccc tctccggctc 1150 
tgcggctccc ctgactccat gttcgggatc agcctggctg tcctggggga 12 00 
cctcaaccaa gatggctttc cagatattgc agtgggtgcc ccctttgatg 12 50 
gtgatgggaa agtcttcatc taccatggga gcagcctggg ggttgtcgcc 13 0 0 
aaaccttcac aggtgctgga gggcgaggct gtgggcatca agagcttcgg 1350 
ctactccctg tcaggcagct tggatatgga tgggaaccaa taccctgacc 1400 
tgctggtggg ctccctggct gacaccgcag tgctcttcag ggccagaccc 1450 
atcctccatg tctcccatga ggtctctatt gctccacgaa gcatcgacct 1500 
ggagcagccc aactgtgctg gcggccactc ggtctgtgtg gacctaaggg 1550 
tctgtttcag ctacattgca gtccccagca gctatagccc tactgtggcc 1600 
ctggactatg tgttagatgc ggacacagac cggaggctcc ggggccaggt 1650 
tccccgtgtg acgttcctga gccgtaacct ggaagaaccc aagcaccagg 1700 
cctcgggcac cgtgtggctg aagcaccagc atgaccgagt ctgtggagac 1750 
gccatgttcc agctccagga aaatgtcaaa gacaagcttc gggccattgt 1800 
agtgaccttg tcctacagtc tccagacccc tcggctccgg cgacaggctc 1850 
ctggccaggg gctgcctcca gtggccccca tcctcaatgc ccaccagccc 1900 
agcacccagc gggcagagat ccacttcctg aagcaaggct gtggtgaaga 1950 
caagatctgc cagagcaatc tgcagctggt ccacgcccgc ttctgtaccc 2 000 
gggtcagcga cacggaattc caacctctgc ccatggatgt ggatggaaca 2 050 
acagccctgt ttgcactgag tgggcagcca gtcattggcc tggagctgat 2100 
ggtcaccaac ctgccatcgg acccagccca gccccaggct gatggggatg 2150 
atgcccatga agcccagctc ctggtcatgc ttcctgactc actgcactac 2200 
tcaggggtcc gggccctgga ccctgcggag aagccactct gcctgtccaa 2250 
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tgagaatgcc 


tcccatgttg 


agtgtgagct 


ggggaacccc 


atgaagagag 


2300 


gtgcccaggt 


caccttctac 


ctcatcctta 


gcacctccgg gatcagcatt 


2350 


gagaccacgg 


aactggaggt 


agagctgctg 


ttggccacga 


tcagtgagca 


2400 


ggagctgcat 


ccagtctctg 


cacgagcccg 


tgtcttcatt gagctgccac 


2450 


tgtccattgc 


aggaatggcc 


attccccagc 


aactcttctt 


ctctggtgtg 


2500 


gtgaggggcg 


agagagccat 


gcagtctgag 


cgggatgtgg 


gcagcaaggt 


2550 


caagtatgag 


gtcacggttt 


ccaaccaagg 


ccagtcgctc 


agaaccctgg 


2600 


gctctgcctt 


cctcaacatc 


atgtggcctc 


atgagattgc 


caatgggaag 


2650 


tggttgctgt 


acccaatgca 


ggttgagctg 


gagggcgggc 


aggggcctgg 


2700 


gcagaaaggg 


ctttgctctc 


ccaggcccaa 


catcctccac 


ctggatgtgg 


2750 


acagtaggga 


taggaggcgg 


cgggagctgg 


agccacctga gcagcaggag 


2800 


cctggtgagc 


ggcaggagcc 


cagcatgtcc 


tggtggccag 


tgtcctctgc 


2850 


tgagaagaag 


aaaaacatca 


ccctggactg 


cgcccggggc 


acggccaact 


2900 


gtgtggtgtt 


cagctgccca 


ctctacagct 


ttgaccgcgc 


ggctgtgctg 


2950 


catgtctggg 


gccgtctctg 


gaacagcacc 


tttctggagg 


agtactcagc 


3000 


tgtgaagtcc 


ctggaagtga 


ttgtccgggc 


caacatcaca gtgaagtcct 


3050 


ccataaagaa 


cttgatgctc 


cgagatgcct 


ccacagtgat 


cccagtgatg 


3100 


gtatacttgg 


accccatggc 


tgtggtggca 


gaaggagtgc 


cctggtgggt 


3150 


catcctcctg 


gctgtactgg 


ctgggctgct 


ggtgctagca 


ctgctggtgc 


3200 


tgctcctgtg 


gaagatggga 


ttcttcaaac 


gggcgaagca 


ccccgaggcc 


3250 


accgtgcccc 


agtaccatgc 


ggtgaagatt 


cctcgggaag 


accgacagca 


3300 


gttcaaggag 


gagaagacgg 


gcaccatcct 


gaggaacaac 


tggggcagcc 


3350 


cccggcggga 


gggcccggat 


gcacacccca 


tcctggctgc 


tgacgggcat 


3400 


cccgagctgg 


gccccgatgg 


gcatccaggg 


ccaggcaccg 


cctaggttcc 


3450 


catgtcccag 


cctggcctgt 


ggctgccctc 


catcccttcc 


ccagagatgg 


3500 


ctccttggga 


tgaagagggt 


agagtgggct 


gctggtgtcg 


catcaagatt 


3550 


tggcaggatc 


ggcttcctca 


ggggcacaga 


cctctcccac 


ccacaagaac 


3600 


tcctcccacc 


caacttcccc 


ttagagtgct 


gtgagatgag 


agtgggtaaa 


3650 


tcagggacag 


ggccatgggg 


tagggtgaga 


agggcagggg 


tgtcctgatg 


3700 
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caaaggtggg gagaagggat cctaatccct tcctctccca ttcaccctgt 3750 

gtaacaggac cccaaggacc tgcctccccg gaagtgcctt aacctagagg 3800 

gtcggggagg aggttgtgtc actgactcag gctgctcctt ctctagtttc 3850 

ccctctcatc tgaccttagt ttgctgccat cagtctagtg gtttcgtggt 3 900 

ttcgtctatt tattaaaaaa tatttgagaa caaaaaaaaa aaaaaaaaaa 3 950 

a 3951 

<210> 120 

<211> 1141 

<212> PRT 

<213> Homo Sapien 

<400> 120 

Met Ala Gly Ala Arg Ser Arg Asp Pro Trp Gly Ala Ser Gly He 
1 5 10 15 

Cys Tyr Leu Phe Gly Ser Leu Leu Val Glu Leu Leu Phe Ser Arg 
20 25 30 

Ala Val Ala Phe Asn Leu Asp Val Met Gly Ala Leu Arg Lys Glu 
35 40 45 

Gly Glu Pro Gly Ser Leu Phe Gly Phe Ser Val Ala Leu His Arg 
50 55 60 

Gin Leu Gin Pro Arg Pro Gin Ser Trp Leu Leu Val Gly Ala Pro 
65 70 75 

Gin Ala Leu Ala Leu Pro Gly Gin Gin Ala Asn Arg Thr Gly Gly 
80 85 90 

Leu Phe Ala Cys Pro Leu Ser Leu Glu Glu Thr Asp Cys Tyr Arg 
95 100 105 

Val Asp He Asp Gin Gly Ala Asp Met Gin Lys Glu Ser Lys Glu 
110 115 120 

Asn Gin Trp Leu Gly Val Ser Val Arg Ser Gin Gly Pro Gly Gly 
125 130 135 

Lys He Val Thr Cys Ala His Arg Tyr Glu Ala Arg Gin Arg Val 
140 145 150 

Asp Gin He Leu Glu Thr Arg Asp Met He Gly Arg Cys Phe Val 
155 160 165 

Leu Ser Gin Asp Leu Ala He Arg Asp Glu Leu Asp Gly Gly Glu 
170 175 180 

Trp Lys Phe Cys Glu Gly Arg Pro Gin Gly His Glu Gin Phe Gly 
185 190 195 

Phe Cys Gin Gin Gly Thr Ala Ala Ala Phe Ser Pro Asp Ser His 

224 



200 205 210 

Tyr Leu Leu Phe Gly Ala Pro Gly Thr Tyr Asn Trp Lys Gly Thr 
215 220 225 

Ala Arg Val Glu Leu Cys Ala Gin Gly Ser Ala Asp Leu Ala His 
230 235 240 

Leu Asp Asp Gly Pro Tyr Glu Ala Gly Gly Glu Lys Glu Gin Asp 
245 250 255 

Pro Arg Leu lie Pro Val Pro Ala Asn Ser Tyr Phe Gly Phe Ser 
260 265 270 

lie Asp Ser Gly Lys Gly Leu Val Arg Ala Glu Glu Leu Ser Phe 
275 280 285 

Val Ala Gly Ala Pro Arg Ala Asn His Lys Gly Ala Val Val lie 
290 295 300 

Leu Arg Lys Asp Ser Ala Ser Arg Leu Val Pro Glu Val Met Leu 
3 05 310 315 

Ser Gly Glu Arg Leu Thr Ser Gly Phe Gly Tyr Ser Leu Ala Val 
320 325 330 

Ala Asp Leu Asn Ser Asp Gly Trp Pro Asp Leu He Val Gly Ala 
335 340 345 

Pro Tyr Phe Phe Glu Arg Gin Glu Glu Leu Gly Gly Ala Val Tyr 
350 355 360 

Val Tyr Leu Asn Gin Gly Gly His Trp Ala Gly He Ser Pro Leu 
365 370 375 

Arg Leu Cys Gly Ser Pro Asp Ser Met Phe Gly He Ser Leu Ala 
380 385 3 90 

Val Leu Gly Asp Leu Asn Gin Asp Gly Phe Pro Asp He Ala Val 
395 400 405 

Gly Ala Pro Phe Asp Gly Asp Gly Lys Val Phe He Tyr His Gly 
410 415 420 

Ser Ser Leu Gly Val Val Ala Lys Pro Ser Gin Val Leu Glu Gly 
425 430 435 

Glu Ala Val Gly He Lys Ser Phe Gly Tyr Ser Leu Ser Gly Ser 
440 445 450 

Leu Asp Met Asp Gly Asn Gin Tyr Pro Asp Leu Leu Val Gly Ser 
455 460 465 

Leu Ala Asp Thr Ala Val Leu Phe Arg Ala Arg Pro He Leu His 
470 475 480 

Val Ser His Glu Val Ser He Ala Pro Arg Ser He Asp Leu Glu 
485 490 495 
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Gin Pro Asn Cys Ala Gly Gly His Ser Val Cys Val Asp Leu Arg 
500 505 510 

Val Cys Phe Ser Tyr He Ala Val Pro Ser Ser Tyr Ser Pro Thr 
515 520 525 

Val Ala Leu Asp Tyr Val Leu Asp Ala Asp Thr Asp Arg Arg Leu 
530 535 540 

Arg Gly Gin Val Pro Arg Val Thr Phe Leu Ser Arg Asn Leu Glu 
545 550 555 

Glu Pro Lys His Gin Ala Ser Gly Thr Val Trp Leu Lys His Gin 
560 565 570 

His Asp Arg Val Cys Gly Asp Ala Met Phe Gin Leu Gin Glu Asn 
575 580 585 

Val Lys Asp Lys Leu Arg Ala He Val Val Thr Leu Ser Tyr Ser 
590 595 600 

Leu Gin Thr Pro Arg Leu Arg Arg Gin Ala Pro Gly Gin Gly Leu 
605 610 615 

Pro Pro Val Ala Pro He Leu Asn Ala His Gin Pro Ser Thr Gin 

620 625 630 

Arg Ala Glu He His Phe Leu Lys Gin Gly Cys Gly Glu Asp Lys 
635 640 645 

He Cys Gin Ser Asn Leu Gin Leu Val His Ala Arg Phe Cys Thr 
650 655 660 

Arg Val Ser Asp Thr Glu Phe Gin Pro Leu Pro Met Asp Val Asp 
665 670 675 

Gly Thr Thr Ala Leu Phe Ala Leu Ser Gly Gin Pro Val He Gly 
680 685 690 

Leu Glu Leu Met Val Thr Asn Leu Pro Ser Asp Pro Ala Gin Pro 
695 700 705 

Gin Ala Asp Gly Asp Asp Ala His Glu Ala Gin Leu Leu Val Met 
710 715 720 

Leu Pro Asp Ser Leu His Tyr Ser Gly Val Arg Ala Leu Asp Pro 
725 73 0 735 

Ala Glu Lys Pro Leu Cys Leu Ser Asn Glu Asn Ala Ser His Val 
740 745 750 

Glu Cys Glu Leu Gly Asn Pro Met Lys Arg Gly Ala Gin Val Thr 
755 760 765 

Phe Tyr Leu He Leu Ser Thr Ser Gly He Ser He Glu Thr Thr 
770 775 780 

Glu Leu Glu Val Glu Leu Leu Leu Ala Thr He Ser Glu Gin Glu 
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785 790 795 

Leu His Pro Val Ser Ala Arg Ala Arg Val Phe He Glu Leu Pro 
800 805 810 

Leu Ser He Ala Gly Met Ala He Pro Gin Gin Leu Phe Phe Ser 
815 820 825 

Gly Val Val Arg Gly Glu Arg Ala Met Gin Ser Glu Arg Asp Val 
830 835 840 

Gly Ser Lys Val Lys Tyr Glu Val Thr Val Ser Asn Gin Gly Gin 
845 850 855 

Ser Leu Arg Thr Leu Gly Ser Ala Phe Leu Asn He Met Trp Pro 
860 865 870 

His Glu He Ala Asn Gly Lys Trp Leu Leu Tyr Pro Met Gin Val 
875 880 885 

Glu Leu Glu Gly Gly Gin Gly Pro Gly Gin Lys Gly Leu Cys Ser 
890 895 900 

Pro Arg Pro Asn He Leu His Leu Asp Val Asp Ser Arg Asp Arg 
905 910 915 

Arg Arg Arg Glu Leu Glu Pro Pro Glu Gin Gin Glu Pro Gly Glu 
92 0 925 93 0 

Arg Gin Glu Pro Ser Met Ser Trp Trp Pro Val Ser Ser Ala Glu 
935 94 0 945 

Lys Lys Lys Asn He Thr Leu Asp Cys Ala Arg Gly Thr Ala Asn 
950 955 960 

Cys Val Val Phe Ser Cys Pro Leu Tyr Ser Phe Asp Arg Ala Ala 
965 970 975 

Val Leu His Val Trp Gly Arg Leu Trp Asn Ser Thr Phe Leu Glu 
980 985 990 

Glu Tyr Ser Ala Val Lys Ser Leu Glu Val He Val Arg Ala Asn 
995 1000 1005 

He Thr Val Lys Ser Ser He Lys Asn Leu Met Leu Arg Asp Ala 
1010 1015 1020 

Ser Thr Val He Pro Val Met Val Tyr Leu Asp Pro Met Ala Val 
1025 1030 1035 

Val Ala Glu Gly Val Pro Trp Trp Val He Leu Leu Ala Val Leu 
1040 1045 1050 

Ala Gly Leu Leu Val Leu Ala Leu Leu Val Leu Leu Leu Trp Lys 
1055 1060 1065 

Met Gly Phe Phe Lys Arg Ala Lys His Pro Glu Ala Thr Val Pro 
1070 1075 1080 
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Gin Tyr His Ala Val Lys He Pro Arg Glu Asp Arg Gin Gin Phe 
1085 1090 1095 

Lys Glu Glu Lys Thr Gly Thr He Leu Arg Asn Asn Trp Gly Ser 
1100 1105 1110 

Pro Arg Arg Glu Gly Pro Asp Ala His Pro He Leu Ala Ala Asp 
1115 1120 1125 

Gly His Pro Glu Leu Gly Pro Asp Gly His Pro Gly Pro Gly Thr 
1130 1135 1140 

Ala 



<210> 121 

<211> 1532 

<212> DNA 

<213> Homo Sapien 

<400> 121 

ggcacgaggc ggcggggcag tcgcgggatg cgcccgggag ccacagcctg 50 

« aggccctcag gtctctgcag gtgtcgtgga ggaacctagc acctgccatc 100 

u ctcttcccca atttgccact tccagcagct ttagcccatg aggaggatgt 150 

U1 

fU gaccgggact gagtcaggag ccctctggaa gcatggagac tgtggtgatt 200 
m gttgccatag gtgtgctggc caccatcttt ctggcttcgt ttgcagcctt 250 
U1 ggtgctggtt tgcaggcagc gctactgccg gccgcgagac ctgctgcagc 300 
0 gctatgattc taagcccatt gtggacctca ttggtgccat ggagacccag 35 0 
\& tctgagccct ctgagttaga actggacgat gtcgttatca ccaaccccca 400 
51; cattgaggcc attctggaga atgaagactg gatcgaagat gcctcgggtc 450 
fU tcatgtccca ctgcattgcc atcttgaaga tttgtcacac tctgacagag 500 
aagcttgttg ccatgacaat gggctctggg gccaagatga agacttcagc 550 
cagtgtcagc gacatcattg tggtggccaa gcggatcagc cccagggtgg 600 
atgatgttgt gaagtcgatg taccctccgt tggaccccaa actcctggac 650 
gcacggacga ctgccctgct cctgtctgtc agtcacctgg tgctggtgac 700 
aaggaatgcc tgccatctga cgggaggcct ggactggatt gaccagtctc 750 
tgtcggctgc tgaggagcat ttggaagtcc ttcgagaagc agccctagct 800 
tctgagccag ataaaggcct cccaggccct gaaggcttcc tgcaggagca 850 
gtctgcaatt tagtgcctac aggccagcag ctagccatga aggcccctgc 900 
cgccatccct ggatggctca gcttagcctt ctactttttc ctatagagtt 950 

228 



agttgttctc 


cacggctgga gagttcagct gtgtgtgcat 


agtaaagcag 


1000 


gagatccccg 


tcagtttatg cctcttttgc agttgcaaac 


tgtggctggt 


1050 


gagtggcagt 


ctaatactac agttagggga gatgccattc 


actctctgca 


1100 


agaggagtat 


tgaaaactgg tggactgtca gctttattta 


gctcacctag 


1150 


tgttttcaag 


aaaattgagc caccgtctaa gaaatcaaga ggtttcacat 


1200 


taaaattaga 


atttctggcc tctctcgatc ggtcagaatg 


tgtggcaatt 


1250 


ctgatctgca 


ttttcagaag aggacaatca attgaaacta 


agtaggggtt 


1300 


tcttcttttg 


gcaagacttg tactctctca cctggcctgt 


ttcatttatt 


1350 


tgtattatct 


gcctggtccc tgaggcgtct gggtctctcc 


tctcccttgc 


1400 


aggtttgggt 


ttgaagctga ggaactacaa agttgatgat 


ttctttttta 


1450 


tctttatgcc 


tgcaatttta cctagctacc actaggtgga 


tagtaaattt 


1500 


atacttatgt 


ttccctcaaa aaaaaaaaaa aa 1532 







<210> 122 
<211> 226 
<212> PRT 
<213> Homo Sapien 

<400> 122 
Met Glu Thr Val 
1 

Phe Leu Ala Ser 
Tyr Cys Arg Pro 
lie Val Asp Leu 
Glu Leu Glu Leu 
Ala lie Leu Glu 
Met Ser His Cys 
Glu Lys Leu Val 
Thr Ser Ala Ser 

Ser Pro Arg Val 
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Val He Val Ala He Gly Val Leu Ala Thr He 
5 10 15 

Phe Ala Ala Leu Val Leu Val Cys Arg Gin Arg 
20 25 30 

Arg Asp Leu Leu Gin Arg Tyr Asp Ser Lys Pro 
35 40 45 

He Gly Ala Met Glu Thr Gin Ser Glu Pro Ser 
50 55 60 

Asp Asp Val Val He Thr Asn Pro His He Glu 
65 ~ 70 75 

Asn Glu Asp Trp He Glu Asp Ala Ser Gly Leu 
80 85 90 

He Ala He Leu Lys He Cys His Thr Leu Thr 
95 100 105 



Ala Met Thr Met Gly Ser Gly Ala Lys Met Lys 
110 115 120 

Val Ser Asp He He Val Val Ala Lys Arg He 
125 130 135 

Asp Asp Val Val Lys Ser Met Tyr Pro Pro Leu 



140 145 150 

Asp Pro Lys Leu Leu Asp Ala Arg Thr Thr Ala Leu Leu Leu Ser 
155 160 165 

Val Ser His Leu Val Leu Val Thr Arg Asn Ala Cys His Leu Thr 
170 175 180 

Gly Gly Leu Asp Trp He Asp Gin Ser Leu Ser Ala Ala Glu Glu 
185 190 195 

His Leu Glu Val Leu Arg Glu Ala Ala Leu Ala Ser Glu Pro Asp 
200 205 210 

Lys Gly Leu Pro Gly Pro Glu Gly Phe Leu Gin Glu Gin Ser Ala 
215 220 225 

He 



<210> 123 

<211> 1410 
Id, <212> DNA 
© <213> Homo Sapien 

*g <400> 123 



cccttacatc 


ctcctaggac 


ccggtcggta 


gtcgtcgccc 


cagcccgccg 


50 


ggggcgcagc 


gcccgagccg 


cggccctcga 


gacgggaccg 


agagcatcat 


100 


gggcagcact 


gtcccgcgct 


ccgcctccgt 


gctgcttctg 


ctgctgctcc 


150 


tgcgccgggc 


cgagcagccc 


tgcggggccg 


agctcacctt 


cgagctgccg 


200 


gacaacgcca 


agcagtgctt 


ccacgaggag 


gtggagcagg 


gcgtgaagtt 


250 


ctccctggat 


taccaggtca 


tcactggagg 


ccactacgat gttgactgct 


300 


atgtagagga 


cccccagggg 


aacaccatct 


acagagaaac 


gaagaagcag 


350 


tacgacagct 


tcacgtaccg 


ggctgaagtc 


aagggcgttt 


atcagttttg 


400 


cttcagtaat 


gagttttcca 


ccttctctca 


caagaccgtc 


tactttgact 


450 


ttcaagtggg 


cgatgagcct 


cccattctcc 


cagacatggg 


gaacagggtc 


500 


acagctctca 


cccagatgga 


gtccgcctgc 


gtgaccatcc 


atgaggctct 


550 


gaaaacggtg 


attgactccc 


agacgcatta 


ccggctgcgg gaggcccagg 


600 


accgggcccg 


agcggaagac 


cttaatagcc 


gagtctctta 


ctggtctgtt 


650 


ggcgagacga 


ttgccctgtt 


cgtggtcagc 


ttcagtcagg 


tgctactgtt 


700 


gaaaagcttc 


ttcacagaaa 


aacgacccat 


cagcagggca 


gtccactcct 


750 


agccccggca 


tcctgctcta 


gggcccctca 


tgccccaggc 


tggagcagct 


800 
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ctcctaggtc 


acagcctgct 


gggctgggtc 


gcgtagccca 


gggtggaggc 


850 


agaacgatgc 


tgctgtggta 


gccctttgcc 


tttcatgccc 


atgcttgatt 


900 


cttgcacctc 


agcagctgaa 


ggtctcagag 


accagtaatc 


agaaggcatc 


950 


cgactgcatt 


aagtgtgcag 


cgctgaaaag 


acatttacaa 


ctaggccagg 


1000 


gattagccac 


tgtgggaggg 


tggacaggca 


atggttcagt 


ggcctggctg 


1050 


ttggcaggaa 


ctccaagtgc 


ccaggcctct 


tgggcagctt 


agggccctgc 


1100 


ctctgtttca 


tgatgcatgg 


gtcatttgtc 


ttgggtgtcc 


tatcccatat 


1150 


ggagaagaaa 


ggggctctaa 


gttctggctc 


ttctttcttt 


ggggttctct 


1200 


gtacctgagg 


aaaccaggcc 


ctgggtgact 


ttgcagatct 


gctcaccctc 


1250 


ggtgagcaac 


agtgtcagcc 


atgcaagcag 


gacagaatgg tgactgggtg 


1300 


cccttggtga 


gctgtgtatt 


tcctaggagg 


tagaaaactg 


tgggaaactg 


1350 


tggctaataa 


aaactaagtg 


tgagcgtcaa 


aaaaaaaaaa 


aaaaaaaaaa 


1400 


aaaaaaaaaa 


1410 











<210> 124 
<211> 217 
<212> PRT 
<213> Homo Sapien 

<400> 124 

Met Gly Ser Thr Val Pro Arg Ser Ala Ser Val Leu Leu Leu Leu 
1 ' 5 10 15 

Leu Leu Leu Arg Arg Ala Glu Gin Pro Cys Gly Ala Glu Leu Thr 
20 25 30 

Phe Glu Leu Pro Asp Asn Ala Lys Gin Cys Phe His Glu Glu Val 
35 40 45 

Glu Gin Gly Val Lys Phe Ser Leu Asp Tyr Gin Val He Thr Gly 
50 55 60 

Gly His Tyr Asp Val Asp Cys Tyr Val Glu Asp Pro Gin Gly Asn 
65 70 75 

Thr He Tyr Arg Glu Thr Lys Lys Gin Tyr Asp Ser Phe Thr Tyr 
80 85 90 

Arg Ala Glu Val Lys Gly Val Tyr Gin Phe Cys Phe Ser Asn Glu 
95 ~ 100 105 

Phe Ser Thr Phe Ser His Lys Thr Val Tyr Phe Asp Phe Gin Val 
110 115 120 

Gly Asp Glu Pro Pro He Leu Pro Asp Met Gly Asn Arg Val Thr 
125 130 135 
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Ala Leu Thr Gin Met Glu Ser Ala Cys Val Thr He His Glu Ala 
140 145 150 

Leu Lys Thr Val He Asp Ser Gin Thr His Tyr Arg Leu Arg Glu 
155 160 165 

Ala Gin Asp Arg Ala Arg Ala Glu Asp Leu Asn Ser Arg Val Ser 
170 175 180 

Tyr Trp Ser Val Gly Glu Thr He Ala Leu Phe Val Val Ser Phe 
185 190 195 

Ser Gin Val Leu Leu Leu Lys Ser Phe Phe Thr Glu Lys Arg Pro 
200 205 210 

He Ser Arg Ala Val His Ser 
215 

<210> 125 
<211> 756 
<212> DNA 
<213> Homo Sapien 

<400> 125 



ggcacgaggc 


gctgtccacc 


cgggggcgtg 


ggagtgaggt accagattca 


50 


gcccatttgg 


ccccgacgcc 


tctgttctcg 


gaatccgggt gctgcggatt 


100 


gaggtcccgg 


ttcctaacgg 


actgcaagat 


ggaggaaggc 


gggaacctag 


150 


gaggcctgat 


taagatggtc 


catctactgg 


tcttgtcagg 


tgcctggggc 


200 


atgcaaatgt 


gggtgacctt 


cgtctcaggc 


ttcctgcttt 


tccgaagcct 


250 


tccccgacat 


accttcggac 


tagtgcagag 


caaactcttc 


cccttctact 


300 


tccacatctc 


catgggctgt 


gccttcatca 


acctctgcat 


cttggcttca 


350 


cagcatgctt 


gggctcagct 


cacattctgg 


gaggccagcc 


agctttacct 


400 


gctgttcctg 


agccttacgc 


tggccactgt 


caacgcccgc 


tggctggaac 


450 


cccgcaccac 


agctgccatg 


tgggccctgc 


aaaccgtgga 


gaaggagcga 


500 


ggcctgggtg 


gggaggtacc 


aggcagccac 


cagggtcccg 


atccctaccg 


550 


ccagctgcga 


gagaaggacc 


ccaagtacag 


tgctctccgc 


cagaatttct 


600 


tccgctacca 


tgggctgtcc 


tctctttgca 


atctgggctg 


cgtcctgagc 


650 


aatgggctct 


gtctcgctgg 


ccttgccctg 


gaaataagga gcctctagca 


700 


tgggccctgc 


atgctaataa 


atgcttcttc 


agaaatgaaa 


aaaaaaaaaa 


750 


aaaaaa 756 












<210> 126 
<211> 189 
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<212> PRT 

<213> Homo Sapien 

<400> 126 

Met Glu Glu Gly Gly Asn Leu Gly Gly Leu lie Lys Met Val His 
1 "* 5 10 15 

Leu Leu Val Leu Ser Gly Ala Trp Gly Met Gin Met Trp Val Thr 
20 25 30 

Phe Val Ser Gly Phe Leu Leu Phe Arg Ser Leu Pro Arg His Thr 
35 40 45 

Phe Gly Leu Val Gin Ser Lys Leu Phe Pro Phe Tyr Phe His lie 
50 55 6 0 

Ser Met Gly Cys Ala Phe He Asn Leu Cys He Leu Ala Ser Gin 
65 70 75 

His Ala Trp Ala Gin Leu Thr Phe Trp Glu Ala Ser Gin Leu Tyr 
80 85 90 

Leu Leu Phe Leu Ser Leu Thr Leu Ala Thr Val Asn Ala Arg Trp 
95 100 105 

Leu Glu Pro Arg Thr Thr Ala Ala Met Trp Ala Leu Gin Thr Val 
110 115 120 

Glu Lys Glu Arg Gly Leu Gly Gly Glu Val Pro Gly Ser His Gin 
125 130 135 

Gly Pro Asp Pro Tyr Arg Gin Leu Arg Glu Lys Asp Pro Lys Tyr 
140 145 150 

Ser Ala Leu Arg Gin Asn Phe Phe Arg Tyr His Gly Leu Ser Ser 
155 160 165 

Leu Cys Asn Leu Gly Cys Val Leu Ser Asn Gly Leu Cys Leu Ala 
170 175 180 

Gly Leu Ala Leu Glu He Arg Ser Leu 
185 

<210> 127 

<211> 1027 

<212> DNA 

<213> Homo Sapien 

<220> 

<221> unsure 
<222> 1017, 1020 
<223> unknown base 

<400> 127 

gcttcatttc tcccgactca gcttcccacc ctgggctttc cgaggtgctt 5 0 
tcgccgctgt ccccaccact gcagccatga tctccttaac ggacacgcag 100 



233 



aaaattggaa tgggattaac aggatttgga gtgtttttcc tgttctttgg 150 

aatgattctc ttttttgaca aagcactact ggctattgga aatgttttat 200 

ttgtagccgg cttggctttt gtaattggtt tagaaagaac attcagattc 250 

ttcttccaaa aacataaaat gaaagctaca ggtttttttc tgggtggtgt 3 00 

atttgtagtc cttattggtt ggcctttgat aggcatgatc ttcgaaattt 350 

atggattttt tctcttgttc aggggcttct ttcctgtcgt tgttggcttt 400 

attagaagag tgccagtcct tggatccctc ctaaatttac ctggaattag 450 

atcatttgta gataaagttg gagaaagcaa caatatggta taacaacaag 500 

tgaatttgaa gactcattta aaatattgtg ttatttataa agtcatttga 55 0 

agaatattca gcacaaaatt aaattacatg aaatagcttg taatgttctt 600 

tacaggagtt taaaacgtat agcctacaaa gtaccagcag caaattagca 650 

aagaagcagt gaaaacaggc ttctactcaa gtgaactaag aagaagtcag 700 

caagcaaact gagagaggtg aaatccatgt taatgatgct taagaaactc 75 0 

ttgaaggcta tttgtgttgt ttttccacaa tgtgcgaaac tcagccatcc 8 00 

ttagagaact gtggtgcctg tttcttttct ttttattttg aaggctcagg 850 

agcatccata ggcatttgct ttttagaagt gtccactgca atggcaaaaa 900 

tatttccagt tgcactgtat ctctggaagt gatgcatgaa ttcgattgga 950 

ttgtgtcatt ttaaagtatt aaaaccaagg aaaccccaat tttgatgtat 1000 

ggattacttt tttttgngcn cagggcc 1027 

<210> 128 

<211> 138 

<212> PRT 

<213> Homo Sapien 

<400> 128 
Met lie Ser Leu Thr Asp Thr Gin Lys 
1 5 

Gly Phe Gly Val Phe Phe Leu Phe Phe 
2 0 

Asp Lys Ala Leu Leu Ala lie Gly Asn 
35 

Leu Ala Phe Val He Gly Leu Glu Arg 
50 

Gin Lys His Lys Met Lys Ala Thr Gly 
65 



He Gly Met Gly Leu Thr 
10 15 

Gly Met He Leu Phe Phe 
25 30 

Val Leu Phe Val Ala Gly 
40 45 



Thr Phe Arg Phe Phe Phe 
55 60 

Phe Phe Leu Gly Gly Val 
70 75 
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Phe Val Val Leu He Gly Trp Pro Leu He Gly Met He Phe Glu 

80 85 90 

He Tyr Gly Phe Phe Leu Leu Phe Arg Gly Phe Phe Pro Val Val 

95 100 105 

Val Gly Phe He Arg Arg Val Pro Val Leu Gly Ser Leu Leu Asn 

110 115 120 

Leu Pro Gly He Arg Ser Phe Val Asp Lys Val Gly Glu Ser Asn 

12 5 13 0 13 5 

Asn Met Val 



<210> 129 

<211> 1508 

<212> DNA 

<213> Homo Sapien 

<400> 129 





aattcagatt 


ttaagcccat 


tctgcagtgg 


aatttcatga 


actagcaaga 


O u 


■PI 


ggacaccatc 


ttcttgtatt 


atacaagaaa ggagtgtacc 


tatcacacac 


i no 


a 


agggggaaaa 


atgctctttt 


gggtgctagg 


cctcctaatc 


ctctgtggtt 


-L \J 


1 

|J 1 


ttctgtggac 


tcgtaaagga 


aaactaaaga 


ttgaagacat 


cactgataag 


Z U VJ 




tacattttta 


tcactggatg 


tgactcgggc 


tttggaaact 


tggcagccag 


ZjU 


%s : 


aacttttgat 


aaaaagggat 


ttcatgtaat 


cgctgcctgt 


ctgactgaat 


300 


£ :: 


caggatcaac 


agctttaaag 


gcagaaacct 


cagagagact 


tcgtactgtg 


350 




cttctggatg 


tgaccgaccc 


agagaatgtc 


aagaggactg 


cccagtgggt 


400 




gaagaaccaa 


gttggggaga 


aaggtctctg 


gggtctgatc 


aataatgctg 


450 


fl 1 


gtgttcccgg 


cgtgctggct 


cccactgact 


ggctgacact 


agaggactac 


500 




agagaaccta 


ttgaagtgaa 


cctgtttgga 


ctcatcagtg 


tgacactaaa 


550 




tatgcttcct 


ttggtcaaga 


aagctcaagg gagagttatt 


aatgtctcca 


600 




gtgttggagg 


tcgccttgca 


atcgttggag ggggctatac 


tccatccaaa 


650 




tatgcagtgg 


aaggtttcaa 


tgacagctta agacgggaca tgaaagcttt 


700 




tggtgtgcac 


gtctcatgca 


ttgaaccagg 


attgttcaaa 


acaaacttgg 


750 




cagatccagt 


aaaggtaatt 


gaaaaaaaac 


tcgccatttg ggagcagctg 


800 




tctccagaca 


tcaaacaaca 


atatggagaa ggttacattg 


aaaaaagtct 


850 




agacaaactg 


aaaggcaata 


aatcctatgt 


gaacatggac 


ctctctccgg 


900 




tggtagagtg 


catggaccac 


gctctaacaa gtctcttccc 


taagactcat 


950 
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tatgccgctg gaaaagatgc caaaattttc tggatacctc tgtctcacat 1000 

gccagcagct ttgcaagact ttttattgtt gaaacagaaa gcagagctgg 1050 

ctaatcccaa ggcagtgtga ctcagctaac cacaaatgtc tcctccaggc 1100 

tatgaaattg gccgatttca agaacacatc tccttttcaa ccccattcct 1150 

tatctgctcc aacctggact catttagatc gtgcttattt ggattgcaaa 1200 

agggagtccc accatcgctg gtggtatccc agggtccctg ctcaagtttt 1250 

ctttgaaaag gagggctgga atggtacatc acataggcaa gtcctgccct 1300 

gtatttaggc tttgcctgct tggtgtgatg taagggaaat tgaaagactt 1350 

gcccattcaa aatgatcttt accgtggcct gccccatgct tatggtcccc 1400 

agcatttaca gtaacttgtg aatgttaagt atcatctctt atctaaatat 1450 

taaaagataa gtcaacccaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1500 

aaaaaaaa 1508 

<210> 130 
<211> 319 
<212> PRT 
<213> Homo Sapien 

<400> 130 

Met Leu Phe Trp Val Leu Gly Leu Leu lie Leu Cys Gly Phe Leu 
1 ~ 5 10 15 

Trp Thr Arg Lys Gly Lys Leu Lys He Glu Asp He Thr Asp Lys 
20 25 30 

Tyr He Phe He Thr Gly Cys Asp Ser Gly Phe Gly Asn Leu Ala 
35 40 45 

Ala Arg Thr Phe Asp Lys Lys Gly Phe His Val He Ala Ala Cys 
50 55 60 

Leu Thr Glu Ser Gly Ser Thr Ala Leu Lys Ala Glu Thr Ser Glu 
65 70 75 

Arg Leu Arg Thr Val Leu Leu Asp Val Thr Asp Pro Glu Asn Val 
80 85 90 

Lys Arg Thr Ala Gin Trp Val Lys Asn Gin Val Gly Glu Lys Gly 
95 100 105 

Leu Trp Gly Leu He Asn Asn Ala Gly Val Pro Gly Val Leu Ala 
110 115 120 

Pro Thr Asp Trp Leu Thr Leu Glu Asp Tyr Arg Glu Pro He Glu 
125 130 135 

Val Asn Leu Phe Gly Leu He Ser Val Thr Leu Asn Met Leu Pro 
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140 145 150 

Leu Val Lys Lys Ala Gin Gly Arg Val He Asn Val Ser Ser Val 
155 160 165 

Gly Gly Arg Leu Ala He Val Gly Gly Gly Tyr Thr Pro Ser Lys 
170 175 180 

Tyr Ala Val Glu Gly Phe Asn Asp Ser Leu Arg Arg Asp Met Lys 
185 190 195 

Ala Phe Gly Val His Val Ser Cys He Glu Pro Gly Leu Phe Lys 
200 205 210 

Thr Asn Leu Ala Asp Pro Val Lys Val He Glu Lys Lys Leu Ala 
215 220 225 

He Trp Glu Gin Leu Ser Pro Asp He Lys Gin Gin Tyr Gly Glu 
230 235 240 

Gly Tyr He Glu Lys Ser Leu Asp Lys Leu Lys Gly Asn Lys Ser 
245 250 2 55 

Tyr Val Asn Met Asp Leu Ser Pro Val Val Glu Cys Met Asp His 
260 265 270 

Ala Leu Thr Ser Leu Phe Pro Lys Thr His Tyr Ala Ala Gly Lys 
275 280 285 

Asp Ala Lys He Phe Trp He Pro Leu Ser His Met Pro Ala Ala 
290 295 300 

Leu Gin Asp Phe Leu Leu Leu Lys Gin Lys Ala Glu Leu Ala Asn 
305 310 315 

Pro Lys Ala Val 



<210> 131 

<211> 1818 

<212> DNA 

<213> Homo Sapien 

<400> 131 

agacagtacc tcctccctag gactacacaa ggactgaacc agaaggaaga 5 0 
ggacagagca aagccatgaa catcatccta gaaatccttc tgcttctgat 100 
caccatcatc tactcctact tggagtcgtt ggtgaagttt ttcattcctc 150 
agaggagaaa atctgtggct ggggagattg ttctcattac tggagctggg 200 
catggaatag gcaggcagac tacttatgaa tttgcaaaac gacagagcat 250 
attggttctg tgggatatta ataagcgcgg tgtggaggaa actgcagctg 300 
agtgccgaaa actaggcgtc actgcgcatg cgtatgtggt agactgcagc 350 
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aacagagaag agatctatcg ctctctaaat caggtgaaga aagaagtggg 400 
tgatgtaaca atcgtggtga ataatgctgg gacagtatat ccagccgatc 450 
ttctcagcac caaggatgaa gagattacca agacatttga ggtcaacatc 500 
ctaggacatt tttggatcac aaaagcactt cttccatcga tgatggagag 550 
aaatcatggc cacatcgtca cagtggcttc agtgtgcggc cacgaaggga 600 
ttccttacct catcccatat tgttccagca aatttgccgc tgttggcttt 650 
cacagaggtc tgacatcaga acttcaggcc ttgggaaaaa ctggtatcaa 700 
aacctcatgt ctctgcccag tttttgtgaa tactgggttc accaaaaatc 750 
caagcacaag attatggcct gtattggaga cagatgaagt cgtaagaagt 800 
ctgatagatg gaatacttac caataagaaa atgatttttg ttccatcgta 850 
tatcaatatc tttctgagac tacagaagtt tcttcctgaa cgcgcctcag 900 
cgattttaaa tcgtatgcag aatattcaat ttgaagcagt ggttggccac 950 
aaaatcaaaa tgaaatgaat aaataagctc cagccagaga tgtatgcatg 1000 
ataatgatat gaatagtttc gaatcaatgc tgcaaagctt tatttcacat 105 0 
tttttcagtc ctgataatat taaaaacatt ggtttggcac tagcagcagt 1100 
caaacgaaca agattaatta cctgtcttcc tgtttctcaa gaatatttac 1150 
gtagtttttc ataggtctgt ttttcctttc atgcctctta aaaacttctg 1200 
tgcttacata aacatactta aaaggttttc tttaagatat tttatttttc 1250 
catttaaagg tggacaaaag ctacctccct aaaagtaaat acaaagagaa 1300 
cttatttaca cagggaaggt ttaagactgt tcaagtagca ttccaatctg 1350 
tagccatgcc acagaatatc aacaagaaca cagaatgagt gcacagctaa 1400 
gagatcaagt ttcagcaggc agctttatct caacctggac atattttaag 1450 
attcagcatt tgaaagattt ccctagcctc ttcctttttc attagcccaa 1500 
aacggtgcaa ctctattctg gactttatta cttgattctg tcttctgtat 1550 
aactctgaag tccaccaaaa gtggaccctc tatatttcct ccctttttat 1600 
agtcttataa gatacattat gaaaggtgac cgactctatt ttaaatctca 1650 
gaattttaag ttctagcccc atgataacct ttttctttgt aatttatgct 1700 
ttcatatatc cttggtccca gagatgttta gacaatttta ggctcaaaaa 1750 
ttaaagctaa cacaggaaaa ggaactgtac tggctattac ataagaaaca 1800 
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atggacccaa gagaagaa 1818 



<210> 132 
<211> 300 
<212> PRT 
<213> Homo Sapien 

<400> 132 

Met Asn He He Leu Glu He Leu Leu Leu Leu He Thr He He 
15 10 15 

Tyr Ser Tyr Leu Glu Ser Leu Val Lys Phe Phe He Pro Gin Arg 
20 25 30 

Arg Lys Ser Val Ala Gly Glu He Val Leu He Thr Gly Ala Gly 
35 40 45 

His Gly He Gly Arg Gin Thr Thr Tyr Glu Phe Ala Lys Arg Gin 
50 55 60 

Ser He Leu Val Leu Trp Asp He Asn Lys Arg Gly Val Glu Glu 
65 70 75 

Thr Ala Ala Glu Cys Arg Lys Leu Gly Val Thr Ala His Ala Tyr 
80 85 90 

Val Val Asp Cys Ser Asn Arg Glu Glu He Tyr Arg Ser Leu Asn 
95 100 105 

Gin Val Lys Lys Glu Val Gly Asp Val Thr He Val Val Asn Asn 
110 115 120 

Ala Gly Thr Val Tyr Pro Ala Asp Leu Leu Ser Thr Lys Asp Glu 
125 130 135 

Glu He Thr Lys Thr Phe Glu Val Asn He Leu Gly His Phe Trp 
r; 4 140 145 150 

p He Thr Lys Ala Leu Leu Pro Ser Met Met Glu Arg Asn His Gly 

155 16 0 165 

His He Val Thr Val Ala Ser Val Cys Gly His Glu Gly He Pro 
170 175 180 

Tyr Leu He Pro Tyr Cys Ser Ser Lys Phe Ala Ala Val Gly Phe 
185 ~ 190 195 

His Arg Gly Leu Thr Ser Glu Leu Gin Ala Leu Gly Lys Thr Gly 
200 205 210 

He Lys Thr Ser Cys Leu Cys Pro Val Phe Val Asn Thr Gly Phe 
215 220 225 

Thr Lys Asn Pro Ser Thr Arg Leu Trp Pro Val Leu Glu Thr Asp 
230 235 240 

Glu Val Val Arg Ser Leu He Asp Gly He Leu Thr Asn Lys Lys 
245 250 255 
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Met He Phe Val Pro Ser Tyr He Asn He Phe Leu Arg Leu Gin 
260 265 270 

Lys Phe Leu Pro Glu Arg Ala Ser Ala He Leu Asn Arg Met Gin 

275 280 285 

Asn He Gin Phe Glu Ala Val Val Gly His Lys He Lys Met Lys 
290 295 300 

<210> 133 

<211> 1849 

<212> DNA 

<213> Homo Sapien 

<400> 133 

ctgaggcggc ggtagcatgg agggggagag tacgtcggcg gtgctctcgg 50 
gctttgtgct cggcgcactc gctttccagc acctcaacac ggactcggac 100 
acggaaggtt ttcttcttgg ggaagtaaaa ggtgaagcca agaacagcat 150 
tactgattcc caaatggatg atgttgaagt tgtttataca attgacattc 200 
agaaatatat tccatgctat cagcttttta gcttttataa ttcttcaggc 250 
gaagtaaatg agcaagcact gaagaaaata ttatcaaatg tcaaaaagaa 3 00 
tgtggtaggt tggtacaaat tccgtcgtca ttcagatcag atcatgacgt 350 
ttagagagag gctgcttcac aaaaacttgc aggagcattt ttcaaaccaa 400 
gaccttgttt ttctgctatt aacaccaagt ataataacag aaagctgctc 450 
tactcatcga ctggaacatt ccttatataa acctcaaaaa ggactttttc 500 
acagggtacc tttagtggtt gccaatctgg gcatgtctga acaactgggt 550 
tataaaactg tatcaggttc ctgtatgtcc actggtttta gccgagcagt 600 
acaaacacac agctctaaat tttttgaaga agatggatcc ttaaaggagg 650 
tacataagat aaatgaaatg tatgcttcat tacaagagga attaaagagt 700 
atatgcaaaa aagtggaaga cagtgaacaa gcagtagata aactagtaaa 750 
ggatgtaaac agattaaaac gagaaattga gaaaaggaga ggagcacaga 800 
ttcaggcagc aagagagaag aacatccaaa aagaccctca ggagaacatt 850 
tttctttgtc aggcattacg gacctttttt ccaaattctg aatttcttca 900 
ttcatgtgtt atgtctttaa aaaatagaca tgtttctaaa agtagctgta 950 
actacaacca ccatctcgat gtagtagaca atctgacctt aatggtagaa 1000 
cacactgaca ttcctgaagc tagtccagct agtacaccac aaatcattaa 1050 
gcataaagcc ttagacttag atgacagatg gcaattcaag agatctcggt 1100 
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tgttagatac 


acaagacaaa 


cgatctaaag 


caaatactgg 


tagtagtaac 


1150 




caagataaag 


catccaaaat 


gagcagccca 


gaaacagatg 


aagaaattga 


1200 




aaagatgaag 


ggttttggtg 


aatattcacg 


gtctcctaca ttttgatcct 


1250 




tttaacctta 


caaggagatt 


tttttatttg 


gctgatgggt 


aaagccaaac 


1300 




atttctattg 


tttttactat 


gttgagctac 


ttgcagtaag 


ttcatttgtt 


1350 




tttactatgt 


tcacctgttt 


gcagtaatac 


acagataact 


cttagtgcat 


1400 




ttacttcaca 


aagtactttt 


tcaaacatca 


gatgctttta 


tttccaaacc 


1450 




tttttttcac 


ctttcactaa 


gttgttgagg 


ggaaggctta cacagacaca 


1500 




ttctttagaa 


ttggaaaagt 


gagaccaggc 


acagtggctc 


acacctgtaa 


1550 




tcccagcact 


tagggaagac 


aagtcaggag 


gattgattga 


agctaggagt 


1600 




tagagaccag 


cctgggcaac 


gtattgagac 


catgtctatt 


aaaaaataaa 


1650 


™- 

L..i 


atggaaaagc 


aagaatagcc 


ttattttcaa 


aatatggaaa 


gaaatttata 


1700 


tgaaaattta 


tctgagtcat 


taaaattctc 


cttaagtgat 


acttttttag 


1750 




aagtacatta 


tggctagagt 


tgccagataa 


aatgctggat 


atcatgcaat 


1800 


-vi : 


aaatttgcaa 


aacatcatct 


aaaatttaaa 


aaaaaaaaaa 


aaaaaaaaa 1849 




<210> 134 













<211> 409 
<212> PRT 
M <213> Homo Sapien 

<400> 134 

jfJ Met Glu Gly Glu Ser Thr Ser Ala Val Leu Ser Gly Phe Val Leu 

U 15 10 15 

M 

W G iy A i a L eu Ala Phe Gin His Leu Asn Thr Asp Ser Asp Thr Glu 

20 25 30 

Gly Phe Leu Leu Gly Glu Val Lys Gly Glu Ala Lys Asn Ser lie 
35 40 45 

Thr Asp Ser Gin Met Asp Asp Val Glu Val Val Tyr Thr He Asp 
50 55 60 

He Gin Lys Tyr He Pro Cys Tyr Gin Leu Phe Ser Phe Tyr Asn 
65 70 75 

Ser Ser Gly Glu Val Asn Glu Gin Ala Leu Lys Lys He Leu Ser 
80 85 90 

Asn Val Lys Lys Asn Val Val Gly Trp Tyr Lys Phe Arg Arg His 
95 100 105 

Ser Asp Gin He Met Thr Phe Arg Glu Arg Leu Leu His Lys Asn 
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110 115 120 

Leu Gin Glu His Phe Ser Asn Gin Asp Leu Val Phe Leu Leu Leu 
125 130 135 

Thr Pro Ser lie He Thr Glu Ser Cys Ser Thr His Arg Leu Glu 
140 145 150 

His Ser Leu Tyr Lys Pro Gin Lys Gly Leu Phe His Arg Val Pro 
155 160 165 

Leu Val Val Ala Asn Leu Gly Met Ser Glu Gin Leu Gly Tyr Lys 
170 175 180 

Thr Val Ser Gly Ser Cys Met Ser Thr Gly Phe Ser Arg Ala Val 
185 190 195 

Gin Thr His Ser Ser Lys Phe Phe Glu Glu Asp Gly Ser Leu Lys 
200 205 210 

Glu Val His Lys He Asn Glu Met Tyr Ala Ser Leu Gin Glu Glu 
215 220 225 

H Leu Lys Ser He Cys Lys Lys Val Glu Asp Ser Glu Gin Ala Val 
% ~ 230 " 235 240 

c ss:; 

^ Asp Lys Leu Val Lys Asp Val Asn Arg Leu Lys Arg Glu He Glu 

fM " 245 250 255 

m Lys Arg Arg Gly Ala Gin He Gin Ala Ala Arg Glu Lys Asn He 
m> ' ~ ~ 260 265 270 

*L, Gin Lys Asp Pro Gin Glu Asn He Phe Leu Cys Gin Ala Leu Arg 

Q ' L 275 280 285 

y, Thr Phe Phe Pro Asn Ser Glu Phe Leu His Ser Cys Val Met Ser 

ss* 290 295 300 

U i 

5f! Leu Lys Asn Arg His Val Ser Lys Ser Ser Cys Asn Tyr Asn His 

IU ^ 305 310 315 

His Leu Asp Val Val Asp Asn Leu Thr Leu Met Val Glu His Thr 
320 325 330 

Asp He Pro Glu Ala Ser Pro Ala Ser Thr Pro Gin He He Lys 
335 340 345 

His Lys Ala Leu Asp Leu Asp Asp Arg Trp Gin Phe Lys Arg Ser 
350 355 360 

Arg Leu Leu Asp Thr Gin Asp Lys Arg Ser Lys Ala Asn Thr Gly 
365 370 375 

Ser Ser Asn Gin Asp Lys Ala Ser Lys Met Ser Ser Pro Glu Thr 
380 385 390 

Asp Glu Glu He Glu Lys Met Lys Gly Phe Gly Glu Tyr Ser Arg 
395 400 405 
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Ser Pro Thr Phe 



210> 135 
211> 2651 
212 > DNA 

213> Homo Sapien 
400> 135 



ggcacagccg 




ggcagagtca 


gccgagccga 


g izccagccyy 


o u 


acgagcggac 


cagcgcaggg 


Ca.yCCCad.yC 


ay cy cy ccty c 


y ctciv^y \w 


100 


cgccgcccac 


accctctgcg 


gtccccgcgg 


cgccuyccac 


/ — i — » -f — 4- ppphpr 
CCLLLOtLtt 




ttccccgcgt 


ccccgcctcg 


ccggccagtc 


agcttgccgg 


ytucyCLycc 


9 n n 
z u u 


ccgcgaaacc 


ccgaggtcac 


cagcccgcgc 


ctctgcttcc 


ctgggccgcg 


o c n 


cgccgcctcc 


acgccctcct 


tctcccctgg 


cccggcgcct 


ggcaccgggg 


*3 a n 
3 U U 


accgttgcct 


gacgcgaggc 


ccagctctac 


ttttcgcccc 


gcgtctcctc 


OCA 


cgcctgctcg 


cctcttccac 


caactccaac 


tccttctccc 


tccagctcca 


4UU 


ctcgctagtc 


cccgactccg 


ccagccctcg 


gcccgctgcc 


gtagcgccgc 


/icn 


ttcccgtccg 


gtcccaaagg 


tgggaacgcg 


tccgccccgg 


cccgcaccat 


DUU 


ggcacggttc 


ggcttgcccg 


cgcttctctg 


caccctggca 


gcgcucagcg 


ccn 

J JU 


ccgcgctgct 


ggctgccgag 


ctcaagtcga 


aaagttgctc 


ggaagtgcga 


D U U 


cgtctttacg 


tgtccaaagg 


cttcaacaag 


aacgatgccc 


ccctccacga 


/r cr n 


gatcaacggt 


gatcatttga 


agatctgtcc 


ccagggttct 


acctgctgct 


/ (J u 


ctcaagagat 


ggaggagaag 


tacagcctgc 


aaagtaaaga 


tgatttcaaa 


tca 
/ O U 


agtgtggtca 


gcgaacagtg 


caatcatttg 


caagctgtct 


t tigcL. tCaCy 


QAA 

oUU 


ttacaagaag 


tttgatgaat 


tcttcaaaga 


act act tgaa 


aauyCaydyd 




aatccctgaa 


tgatatgttt 


gtgaagacat 


atggccattt 


atacatgcaa 


900 


aattctgagc 


tatttaaaga 


tctcttcgta 


gagttgaaac 


gttactacgt 


950 


ggtgggaaat 


gtgaacctgg 


aagaaatgct 


aaatgacttc 


tgggctcgcc 


1000 


tcctggagcg 


gatgttccgc 


ctggtgaact 


cccagtacca 


ctttacagat 


1050 


gagtatctgg 


aatgtgtgag 


caagtatacg 


gagcagctga 


agcccttcgg 


1100 


agatgtccct 


cgcaaattga 


agctccaggt 


tactcgtgct 


tttgtagcag 


1150 


cccgtacttt 


cgctcaaggc 


ttagcggttg 


cgggagatgt 


cgtgagcaag 


1200 


gtctccgtgg 


taaaccccac 


agcccagtgt 


acccatgccc 


tgttgaagat 


1250 
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gatctactgc tcccactgcc ggggtctcgt gactgtgaag ccatgttaca 1300 
actactgctc aaacatcatg agaggctgtt tggccaacca aggggatctc 1350 
gattttgaat ggaacaattt catagatgct atgctgatgg tggcagagag 1400 
gctagagggt cctttcaaca ttgaatcggt catggatccc atcgatgtga 1450 
agatttctga tgctattatg aacatgcagg ataatagtgt tcaagtgtct 1500 
cagaaggttt tccagggatg tggacccccc aagcccctcc cagctggacg 1550 
aatttctcgt tccatctctg aaagtgcctt cagtgctcgc ttcagaccac 1600 
atcaccccga ggaacgccca accacagcag ctggcactag tttggaccga 1650 
ctggttactg atgtcaagga gaaactgaaa caggccaaga aattctggtc 1700 
ctcccttccg agcaacgttt gcaacgatga gaggatggct gcaggaaacg 1750 
gcaatgagga tgactgttgg aatgggaaag gcaaaagcag gtacctgttt 180 0 
gcagtgacag gaaatggatt agccaaccag ggcaacaacc cagaggtcca 1850 
ggttgacacc agcaaaccag acatactgat ccttcgtcaa atcatggctc 1900 
ttcgagtgat gaccagcaag atgaagaatg catacaatgg gaacgacgtg 1950 
gacttctttg atatcagtga tgaaagtagt ggagaaggaa gtggaagtgg 2000 
ctgtgagtat cagcagtgcc cttcagagtt tgactacaat gccactgacc 2050 
atgctgggaa gagtgccaat gagaaagccg acagtgctgg tgtccgtcct 2100 
ggggcacagg cctacctcct cactgtcttc tgcatcttgt tcctggttat 2150 
gcagagagag tggagataat tctcaaactc tgagaaaaag tgttcatcaa 2200 
aaagttaaaa ggcaccagtt atcacttttc taccatccta gtgactttgc 2250 
tttttaaatg aatggacaac aatgtacagt ttttactatg tggccactgg 23 0 0 
tttaagaagt gctgactttg ttttctcatt cagttttggg aggaaaaggg 2350 
actgtgcatt gagttggttc ctgctccccc aaaccatgtt aaacgtggct 24 00 
aacagtgtag gtacagaact atagttagtt gtgcatttgt gattttatca 2450 
ctctattatt tgtttgtatg tttttttctc atttcgtttg tgggtttttt 2 500 
tttccaactg tgatctcgcc ttgtttctta caagcaaacc agggtccctt 2550 
cttggcacgt aacatgtacg tatttctgaa atattaaata gctgtacaga 2600 
agcaggtttt atttatcatg ttatcttatt aaaagaaaaa gcccaaaaag 2650 
c 2651 
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<210> 136 
<211> 556 
<212> PRT 
<213> Homo Sapien 

<400> 136 

Met Ala Arg Phe Gly Leu Pro Ala Leu Leu Cys Thr Leu Ala Val 
1 5 10 15 

Leu Ser Ala Ala Leu Leu Ala Ala Glu Leu Lys Ser Lys Ser Cys 
20 25 30 

Ser Glu Val Arg Arg Leu Tyr Val Ser Lys Gly Phe Asn Lys Asn 
35 40 45 

Asp Ala Pro Leu His Glu lie Asn Gly Asp His Leu Lys lie Cys 
50 55 60 

Pro Gin Gly Ser Thr Cys Cys Ser Gin Glu Met Glu Glu Lys Tyr 
65 ' 70 75 

Ser Leu Gin Ser Lys Asp Asp Phe Lys Ser Val Val Ser Glu Gin 
80 85 90 

Cys Asn His Leu Gin Ala Val Phe Ala Ser Arg Tyr Lys Lys Phe 
95 100 105 

Asp Glu Phe Phe Lys Glu Leu Leu Glu Asn Ala Glu Lys Ser Leu 
110 115 120 

Asn Asp Met Phe Val Lys Thr Tyr Gly His Leu Tyr Met Gin Asn 
125 130 135 

Ser Glu Leu Phe Lys Asp Leu Phe Val Glu Leu Lys Arg Tyr Tyr 
140 145 150 

Val Val Gly Asn Val Asn Leu Glu Glu Met Leu Asn Asp Phe Trp 
155 160 165 

Ala Arg Leu Leu Glu Arg Met Phe Arg Leu Val Asn Ser Gin Tyr 
170 175 180 

His Phe Thr Asp Glu Tyr Leu Glu Cys Val Ser Lys Tyr Thr Glu 
185 190 195 

Gin Leu Lys Pro Phe Gly Asp Val Pro Arg Lys Leu Lys Leu Gin 
200 205 210 

Val Thr Arg Ala Phe Val Ala Ala Arg Thr Phe Ala Gin Gly Leu 
215 220 225 

Ala Val Ala Gly Asp Val Val Ser Lys Val Ser Val Val Asn Pro 
230 235 240 

Thr Ala Gin Cys Thr His Ala Leu Leu Lys Met He Tyr Cys Ser 
245 250 255 

His Cys Arg Gly Leu Val Thr Val Lys Pro Cys Tyr Asn Tyr Cys 
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260 265 270 

Ser Asn lie Met Arg Gly Cys Leu Ala Asn Gin Gly Asp Leu Asp 
275 280 285 

Phe Glu Trp Asn Asn Phe lie Asp Ala Met Leu Met Val Ala Glu 
290 295 300 

Arg Leu Glu Gly Pro Phe Asn lie Glu Ser Val Met Asp Pro lie 
305 310 315 

Asp Val Lys He Ser Asp Ala He Met Asn Met Gin Asp Asn Ser 
320 325 330 

Val Gin Val Ser Gin Lys Val Phe Gin Gly Cys Gly Pro Pro Lys 
335 340 345 

Pro Leu Pro Ala Gly Arg He Ser Arg Ser He Ser Glu Ser Ala 
350 355 360 

Phe Ser Ala Arg Phe Arg Pro His His Pro Glu Glu Arg Pro Thr 
365 370 375 

Thr Ala Ala Gly Thr Ser Leu Asp Arg Leu Val Thr Asp Val Lys 
380 385 390 

Glu Lys Leu Lys Gin Ala Lys Lys Phe Trp Ser Ser Leu Pro Ser 
395 400 405 

Asn Val Cys Asn Asp Glu Arg Met Ala Ala Gly Asn Gly Asn Glu 
410 415 420 

Asp Asp Cys Trp Asn Gly Lys Gly Lys Ser Arg Tyr Leu Phe Ala 
425 43 0 435 

Val Thr Gly Asn Gly Leu Ala Asn Gin Gly Asn Asn Pro Glu Val 
440 445 450 

Gin Val Asp Thr Ser Lys Pro Asp He Leu He Leu Arg Gin He 
455 460 465 

Met Ala Leu Arg Val Met Thr Ser Lys Met Lys Asn Ala Tyr Asn 
470 475 480 

Gly Asn Asp Val Asp Phe Phe Asp He Ser Asp Glu Ser Ser Gly 
485 490 495 

Glu Gly Ser Gly Ser Gly Cys Glu Tyr Gin Gin Cys Pro Ser Glu 
500 505 510 

Phe Asp Tyr Asn Ala Thr Asp His Ala Gly Lys Ser Ala Asn Glu 
515 520 525 

Lys Ala Asp Ser Ala Gly Val Arg Pro Gly Ala Gin Ala Tyr Leu 
530 535 540 

Leu Thr Val Phe Cys He Leu Phe Leu Val Met Gin Arg Glu Trp 
545 550 555 
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Arg 



210> 137 

211 > 2720 

212> DNA 

213 > Homo Sapien 

400> 137 

gcgggctgtt gacggcgctg cgatggctgc ctgcgagggc aggagaagcg 50 
gagctctcgg ttcctctcag tcggacttcc tgacgccgcc agtgggcggg 100 
gccccttggg ccgtcgccac cactgtagtc atgtacccac cgccgccgcc 150 
gccgcctcat cgggacttca tctcggtgac gctgagcttt ggcgagagct 200 
atgacaacag caagagttgg cggcggcgct cgtgctggag gaaatggaag 2 50 
caactgtcga gattgcagcg gaatatgatt ctottcctcc ttgcctttct 300 
gcttttctgt ggactcctct tctacatcaa cttggctgac cattggaaag 35 0 
ctctggcttt caggctagag gaagagcaga agatgaggcc agaaattgct 400 
gggttaaaac cagcaaatcc acccgtctta ccagctcctc agaaggcgga 450 
caccgaccct gagaacttac ctgagatttc gtcacagaag acacaaagac 500 
acatccagcg gggaccacct cacctgcaga ttagaccccc aagccaagac 550 
ctgaaggatg ggacccagga ggaggccaca aaaaggcaag aagcccctgt 600 
ggatccccgc ccggaaggag atccgcagag gacagtcatc agctggaggg 650 
gagcggtgat cgagcctgag cagggcaccg agctcccttc aagaagagca 700 
gaagtgccca ccaagcctcc cctgccaccg gccaggacac agggcacacc 750 
agtgcatctg aactatcgcc agaagggcgt gattgacgtc ttcctgcatg 800 
catggaaagg ataccgcaag tttgcatggg gccatgacga gctgaagcct 85 0 
gtgtccaggt ccttcagtga gtggtttggc ctcggtctca cactgatcga 900 
cgcgctggac accatgtgga tcttgggtct gaggaaagaa tttgaggaag 950 
ccaggaagtg ggtgtcgaag aagttacact ttgaaaagga cgtggacgtc 1000 
aacctgtttg agagcacgat ccgcatcctg ggggggctcc tgagtgccta 1050 
ccacctgtct ggggacagcc tcttcctgag gaaagctgag gattttggaa 1100 
atcggctaat gcctgccttc agaacaccat ccaagattcc ttactcggat 1150 
gtgaacatcg gtactggagt tgcccacccg ccacggtgga cctccgacag 1200 
cactgtggcc gaggtgacca gcattcagct ggagttccgg gagctctccc 1250 





gtctcacagg 


ggataagaag 


tttcaggagg 


cagtggagaa 


ggtgacacag 


1300 




cacatccacg 


gcctgtctgg 


gaagaaggat 


gggctggtgc 


ccatgttcat 


1350 




caatacccac 


agtggcctct 


tcacccacct 


gggcgtattc 


acgctgggcg 


1400 




ccagggccga 


cagctactat 


gagtacctgc 


tgaagcagtg 


gatccagggc 


1450 




gggaagcagg 


agacacagct 


gctggaagac 


tacgtggaag 


ccatcgaggg 


1500 




tgtcagaacg 


cacctgctgc 


ggcactccga 


gcccagtaag 


ctcacctttg 


1550 




tgggggagct 


tgcccacggc 


cgcttcagtg 


ccaagatgga 


ccacctggtg 


1600 




tgcttcctgc 


cagggacgct 


ggctctgggc 


gtctaccacg 


gcctgcccgc 


1650 




cagccacatg 


gagctggccc 


aggagctcat 


ggagacttgt 


taccagatga 


1700 




accggcagat 


ggagacgggg 


ctgagtcccg 


agatcgtgca 


cttcaacctt 


1750 




tacccccagc 


cgggccgtcg 


gg&cgtggag 


gtcaagccag 


cagacaggca 


1800 




caacctgctg 


cggccagaga 


ccgtggagag 


cctgttctac 


ctgtaccgcg 


1850 




tcacagggga 


ccgcaaatac 


caggactggg 


gctgggagat 


tctgcagagc 


1900 


I- * 


ttcagccgat 


tcacacgggt 


cccctcgggt 


ggctattctt 


ccatcaacaa 


1950 




tgtccaggat 


cctcagaagc 


ccgagcctag 


ggacaagatg 


gagagcttct 


2000 




tcctggggga 


gacgctcaag 


tatctgttct 


tgctcttctc 


cgatgaccca 


2050 


is 


aacctgctca 


gcctggacgc 


ctacgtgttc 


aacaccgaag 


cccaccctct 


2100 




gcctatctgg 


acccctgcct 


agggtggatg 


gctgctggtg 


tggggacttc 


2150 




gggtgggcag 


aggcaccttg 


ctgggtctgt 


ggcattttcc 


aagggcccac 


2200 


fi i 


gtagcaccgg 


caaccgccaa 


gtggcccagg 


ctctgaactg 


gctctgggct 


2250 




cctcctcgtc 


tctgctttaa 


tcaggacacc 


gtgaggacaa 


gtgaggccgt 


2300 




cagtcttggt 


gtgatgcggg 


gtgggctggg 


ccgctggagc 


ctccgcctgc 


2350 




ttcctccaga 


agacacgaat 


catgactcac 


gattgctgaa 


gcctgagcag 


2400 




gtctctgtgg 


gccgaccaga 


ggggggcttc 


gaggtggtcc 


ctggtactgg 


2450 




ggtgaccgag 


tggacagccc 


agggtgcagc 


tctgcccggg 


ctcgtgaagc 


2500 




ctcagatgtc 


cccaatccaa 


gggtctggag 


gggctgccgt 


gactccagag 


2550 




gcctgaggct 


ccagggctgg 


ctctggtgtt 


tacaagctgg 


actcagggat 


2600 




cctcctggcc 


gccccgcagg 


gggcttggag 


ggctggacgg 


caagtccgtc 


2650 




tagctcacgg 


gcccctccag 


tggaatgggt 


cttttcggtg 


gagataaaag 


2700 
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ttgatttgct ctaaccgcaa 2720 



:210> 138 
:211> 699 
;212> PRT 
:213> Homo Sapien 

:400> 138 

Met Ala Ala Cys Glu Gly Arg Arg Ser Gly Ala Leu Gly Ser Ser 
15 10 15 

Gin Ser Asp Phe Leu Thr Pro Pro Val Gly Gly Ala Pro Trp Ala 
20 25 30 

Val Ala Thr Thr Val Val Met Tyr Pro Pro Pro Pro Pro Pro Pro 
35 40 45 

His Arg Asp Phe He Ser Val Thr Leu Ser Phe Gly Glu Ser Tyr 
50 55 60 

Asp Asn Ser Lys Ser Trp Arg Arg Arg Ser Cys Trp Arg Lys Trp 
65 70 75 

Lys Gin Leu Ser Arg Leu Gin Arg Asn Met He Leu Phe Leu Leu 
80 85 90 

Ala Phe Leu Leu Phe Cys Gly Leu Leu Phe Tyr He Asn Leu Ala 
95 100 105 

Asp His Trp Lys Ala Leu Ala Phe Arg Leu Glu Glu Glu Gin Lys 
110 115 120 

Met Arg Pro Glu He Ala Gly Leu Lys Pro Ala Asn Pro Pro Val 
125 130 135 

Leu Pro Ala Pro Gin Lys Ala Asp Thr Asp Pro Glu Asn Leu Pro 
140 145 150 

Glu He Ser Ser Gin Lys Thr Gin Arg His He Gin Arg Gly Pro 
155 160 165 

Pro His Leu Gin He Arg Pro Pro Ser Gin Asp Leu Lys Asp Gly 
170 175 180 

Thr Gin Glu Glu Ala Thr Lys Arg Gin Glu Ala Pro Val Asp Pro 
185 190 195 

Arg Pro Glu Gly Asp Pro Gin Arg Thr Val He Ser Trp Arg Gly 
200 205 210 

Ala Val He Glu Pro Glu Gin Gly Thr Glu Leu Pro Ser Arg Arg 
215 220 225 

Ala Glu Val Pro Thr Lys Pro Pro Leu Pro Pro Ala Arg Thr Gin 
230 235 240 

Gly Thr Pro Val His Leu Asn Tyr Arg Gin Lys Gly Val He Asp 
245 250 255 
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Val Phe Leu His Ala Trp Lys Gly Tyr Arg Lys Phe Ala Trp Gly 
260 265 270 

His Asp Glu Leu Lys Pro Val Ser Arg Ser Phe Ser Glu Trp Phe 
275 280 285 

Gly Leu Gly Leu Thr Leu lie Asp Ala Leu Asp Thr Met Trp He 
290 295 300 

Leu Gly Leu Arg Lys Glu Phe Glu Glu Ala Arg Lys Trp Val Ser 
305 310 315 

Lys Lys Leu His Phe Glu Lys Asp Val Asp Val Asn Leu Phe Glu 
320 325 330 

Ser Thr He Arg He Leu Gly Gly Leu Leu Ser Ala Tyr His Leu 
335 340 345 

Ser Gly Asp Ser Leu Phe Leu Arg Lys Ala Glu Asp Phe Gly Asn 
350 355 360 

Arg Leu Met Pro Ala Phe Arg Thr Pro Ser Lys He Pro Tyr Ser 
365 370 375 

Asp Val Asn He Gly Thr Gly Val Ala His Pro Pro Arg Trp Thr 
380 385 390 

Ser Asp Ser Thr Val Ala Glu Val Thr Ser He Gin Leu Glu Phe 
395 400 405 

Arg Glu Leu Ser Arg Leu Thr Gly Asp Lys Lys Phe Gin Glu Ala 
410 415 420 

Val Glu Lys Val Thr Gin His He His Gly Leu Ser Gly Lys Lys 
425 430 435 

Asp Gly Leu Val Pro Met Phe He Asn Thr His Ser Gly Leu Phe 
440 445 450 

Thr His Leu Gly Val Phe Thr Leu Gly Ala Arg Ala Asp Ser Tyr 
455 460 465 

Tyr Glu Tyr Leu Leu Lys Gin Trp He Gin Gly Gly Lys Gin Glu 
470 475 480 

Thr Gin Leu Leu Glu Asp Tyr Val Glu Ala He Glu Gly Val Arg 
485 490 495 

Thr His Leu Leu Arg His Ser Glu Pro Ser Lys Leu Thr Phe Val 
500 505 510 

Gly Glu Leu Ala His Gly Arg Phe Ser Ala Lys Met Asp His Leu 
515 520 525 

Val Cys Phe Leu Pro Gly Thr Leu Ala Leu Gly Val Tyr His Gly 
530 535 540 

Leu Pro Ala Ser His Met Glu Leu Ala Gin Glu Leu Met Glu Thr 
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-. 



545 550 555 

Cys Tyr Gin Met Asn Arg Gin Met Glu Thr Gly Leu Ser Pro Glu 

560 ~ 565 570 

He Val His Phe Asn Leu Tyr Pro Gin Pro Gly Arg Arg Asp Val 

575 580 585 

Glu Val Lys Pro Ala Asp Arg His Asn Leu Leu Arg Pro Glu Thr 

590 595 600 

Val Glu Ser Leu Phe Tyr Leu Tyr Arg Val Thr Gly Asp Arg Lys 

605 610 615 

Tyr Gin Asp Trp Gly Trp Glu He Leu Gin Ser Phe Ser Arg Phe 

62 0 ^ 625 63 0 

Thr Arg Val Pro Ser Gly Gly Tyr Ser Ser He Asn Asn Val Gin 

635 " 640 645 

Asp Pro Gin Lys Pro Glu Pro Arg Asp Lys Met Glu Ser Phe Phe 

650 655 660 

Leu Gly Glu Thr Leu Lys Tyr Leu Phe Leu Leu Phe Ser Asp Asp 

665 670 675 

Pro Asn Leu Leu Ser Leu Asp Ala Tyr Val Phe Asn Thr Glu Ala 

680 685 690 

His Pro Leu Pro He Trp Thr Pro Ala 
695 

<210> 139 
<211> 870 
<212> DNA 
<213> Homo Sapien 



III <400> 139 

*=5s 



ctcgccctca 


aatgggaacg 


ctggcctggg 


actaaagcat 


agaccaccag 


50 


gctgagtatc 


ctgacctgag 


tcatccccag 


ggatcaggag 


cctccagcag 


100 


ggaaccttcc 


attatattct 


tcaagcaact 


tacagctgca 


ccgacagttg 


150 


cgatgaaagt 


tctaatctct 


tccctcctcc 


tgttgctgcc 


actaatgctg 


200 


atgtccatgg 


tctctagcag 


cctgaatcca 


ggggtcgcca 


gaggccacag 


250 


ggaccgaggc 


caggcttcta 


ggagatggct 


ccaggaaggc 


ggccaagaat 


300 


gtgagtgcaa 


agattggttc 


ctgagagccc 


cgagaagaaa 


attcatgaca 


350 


gtgtctgggc 


tgccaaagaa 


gcagtgcccc 


tgtgatcatt 


tcaagggcaa 


400 


tgtgaagaaa 


acaagacacc 


aaaggcacca 


cagaaagcca 


aacaagcatt 


450 


ccagagcctg 


ccagcaattt 


ctcaaacaat 


gtcagctaag 


aagctttgct 


500 
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ctgcctttgt 


aggagctctg 


agcgcccact 


cttccaatta 


aacattctca 


550 


gccaagaaga 


cagtgagcac 


acctaccaga 


cactcttctt 


ctcccacctc 


600 


actctcccac 


tgtacccacc 


cctaaatcat 


tccagtgctc 


tcaaaaagca 


650 


tgtttttcaa 


gatcattttg 


tttgttgctc 


tctctagtgt 


cttcttctct 


700 


cgtcagtctt 


agcctgtgcc 


ctccccttac 


ccaggcttag 


gcttaattac 


750 


ctgaaagatt 


ccaggaaact 


gtagcttcct 


agctagtgtc 


atttaacctt 


800 


aaatgcaatc 


aggaaagtag 


caaacagaag 


tcaataaata 


tttttaaatg 


850 


tcaaaaaaaa 


aaaaaaaaaa 


870 









<210> 140 
<211> 119 
<212> PRT 



Leu Leu Pro Leu Met 

15 

Pro Gly Val Ala Arg 
3 0 

Arg Trp Leu Gin Glu 
45 

Phe Leu Arg Ala Pro 

60 

Pro Lys Lys Gin Cys 
75 

Lys Thr Arg His Gin 
90 

Arg Ala Cys Gin Gin 
105 

Ala Leu Pro Leu 



<400> 141 

aatggctgtc ttagtacttc gcctgacagt tgtcctggga ctgcttgtct 50 

tattcctgac ctgctatgca gacgacaaac cagacaagcc agacgacaag 100 

ccagacgact cgggcaaaga cccaaagcca gacttcccca aattcctaag 150 



<213> Homo Sapien 
<400> 140 

|^ Met Lys Val Leu lie Ser Ser Leu Leu Leu 
1 5 io 

M Leu Met Ser Met Val Ser Ser Ser Leu Asn 

If! 20 25 

|fj Gly His Arg Asp Arg Gly Gin Ala Ser Arg 
m 3 5 40 

Gly Gly Gin Glu Cys Glu Cys Lys Asp Trp 
* 50 55 

y, Arg Arg Lys Phe Met Thr Val Ser Gly Leu 

jU 65 " 70 

Sfi 

Pro Cys Asp His Phe Lys Gly Asn Val Lys 

U 80 85 

sy 

Arg His His Arg Lys Pro Asn Lys His Ser 
95 100 

Phe Leu Lys Gin Cys Gin Leu Arg Ser Phe 
110 115 

<210> 141 
<211> 551 
<212> DNA 
<213> Homo Sapien 
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cctcctgggc acagagatca ttgagaatgc agtcgagttc atcctccgct 2 00 
ccatgtccag gagcacagga tttatggaat ttgatgataa tgaaggaaaa 250 
cattcatcaa agtgacatcc tcaggacaca cccatgtggc tcctggacaa 3 00 
tccaagagca gccaaatcct gcttttccag tttggctcca caagtcctcc 350 
aggacagagc cctcaaagca actcccaacg agttctcagg attcaggctc 4 00 
tggcttcaac caaacagaac tcattttgaa caccctgact gcatttttgc 450 
ttttagaaag ttagaataaa tatggcgctt tgggatcaca tagttgatgg 50 0 
agaggaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 550 
a 551 

<210> 142 

<211> 87 

<212> PRT 

<213> Homo Sapien 

<400> 142 

Met Ala Val Leu Val Leu Arg Leu Thr Val Val Leu Gly Leu Leu 
! 5 10 15 

Val Leu Phe Leu Thr Cys Tyr Ala Asp Asp Lys Pro Asp Lys Pro 
20 25 30 

Asp Asp Lys Pro Asp Asp Ser Gly Lys Asp Pro Lys Pro Asp Phe 
35 ~ 40 45 

Pro Lys Phe Leu Ser Leu Leu Gly Thr Glu He He Glu Asn Ala 
50 55 60 

Val Glu Phe He Leu Arg Ser Met Ser Arg Ser Thr Gly Phe Met 
65 ~ 70 75 

Glu Phe Asp Asp Asn Glu Gly Lys His Ser Ser Lys 
80 85 

<210> 143 
<211> 1371 
<212> DNA 
<213> Homo Sapien 

<400> 143 

ggacgccagc gcctgcagag gctgagcagg gaaaaagcca gtgccccagc 50 
ggaagcacag ctcagagctg gtctgccatg gacatcctgg tcccactcct 100 
gcagctgctg gtgctgcttc ttaccctgcc cctgcacctc atggctctgc 150 
tgggctgctg gcagcccctg tgcaaaagct acttccccta cctgatggcc 200 
gtgctgactc ccaagagcaa ccgcaagatg gagagcaaga aacgggagct 250 
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cttcagccag ataaaggggc ttacaggagc ctccgggaaa gtggccctac 3 00 

tggagctggg ctgcggaacc ggagccaact ttcagttcta cccaccgggc 35 0 

tgcagggtca cctgcctaga cccaaatccc cactttgaga agttcctgac 400 

aaagagcatg gctgagaaca ggcacctcca atatgagcgg tttgtggtgg 450 

ctcctggaga ggacatgaga cagctggctg atggctccat ggatgtggtg 500 

gtctgcactc tggtgctgtg ctctgtgcag agcccaagga aggtcctgca 55 0 

ggaggtccgg agagtactga gaccgggagg tgtgctcttt ttctgggagc 600 

atgtggcaga accatatgga agctgggcct tcatgtggca gcaagttttc 650 

gagcccacct ggaaacacat tggggatggc tgctgcctca ccagagagac 700 

ctggaaggat cttgagaacg cccagttctc cgaaatccaa atggaacgac 750 

agccccctcc cttgaagtgg ctacctgttg ggccccacat catgggaaag 800 

gctgtcaaac aatctttccc aagctccaag gcactcattt gctccttccc 850 

cagcctccaa ttagaacaag ccacccacca gcctatctat cttccactga 900 

gagggaccta gcagaatgag agaagacatt catgtaccac ctactagtcc 950 

ctctctcccc aacctctgcc agggcaatct ctaacttcaa tcccgccttc 1000 

gacagtgaaa aagctctact tctacgctga cccagggagg aaacactagg 1050 

accctgttgt atcctcaact gcaagtttct ggactagtct cccaacgttt 1100 

gcctcccaat gttgtccctt tccttcgttc ccatggtaaa gctcctctcg 1150 

ctttcctcct gaggctacac ccatgcgtct ctaggaactg gtcacaaaag 1200 

tcatggtgcc tgcatccctg ccaagccccc ctgaccctct ctccccacta 1250 

ccaccttctt cctgagctgg gggcaccagg gagaatcaga gatgctgggg 13 00 

atgccagagc aagactcaaa gaggcagagg ttttgttctc aaatattttt 1350 

taataaatag acgaaaccac g 13 71 

<210> 144 

<211> 277 

<212> PRT 

<213> Homo Sapien 

<400> 144 

Met Asp lie Leu Val Pro Leu Leu Gin Leu Leu Val Leu Leu Leu 
1 L 5 10 15 

Thr Leu Pro Leu His Leu Met Ala Leu Leu Gly Cys Trp Gin Pro 
20 25 30 
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Leu Cys Lys Ser Tyr Phe Pro Tyr Leu Met Ala Val Leu Thr Pro 
35 40 45 

Lys Ser Asn Arg Lys Met Glu Ser Lys Lys Arg Glu Leu Phe Ser 
50 55 60 

Gin lie Lys Gly Leu Thr Gly Ala Ser Gly Lys Val Ala Leu Leu 
65 70 75 

Glu Leu Gly Cys Gly Thr Gly Ala Asn Phe Gin Phe Tyr Pro Pro 
80 85 90 

Gly Cys Arg Val Thr Cys Leu Asp Pro Asn Pro His Phe Glu Lys 
95 100 105 

Phe Leu Thr Lys Ser Met Ala Glu Asn Arg His Leu Gin Tyr Glu 
110 115 120 

Arg Phe Val Val Ala Pro Gly Glu Asp Met Arg Gin Leu Ala Asp 
125 130 135 

Gly Ser Met Asp Val Val Val Cys Thr Leu Val Leu Cys Ser Val 
140 145 150 

Gin Ser Pro Arg Lys Val Leu Gin Glu Val Arg Arg Val Leu Arg 
155 160 165 

Pro Gly Gly Val Leu Phe Phe Trp Glu His Val Ala Glu Pro Tyr 
170 175 180 

Gly Ser Trp Ala Phe Met Trp Gin Gin Val Phe Glu Pro Thr Trp 
185 190 195 

Lys His He Gly Asp Gly Cys Cys Leu Thr Arg Glu Thr Trp Lys 
200 ' 205 210 

Asp Leu Glu Asn Ala Gin Phe Ser Glu He Gin Met Glu Arg Gin 
215 220 225 

Pro Pro Pro Leu Lys Trp Leu Pro Val Gly Pro His He Met Gly 
230 235 240 

Lys Ala Val Lys Gin Ser Phe Pro Ser Ser Lys Ala Leu He Cys 
245 250 255 

Ser Phe Pro Ser Leu Gin Leu Glu Gin Ala Thr His Gin Pro He 
260 265 270 

Tyr Leu Pro Leu Arg Gly Thr 
275 

<210> 145 

<211> 1621 

<212> DNA 

<213> Homo Sapien 

<400> 145 

gtgggattta tttgagtgca agatcgtttt ctcagtggtg gtggaagttg 50 
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cctcatcgca ggcagatgtt ggggctttgt ccgaacagct cccctctgcc 10 0 
agcttctgta gataagggtt aaaaactaat atttatatga cagaagaaaa 150 
agatgtcatt ccgtaaagta aacatcatca tcttggtcct ggctgttgct 2 00 
ctcttcttac tggttttgca ccataacttc ctcagcttga gcagtttgtt 250 
aaggaatgag gttacagatt caggaattgt agggcctcaa cctatagact 3 00 
ttgtcccaaa tgctctccga catgcagtag atgggagaca agaggagatt 350 
cctgtggtca tcgctgcatc tgaagacagg cttggggggg ccattgcagc 400 
tataaacagc attcagcaca acactcgctc caatgtgatt ttctacattg 45 0 
ttactctcaa caatacagca gaccatctcc ggtcctggct caacagtgat 5 00 
tccctgaaaa gcatcagata caaaattgtc aattttgacc ctaaactttt 550 
ggaaggaaaa gtaaaggagg atcctgacca gggggaatcc atgaaacctt 600 
taacctttgc aaggttctac ttgccaattc tggttcccag cgcaaagaag 650 
gccatataca tggatgatga tgtaattgtg caaggtgata ttcttgccct 700 
ttacaataca gcactgaagc caggacatgc agctgcattt tcagaagatt 750 
gtgattcagc ctctactaaa gttgtcatcc gtggagcagg aaaccagtac 800 
aattacattg gctatcttga ctataaaaag gaaagaattc gtaagctttc 850 
catgaaagcc agcacttgct catttaatcc tggagttttt gttgcaaacc 900 
tgacggaatg gaaacgacag aatataacta accaactgga aaaatggatg 95 0 
aaactcaatg tagaagaggg actgtatagc agaaccctgg ctggtagcat 1000 
cacaacacct cctctgctta tcgtatttta tcaacagcac tctaccatcg 1050 
atcctatgtg gaatgtccgc caccttggtt ccagtgctgg aaaacgatat 110 0 
tcacctcagt ttgtaaaggc tgccaagtta ctccattgga atggacattt 1150 
gaagccatgg ggaaggactg cttcatatac tgatgtttgg gaaaaatggt 12 00 
atattccaga cccaacaggc aaattcaacc taatccgaag atataccgag 1250 
atctcaaaca taaagtgaaa cagaatttga actgtaagca agcatttctc 13 00 
aggaagtcct ggaagatagc atgcatggga agtaacagtt gctaggcttc 1350 
aatgcctatc ggtagcaagc catggaaaaa gatgtgtcag ctaggtaaag 1400 
atgacaaact gccctgtctg gcagtcagct tcccagacag actatagact 1450 
ataaatatgt ctccatctgc cttaccaagt gttttcttac tacaatgctg 1500 
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aatgactgga aagaagaact gatatggcta gttcagctag ctggtacaga 1550 

taattcaaaa ctgctgttgg ttttaatttt gtaacctgtg gcctgatctg 1600 

taaataaaac ttacattttt c 1621 

<210> 146 

<211> 371 

<212> PRT 

<213> Homo Sapien 

<400> 146 

Met Ser Phe Arg Lys Val Asn He He He Leu Val Leu Ala Val 
15 10 15 

Ala Leu Phe Leu Leu Val Leu His His Asn Phe Leu Ser Leu Ser 
20 25 30 

Ser Leu Leu Arg Asn Glu Val Thr Asp Ser Gly He Val Gly Pro 
35 40 45 

Gin Pro He Asp Phe Val Pro Asn Ala Leu Arg His Ala Val Asp 
M: 50 55 60 

fe Gly Arq Gin Glu Glu He Pro Val Val He Ala Ala Ser Glu Asp 
rS! 65 70 75 

y 5 - 

Hi Arq Leu Gly Gly Ala He Ala Ala He Asn Ser He Gin His Asn 

Iff 80 85 90 

5! Thr Arq Ser Asn Val He Phe Tyr He Val Thr Leu Asn Asn Thr 

W :l 95 100 105 

O Ala Asp His Leu Arg Ser Trp Leu Asn Ser Asp Ser Leu Lys Ser 
M: ^ 110 115 120 

«f! lie Arq Tyr Lys He Val Asn Phe Asp Pro Lys Leu Leu Glu Gly 

L' 125 130 135 

W Lys Val Lys Glu Asp Pro Asp Gin Gly Glu Ser Met Lys Pro Leu 

140 145 150 

Thr Phe Ala Arg Phe Tyr Leu Pro He Leu Val Pro Ser Ala Lys 
155 160 165 

Lys Ala He Tyr Met Asp Asp Asp Val He Val Gin Gly Asp He 
170 ~ 175 180 

Leu Ala Leu Tyr Asn Thr Ala Leu Lys Pro Gly His Ala Ala Ala 
185 190 195 

Phe Ser Glu Asp Cys Asp Ser Ala Ser Thr Lys Val Val He Arg 
200 205 210 

Gly Ala Gly Asn Gin Tyr Asn Tyr He Gly Tyr Leu Asp Tyr Lys 
215 220 225 

Lys Glu Arg He Arg Lys Leu Ser Met Lys Ala Ser Thr Cys Ser 
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230 

Phe Asn Pro Gly Val 
245 

Gin Asn He Thr Asn 
260 

Glu Glu Gly Leu Tyr 
275 

Pro Pro Leu Leu He 
290 

Pro Met Trp Asn Val 
305 

Tyr Ser Pro Gin Phe 
320 

Gly His Leu Lys Pro 
335 

Trp Glu Lys Trp Tyr 
350 

He Arg Arg Tyr Thr 
365 

;210> 147 

:211> 1660 

:212> DNA 

;213> Homo Sapien 

400> 147 



gtttgaattc 


cttcaactat 


acccacagtc 


caaaagcaga 


ctcactgtgt 


50 


cccaggctac 


cagttcctcc 


aagcaagtca 


tttcccttat 


ttaaccgatg 


100 


tgtccctcaa 


acacctgagt 


gctactccct 


atttgcatct 


gttttgataa 


150 


atgatgttga 


caccctccac 


cgaattctaa 


gtggaatcat 


gtcgggaaga 


200 


gatacaatcc 


ttggcctgtg 


tatcctcgca 


ttagccttgt 


ctttggccat 


250 


gatgtttacc 


ttcagattca 


tcaccaccct 


tctggttcac 


attttcattt 


300 


cattggttat 


tttgggattg 


ttgtttgtct 


gcggtgtttt 


atggtggctg 


350 


tattatgact 


ataccaacga 


cctcagcata 


gaattggaca 


cagaaaggga 


400 


aaatatgaag 


tgcgtgctgg 


ggtttgctat 


cgtatccaca 


ggcatcacgg 


450 


cagtgctgct 


cgtcttgatt 


tttgttctca 


gaaagagaat 


aaaattgaca 


500 


gttgagcttt 


tccaaatcac 


aaataaagcc 


atcagcagtg 


ctcccttcct 


550 


gctgttccag 


ccactgtgga 


catttgccat 


cctcattttc 


ttctgggtcc 


600 
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235 



240 



Phe Val Ala Asn Leu Thr Glu Trp Lys Arg 
250 255 

Gin Leu Glu Lys Trp Met Lys Leu Asn Val 
265 270 

Ser Arg Thr Leu Ala Gly Ser He Thr Thr 
280 285 

Val Phe Tyr Gin Gin His Ser Thr He Asp 
295 300 

Arg His Leu Gly Ser Ser Ala Gly Lys Arg 
310 315 

Val Lys Ala Ala Lys Leu Leu His Trp Asn 
325 330 

Trp Gly Arg Thr Ala Ser Tyr Thr Asp Val 
340 ~ 345 

He Pro Asp Pro Thr Gly Lys Phe Asn Leu 
355 360 



Glu He Ser Asn He Lys 
370 



tctgggtggc tgtgctgctg agcctgggaa ctgcaggagc tgcccaggtt 650 

atggaaggcg gccaagtgga atataagccc ctttcgggca ttcggtacat 700 

gtggtcgtac catttaattg gcctcatctg gactagtgaa ttcatccttg 750 

cgtgccagca aatgactata gctggggcag tggttacttg ttatttcaac 800 

agaagtaaaa atgatcctcc tgatcatccc atcctttcgt ctctctccat 85 0 

tctcttcttc taccatcaag gaaccgttgt gaaagggtca tttttaatct 900 

ctgtggtgag gattccgaga atcattgtca tgtacatgca aaacgcactg 950 

aaagaacagc agcatggtgc attgtccagg tacctgttcc gatgctgcta 1000 

ctgctgtttc tggtgtcttg acaaatacct gctccatctc aaccagaatg 1050 

catatactac aactgctatt aatgggacag atttctgtac atcagcaaaa 1100 

gatgcattca aaatcttgtc caagaactca agtcacttta catctattaa 1150 

ctgctttgga gacttcataa tttttctagg aaaggtgtta gtggtgtgtt 1200 

tcactgtttt tggaggactc atggctttta actacaatcg ggcattccag 1250 

gtgtgggcag tccctctgtt attggtagct ttttttgcct acttagtagc 13 00 

ccatagtttt ttatctgtgt ttgaaactgt gctggatgca cttttcctgt 1350 

gttttgctgt tgatctggaa acaaatgatg gatcgtcaga aaagccctac 1400 

tttatggatc aagaatttct gagtttcgta aaaaggagca acaaattaaa 1450 

caatgcaagg gcacagcagg acaagcactc attaaggaat gaggagggaa 1500 

cagaactcca ggccattgtg agatagatac ccatttaggt atctgtacct 1550 

ggaaaacatt tccttctaag agccatttac agaatagaag atgagaccac 16 00 

tagagaaaag ttagtgaatt tttttttaaa agacctaata aaccctattc 1650 

ttcctcaaaa 1660 

<210> 148 
<211> 445 
<212> PRT 
<213> Homo Sapien 

<400> 148 

Met Ser Gly Arg Asp Thr lie Leu Gly Leu Cys He Leu Ala Leu 
15 10 15 

Ala Leu Ser Leu Ala Met Met Phe Thr Phe Arg Phe He Thr Thr 
20 25 30 

Leu Leu Val His He Phe He Ser Leu Val He Leu Gly Leu Leu 
35 40 45 



Phe Val Cys Gly Val Leu Trp Trp Leu Tyr Tyr Asp Tyr Thr Asn 
50 55 60 

Asp Leu Ser He Glu Leu Asp Thr Glu Arg Glu Asn Met Lys Cys 
65 ~ 70 75 

Val Leu Gly Phe Ala He Val Ser Thr Gly He Thr Ala Val Leu 
80 85 90 

Leu Val Leu He Phe Val Leu Arg Lys Arg He Lys Leu Thr Val 
95 100 105 

Glu Leu Phe Gin He Thr Asn Lys Ala He Ser Ser Ala Pro Phe 
110 115 120 

Leu Leu Phe Gin Pro Leu Trp Thr Phe Ala He Leu He Phe Phe 
125 130 135 

Trp Val Leu Trp Val Ala Val Leu Leu Ser Leu Gly Thr Ala Gly 
140 145 150 

U. Ala Ala Gin Val Met Glu Gly Gly Gin Val Glu Tyr Lys Pro Leu 
Z 155 160 165 

W Ser Gly He Arg Tyr Met Trp Ser Tyr His Leu He Gly Leu He 
IH 170 175 180 

W Trp Thr Ser Glu Phe He Leu Ala Cys Gin Gin Met Thr He Ala 
m ~ 185 190 195 

y * Gly Ala Val Val Thr Cys Tyr Phe Asn Arg Ser Lys Asn Asp Pro 
* ~ 200 205 210 

o 

U Pro Asp His Pro He Leu Ser Ser Leu Ser He Leu Phe Phe Tyr 
y, 215 220 225 

!£; His Gin Gly Thr Val Val Lys Gly Ser Phe Leu He Ser Val Val 
P ~ 230 235 240 

35 > 
s 

Arg He Pro Arg He He Val Met Tyr Met Gin Asn Ala Leu Lys 
245 250 255 

Glu Gin Gin His Gly Ala Leu Ser Arg Tyr Leu Phe Arg Cys Cys 
260 265 270 

Tyr Cys Cys Phe Trp Cys Leu Asp Lys Tyr Leu Leu His Leu Asn 
275 280 285 

Gin Asn Ala Tyr Thr Thr Thr Ala He Asn Gly Thr Asp Phe Cys 
290 295 300 

Thr Ser Ala Lys Asp Ala Phe Lys He Leu Ser Lys Asn Ser Ser 
305 310 315 

His Phe Thr Ser He Asn Cys Phe Gly Asp Phe He He Phe Leu 
320 325 330 

Gly Lys Val Leu Val Val Cys Phe Thr Val Phe Gly Gly Leu Met 
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335 340 345 

Ala Phe Asn Tyr Asn Arg Ala Phe Gin Val Trp Ala Val Pro Leu 
350 355 360 

Leu Leu Val Ala Phe Phe Ala Tyr Leu Val Ala His Ser Phe Leu 
365 370 375 

Ser Val Phe Glu Thr Val Leu Asp Ala Leu Phe Leu Cys Phe Ala 
380 385 390 

Val Asp Leu Glu Thr Asn Asp Gly Ser Ser Glu Lys Pro Tyr Phe 
395 400 405 

Met Asp Gin Glu Phe Leu Ser Phe Val Lys Arg Ser Asn Lys Leu 
410 415 420 

Asn Asn Ala Arg Ala Gin Gin Asp Lys His Ser Leu Arg Asn Glu 
425 430 435 

Glu Gly Thr Glu Leu Gin Ala lie Val Arg 
440 445 

<210> 149 

<211> 2773 

<212> DNA 

<213> Homo Sapien 

<400> 149 



gttcgattag 


ctcctctgag 


aagaagagaa aaggttcttg gacctctccc 


50 


tgtttcttcc 


ttagaataat 


ttgtatggga tttgtgatgc aggaaagcct 


100 


aagggaaaaa 


gaatattcat 


tctgtgtggt gaaaattttt tgaaaaaaaa 


150 


attgccttct 


tcaaacaagg 


gtgtcattct gatatttatg aggactgttg 


200 


ttctcactat 


gaaggcatct 


gttattgaaa tgttccttgt tttgctggtg 


250 


actggagtac 


attcaaacaa 


agaaacggca aagaagatta aaaggcccaa 


300 


gttcactgtg 


cctcagatca 


actgcgatgt caaagccgga aagatcatcg 


350 


atcctgagtt 


cattgtgaaa 


tgtccagcag gatgccaaga ccccaaatac 


400 


catgtttatg 


gcactgacgt 


gtatgcatcc tactccagtg tgtgtggcgc 


450 


tgccgtacac 


agtggtgtgc 


ttgataattc aggagggaaa atacttgttc 


500 


ggaaggttgc 


tggacagtct 


ggttacaaag ggagttattc caacggtgtc 


550 


caatcgttat 


ccctaccacg 


atggagagaa tcctttatcg tcttagaaag 


600 


taaacccaaa 


aagggtgtaa 


cctacccatc agctcttaca tactcatcat 


650 


cgaaaagtcc 


agctgcccaa 


gcaggtgaga ccacaaaagc ctatcagagg 


700 


ccacctattc 


cagggacaac 


tgcacagccg gtcactctga tgcagcttct 


750 
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ggctgtcact gtagctgtgg ccacccccac caccttgcca aggccatccc 800 
cttctgctgc ttctaccacc agcatcccca gaccacaatc agtgggccac 850 
aggagccagg agatggatct ctggtccact gccacctaca caagcagcca 90 0 
aaacaggccc agagctgatc caggtatcca aaggcaagat ccttcaggag 950 
ctgccttcca gaaacctgtt ggagcggatg tcagcctggg acttgttcca 1000 
aaagaagaat tgagcacaca gtctttggag ccagtatccc tgggagatcc 1050 
aaactgcaaa attgacttgt cgtttttaat tgatgggagc accagcattg 1100 
gcaaacggcg attccgaatc cagaagcagc tcctggctga tgttgcccaa 1150 
gctcttgaca ttggccctgc cggtccactg atgggtgttg tccagtatgg 12 00 
agacaaccct gctactcact ttaacctcaa gacacacacg aattctcgag 1250 
atctgaagac agccatagag aaaattactc agagaggagg actttctaat 13 00 
gtaggtcggg ccatctcctt tgtgaccaag aacttctttt ccaaagccaa 13 50 
tggaaacaga agcggggctc ccaatgtggt ggtggtgatg gtggatggct 1400 
ggcccacgga caaagtggag gaggcttcaa gacttgcgag agagtcagga 1450 
atcaacattt tcttcatcac cattgaaggt gctgctgaaa atgagaagca 1500 
gtatgtggtg gagcccaact ttgcaaacaa ggccgtgtgc agaacaaacg 1550 
gcttctactc gctccacgtg cagagctggt ttggcctcca caagaccctg 1600 
cagcctctgg tgaagcgggt ctgcgacact gaccgoctgg cctgcagcaa 1650 
gacctgcttg aactcggctg acattggctt cgtcatcgac ggctccagca 1700 
gtgtggggac gggcaacttc cgcaccgtcc tccagtttgt gaccaacctc 1750 
accaaagagt ttgagatttc cgacacggac acgcgcatcg gggccgtgca 1800 
gtacacctac gaacagcggc tggagtttgg gttcgacaag tacagcagca 1850 
agcctgacat cctcaacgcc atcaagaggg tgggctactg gagtggtggc 1900 
accagcacgg gggctgccat caacttcgcc ctggagcagc tcttcaagaa 1950 
gtccaagccc aacaagagga agttaatgat cctcatcacc gacgggaggt 2 000 
cctacgacga cgtccggatc ccagccatgg ctgcccatct gaagggagtg 2 050 
atcacctatg cgataggcgt tgcctgggct gcccaagagg agctagaagt 2100 
cattgccact caccccgcca gagaccactc cttctttgtg gacgagtttg 2150 
acaacctcca tcagtatgtc cccaggatca tccagaacat ttgtacagag 2200 
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ttcaactcac 


agcctcggaa 


ctgaattcag 


agcaggcaga 


gcaccagcaa 


2250 


gtgctgcttt 


actaactgac 


gtgttggacc 


accccaccgc 


ttaatggggc 


2300 


acgcacggtg 


catcaagtct 


tgggcagggc 


atggagaaac 


aaatgtcttg 


2350 


ttattattct 


ttgccatcat 


gctttttcat 


attccaaaac 


ttggagttac 


2400 


aaagatgatc 


acaaacgtat 


agaatgagcc 


aaaaggctac atcatgttga 


2450 


gggtgctgga 


gattttacat 


tttgacaatt 


gttttcaaaa 


taaatgttcg 


2500 


gaatacagtg 


cagcccttac 


gacaggctta 


cgtagagctt 


ttgtgagatt 


2550 


tttaagttgt 


tatttctgat 


ttgaactctg 


taaccctcag 


caagtttcat 


2600 


ttttgtcatg 


acaatgtagg 


aattgctgaa 


ttaaatgttt 


agaaggatga 


2650 


aaaataaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2700 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2750 


aaaaaaaaaa 


aaaaaaaaaa 


aag 2773 









<210> 150 
<211> 678 
<212> PRT 
<213> Homo Sapien 

<400> 150 

Met Arg Thr Val Val Leu Thr Met Lys Ala Ser Val He Glu Met 
1 5 10 15 

Phe Leu Val Leu Leu Val Thr Gly Val His Ser Asn Lys Glu Thr 
20 25 30 

Ala Lys Lys He Lys Arg Pro Lys Phe Thr Val Pro Gin He Asn 
35 40 45 

Cys Asp Val Lys Ala Gly Lys He He Asp Pro Glu Phe He Val 
50 55 60 

Lys Cys Pro Ala Gly Cys Gin Asp Pro Lys Tyr His Val Tyr Gly 
65 70 75 

Thr Asp Val Tyr Ala Ser Tyr Ser Ser Val Cys Gly Ala Ala Val 
80 85 90 

His Ser Gly Val Leu Asp Asn Ser Gly Gly Lys He Leu Val Arg 
95 100 105 

Lys Val Ala Gly Gin Ser Gly Tyr Lys Gly Ser Tyr Ser Asn Gly 
110 115 120 

Val Gin Ser Leu Ser Leu Pro Arg Trp Arg Glu Ser Phe He Val 
125 130 135 

Leu Glu Ser Lys Pro Lys Lys Gly Val Thr Tyr Pro Ser Ala Leu 



140 145 150 

Thr Tyr Ser Ser Ser Lys Ser Pro Ala Ala Gin Ala Gly Glu Thr 
155 160 165 

Thr Lys Ala Tyr Gin Arg Pro Pro He Pro Gly Thr Thr Ala Gin 
170 175 180 

Pro Val Thr Leu Met Gin Leu Leu Ala Val Thr Val Ala Val Ala 
185 190 195 

Thr Pro Thr Thr Leu Pro Arg Pro Ser Pro Ser Ala Ala Ser Thr 
200 ^ 205 210 

Thr Ser He Pro Arg Pro Gin Ser Val Gly His Arg Ser Gin Glu 
215 220 225 

Met Asp Leu Trp Ser Thr Ala Thr Tyr Thr Ser Ser Gin Asn Arg 
230 235 240 

Pro Arg Ala Asp Pro Gly He Gin Arg Gin Asp Pro Ser Gly Ala 
245 250 255 

Ala Phe Gin Lys Pro Val Gly Ala Asp Val Ser Leu Gly Leu Val 
260 265 270 

Pro Lys Glu Glu Leu Ser Thr Gin Ser Leu Glu Pro Val Ser Leu 
275 280 285 

Gly Asp Pro Asn Cys Lys He Asp Leu Ser Phe Leu He Asp Gly 
290 295 300 

Ser Thr Ser He Gly Lys Arg Arg Phe Arg He Gin Lys Gin Leu 
305 310 315 

Leu Ala Asp Val Ala Gin Ala Leu Asp He Gly Pro Ala Gly Pro 
320 325 330 

Leu Met Gly Val Val Gin Tyr Gly Asp Asn Pro Ala Thr His Phe 
335 340 345 

Asn Leu Lys Thr His Thr Asn Ser Arg Asp Leu Lys Thr Ala He 
350 355 360 

Glu Lys He Thr Gin Arg Gly Gly Leu Ser Asn Val Gly Arg Ala 
365 " 370 375 

He Ser Phe Val Thr Lys Asn Phe Phe Ser Lys Ala Asn Gly Asn 
380 385 390 

Arg Ser Gly Ala Pro Asn Val Val Val Val Met Val Asp Gly Trp 
395 400 405 

Pro Thr Asp Lys Val Glu Glu Ala Ser Arg Leu Ala Arg Glu Ser 
410 415 420 

Gly He Asn He Phe Phe He Thr He Glu Gly Ala Ala Glu Asn 
425 430 435 
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Glu Lys Gin Tyr Val Val Glu Pro Asn Phe Ala Asn Lys Ala Val 
440 445 450 

Cys Arg Thr Asn Gly Phe Tyr Ser Leu His Val Gin Ser Trp Phe 
455 460 465 

Gly Leu His Lys Thr Leu Gin Pro Leu Val Lys Arg Val Cys Asp 
470 475 480 

Thr Asp Arg Leu Ala Cys Ser Lys Thr Cys Leu Asn Ser Ala Asp 
485 490 495 

He Gly Phe Val He Asp Gly Ser Ser Ser Val Gly Thr Gly Asn 
500 505 510 

Phe Arg Thr Val Leu Gin Phe Val Thr Asn Leu Thr Lys Glu Phe 
515 520 525 

Glu He Ser Asp Thr Asp Thr Arg He Gly Ala Val Gin Tyr Thr 
530 535 540 

Tyr Glu Gin Arg Leu Glu Phe Gly Phe Asp Lys Tyr Ser Ser Lys 
545 550 555 

Pro Asp He Leu Asn Ala He Lys Arg Val Gly Tyr Trp Ser Gly 
560 565 570 

Gly Thr Ser Thr Gly Ala Ala He Asn Phe Ala Leu Glu Gin Leu 
575 580 585 

Phe Lys Lys Ser Lys Pro Asn Lys Arg Lys Leu Met He Leu He 
590 595 600 

Thr Asp Gly Arg Ser Tyr Asp Asp Val Arg He Pro Ala Met Ala 
605 610 615 

Ala His Leu Lys Gly Val He Thr Tyr Ala He Gly Val Ala Trp 
620 625 630 

Ala Ala Gin Glu Glu Leu Glu Val He Ala Thr His Pro Ala Arg 
635 640 645 

Asp His Ser Phe Phe Val Asp Glu Phe Asp Asn Leu His Gin Tyr 
650 655 660 

Val Pro Arg He He Gin Asn He Cys Thr Glu Phe Asn Ser Gin 
665 670 675 

Pro Arg Asn 



<210> 151 

<211> 1759 

<212> DNA 

<213> Homo Sapien 

<400> 151 

caggatgaac tggttgcagt ggctgctgct gctgcggggg cgctgagagg 5 0 
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acacgagctc tatgcctttc cggctgctca tcccgctcgg cctcctgtgc 100 
gcgctgctgc ctcagcacca tggtgcgcca ggtcccgacg gctccgcgcc 150 
agatcccgcc cactacagtt tttctctgac tctaattgat gcactggaca 200 
ccttgctgat tttggggaat gtctcagaat tccaaagagt ggttgaagtg 250 
ctccaggaca gcgtggactt tgatattgat gtgaacgcct ctgtgtttga 3 00 
aacaaacatt cgagtggtag gaggactcct gtctgctcat ctgctctcca 350 
agaaggctgg ggtggaagta gaggctggat ggccctgttc cgggcctctc 400 
ctgagaatgg ctgaggaggc ggcccgaaaa ctcctcccag cctttcagac 450 
ccccactggc atgccatatg gaacagtgaa ct tact teat ggcgtgaacc 500 
caggagagac ccctgtcacc tgtacggcag ggattgggac cttcattgtt 55 0 
gaatttgeca ccctgagcag cctcactggt gacccggtgt tcgaagatgt 6 00 
ggccagagtg getttgatge gcctctggga gagceggtea gatateggge 650 
tggtcggcaa ccacattgat gtgctcactg gcaagtgggt ggcccaggac 700 
gcaggcatcg gggctggcgt ggactcctac tttgagtact tggtgaaagg 750 
agccatcctg cttcaggata agaagctcat ggccatgttc ctagagtata 800 
acaaagecat ccggaactac acccgcttcg atgactggta cctgtgggtt 850 
cagatgtaca aggggactgt gtccatgcca gtcttccagt ccttggaggc 900 
ctactggcct ggtcttcaga gectcattgg agacattgac aatgccatga 950 
ggaccttcct caactactac actgtatgga agcagtttgg ggggctcccg 1000 
gaattctaca acattcctca gggatacaca gtggagaagc gagagggcta 1050 
cccacttcgg ccagaactta ttgaaagege aatgtacctc taccgtgcca 1100 
egggggatec caccctccta gaactcggaa gagatgetgt ggaatccatt 1150 
gaaaaaatca gcaaggtgga gtgcggattt gcaacaatca aagatctgcg 1200 
agaccacaag ctggacaacc gcatggagtc gttcttcctg gecgagactg 1250 
tgaaatacct ctacctcctg tttgacccaa ccaacttcat ccacaacaat 1300 
gggtccacct tegacgeggt gatcaccccc tatggggagt gcatcctggg 1350 
ggctgggggg tacatcttca acacagaagc tcaccccatc gaccttgccg 1400 
ccctgcactg ctgecagagg ctgaaggaag agcagtggga ggtggaggac 1450 
ttgatgaggg aattctactc tetcaaaegg agcaggtcga aatttcagaa 1500 
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aaacactgtt agttcggggc catgggaacc tccagcaagg ccaggaacac 1550 

tcttctcacc agaaaaccat gaccaggcaa gggagaggaa gcctgccaaa 16 00 

cagaaggtcc cacttctcag ctgccccagt cagcccttca cctccaagtt 1650 

ggcattactg ggacaggttt tcctagactc ctcataacca ctggataatt 170 0 

tttttatttt tatttttttg aggctaaact ataataaatt gcttttggct 1750 

atcataaaa 1759 

<210> 152 
<211> 541 
<212> PRT 
<213> Homo Sapien 

<400> 152 

Met Pro Phe Arg Leu Leu He Pro Leu Gly Leu Leu Cys Ala Leu 
15 10 15 

Leu Pro Gin His His Gly Ala Pro Gly Pro Asp Gly Ser Ala Pro 
20 25 30 

Asp Pro Ala His Tyr Ser Phe Ser Leu Thr Leu He Asp Ala Leu 
35 40 45 

Asp Thr Leu Leu He Leu Gly Asn Val Ser Glu Phe Gin Arg Val 
50 55 60 

Val Glu Val Leu Gin Asp Ser Val Asp Phe Asp He Asp Val Asn 
65 70 75 

Ala Ser Val Phe Glu Thr Asn He Arg Val Val Gly Gly Leu Leu 
80 85 90 

Ser Ala His Leu Leu Ser Lys Lys Ala Gly Val Glu Val Glu Ala 
95 100 105 

Gly Trp Pro Cys Ser Gly Pro Leu Leu Arg Met Ala Glu Glu Ala 
110 ' 115 120 

Ala Arg Lys Leu Leu Pro Ala Phe Gin Thr Pro Thr Gly Met Pro 
125 13 0 135 

Tyr Gly Thr Val Asn Leu Leu His Gly Val Asn Pro Gly Glu Thr 
140 14 5 150 

Pro Val Thr Cys Thr Ala Gly He Gly Thr Phe He Val Glu Phe 
155 160 165 

Ala Thr Leu Ser Ser Leu Thr Gly Asp Pro Val Phe Glu Asp Val 
170 175 180 

Ala Arg Val Ala Leu Met Arg Leu Trp Glu Ser Arg Ser Asp He 
185 190 195 

Gly Leu Val Gly Asn His He Asp Val Leu Thr Gly Lys Trp Val 
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200 205 210 

Ala Gin Asp Ala Gly He Gly Ala Gly Val Asp Ser Tyr Phe Glu 
215 220 225 

Tyr Leu Val Lys Gly Ala He Leu Leu Gin Asp Lys Lys Leu Met 
230 235 240 

Ala Met Phe Leu Glu Tyr Asn Lys Ala He Arg Asn Tyr Thr Arg 
245 250 255 

Phe Asp Asp Trp Tyr Leu Trp Val Gin Met Tyr Lys Gly Thr Val 
260 265 270 

Ser Met Pro Val Phe Gin Ser Leu Glu Ala Tyr Trp Pro Gly Leu 
275 280 285 

Gin Ser Leu He Gly Asp He Asp Asn Ala Met Arg Thr Phe Leu 
290 295 300 

Asn Tyr Tyr Thr Val Trp Lys Gin Phe Gly Gly Leu Pro Glu Phe 
3 05 310 315 

Tyr Asn He Pro Gin Gly Tyr Thr Val Glu Lys Arg Glu Gly Tyr 
320 325 330 

Pro Leu Arg Pro Glu Leu He Glu Ser Ala Met Tyr Leu Tyr Arg 
335 340 345 

Ala Thr Gly Asp Pro Thr Leu Leu Glu Leu Gly Arg Asp Ala Val 
350 355 360 

Glu Ser He Glu Lys He Ser Lys Val Glu Cys Gly Phe Ala Thr 
365 370 375 

He Lys Asp Leu Arg Asp His Lys Leu Asp Asn Arg Met Glu Ser 
380 385 390 

Phe Phe Leu Ala Glu Thr Val Lys Tyr Leu Tyr Leu Leu Phe Asp 
395 400 405 

Pro Thr Asn Phe He His Asn Asn Gly Ser Thr Phe Asp Ala Val 
410 415 420 

He Thr Pro Tyr Gly Glu Cys He Leu Gly Ala Gly Gly Tyr He 
425 430 435 

Phe Asn Thr Glu Ala His Pro He Asp Leu Ala Ala Leu His Cys 
440 445 450 

Cys Gin Arg Leu Lys Glu Glu Gin Trp Glu Val Glu Asp Leu Met 
455 460 465 

Arg Glu Phe Tyr Ser Leu Lys Arg Ser Arg Ser Lys Phe Gin Lys 
470 475 480 

Asn Thr Val Ser Ser Gly Pro Trp Glu Pro Pro Ala Arg Pro Gly 
485 490 495 
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Thr Leu Phe Ser Pro Glu Asn His Asp Gin Ala Arg Glu Arg Lys 
500 505 510 

Pro Ala Lys Gin Lys Val Pro Leu Leu Ser Cys Pro Ser Gin Pro 
515 520 525 

Phe Thr Ser Lys Leu Ala Leu Leu Gly Gin Val Phe Leu Asp Ser 
530 535 540 

Ser 

<210> 153 

<211> 1486 

<212> DNA 

<213> Homo Sapien 

<400> 153 

cggacgcgtg ggcggacgcg tgggcggacg cgtgggttgg gagggggcag 50 
gatgggaggg aaagtgaaga aaacagaaaa ggagagggac agaggccaga 100 
ggacttctca tactggacag aaaccgatca ggcatggaac tccccttcgt 150 
cactcacctg ttcttgcccc tggtgttcct gacaggtctc tgctccccct 200 
ttaacctgga tgaacatcac ccacgcctat tcccagggcc accagaagct 250 
gaatttggat acagtgtctt acaacatgtt gggggtggac agcgatggat 3 00 
gctggtgggc gccccctggg atgggccttc aggcgaccgg aggggggacg 35 0 
tttatcgctg ccctgtaggg ggggcccaca atgccccatg tgccaagggc 4 00 
cacttaggtg actaccaact gggaaattca tctcatcctg ctgtgaatat 450 
gcacctgggg atgtctctgt tagagacaga tggtgatggg ggattcatgg 500 
tgagctaagg agagggtggt ggcagtgtct ctgaaggtcc ataaaagaaa 550 
aaagagaagt gtggtaaggg aaaatggtct gtgtggaggg gtcaaggagt 6 00 
taaaaaccct agaaagcaaa aggtaggtaa tgtcagggag tagtcttcat 650 
gcctccttca actgggagca tgttctgagg gtgccctccc aagcctggga 700 
gtaactattt cccccatccc caggcctgtg cccctctctg gtctcgtgct 750 
tgtggcagct ctgtcttcag ttctgggata tgtgcccgtg tggatgcttc 800 
attccagcct cagggaagcc tggcacccac tgcccaacgt gagccagagg 850 
aaggctgagt acttggttcc cagaaggaga tactgggtgg gaaaaagatg 900 
gggcaaagcg gtatgatgcc tggcaaaggg cctgcatggc tatcctcatt 950 
gctacctaat gtgcttgcaa aagctccatg tttcctaaca gattcagact 1000 
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cctggccagg tgtggtggcc cacacctgta attctagcac tttgggaggc 1050 

caaggtgggc agatcacttg aggtcaggag ttcaagacca gcctggccaa 1100 

catggtgaaa ctccatctct actaaaaaaa aaaaaataca aaaattagct 1150 

gggtgcgcta gtgcatgcct gtaatctcat ctactcggga ggctaagaca 12 00 

ggagactctc acttcaaccc aggaggtgga ggttgcggtg agccaagatt 1250 

gtgcctctgc actctagcgt gggtgacaga gtaagcgaga ctccatctca 13 00 

aaaataataa taataataat tcagactcct tatcaggagt ccatgatctg 1350 

gcctggcaca gtaactcatg cctgtaatcc caacattttg ggaggccaac 1400 

gcaggaggat tgcttgaggt ctggaggttt gagaccagcc tgggcaacat 1450 

agaaagaccc catctctaaa taaatgtttt aaaaat 14 86 

<210> 154 
<211> 124 
<212> PRT 
<213> Homo Sapien 

<400> 154 

Met Glu Leu Pro Phe Val Thr His Leu Phe Leu Pro Leu Val Phe 
15 10 15 

Leu Thr Gly Leu Cys Ser Pro Phe Asn Leu Asp Glu His His Pro 
20 25 30 

Arg Leu Phe Pro Gly Pro Pro Glu Ala Glu Phe Gly Tyr Ser Val 
35 40 45 

Leu Gin His Val Gly Gly Gly Gin Arg Trp Met Leu Val Gly Ala 
50 55 60 

Pro Trp Asp Gly Pro Ser Gly Asp Arg Arg Gly Asp Val Tyr Arg 
65 70 75 

Cys Pro Val Gly Gly Ala His Asn Ala Pro Cys Ala Lys Gly His 
80 85 90 

Leu Gly Asp Tyr Gin Leu Gly Asn Ser Ser His Pro Ala Val Asn 
95 100 105 

Met His Leu Gly Met Ser Leu Leu Glu Thr Asp Gly Asp Gly Gly 
110 115 120 

Phe Met Val Ser 



<210> 155 

<211> 2530 

<212> DNA 

<213> Homo Sapien 



<400> 155 

gcgagctccg ggtgctgtgg cccggccttg gcggggcggc ctccggctca 5 0 
ggctggctga gaggctccca gctgcagcgt ccccgcccgc ctcctcggga 100 
gctctgatct cagctgacag tgccctcggg gaccaaacaa gcctggcagg 150 
gtctcacttt gttgcccagg ctggagttca gtgccatgat catggtttac 200 
tgcagccttg acctcctggg ttcaagcgat cctgctgagt agctgggact 25 0 
acaggacaaa attagaagat caaaatggaa aatatgctgc tttggttgat 3 00 
atttttcacc cctgggtgga ccctcattga tggatctgaa atggaatggg 3 50 
attttatgtg gcacttgaga aaggtacccc ggattgtcag tgaaaggact 4 00 
ttccatctca ccagccccgc atttgaggca gatgctaaga tgatggtaaa 450 
tacagtgtgt ggcatcgaat gccagaaaga actcccaact cccagccttt 50 0 
ctgaattgga ggattatctt tcctatgaga ctgtctttga gaatggcacc 550 
cgaaccttaa ccagggtgaa agttcaagat ttggttcttg agccgactca 600 
aaatatcacc acaaagggag tatctgttag gagaaagaga caggtgtatg 650 
gcaccgacag caggttcagc atcttggaca aaaggttctt aaccaatttc 70 0 
cctttcagca cagctgtgaa gctttccacg ggctgtagtg gcattctcat 750 
ttcccctcag catgttctaa ctgctgccca ctgtgttcat gatggaaagg 800 
actatgtcaa agggagtaaa aagctaaggg tagggttgtt gaagatgagg 850 
aataaaagtg gaggcaagaa acgtcgaggt tctaagagga gcaggagaga 90 0 
agctagtggt ggtgaccaaa gagagggtac cagagagcat ctgcaggaga 950 
gagcgaaggg tgggagaaga agaaaaaaat ctggccgggg tcagaggatt 1000 
gccgaaggga ggccttcctt tcagtggacc cgggtcaaga atacccacat 1050 
tccgaagggc tgggcacgag gaggcatggg ggacgctacc ttggactatg 1100 
actatgctct tctggagctg aagcgtgctc acaaaaagaa atacatggaa 1150 
cttggaatca gcccaacgat caagaaaatg cctggtggaa tgatccactt 1200 
ctcaggattt gataacgata gggctgatca gttggtctat cggttttgca 1250 
gtgtgtccga cgaatccaat gatctccttt accaatactg cgatgctgag 13 0 0 
tcgggctcca ccggttcggg ggtctatctg cgtctgaaag atccagacaa 1350 
aaagaattgg aagcgcaaaa tcattgcggt ctactcaggg caccagtggg 1400 
tggatgtcca cggggttcag aaggactaca acgttgctgt tcgcatcact 1450 
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cccctaaaat acgcccagat ttgcctctgg attcacggga acgatgccaa 1500 

ttgtgcttac ggctaacaga gacctgaaac agggcggtgt atcatctaaa 1550 

tcacagagaa aaccagctct gcttaccgta gtgagatcac ttcataggtt 16 00 

atgcctggac ttgaactotg tcaatagcat ttcaacattt ttcaaaatca 1650 

ggagattttc gtccatttaa aaaatgtata ggtgcagata ttgaaactag 1700 

gtgggcactt caatgccaag tatatactct tctttacatg gtgatgagtt 1750 

tcatttgtag aaaaattttg ttgccttctt aaaaattaga cacactttaa 1800 

accttcaaac aggtattata aataacatgt gactccttaa tggacttatt 1850 

ctcagggtcc tactctaaga agaatctaat aggatgctgg ttgtgtatta 1900 

aatgtgaaat tgcatagata aaggtagatg gtaaagcaat tagtatcaga 1950 

atagagacag aaagttacaa cacagtttgt actactctga gatggatcca 2000 

ttcagctcat gccctcaatg tttatattgt gttatctgtt gggtctggga 2050 

catttagttt agtttttttg aagaattaca aatcagaaga aaaagcaagc 2100 

attataaaca aaactaataa ctgttttact gctttaagaa ataacaatta 2150 

caatgtgtat tatttaaaaa tgggagaaat agtttgttct atgaaataaa 22 00 

cctagtttag aaatagggaa gctgagacat tttaagatct caagttttta 2250 

tttaactaat actcaaaata tggacttttc atgtatgcat agggaagaca 23 00 

cttcacaaat tatgaatgat catgtgttga aagccacatt attttatgct 2350 

atacattcta tgtatgaggt gctacatttt taggacaaag aattctgtaa 2400 

tctttttcaa gaaagagtct ttttctcctt gacaaaatcc agcttttgta 2450 

tgaggactat agggtgaatt ctctgattag taattttaga tatgtccttt 2500 

cctaaaaatg aataaaattt atgaatatga 2 530 

<210> 156 
<211> 413 
<212> PRT 
<213> Homo Sapien 

<400> 156 

Met Glu Asn Met Leu Leu Trp Leu He Phe Phe Thr Pro Gly Trp 
15 10 15 

Thr Leu He Asp Gly Ser Glu Met Glu Trp Asp Phe Met Trp His 
20 25 30 

Leu Arg Lys Val Pro Arg He Val Ser Glu Arg Thr Phe His Leu 
35 ~ 40 45 

272 



Thr Ser Pro Ala Phe Glu Ala Asp Ala Lys Met Met Val Asn Thr 
50 55 60 

Val Cys Gly He Glu Cys Gin Lys Glu Leu Pro Thr Pro Ser Leu 
65 70 75 

Ser Glu Leu Glu Asp Tyr Leu Ser Tyr Glu Thr Val Phe Glu Asn 
80 85 90 

Gly Thr Arg Thr Leu Thr Arg Val Lys Val Gin Asp Leu Val Leu 
95 100 105 

Glu Pro Thr Gin Asn He Thr Thr Lys Gly Val Ser Val Arg Arg 
110 115 120 

Lys Arg Gin Val Tyr Gly Thr Asp Ser Arg Phe Ser He Leu Asp 
125 130 135 

Lys Arg Phe Leu Thr Asn Phe Pro Phe Ser Thr Ala Val Lys Leu 
140 145 150 

Ser Thr Gly Cys Ser Gly He Leu He Ser Pro Gin His Val Leu 
155 ' 160 165 

P Thr Ala Ala His Cys Val His Asp Gly Lys Asp Tyr Val Lys Gly 
|ff 170 175 180 

IS Ser Lys Lys Leu Arg Val Gly Leu Leu Lys Met Arg Asn Lys Ser 
U\ ~ ' 185 190 195 

01 Gly Gly Lys Lys Arg Arg Gly Ser Lys Arg Ser Arg Arg Glu Ala 
J ' 200 205 210 

F: 1 Ser Gly Gly Asp Gin Arg Glu Gly Thr Arg Glu His Leu Gin Glu 

f; ^ 215 ~ 220 225 

!J1 Arg Ala Lys Gly Gly Arg Arg Arg Lys Lys Ser Gly Arg Gly Gin 
J-l " * 23 0 235 240 



fe3 

III 



Arg He Ala Glu Gly Arg Pro Ser Phe Gin Trp Thr Arg Val Lys 
245 250 255 

Asn Thr His He Pro Lys Gly Trp Ala Arg Gly Gly Met Gly Asp 
260 265 270 

Ala Thr Leu Asp Tyr Asp Tyr Ala Leu Leu Glu Leu Lys Arg Ala 
275 280 285 

His Lys Lys Lys Tyr Met Glu Leu Gly He Ser Pro Thr He Lys 
290 295 300 

Lys Met Pro Gly Gly Met He His Phe Ser Gly Phe Asp Asn Asp 
305 310 315 

Arg Ala Asp Gin Leu Val Tyr Arg Phe Cys Ser Val Ser Asp Glu 

320 325 330 

Ser Asn Asp Leu Leu Tyr Gin Tyr Cys Asp Ala Glu Ser Gly Ser 
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335 340 345 

Thr Gly Ser Gly Val Tyr Leu Arg Leu Lys Asp Pro Asp Lys Lys 
350 355 360 

Asn Trp Lys Arg Lys He He Ala Val Tyr Ser Gly His Gin Trp 
365 370 375 

Val Asp Val His Gly Val Gin Lys Asp Tyr Asn Val Ala Val Arg 
380 385 390 

He Thr Pro Leu Lys Tyr Ala Gin He Cys Leu Trp He His Gly 
395 400 405 

Asn Asp Ala Asn Cys Ala Tyr Gly 
410 

<210> 157 

<211> 2883 

<212> DNA 

<213> Homo Sapien 

<400> 157 

gggacccatg cggccgtgac ccccggctcc ctagaggccc agcgcagccg 50 
cagcggacaa aggagcatgt ccgcgccggg gaaggcccgt cctccggccg 100 
ccataaggct ccggtcgccg ctgggcccgc gccgcgctcc tgcccgcccg 150 
ggctccgggg cggcccgcta ggccagtgcg ccgccgctcg ccccgcaggc 2 00 
cccggcccgc agcatggagc cacccggacg ccggcggggc cgcgcgcagc 25 0 
cgccgctgtt gctgccgctc tcgctgttag cgctgctcgc gctgctggga 300 
ggcggcggcg gcggcggcgc cgcggcgctg cccgccggct gcaagcacga 3 50 
tgggcggccc cgaggggctg gcagggcggc gggcgccgcc gagggcaagg 400 
tggtgtgcag cagcctggaa ctcgcgcagg tcctgccccc agatactctg 450 
cccaaccgca cggtcaccct gattctgagt aacaataaga tatccgagct 500 
gaagaatggc tcattttctg ggttaagtct ccttgaaaga ttggacctcc 550 
gaaacaatct tattagtagt atagatccag gtgccttctg gggactgtca 600 
tctctaaaaa gattggatct gacaaacaat cgaataggat gtctgaatgc 650 
agacatattt cgaggactca ccaatctggt tcggctaaac ctttcgggga 700 
atttgttttc ttcattatct caaggaactt ttgattatct tgcgtcatta 750 
cggtctttgg aattccagac tgagtatctt ttgtgtgact gtaacatact 800 
gtggatgcat cgctgggtaa aggagaagaa catcacggta cgggatacca 850 
ggtgtgttta tcctaagtca ctgcaggccc aaccagtcac aggcgtgaag 900 
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caggagctgt 


tgacatgcga 


ccctccgctt 


gaattgccgt 


ctttctacat 


950 




gactccatct 


catcgccaag 


ttgtgtttga 


aggagacagc 


cttcctttcc 


1000 




agtgcatggc 


ttcatatatt 


gatcaggaca 


tgcaagtgtt 


gtggtatcag 


1050 




gatgggagaa 


tagttgaaac 


cgatgaatcg 


caaggtattt 


ttgttgaaaa 


1100 




gaacatgatt 


cacaactgct 


ccttgattgc 


aagtgcccta 


accatttcta 


1150 




atattcaggc 


tggatctact 


ggaaattggg 


gctgtcatgt 


ccagaccaaa 


1200 




cgtgggaata 


atacgaggac 


tgtggatatt 


gtggtattag 


agagttctgc 


1250 




acagtactgt 


cctccagaga 


gggtggtaaa 


caacaaaggt 


gacttcagat 


1300 




ggcccagaac 


attggcaggc 


attactgcat 


atctgcagtg 


tacgcggaac 


1350 




acccatggca 


gtgggatata 


tcccggaaac 


ccacaggatg 


agagaaaagc 


1400 




ttggcgcaga 


tgtgatagag 


gtggcttttg 


ggcagatgat 


gattattctc 


1450 




gctgtcagta 


tgcaaatgat 


gtcactagag 


ttctttatat 


gtttaatcag 


1500 


6 ? : 3 


atgcccctca 


atcttaccaa 


tgccgtggca 


acagctcgac 


agttactggc 


1550 




ttacactgtg 


gaagcagcca 


acttttctga 


caaaatggat 


gttatatttg 


1600 




tggcagaaat 


gattgaaaaa 


tttggaagat 


ttaccaagga 


ggaaaaatca 


1650 




aaagagctag 


gtgacgtgat 


ggttgacatt 


gcaagtaaca 


tcatgttggc 


1700 


C! 


tgatgaacgt 


gtcctgtggc 


tggcgcagag 


ggaagctaaa 


gcctgcagta 


1750 




ggattgtgca 


gtgtcttcag 


cgcattgcta 


cctaccggct 


agccggtgga 


1800 


ij I I 

■to* 

US: - 

IM 


gctcacgttt 


attcaacata 


ttcacccaat 


attgctctgg 


aagcttatgt 


1850 


catcaagtct 


actggcttca 


cggggatgac 


ctgtaccgtg 


ttccagaaag 


1900 




tggcagcctc 


tgatcgtaca 


ggactttcgg 


attatgggag 


gcgggatcca 


1950 




gagggaaacc 


tggataagca 


gctgagcttt 


aagtgcaatg 


tttcaaatac 


2000 




attttcgagt 


ctggcactaa 


aggtatgtta 


cattctgcaa 


tcatttaaga 


2050 




ctatttacag 


ttaaattaga 


atgctccaaa 


tgttctgctt 


cgcaaaataa 


2100 




ccttattaaa 


agattttttt 


ttgcaggaag 


ataggtatta 


ttgcttttgc 


2150 




tactgtttta 


aagaaaacta 


accaggaaga 


actgcattac 


gactttcaag 


2200 




ggccctaggc 


atttttgcct 


ttgattccct 


ttcttcacat 


aaaaatatca 


2250 




gaaattacat 


tttataactg 


cagtggtata 


aatgcaaata 


tactattgtt 


2300 




acatgtgaaa 


aaattttatt 


tgacttaaaa 


gtttatttat 


ttgttttttt 


2350 
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gctcctgatt ttaagacaat aagatgtttt catgggcccc taaaagtatc 2400 

atgagccttt ggcactgcgc ctgccaagcc tagtggagaa gtcaaccctg 245 0 

agaccaggtg tttaatcaag caagctgtat atcaaaattt ttggcagaaa 2500 

acacaaatat gtcatatatc tttttttaaa aaaagtattt cattgaagca 2550 

agcaaaatga aagcattttt actgattttt aaaattggtg ctttagatat 2600 

atttgactac actgtattga agcaaataga ggaggcacaa ctccagcacc 2650 

ctaatggaac cacatttttt tcacttagct ttctgtgggc atgtgtaatt 2700 

gtattctctg cggtttttaa tctcacagta ctttatttct gtcttgtccc 2750 

tcaataatat cacaaacaat attccagtca ttttaatggc tgcataataa 2800 

ctgatccaac aggtgttagg tgttctggtt tagtgtgagc actcaataaa 2850 

tattgaatga atgaacgaaa aaaaaaaaaa aaa 28 83 

<210> 158 
<211> 616 
<212> PRT 
<213> Homo Sapien 

<400> 158 

Met Glu Pro Pro Gly Arg Arg Arg Gly Arg Ala Gin Pro Pro Leu 
15 10 15 

Leu Leu Pro Leu Ser Leu Leu Ala Leu Leu Ala Leu Leu Gly Gly 
20 25 30 

Gly Gly Gly Gly Gly Ala Ala Ala Leu Pro Ala Gly Cys Lys His 
35 40 45 

Asp Gly Arq Pro Arg Gly Ala Gly Arg Ala Ala Gly Ala Ala Glu 
F 50 " 55 60 

Gly Lys Val Val Cys Ser Ser Leu Glu Leu Ala Gin Val Leu Pro 
65 70 75 

Pro Asp Thr Leu Pro Asn Arg Thr Val Thr Leu He Leu Ser Asn 
80 85 90 

Asn Lys He Ser Glu Leu Lys Asn Gly Ser Phe Ser Gly Leu Ser 
95 100 105 

Leu Leu Glu Arg Leu Asp Leu Arg Asn Asn Leu He Ser Ser He 
110 115 120 

Asp Pro Gly Ala Phe Trp Gly Leu Ser Ser Leu Lys Arg Leu Asp 
125 130 135 

Leu Thr Asn Asn Arg He Gly Cys Leu Asn Ala Asp He Phe Arg 
140 145 150 
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Gly Leu Thr Asn Leu Val Arg Leu Asn Leu Ser Gly Asn Leu Phe 
155 160 165 

Ser Ser Leu Ser Gin Gly Thr Phe Asp Tyr Leu Ala Ser Leu Arg 
170 175 180 

Ser Leu Glu Phe Gin Thr Glu Tyr Leu Leu Cys Asp Cys Asn He 
185 190 195 

Leu Trp Met His Arg Trp Val Lys Glu Lys Asn He Thr Val Arg 
200 205 210 

Asp Thr Arg Cys Val Tyr Pro Lys Ser Leu Gin Ala Gin Pro Val 
215 220 225 

Thr Gly Val Lys Gin Glu Leu Leu Thr Cys Asp Pro Pro Leu Glu 
230 235 240 

Leu Pro Ser Phe Tyr Met Thr Pro Ser His Arg Gin Val Val Phe 
245 250 255 

Glu Gly Asp Ser Leu Pro Phe Gin Cys Met Ala Ser Tyr He Asp 
260 265 270 

Gin Asp Met Gin Val Leu Trp Tyr Gin Asp Gly Arg He Val Glu 
275 280 285 

Thr Asp Glu Ser Gin Gly He Phe Val Glu Lys Asn Met He His 
290 295 300 

Asn Cys Ser Leu He Ala Ser Ala Leu Thr He Ser Asn He Gin 
3 05 310 315 

Ala Gly Ser Thr Gly Asn Trp Gly Cys His Val Gin Thr Lys Arg 
320 325 330 

Gly Asn Asn Thr Arg Thr Val Asp He Val Val Leu Glu Ser Ser 
335 340 345 

Ala Gin Tyr Cys Pro Pro Glu Arg Val Val Asn Asn Lys Gly Asp 
350 355 360 

Phe Arg Trp Pro Arg Thr Leu Ala Gly He Thr Ala Tyr Leu Gin 
365 370 375 

Cys Thr Arg Asn Thr His Gly Ser Gly He Tyr Pro Gly Asn Pro 
380 385 390 

Gin Asp Glu Arg Lys Ala Trp Arg Arg Cys Asp Arg Gly Gly Phe 
395 400 405 

Trp Ala Asp Asp Asp Tyr Ser Arg Cys Gin Tyr Ala Asn Asp Val 
410 415 420 

Thr Arg Val Leu Tyr Met Phe Asn Gin Met Pro Leu Asn Leu Thr 
425 430 435 

Asn Ala Val Ala Thr Ala Arg Gin Leu Leu Ala Tyr Thr Val Glu 



440 445 450 

Ala Ala Asn Phe Ser Asp Lys Met Asp Val He Phe Val Ala Glu 
455 460 465 

Met He Glu Lys Phe Gly Arg Phe Thr Lys Glu Glu Lys Ser Lys 
470 475 480 

Glu Leu Gly Asp Val Met Val Asp He Ala Ser Asn He Met Leu 
485 490 495 

Ala Asp Glu Arg Val Leu Trp Leu Ala Gin Arg Glu Ala Lys Ala 
500 505 510 

Cys Ser Arg He Val Gin Cys Leu Gin Arg He Ala Thr Tyr Arg 
515 520 525 

Leu Ala Gly Gly Ala His Val Tyr Ser Thr Tyr Ser Pro Asn He 
530 535 540 

Ala Leu Glu Ala Tyr Val He Lys Ser Thr Gly Phe Thr Gly Met 
545 550 555 

Thr Cys Thr Val Phe Gin Lys Val Ala Ala Ser Asp Arg Thr Gly 
560 565 570 

Leu Ser Asp Tyr Gly Arg Arg Asp Pro Glu Gly Asn Leu Asp Lys 
575 580 585 

Gin Leu Ser Phe Lys Cys Asn Val Ser Asn Thr Phe Ser Ser Leu 
590 595 600 

Ala Leu Lys Val Cys Tyr He Leu Gin Ser Phe Lys Thr He Tyr 
605 610 615 

Ser 



<210> 159 

<211> 1917 

<212> DNA 

<213> Homo Sapien 

<400> 159 

ggggaatctg cagtaggtct gccggcgatg gagtggtggg ctagctcgcc 50 
gcttcggctc tggctgctgt tgttcctcct gccctcagcg cagggccgcc 100 
agaaggagtc aggttcaaaa tggaaagtat ttattgacca aattaacagg 150 
tctttggaga attacgaacc atgttcaagt caaaactgca gctgctacca 2 00 
tggtgtcata gaagaggatc taactccttt ccgaggaggc atctccagga 250 
agatgatggc agaggtagtc agacggaagc tagggaccca ctatcagatc 3 00 
actaagaaca gactgtaccg ggaaaatgac tgcatgttcc cctcaaggtg 350 
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tagtggtgtt gagcacttta ttttggaagt gatcgggcgt ctccctgaca 40 0 
tggagatggt gatcaatgta cgagattatc ctcaggttcc taaatggatg 450 
gagcctgcca tcccagtctt ctccttcagt aagacatcag agtaccatga 500 
tatcatgtat cctgcttgga cattttggga agggggacct gctgtttggc 550 
caatttatcc tacaggtctt ggacggtggg acctcttcag agaagatctg 600 
gtaaggtcag cagcacagtg gccatggaaa aagaaaaact ctacagcata 650 
tttccgagga tcaaggacaa gtccagaacg agatcctctc attcttctgt 700 
ctcggaaaaa cccaaaactt gttgatgcag aatacaccaa aaaccaggcc 75 0 
tggaaatcta tgaaagatac cttaggaaag ccagctgcta aggatgtcca 800 
tcttgtggat cactgcaaat acaagtatct gtttaatttt cgaggcgtag 850 
ctgcaagttt ccggtttaaa cacctcttcc tgtgtggctc acttgttttc 900 
catgttggtg atgagtggct agaattcttc tatccacagc tgaagccatg 950 
ggttcactat atcccagtca aaacagatct ctccaatgtc caagagctgt 1000 
tacaatttgt aaaagcaaat gatgatgtag ctcaagagat tgctgaaagg 105 0 
ggaagccagt ttattaggaa ccatttgcag atggatgaca tcacctgtta 1100 
ctgggagaac ctcttgagtg aatactctaa attcctgtct tataatgtaa 1150 
cgagaaggaa aggttatgat caaattattc ccaaaatgtt gaaaactgaa 12 0 0 
ctatagtagt catcatagga ccatagtcct ctttgtggca acagatctca 1250 
gatatcctac ggtgagaagc ttaccataag cttggctcct ataccttgaa 13 00 
tatctgctat caagccaaat acctggtttt ccttatcatg ctgcacccag 1350 
agcaactctt gagaaagatt taaaatgtgt ctaatacact gatatgaagc 14 00 
agttcaactt tttggatgaa taaggaccag aaatcgtgag atgtggattt 1450 
tgaacccaac tctacctttc attttcttaa gaccaatcac agcttgtgcc 1500 
tcagatcatc cacctgtgtg agtccatcac tgtgaaattg actgtgtcca 1550 
tgtgatgatg ccctttgtcc cattatttgg agcagaaaat tcgtcatttg 1600 
gaagtagtac aactcattgc tggaattgtg aaattattca aggcgtgatc 165 0 
tctgtcactt tattttaatg taggaaaccc tatggggttt atgaaaaata 1700 
cttggggatc attctctgaa tggtctaagg aagcggtagc catgccatgc 1750 
aatgatgtag gagttctctt ttgtaaaacc ataaactctg ttactcagga 1800 



ggtttctata atgccacata gaaagaggcc aattgcatga gtaattattg 1850 

caattggatt tcaggttccc tttttgtgcc ttcatgccct acttcttaat 1900 

gcctctctaa agccaaa 1917 

c210> 160 
c211> 392 
c212> PRT 
c213> Homo Sapien 

c400> 160 

Met Glu Trp Trp Ala Ser Ser Pro Leu Arg Leu Trp Leu Leu Leu 
1 " ' 5 10 15 

Phe Leu Leu Pro Ser Ala Gin Gly Arg Gin Lys Glu Ser Gly Ser 
20 25 30 

Lys Trp Lys Val Phe He Asp Gin He Asn Arg Ser Leu Glu Asn 
35 40 45 

Tyr Glu Pro Cys Ser Ser Gin Asn Cys Ser Cys Tyr His Gly Val 
50 55 60 

He Glu Glu Asp Leu Thr Pro Phe Arg Gly Gly He Ser Arg Lys 
65 70 75 

Met Met Ala Glu Val Val Arg Arg Lys Leu Gly Thr His Tyr Gin 
80 85 90 

He Thr Lys Asn Arg Leu Tyr Arg Glu Asn Asp Cys Met Phe Pro 
95 100 105 

Ser Arg Cys Ser Gly Val Glu His Phe He Leu Glu Val He Gly 
110 115 120 

Arg Leu Pro Asp Met Glu Met Val He Asn Val Arg Asp Tyr Pro 
125 130 135 

Gin Val Pro Lys Trp Met Glu Pro Ala He Pro Val Phe Ser Phe 
140 145 150 

Ser Lys Thr Ser Glu Tyr His Asp He Met Tyr Pro Ala Trp Thr 
155 160 165 

Phe Trp Glu Gly Gly Pro Ala Val Trp Pro He Tyr Pro Thr Gly 
170 175 180 

Leu Gly Arg Trp Asp Leu Phe Arg Glu Asp Leu Val Arg Ser Ala 
185 190 195 

Ala Gin Trp Pro Trp Lys Lys Lys Asn Ser Thr Ala Tyr Phe Arg 
200 205 210 

Gly Ser Arg Thr Ser Pro Glu Arg Asp Pro Leu He Leu Leu Ser 
215 220 225 

Arg Lys Asn Pro Lys Leu Val Asp Ala Glu Tyr Thr Lys Asn Gin 



280 



230 



235 



240 



Ala Trp Lys Ser Met 
245 



Lys Asp Thr Leu 



Gly 
250 



Lys Pro Ala Ala Lys 
255 



Asp Val His Leu Val Asp His Cys Lys Tyr Lys Tyr Leu Phe Asn 
260 265 270 

Phe Arg Gly Val Ala Ala Ser Phe Arg Phe Lys His Leu Phe Leu 
275 280 285 

Cys Gly Ser Leu Val Phe His Val Gly Asp Glu Trp Leu Glu Phe 
290 295 300 

Phe Tyr Pro Gin Leu Lys Pro Trp Val His Tyr He Pro Val Lys 
305 310 315 

Thr Asp Leu Ser Asn Val Gin Glu Leu Leu Gin Phe Val Lys Ala 
320 325 330 

Asn Asp Asp Val Ala Gin Glu He Ala Glu Arg Gly Ser Gin Phe 
335 340 345 

He Arg Asn His Leu Gin Met Asp Asp He Thr Cys Tyr Trp Glu 
350 355 360 

Asn Leu Leu Ser Glu Tyr Ser Lys Phe Leu Ser Tyr Asn Val Thr 
365 ^ 370 375 

Arg Arg Lys Gly Tyr Asp Gin He He Pro Lys Met Leu Lys Thr 



Glu Leu 

<210> 161 

<211> 2095 

<212> DNA 

<213> Homo Sapien 

<400> 161 



ccgagcacag 


gagattgcct 


gcgtttagga 


ggtggctgcg 


ttgtgggaaa 


50 


agctatcaag gaagaaattg 


ccaaaccatg 


tctttttttc 


tgttttcaga 


100 


gtagttcaca 


acagatctga 


gtgttttaat 


taagcatgga 


atacagaaaa 


150 


caacaaaaaa 


cttaagcttt 


aatttcatct 


ggaattccac 


agttttctta 


200 


gctccctgga 


cccggttgac 


ctgttggctc 


ttcccgctgg 


ctgctctatc 


250 


acgtggtgct 


ctccgactac 


tcaccccgag 


tgtaaagaac 


cttcggctcg 


300 


cgtgcttctg agctgctgtg 


gatggcctcg 


gctctctgga 


ctgtccttcc 


350 


gagtaggatg 


tcactgagat 


ccctcaaatg 


gagcctcctg 


ctgctgtcac 


400 


tcctgagttt 


ctttgtgatg 


tggtacctca 


gccttcccca 


ctacaatgtg 


450 



380 



385 



390 
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atagaacgcg tgaactggat gtacttctat gagtatgagc cgatttacag 500 
acaagacttt cacttcacac ttcgagagca ttcaaactgc tctcatcaaa 550 
atccatttct ggtcattctg gtgacctccc acccttcaga tgtgaaagcc 600 
aggcaggcca ttagagttac ttggggtgaa aaaaagtctt ggtggggata 650 
tgaggttctt acatttttct tattaggcca agaggctgaa aaggaagaca 700 
aaatgttggc attgtcctta gaggatgaac accttcttta tggtgacata 750 
atccgacaag attttttaga cacatataat aacctgacct tgaaaaccat 800 
tatggcattc aggtgggtaa ctgagttttg ccccaatgcc aagtacgtaa 85 0 
tgaagacaga cactgatgtt ttcatcaata ctggcaattt agtgaagtat 9 00 
cttttaaacc taaaccactc agagaagttt ttcacaggtt atcctctaat 950 
tgataattat tcctatagag gattttacca aaaaacccat atttcttacc 1000 
aggagtatcc tttcaaggtg ttccctccat actgcagtgg gttgggttat 1050 
ataatgtcca gagatttggt gccaaggatc tatgaaatga tgggtcacgt 110 0 
aaaacccatc aagtttgaag atgtttatgt cgggatctgt ttgaatttat 1150 
taaaagtgaa cattcatatt ccagaagaca caaatctttt ctttctatat 1200 
agaatccatt tggatgtctg tcaactgaga cgtgtgattg cagcccatgg 1250 
cttttcttcc aaggagatca tcactttttg gcaggtcatg ctaaggaaca 13 00 
ccacatgcca ttattaactt cacattctac aaaaagccta gaaggacagg 1350 
ataccttgtg gaaagtgtta aataaagtag gtactgtgga aaattcatgg 1400 
ggaggtcagt gtgctggctt acactgaact gaaactcatg aaaaacccag 1450 
actggagact ggagggttac acttgtgatt tattagtcag gcccttcaaa 1500 
gatgatatgt ggaggaatta aatataaagg aattggaggt ttttgctaaa 1550 
gaaattaata ggaccaaaca atttggacat gtcattctgt agactagaat 1600 
ttcttaaaag ggtgttactg agttataagc tcactaggct gtaaaaacaa 1650 
aacaatgtag agttttattt attgaacaat gtagtcactt gaaggttttg 1700 
tgtatatctt atgtggatta ccaatttaaa aatatatgta gttctgtgtc 1750 
aaaaaacttc ttcactgaag ttatactgaa caaaatttta cctgtttttg 1800 
gtcatttata aagtacttca agatgttgca gtatttcaca gttattatta 1850 
tttaaaatta cttcaacttt gtgtttttaa atgttttgac gatttcaata 1900 
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caagataaaa aggatagtga atcattcttt acatgcaaac attttccagt 1950 

tacttaactg atcagtttat tattgataca tcactccatt aatgtaaagt 2000 

cataggtcat tattgcatat cagtaatctc ttggactttg ttaaatattt 2050 

tactgtggta atatagagaa gaattaaagc aagaaaatct gaaaa 2095 

<210> 162 
<211> 331 
<212> PRT 
<213> Homo Sapien 

<400> 162 

Met Ala Ser Ala Leu Trp Thr Val Leu Pro Ser Arg Met Ser Leu 
15 10 15 

Arg Ser Leu Lys Trp Ser Leu Leu Leu Leu Ser Leu Leu Ser Phe 

20 25 3 0 

Phe Val Met Trp Tyr Leu Ser Leu Pro His Tyr Asn Val lie Glu 
35 40 45 

Arg Val Asn Trp Met Tyr Phe Tyr Glu Tyr Glu Pro lie Tyr Arg 
50 ~ 55 60 

Gin Asp Phe His Phe Thr Leu Arg Glu His Ser Asn Cys Ser His 
65 70 75 

Gin Asn Pro Phe Leu Val He Leu Val Thr Ser His Pro Ser Asp 

80 85 r 90 

Val Lys Ala Arg Gin Ala He Arg Val Thr Trp Gly Glu Lys Lys 
95 100 105 

Ser Trp Trp Gly Tyr Glu Val Leu Thr Phe Phe Leu Leu Gly Gin 
110 115 120 

Glu Ala Glu Lys Glu Asp Lys Met Leu Ala Leu Ser Leu Glu Asp 
125 130 135 

Glu His Leu Leu Tyr Gly Asp He He Arg Gin Asp Phe Leu Asp 
140 145 150 

Thr Tyr Asn Asn Leu Thr Leu Lys Thr He Met Ala Phe Arg Trp 
155 160 165 

Val Thr Glu Phe Cys Pro Asn Ala Lys Tyr Val Met Lys Thr Asp 
170 175 180 

Thr Asp Val Phe He Asn Thr Gly Asn Leu Val Lys Tyr Leu Leu 
185 190 195 

Asn Leu Asn His Ser Glu Lys Phe Phe Thr Gly Tyr Pro Leu He 
200 205 210 

Asp Asn Tyr Ser Tyr Arg Gly Phe Tyr Gin Lys Thr His He Ser 
215 ~ *" 220 225 
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Tyr Gin Glu Tyr Pro 
23 0 



Phe Lys Val Phe Pro Pro Tyr Cys Ser Gly 
235 240 



Leu Gly Tyr lie Met 
245 

Met Met Gly His Val 
260 

Gly lie Cys Leu Asn 
275 

Asp Thr Asn Leu Phe 
290 

Gin Leu Arg Arg Val 
305 

lie lie Thr Phe Trp 

320 

Tyr 



<210> 163 

<211> 1706 

<212> DNA 

<213> Homo Sapien 

<400> 163 



catttctgaa 


actaatcgtg 


tcagaattga 


ctttgaaaag 


cattgctttt 


50 


tacagaagta 


tattaacttt 


ttaggagtaa 


tttctagttt 


ggattgtaat 


100 


atgaaataat 


ttaaaagggc 


ttcgctcata 


tataggaaaa 


tcgcatatgg 


150 


tcctagtatt 


aaattcttat 


tgcttactga 


tttttttgag 


ttaagagttg 


200 


ttatatgcta 


gaatatgagg 


atgtgaatat 


aaataagaga 


agaaaaaaga 


250 


ataaagtaga 


ttgagtctcc 


aattttatgt 


aagcttcaga 


agaactggtt 


300 


tgtttacatg 


caagcttata 


gttgaaatat 


ttttcaggaa 


ttacatgaat 


350 


gacagtcttc 


gaaccaatgt 


gtttgttcga 


tttcaaccag 


agactatagc 


400 


atgtgcttgc 


atctaccttg 


cagctagagc 


acttcagatt 


ccgttgccaa 


450 


ctcgtcccca 


ttggtttctt 


ctttttggta 


ctacagaaga 


ggaaatccag 


500 


gaaatctgca 


tagaaacact 


taggctttat 


accagaaaaa 


agccaaacta 


550 


tgaattactg 


gaaaaagaag 


tagaaaaaag 


aaaagtagcc 


ttacaagaag 


600 


ccaaattaaa 


agcaaaggga 


ttgaatccgg 


atggaactcc 


agccctttca 


650 


accctgggtg 


gattttctcc 


agcctccaag 


ccatcatcac 


caagagaagt 


700 



Ser Arg Asp Leu Val Pro Arg lie Tyr Glu 
250 255 

Lys Pro lie Lys Phe Glu Asp Val Tyr Val 
265 270 

Leu Leu Lys Val Asn lie His lie Pro Glu 
280 2 85 

Phe Leu Tyr Arg lie His Leu Asp Val Cys 
2 95 3 00 

He Ala Ala His Gly Phe Ser Ser Lys Glu 
310 315 

Gin Val Met Leu Arg Asn Thr Thr Cys His 
325 330 
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aaaagctgaa gagaaatcac caatctccat taatgtgaag acagtcaaaa 750 

aagaacctga ggatagacaa caggcttcca aaagccctta caatggtgta 800 

agaaaagaca gcaagagaag tagaaatagc agaagtgcaa gtcgatcgag 850 

gtcaagaaca cgatcacgtt ctagatcaca tactccaaga agacactata 900 

ataataggcg gagtcgatct ggaacataca gctcgagatc aagaagcagg 950 

tcccgcagtc acagtgaaag ccctcgaaga catcataatc atggttctcc 1000 

tcaccttaag gccaagcata ccagagatga tttaaaaagt tcaaacagac 1050 

atggtcataa aaggaaaaaa tctcgttctc gatctcagag caagtctcgg 1100 

gatcactcag atgcagccaa gaaacacagg catgaaaggg gacatcatag 1150 

ggacaggcgt gaacgatctc gctcctttga gaggtcccat aaaagcaagc 12 00 

accatggtgg cagtcgctca ggacatggca ggcacaggcg ctgactttct 12 50 

cttcctttga gcctgcatca gttcttggtt ttgcctatct acagtgtgat 13 0 0 

gtatggactc aatcaaaaac attaaacgca aactgattag gatttgattt 1350 

cttgaaaccc tctaggtctc tagaacactg aggacagttt cttttgaaaa 14 00 

gaactatgtt aatttttttg cacattaaaa tgccctagca gtatctaatt 1450 

aaaaaccatg gtcaggttca attgtacttt attatagttg tgtattgttt 1500 

attgctataa gaactggagc gtgaattctg taaaaatgta tcttattttt 1550 

atacagataa aattgcagac actgttctat ttaagtggtt atttgtttaa 1600 

atgatggtga atactttctt aacactggtt tgtctgcatg tgtaaagatt 1650 

tttacaagga aataaaatac aaatcttgtt ttttctaaaa aaaaaaaaaa 1700 

aaaagt 1706 

<210> 164 
<211> 299 
<212> PRT 
<213> Homo Sapien 

<400> 164 

Met Asn Asp Ser Leu Arg Thr Asn Val Phe Val Arg Phe Gin Pro 
15 10 15 

Glu Thr lie Ala Cys Ala Cys lie Tyr Leu Ala Ala Arg Ala Leu 
20 25 30 

Gin lie Pro Leu Pro Thr Arg Pro His Trp Phe Leu Leu Phe Gly 
35 40 45 

Thr Thr Glu Glu Glu He Gin Glu He Cys He Glu Thr Leu Arg 
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50 55 60 

Leu Tyr Thr Arg Lys Lys Pro Asn Tyr Glu Leu Leu Glu Lys Glu 
65 70 75 

Val Glu Lys Arg Lys Val Ala Leu Gin Glu Ala Lys Leu Lys Ala 
80 85 90 

Lys Gly Leu Asn Pro Asp Gly Thr Pro Ala Leu Ser Thr Leu Gly 
95 100 105 

Gly Phe Ser Pro Ala Ser Lys Pro Ser Ser Pro Arg Glu Val Lys 
110 115 120 

Ala Glu Glu Lys Ser Pro lie Ser He Asn Val Lys Thr Val Lys 
125 130 135 

Lys Glu Pro Glu Asp Arg Gin Gin Ala Ser Lys Ser Pro Tyr Asn 
140 145 150 

Gly Val Arg Lys Asp Ser Lys Arg Ser Arg Asn Ser Arg Ser Ala 
155 160 165 

jLij. 

H Ser Arg Ser Arg Ser Arg Thr Arg Ser Arg Ser Arg Ser His Thr 
Si 170 175 180 

^ Pro Arg Arg His Tyr Asn Asn Arg Arg Ser Arg Ser Gly Thr Tyr 
HI " 185 190 195 

ffi Ser Ser Arg Ser Arg Ser Arg Ser Arg Ser His Ser Glu Ser Pro 
m ' 200 205 210 

L Arg Arg His His Asn His Gly Ser Pro His Leu Lys Ala Lys His 
O 215 220 225 

y, 

y, Thr Arq Asp Asp Leu Lys Ser Ser Asn Arg His Gly His Lys Arg 
l n 230 235 240 



Lys Lys Ser Arg Ser Arg Ser Gin Ser Lys Ser Arg Asp His Ser 
245 250 255 

Asp Ala Ala Lys Lys His Arg His Glu Arg Gly His His Arg Asp 
260 265 270 

Arg Arg Glu Arg Ser Arg Ser Phe Glu Arg Ser His Lys Ser Lys 
275 ~ 280 285 

His His Gly Gly Ser Arg Ser Gly His Gly Arg His Arg Arg 
290 295 

<210> 165 

<211> 2571 

<212> DNA 

<213> Homo Sapien 

<400> 165 

ggttcctaca tcctctcatc tgagaatcag agagcataat cttcttacgg 50 
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gcccgtgatt tattaacgtg gcttaatctg aaggttctca gtcaaattct 100 
ttgtgatcta ctgattgtgg gggcatggca aggtttgctt aaaggagctt 150 
ggctggtttg ggcccttgta gctgacagaa ggtggccagg gagaatgcag 2 00 
cacactgctc ggagaatgaa ggcgcttctg ttgctggtct tgccttggct 2 50 
cagtcctgct aactacattg acaatgtggg caacctgcac ttcctgtatt 3 00 
cagaactctg taaaggtgcc tcccactacg gcctgaccaa agataggaag 350 
aggcgctcac aagatggctg tccagacggc tgtgcgagcc tcacagccac 4 00 
ggctccctcc ccagaggttt ctgcagctgc caccatctcc ttaatgacag 450 
acgagcctgg cctagacaac cctgcctacg tgtcctcggc agaggacggg 50 0 
cagccagcaa tcagcccagt ggactctggc cggagcaacc gaactagggc 550 
acggcccttt gagagatcca ctattagaag cagatcattt aaaaaaataa 6 00 
atcgagcttt gagtgttctt cgaaggacaa agagcgggag tgcagttgcc 650 
aaccatgccg accagggcag ggaaaattct gaaaacacca ctgcccctga 700 
agtctttcca aggttgtacc acctgattcc agatggtgaa attaccagca 750 
tcaagatcaa tcgagtagat cccagtgaaa gcctctctat taggctggtg 800 
ggaggtagcg aaaccccact ggtccatatc attatccaac acatttatcg 85 0 
tgatggggtg atcgccagag acggccggct actgccagga gacatcattc 900 
taaaggtcaa cgggatggac atcagcaatg tccctcacaa ctacgctgtg 950 
cgtctcctgc ggcagccctg ccaggtgctg tggctgactg tgatgcgtga 1000 
acagaagttc cgcagcagga acaatggaca ggccccggat gcctacagac 1050 
cccgagatga cagctttcat gtgattctca acaaaagtag ccccgaggag 1100 
cagcttggaa taaaactggt gcgcaaggtg gatgagcctg gggttttcat 1150 
cttcaatgtg ctggatggcg gtgtggcata tcgacatggt cagcttgagg 12 0 0 
agaatgaccg tgtgttagcc atcaatggac atgatcttcg atatggcagc 1250 
ccagaaagtg cggctcatct gattcaggcc agtgaaagac gtgttcacct 1300 
cgtcgtgtcc cgccaggttc ggcagcggag ccctgacatc tttcaggaag 13 50 
ccggctggaa cagcaatggc agctggtccc cagggccagg ggagaggagc 1400 
aacactccca agcccctcca tcctacaatt acttgtcatg agaaggtggt 1450 
aaatatccaa aaagaccccg gtgaatctct cggcatgacc gtcgcagggg 1500 
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gagcatcaca tagagaatgg gatttgccta tctatgtcat cagtgttgag 1550 

cccggaggag tcataagcag agatggaaga ataaaaacag gtgacatttt 16 00 

gttgaatgtg gatggggtcg aactgacaga ggtcagccgg agtgaggcag 1650 

tggcattatt gaaaagaaca tcatcctcga tagtactcaa agctttggaa 1700 

gtcaaagagt atgagcccca ggaagactgc agcagcccag cagccctgga 1750 

ctccaaccac aacatggccc cacccagtga ctggtcccca tcctgggtca 1800 

tgtggctgga attaccacgg tgcttgtata actgtaaaga tattgtatta 1850 

cgaagaaaca cagctggaag tctgggcttc tgcattgtag gaggttatga 1900 

agaatacaat ggaaacaaac cttttttcat caaatccatt gttgaaggaa 1950 

caccagcata caatgatgga agaattagat gtggtgatat tcttcttgct 2 000 

gtcaatggta gaagtacatc aggaatgata catgcttgct tggcaagact 2050 

gctgaaagaa cttaaaggaa gaattactct aactattgtt tcttggcctg 2100 

gcactttttt atagaatcaa tgatgggtca gaggaaaaca gaaaaatcac 2150 

aaataggcta agaagttgaa acactatatt tatcttgtca gtttttatat 2200 

ttaaagaaag aatacattgt aaaaatgtca ggaaaagtat gatcatctaa 22 50 

tgaaagccag ttacacctca gaaaatatga ttccaaaaaa attaaaacta 23 00 

ctagtttttt ttcagtgtgg aggatttctc attactctac aacattgttt 2350 

atattttttc tattcaataa aaagccctaa aacaactaaa atgattgatt 2400 

tgtatacccc actgaattca agctgattta aatttaaaat ttggtatatg 2450 

ctgaagtctg ccaagggtac attatggcca tttttaattt acagctaaaa 2500 

tattttttaa aatgcattgc tgagaaacgt tgctttcatc aaacaagaat 2550 

aaatattttt cagaagttaa a 2571 

<210> 166 
<211> 632 
<212> PRT 
<213> Homo Sapien 

<400> 166 

Met Lys Ala Leu Leu Leu Leu Val Leu Pro Trp Leu Ser Pro Ala 
15 10 15 

Asn Tyr He Asp Asn Val Gly Asn Leu His Phe Leu Tyr Ser Glu 
20 25 30 

Leu Cys Lys Gly Ala Ser His Tyr Gly Leu Thr Lys Asp Arg Lys 
35 40 45 
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Arg Arg Ser Gin Asp Gly Cys Pro Asp Gly Cys Ala Ser Leu Thr 
50 55 60 

Ala Thr Ala Pro Ser Pro Glu Val Ser Ala Ala Ala Thr He Ser 
65 70 75 

Leu Met Thr Asp Glu Pro Gly Leu Asp Asn Pro Ala Tyr Val Ser 
80 85 90 

Ser Ala Glu Asp Gly Gin Pro Ala He Ser Pro Val Asp Ser Gly 
95 100 105 

Arg Ser Asn Arg Thr Arg Ala Arg Pro Phe Glu Arg Ser Thr He 
110 115 12 0 

Arg Ser Arg Ser Phe Lys Lys He Asn Arg Ala Leu Ser Val Leu 
125 ' ~ 130 135 

Arg Arg Thr Lys Ser Gly Ser Ala Val Ala Asn His Ala Asp Gin 
140 145 150 

Gly Arg Glu Asn Ser Glu Asn Thr Thr Ala Pro Glu Val Phe Pro 
155 160 165 

Arg Leu Tyr His Leu He Pro Asp Gly Glu He Thr Ser He Lys 
170 175 180 

He Asn Arg Val Asp Pro Ser Glu Ser Leu Ser He Arg Leu Val 
185 190 195 

Gly Gly Ser Glu Thr Pro Leu Val His He He He Gin His He 
200 205 210 

Tyr Arg Asp Gly Val He Ala Arg Asp Gly Arg Leu Leu Pro Gly 
215 220 225 

Asp He He Leu Lys Val Asn Gly Met Asp He Ser Asn Val Pro 
230 235 240 

His Asn Tyr Ala Val Arg Leu Leu Arg Gin Pro Cys Gin Val Leu 
245 250 255 

Trp Leu Thr Val Met Arg Glu Gin Lys Phe Arg Ser Arg Asn Asn 
260 265 270 

Gly Gin Ala Pro Asp Ala Tyr Arg Pro Arg Asp Asp Ser Phe His 
275 280 285 

Val He Leu Asn Lys Ser Ser Pro Glu Glu Gin Leu Gly He Lys 
290 295 300 

Leu Val Arg Lys Val Asp Glu Pro Gly Val Phe He Phe Asn Val 
305 310 315 

Leu Asp Gly Gly Val Ala Tyr Arg His Gly Gin Leu Glu Glu Asn 
320 325 330 

Asp Arg Val Leu Ala He Asn Gly His Asp Leu Arg Tyr Gly Ser 
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335 340 345 

Pro Glu Ser Ala Ala His Leu He Gin Ala Ser Glu Arg Arg Val 
350 355 360 

His Leu Val Val Ser Arg Gin Val Arg Gin Arg Ser Pro Asp He 
365 370 375 

Phe Gin Glu Ala Gly Trp Asn Ser Asn Gly Ser Trp Ser Pro Gly 
380 385 390 

Pro Gly Glu Arg Ser Asn Thr Pro Lys Pro Leu His Pro Thr He 
395 400 405 

Thr Cys His Glu Lys Val Val Asn He Gin Lys Asp Pro Gly Glu 
410 415 420 

Ser Leu Gly Met Thr Val Ala Gly Gly Ala Ser His Arg Glu Trp 
425 430 435 

Asp Leu Pro He Tyr Val He Ser Val Glu Pro Gly Gly Val He 
440 445 450 

Ser Arg Asp Gly Arg He Lys Thr Gly Asp He Leu Leu Asn Val 
455 460 465 

Asp Gly Val Glu Leu Thr Glu Val Ser Arg Ser Glu Ala Val Ala 
470 475 480 

Leu Leu Lys Arg Thr Ser Ser Ser He Val Leu Lys Ala Leu Glu 
485 490 495 



n Val Lys Glu Tyr Glu Pro Gin Glu Asp Cys Ser Ser Pro Ala Ala 
T: 500 505 510 

Leu Asp Ser Asn His Asn Met Ala Pro Pro Ser Asp Trp Ser Pro 

111 " 515 520 525 

til Ser Trp Val Met Trp Leu Glu Leu Pro Arg Cys Leu Tyr Asn Cys 

530 535 540 

Lys Asp He Val Leu Arg Arg Asn Thr Ala Gly Ser Leu Gly Phe 
545 550 555 

Cys He Val Gly Gly Tyr Glu Glu Tyr Asn Gly Asn Lys Pro Phe 
560 * 565 570 

Phe He Lys Ser He Val Glu Gly Thr Pro Ala Tyr Asn Asp Gly 
575 580 585 

Arg He Arg Cys Gly Asp He Leu Leu Ala Val Asn Gly Arg Ser 
590 595 600 

Thr Ser Gly Met He His Ala Cys Leu Ala Arg Leu Leu Lys Glu 
605 610 615 

Leu Lys Gly Arg He Thr Leu Thr He Val Ser Trp Pro Gly Thr 
620 625 630 
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Phe Leu 



<210> 167 
<211> 735 
<212> DNA 
<213> Homo Sapien 

<400> 167 

gggaaagcca tttcgaaaac ccatctatac aaactatata ttttcatttc 5 0 

tgctgctagc tgccttgggc ctcacaattt tcattctgtt ttctgacttt 100 

caagttatat accgtggaat ggagttgatc ccaaccataa catcgtggag 150 

ggttttaatt ttggtggtag ccctcaccca attctggtgt ggctttcttt 200 

gcagaggatt ccaccttcaa aatcatgaac tctggctgtt gatcaaaaga 2 50 

gaatttggat tctactctaa aagtcaatat aggacttggc aaaagaagct 3 00 

agcagaagac tcaacctggc ctcccataaa caggacagat tattcaggtg 3 50 

atggcaaaaa tggattctac atcaacggag gctatgaaag ccatgaacag 400 

attccaaaaa gaaaactcaa attgggaggc caacccacag aacagcattt 4 50 

ctgggccagg ctgtaatcag aattgtcgtc gtacatgctc aacagcattg 500 

cttttttccc caaaattaac acattgtgga gaagtgatga tactctcccc 55 0 

ttacctttcc tctctccatt caagcattca aagtatattt tcaatgaatt 600 

aaaccttgca gcaagggacc ttagataggc ttattctgac tgtatgcttt 650 

accaatgaga gaaaaaaatg catttcctgt atcatccttt tcaataaact 700 

gtattcattt tgaaaaaaaa aaaaaaaaaa aaaaa 73 5 

<210> 168 

<211> 115 

<212> PRT 

<213> Homo Sapien 

<400> 168 

Met Glu Leu lie Pro Thr lie Thr Ser Trp Arg Val Leu lie Leu 
15 10 15 

Val Val Ala Leu Thr Gin Phe Trp Cys Gly Phe Leu Cys Arg Gly 
20 25 30 

Phe His Leu Gin Asn His Glu Leu Trp Leu Leu lie Lys Arg Glu 
35 40 45 

Phe Gly Phe Tyr Ser Lys Ser Gin Tyr Arg Thr Trp Gin Lys Lys 
50 55 60 

Leu Ala Glu Asp Ser Thr Trp Pro Pro He Asn Arg Thr Asp Tyr 



65 70 75 

Ser Gly Asp Gly Lys Asn Gly Phe Tyr He Asn Gly Gly Tyr Glu 
80 85 90 

Ser His Glu Gin He Pro Lys Arg Lys Leu Lys Leu Gly Gly Gin 
95 100 105 

Pro Thr Glu Gin His Phe Trp Ala Arg Leu 
110 115 

<210> 169 

<211> 2846 

<212> DNA 

<213> Homo Sapien 

<400> 169 





cgctcgggca 


ccagccgcgg 


caaggatgga gctgggttgc tggacgcagt 


50 




tggggctcac 


ttttcttcag 


ctccttctca tctcgtcctt gccaagagag 


100 




tacacagtca 


ttaatgaagc 


ctgccctgga gcagagtgga atatcatgtg 


150 


0 


tcgggagtgc 


tgtgaatatg atcagattga gtgcgtctgc cccggaaaga 


200 


HI 


gggaagtcgt 


yyy UtaLaCO 


^ -h r^r'r'i- ■hrrr't" crcaacraatcra cfQacxaatQacf 


250 




tgtgactcct 


gcctgatcca 


cccaggttgt accatctttg aaaactgcaa 


3 00 




gagctgccga 


aatggctcat 


gggggggtac cttggatgac ttctatgtga 


O CT A 

6 b U 


jS. 


aggggttcta 


ctgtgcagag 


tgccgagcag gctggtacgg aggagactgc 


400 




atgcgatgtg 


gccaggttct 


gcgagcccca aagggtcaga ttttgttgga 


4bU 


M- 


aagctatccc 


ctaaatgctc 


actgtgaatg gaccattcat gctaaacctg 


500 




ggtttgtcat 


ccaactaaga 


tttgtcatgt tgagtctgga gtttgactac 


550 




atgtgccagt 


atgactatgt 


tgaggttcgt gatggagaca accgcgatgg 


600 




ccagatcatc 


aagcgtgtct 


gtggcaacga gcggccagct cctatccaga 


650 




gcataggatc 


ctcactccac 


gtcctcttcc actccgatgg ctccaagaat 


700 




tttgacggtt 


tccatgccat 


ttatgaggag atcacagcat gctcctcatc 


750 




cccttgtttc 


catgacggca 


cgtgcgtcct tgacaaggct ggatcttaca 


800 




agtgtgcctg 


cttggcaggc 


tatactgggc agcgctgtga aaatctcctt 


850 




gaagaaagaa 


actgctcaga 


ccctgggggc ccagtcaatg ggtaccagaa 


900 




aataacaggg 


ggccctgggc 


ttatcaacgg acgccatgct aaaattggca 


950 




ccgtggtgtc 


tttcttttgt 


aacaactcct atgttcttag tggcaatgag 


1000 




aaaagaactt 


gccagcagaa 


tggagagtgg tcagggaaac agcccatctg 


1050 
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cataaaagcc 


tgccgagaac 


caaagatttc 


agacctggtg 


agaaggagag 


1100 


ttcttccgat 


gcaggttcag 


tcaagggaga 


caccattaca 


ccagctatac 


1150 


tcagcggcct 


tcagcaagca 


gaaactgcag 


agtgccccta 


ccaagaagcc 


1200 


agcccttccc 


tttggagatc 


tgcccatggg 


ataccaacat 


ctgcataccc 


1250 


agctccagta 


tgagtgcatc 


tcacccttct 


accgccgcct 


gggcagcagc 


1300 


aggaggacat 


gtctgaggac 


tgggaagtgg 


agtgggcggg 


caccatcctg 


1350 


catccctatc 


tgcgggaaaa 


ttgagaacat 


cactgctcca 


aagacccaag 


1400 


ggttgcgctg 


gccgtggcag 


gcagccatct 


acaggaggac 


cagcggggtg 


1450 


catgacggca 


gcctacacaa 


gggagcgtgg 


ttcctagtct 


gcagcggtgc 


1500 


cctggtgaat 


gagcgcactg 


tggtggtggc 


tgcccactgt 


gttactgacc 


1550 


tggggaaggt 


caccatgatc 


aagacagcag 


acctgaaagt 


tgttttgggg 


1600 


aaattctacc 


gggatgatga 


ccgggatgag 


aagaccatcc 


agagcctaca 


1650 


gatttctgct 


atcattctgc 


atcccaacta 


tgaccccatc 


ctgcttgatg 


1700 


ctgacatcgc 


catcctgaag 


ctcctagaca 


aggcccgtat 


cagcacccga 


1750 


gtccagccca 


tctgcctcgc 


tgccagtcgg 


gatctcagca 


cttccttcca 


1800 


ggagtcccac 


atcactgtgg 


ctggctggaa 


tgtcctggca 


gacgtgagga 


1850 


gccctggctt 


caagaacgac 


acactgcgct 


ctggggtggt 


cagtgtggtg 


1900 


gactcgctgc 


tgtgtgagga 


gcagcatgag 


gaccatggca 


tcccagtgag 


1950 


tgtcactgat 


aacatgttct 


gtgccagctg 


ggaacccact 


gccccttctg 


2000 


atatctgcac 


tgcagagaca 


ggaggcatcg 


cggctgtgtc 


cttcccggga 


2050 


cgagcatctc 


ctgagccacg 


ctggcatctg 


atgggactgg 


tcagctggag 


2100 


ctatgataaa 


acatgcagcc 


acaggctctc 


cactgccttc 


accaaggtgc 


2150 


tgccttttaa 


agactggatt 


gaaagaaata 


tgaaatgaac 


catgctcatg 


2200 


cactccttga 


gaagtgtttc 


tgtatatccg 


tctgtacgtg 


tgtcattgcg 


2250 


tgaagcagtg 


tgggcctgaa 


gtgtgatttg 


gcctgtgaac 


ttggctgtgc 


2300 


cagggcttct 


gacttcaggg 


acaaaactca 


gtgaagggtg 


agtagacctc 


2350 


cattgctggt 


aggctgatgc 


cgcgtccact 


actaggacag 


ccaattggaa 


2400 


gatgccaggg 


cttgcaagaa 


gtaagtttct 


tcaaagaaga 


ccatatacaa 


2450 


aacctctcca 


ctccactgac 


ctggtggtct 


tccccaactt 


tcagttatac 


2500 
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gaatgccatc agcttgacca gggaagatct gggcttcatg aggccccttt 2550 

tgaggctctc aagttctaga gagctgcctg tgggacagcc cagggcagca 2 600 

gagctgggat gtggtgcatg cctttgtgta catggccaca gtacagtctg 2650 

gtccttttcc ttccccatct cttgtacaca ttttaataaa ataagggttg 2 700 

gcttctgaac tacaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2 750 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2 800 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 2 84 6 

<210> 170 
<211> 720 
<212> PRT 
<213> Homo Sapien 

<400> 170 

Met Glu Leu Gly Cys Trp Thr Gin Leu Gly Leu Thr Phe Leu Gin 
1 5 10 15 

Leu Leu Leu He Ser Ser Leu Pro Arg Glu Tyr Thr Val He Asn 
20 25 30 

Glu Ala Cys Pro Gly Ala Glu Trp Asn He Met Cys Arg Glu Cys 
35 40 45 

Cys Glu Tyr Asp Gin He Glu Cys Val Cys Pro Gly Lys Arg Glu 
50 55 60 

Val Val Gly Tyr Thr He Pro Cys Cys Arg Asn Glu Glu Asn Glu 
65 70 75 

Cys Asp Ser Cys Leu He His Pro Gly Cys Thr He Phe Glu Asn 
80 85 90 

Cys Lys Ser Cys Arg Asn Gly Ser Trp Gly Gly Thr Leu Asp Asp 
95 100 105 

Phe Tyr Val Lys Gly Phe Tyr Cys Ala Glu Cys Arg Ala Gly Trp 
110 115 120 

Tyr Gly Gly Asp Cys Met Arg Cys Gly Gin Val Leu Arg Ala Pro 
125 130 135 

Lys Gly Gin He Leu Leu Glu Ser Tyr Pro Leu Asn Ala His Cys 
14 0 145 150 

Glu Trp Thr He His Ala Lys Pro Gly Phe Val He Gin Leu Arg 
155 160 165 

Phe Val Met Leu Ser Leu Glu Phe Asp Tyr Met Cys Gin Tyr Asp 
170 175 180 

Tyr Val Glu Val Arg Asp Gly Asp Asn Arg Asp Gly Gin He He 
185 190 195 
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Lys Arg Val Cys Gly Asn Glu Arg Pro Ala Pro He Gin Ser He 
200 205 210 

Gly Ser Ser Leu His Val Leu Phe His Ser Asp Gly Ser Lys Asn 
215 220 225 

Phe Asp Gly Phe His Ala He Tyr Glu Glu He Thr Ala Cys Ser 
230 235 240 

Ser Ser Pro Cys Phe His Asp Gly Thr Cys Val Leu Asp Lys Ala 
245 250 255 

Gly Ser Tyr Lys Cys Ala Cys Leu Ala Gly Tyr Thr Gly Gin Arg 
260 ' 265 270 

Cys Glu Asn Leu Leu Glu Glu Arg Asn Cys Ser Asp Pro Gly Gly 
275 280 285 

Pro Val Asn Gly Tyr Gin Lys He Thr Gly Gly Pro Gly Leu He 
290 295 300 

Asn Gly Arg His Ala Lys He Gly Thr Val Val Ser Phe Phe Cys 
305 310 315 

Asn Asn Ser Tyr Val Leu Ser Gly Asn Glu Lys Arg Thr Cys Gin 
320 325 330 

Gin Asn Gly Glu Trp Ser Gly Lys Gin Pro He Cys He Lys Ala 
335 340 345 

Cys Arg Glu Pro Lys He Ser Asp Leu Val Arg Arg Arg Val Leu 
350 355 360 

Pro Met Gin Val Gin Ser Arg Glu Thr Pro Leu His Gin Leu Tyr 
365 370 375 

Ser Ala Ala Phe Ser Lys Gin Lys Leu Gin Ser Ala Pro Thr Lys 
380 385 390 

Lys Pro Ala Leu Pro Phe Gly Asp Leu Pro Met Gly Tyr Gin His 
395 400 405 

Leu His Thr Gin Leu Gin Tyr Glu Cys He Ser Pro Phe Tyr Arg 
410 415 420 

Arg Leu Gly Ser Ser Arg Arg Thr Cys Leu Arg Thr Gly Lys Trp 
425 430 435 

Ser Gly Arg Ala Pro Ser Cys He Pro He Cys Gly Lys He Glu 
440 445 450 

Asn He Thr Ala Pro Lys Thr Gin Gly Leu Arg Trp Pro Trp Gin 
455 460 465 

Ala Ala He Tyr Arg Arg Thr Ser Gly Val His Asp Gly Ser Leu 
470 475 480 

His Lys Gly Ala Trp Phe Leu Val Cys Ser Gly Ala Leu Val Asn 
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485 490 495 

Glu Arg Thr Val Val Val Ala Ala His Cys Val Thr Asp Leu Gly 
500 505 510 

Lys Val Thr Met lie Lys Thr Ala Asp Leu Lys Val Val Leu Gly 
515 520 525 

Lys Phe Tyr Arg Asp Asp Asp Arg Asp Glu Lys Thr lie Gin Ser 
~ 530 535 540 

Leu Gin lie Ser Ala He He Leu His Pro Asn Tyr Asp Pro He 
545 550 555 

Leu Leu Asp Ala Asp He Ala He Leu Lys Leu Leu Asp Lys Ala 
560 565 570 

Arg He Ser Thr Arg Val Gin Pro He Cys Leu Ala Ala Ser Arg 
575 580 585 

Asp Leu Ser Thr Ser Phe Gin Glu Ser His He Thr Val Ala Gly 
590 595 600 

Trp Asn Val Leu Ala Asp Val Arg Ser Pro Gly Phe Lys Asn Asp 
605 610 615 

Thr Leu Arg Ser Gly Val Val Ser Val Val Asp Ser Leu Leu Cys 
620 625 630 

Glu Glu Gin His Glu Asp His Gly He Pro Val Ser Val Thr Asp 
635 640 645 

Asn Met Phe Cys Ala Ser Trp Glu Pro Thr Ala Pro Ser Asp He 
650 655 660 

Cys Thr Ala Glu Thr Gly Gly He Ala Ala Val Ser Phe Pro Gly 
665 670 675 

Arg Ala Ser Pro Glu Pro Arg Trp His Leu Met Gly Leu Val Ser 
680 685 690 

Trp Ser Tyr Asp Lys Thr Cys Ser His Arg Leu Ser Thr Ala Phe 
695 700 705 

Thr Lys Val Leu Pro Phe Lys Asp Trp He Glu Arg Asn Met Lys 
710 715 720 

<210> 171 

<211> 2128 

<212> DNA 

<213> Homo Sapien 

<400> 171 

ctgtcgtctt tgcttcagcc gcagtcgcca ctggctgcct gaggtgctct 5 0 
tacagcctgt tccaagtgtg gcttaatccg tctccaccac cagatctttc 100 
tccgtggatt cctctgctaa gaccgctgcc atgccagtga cggtaacccg 150 
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caccaccatc 


acaaccacca 


cgacgtcatc 


ttcgggcctg 


gggtccccca 


200 




tgatcgtggg 


gtcccctcgg gccctgacac 


agcccctggg 


tctccttcgc 


250 




ctgctgcagc 


tggtgtctac 


ctgcgtggcc 


ttctcgctgg 


tggctagcgt 


300 




gggcgcctgg 


acggggtcca 


tgggcaactg 


gtccatgttc 


acctggtgct 


350 




tctgcttctc 


cgtgaccctg 


atcatcctca 


tcgtggagct 


gtgcgggctc 


400 




caggcccgct 


tccccctgtc 


ttggcgcaac 


ttccccatca 


ccttcgcctg 


450 




ctatgcggcc 


ctcttctgcc 


tctcggcctc 


catcatctac 


cccaccacct 


500 




atgtccagtt 


cctgtcccac ggccgttcgc 


gggaccacgc 


catcgccgcc 


550 




accttcttct 


cctgcatcgc 


gtgtgtggct 


tacgccaccg 


aagtggcctg 


600 




gacccgggcc 


cggcccggcg 


agatcactgg 


ctatatggcc 


accgtacccg 


650 




ggctgctgaa 


ggtgctggag 


accttcgttg 


cctgcatcat 


cttcgcgttc 


700 




atcagcgacc 


ccaacctgta 


ccagcaccag 


ccggccctgg 


agtggtgcgt 


750 




ggcggtgtac 


gccatctgct 


tcatcctagc 


ggccatcgcc 


atcctgctga 


800 


H : 


acctggggga 


gtgcaccaac 


gtgctaccca 


tccccttccc 


cagcttcctg 


850 




tcggggctgg 


ccttgctgtc 


tgtcctcctc 


tatgccaccg 


cccttgttct 


900 




ctggcccctc 


taccagttcg 


atgagaagta 


tggcggccag 


cctcggcgct 


950 




cgagagatgt 


aagctgcagc 


cgcagccatg 


cctactacgt 


gtgtgcctgg 


1000 


u. 


gaccgccgac 


tggctgtggc 


catcctgacg 


gccatcaacc 


tactggcgta 


1050 


5 QS1 


tgtggctgac 


ctggtgcact 


ctgcccacct 


ggtttttgtc 


aaggtctaag 


1100 


actctcccaa 


gaggctcccg 


ttccctctcc 


aacctctttg 


ttcttcttgc 


1150 




ccgagttttc 


tttatggagt 


acttctttcc 


tccgcctttc 


ctctgttttc 


1200 




ctcttcctgt 


ctcccctccc 


tcccaccttt 


ttctttcctt 


cccaattcct 


1250 




tgcactctaa 


ccagttcttg gatgcatctt 


cttccttccc 


tttcctcttg 


1300 




ctgtttcctt 


cctgtgttgt 


tttgttgccc 


acatcctgtt 


ttcacccctg 


1350 




agctgtttct 


ctttttcttt 


tctttctttt 


tttttttttt 


ttttaagacg 


1400 




gattctcact 


ctgtggccca ggctggagtg 


cagtggtgcg 


atctcagctc 


1450 




actgcaaccc 


ccgcctcctg 


ggttcaagcg 


attctcctcc 


cccagcctcc 


1500 




caagtagctg 


ggaggacagg 


tgtgagctgc 


cgcacccagc 


ctgtttctct 


1550 




ttttccactc 


ttcttttttc 


tcatctcttt 


tctgggttgc 


ctgtcggctt 


1600 



297 



tcttatctgc ctgttttgca agcaccttct cctgtgtcct tgggagccct 1650 

gagacttctt tctctccttg cctccaccca cctccaaagg tgctgagctc 170 0 

acatccacac cccttgcagc cgtccatgcc acagcccccc aaggggcccc 1750 

attgccaaag catgcctgcc caccctcgct gtgccttagt cagtgtgtac 1800 

gtgtgtgtgt gtgtgtgttt ggggggtggg gggtgggtag ctggggattg 185 0 

ggccctcttt ctcccagtgg aggaaggtgt gcagtgtact tcccctttaa 1900 

attaaaaaac atatatatat atatatttgg aggtcagtaa tttccaatgg 1950 

gcgggaggca ttaagcaccg accctgggtc cctaggcccc gcctggcact 2000 

cagccttgcc agagattggc tccagaattt ttgccaggct tacagaacac 2050 

ccactgccta gaggccatct taaaggaagc aggggctgga tgcctttcat 2100 

cccaactatt ctctgtggta tgaaaaag 2128 

<210> 172 
<211> 322 
<212> PRT 
<213> Homo Sapien 

<400> 172 

Met Pro Val Thr Val Thr Arg Thr Thr He Thr Thr Thr Thr Thr 
15 10 15 

Ser Ser Ser Gly Leu Gly Ser Pro Met He Val Gly Ser Pro Arg 
20 25 30 

Ala Leu Thr Gin Pro Leu Gly Leu Leu Arg Leu Leu Gin Leu Val 
35 40 45 

Ser Thr Cys Val Ala Phe Ser Leu Val Ala Ser Val Gly Ala Trp 
50 55 60 

Thr Gly Ser Met Gly Asn Trp Ser Met Phe Thr Trp Cys Phe Cys 
65 70 75 

Phe Ser Val Thr Leu He He Leu He Val Glu Leu Cys Gly Leu 
80 85 90 

Gin Ala Arg Phe Pro Leu Ser Trp Arg Asn Phe Pro He Thr Phe 
95 100 105 

Ala Cys Tyr Ala Ala Leu Phe Cys Leu Ser Ala Ser He He Tyr 
110 115 120 

Pro Thr Thr Tyr Val Gin Phe Leu Ser His Gly Arg Ser Arg Asp 
125 130 135 

His Ala He Ala Ala Thr Phe Phe Ser Cys He Ala Cys Val Ala 
140 145 150 
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Tyr Ala Thr Glu Val Ala Tip Thr Arg Ala Arg Pro Gly Glu He 
155 160 165 

Thr Gly Tyr Met Ala Thr Val Pro Gly Leu Leu Lys Val Leu Glu 
170 175 180 

Thr Phe Val Ala Cys He He Phe Ala Phe He Ser Asp Pro Asn 
185 190 195 

Leu Tyr Gin His Gin Pro Ala Leu Glu Trp Cys Val Ala Val Tyr 
200 205 210 

Ala He Cys Phe He Leu Ala Ala He Ala He Leu Leu Asn Leu 
215 220 225 

Gly Glu Cys Thr Asn Val Leu Pro He Pro Phe Pro Ser Phe Leu 
230 235 240 

Ser Gly Leu Ala Leu Leu Ser Val Leu Leu Tyr Ala Thr Ala Leu 
245 2 50 2 55 

Val Leu Trp Pro Leu Tyr Gin Phe Asp Glu Lys Tyr Gly Gly Gin 
260 265 270 

Pro Arg Arg Ser Arg Asp Val Ser Cys Ser Arg Ser His Ala Tyr 
275 280 285 

Tyr Val Cys Ala Trp Asp Arg Arg Leu Ala Val Ala He Leu Thr 
290 295 300 

Ala He Asn Leu Leu Ala Tyr Val Ala Asp Leu Val His Ser Ala 
305 310 315 

His Leu Val Phe Val Lys Val 
320 



<210> 173 
y <211> 3680 
fU <212> DNA 

<213> Homo Sapien 

<400> 173 



gaacgtgcca 


ccatgcccag 


ctaatttttg 


tatttttagt 


agagacgggg 


50 


tttcaccatg 


ttggccaggc 


tggtcttgaa 


ctcgtgacct 


catgatccgc 


100 


tcacctcggc 


ctcccaaagt 


gctgggatta 


caggcatgag 


ccactgacgc 


150 


ctggccagcc 


tatgcatttt 


taagaaatta 


ttctgtatta 


ggtgctgtgc 


200 


taaacattgg gcactacagt 


gaccaaaaca 


gactgaattc 


cccaagagcc 


250 


aaagaccagt 


gagggagacc 


aacaagaaac 


aggaaatgca 


aaagagacca 


300 


ttattactca 


ctatgactaa 


gggtcacaaa 


tggggtacgt 


tgatggagag 


350 


tgatttgtta 


agagactaca 


gagggaggac 


agactaccaa 


gaggggggcc 


400 
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aggaaagctc ctctgacgag gtggtatttc agcccaaact ggaagaatga 450 
gaaagagcta gccagccatc agaatagtcc agaagagatg gggagcacta 500 
cactcactac actttggcct gagaaaatag catgggattg gaggaggctg 550 
ggggaacacc acttctgccg acctgggcag gaggcattga gggcttgaga 600 
aagggcaatg gcagtagcag tagaaaggac agggtaggag cagggacttt 650 
gcaggtggaa tcattaggtc ttatcaacag atatgggcaa gcaaagccag 700 
gggagaattg atggtaatgc tgaggtttgg agccaggcta gatgggacag 750 
tggtgggtga tgcaaaggaa agaggtcagg aagcagggcc agacgtgggg 800 
agaaggtgtg ggggtttggt ttccatcttg ccgagtctgc cggaatgtgg 850 
atgggaagac caagaggagg agcaaggggc agaggggaag ggaatcttaa 900 
agaagtcctg gatgccacac tcttcttcct tcctcctctt ccctctcctc 950 
agaggtctca ctcgtggttc ttcatttcct gccctgcctc catctcctct 1000 
gggtgctggg aaagtggagg attagctgaa gttttgcttc tcggggcctg 1050 
tctgaatctc cattgctttc tgggaggaca taattcacct gtcctagctt 1100 
cttatcatct tacatttccc tgtagccact gggacatatg tggtgttcct 1150 
tcctagctcc tgtctcctcc tcatgccttt gctgggtatg ggcatgttag 1200 
ggggaaggtc attgctgtca gaggggcact gactttctaa tggtgttacc 1250 
caaggtgaat gttggagaca cagtcgcgat gctgcccaag tcccggcgag 13 00 
ccctaactat ccaggagatc gctgcgctgg ccaggtcctc cctgcatggt 1350 
atgcagcccc tcccatgttt ctggccactt tgtcctttct cctcccgttt 1400 
gcacatccct ttggaactgt ttcctgtgag tacatgctgg ggtctcccct 1450 
ttcttccctt gctcaggtga atctcagccc cttctcccac ccaaaggttc 1500 
acatggatcc taactactgc cacccttcca cctccctgca cctgtgctcc 1550 
ctggcctggt cctttaccag gcttctccac cctcccctat ctccaggtat 1600 
ttcccaggtg gtgaaggacc acgtgaccaa gcctaccgcc atggcccagg 1650 
gccgagtggc tcacctcatt gagtggaagg gctggagcaa gccgagtgac 1700 
tcacctgctg ccctggaatc agccttttcc tcctattcag acctcagcga 1750 
gggcgaacaa gaggctcgct ttgcagcagg agtggctgag cagtttgcca 1800 
tcgcggaagc caagctccga gcatggtctt cggtggatgg cgaggactcc 1850 



actgatgact cctatgatga ggactttgct gggggaatgg acacagacat 1900 
ggctgggcag ctgcccctgg ggccgcacct ccaggacctg ttcaccggcc 1950 
accggttctc ccggcctgtg cgccagggct ccgtggagcc tgagagcgac 2 0 00 
tgctcacaga ccgtgtcccc agacaccctg tgctctagtc tgtgcagcct 2 050 
ggaggatggg ttgttgggct ccccggcccg gctggcctcc cagctgctgg 2100 
gcgatgagct gcttctcgcc aaactgcccc ccagccggga aagtgccttc 2150 
cgcagcctgg gcccactgga ggcccaggac tcactctaca actcgcccct 22 00 
cacagagtcc tgcctttccc ccgcggagga ggagccagcc ccctgcaagg 2250 
actgccagcc actctgccca ccactaacgg gcagctggga acggcagcgg 23 00 
caagcctctg acctggcctc ttctggggtg gtgtccttag atgaggatga 2350 
ggcagagcca gaggaacagt gacccacatc atgcctggca gtggcatgca 2400 
tcccccggct gctgccaggg gcagagcctc tgtgcccaag tgtgggctca 2450 
aggctcccag cagagctcca cagcctagag ggctcctggg agcgctcgct 2500 
tctccgttgt gtgttttgca tgaaagtgtt tggagaggag gcaggggctg 2 550 
ggctgggggc gcatgtcctg cccccactcc cggggcttgc cgggggttgc 2600 
ccggggcctc tggggcatgg ctacagctgt ggcagacagt gatgttcatg 2650 
ttcttaaaat gccacacaca catttcctcc tcggataatg tgaaccacta 2700 
agggggttgt gactgggctg tgtgagggtg gggtgggagg gggcccagca 2750 
accccccacc ctccccatgc ctctctcttc tctgcttttc ttctcacttc 2800 
cgagtccatg tgcagtgctt gatagaatca cccccacctg gaggggctgg 2850 
ctcctgccct cccggagcct atgggttgag ccgtccctca agggcccctg 2 900 
cccagctggg ctcgtgctgt gcttcattca cctctccatc gtctctaaat 2950 
cttcctcttt tttcctaaag acagaaggtt tttggtctgt tttttcagtc 3 000 
ggatcttctc ttctctggga ggctttggaa tgatgaaagc atgtaccctc 3050 
cacccttttc ctggccccct aatggggcct gggccctttc ccaacccctc 3100 
ctaggatgtg cgggcagtgt gctggcgcct cacagccagc cgggctgccc 3150 
attcacgcag agctctctga gcgggaggtg gaagaaagga tggctctggt 3200 
tgccacagag ctgggacttc atgttcttct agagagggcc acaagagggc 3250 
cacaggggtg gccgggagtt gtcagctgat gcctgctgag aggcaggaat 3300 



tgtgccagtg agtgacagtc atgagggagt gtctcttctt ggggaggaaa 3350 

gaaggtagag cctttctgtc tgaatgaaag gccaaggcta cagtacaggg 3400 

ccccgcccca gccagggtgt taatgcccac gtagtggagg cctctggcag 3450 

atcctgcatt ccaaggtcac tggactgtac gtttttatgg ttgtgggaag 3 50 0 

ggtgggtggc tttagaatta agggccttgt aggctttggc aggtaagagg 3 550 

gcccaaggta agaacgagag ccaacgggca caagcattct atatataagt 3600 

ggctcattag gtgtttattt tgttctattt aagaatttgt tttattaaat 3650 

taatataaaa atctttgtaa atctctaaaa 3680 

<210> 174 
<211> 335 
<212> PRT 
<213> Homo Sapien 

<400> 174 

Met Phe Leu Ala Thr Leu Ser Phe Leu Leu Pro Phe Ala His Pro 
15 10 15 

Phe Gly Thr Val Ser Cys Glu Tyr Met Leu Gly Ser Pro Leu Ser 
20 25 30 

Ser Leu Ala Gin Val Asn Leu Ser Pro Phe Ser His Pro Lys Val 
35 40 45 

His Met Asp Pro Asn Tyr Cys His Pro Ser Thr Ser Leu His Leu 
50 55 60 

Cys Ser Leu Ala Trp Ser Phe Thr Arg Leu Leu His Pro Pro Leu 
65 70 75 

Ser Pro Gly He Ser Gin Val Val Lys Asp His Val Thr Lys Pro 
80 85 90 

Thr Ala Met Ala Gin Gly Arg Val Ala His Leu He Glu Trp Lys 
95 100 105 

Gly Trp Ser Lys Pro Ser Asp Ser Pro Ala Ala Leu Glu Ser Ala 
110 115 120 

Phe Ser Ser Tyr Ser Asp Leu Ser Glu Gly Glu Gin Glu Ala Arg 
125 130 135 

Phe Ala Ala Gly Val Ala Glu Gin Phe Ala He Ala Glu Ala Lys 
140 145 150 

Leu Arg Ala Trp Ser Ser Val Asp Gly Glu Asp Ser Thr Asp Asp 
155 160 165 

Ser Tyr Asp Glu Asp Phe Ala Gly Gly Met Asp Thr Asp Met Ala 
170 175 180 
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Gly Gin Leu Pro Leu Gly Pro His Leu 
185 

His Arg Phe Ser Arg Pro Val Arg Gin 
2 00 

Ser Asp Cys Ser Gin Thr Val Ser Pro 
215 

Leu Cys Ser Leu Glu Asp Gly Leu Leu 
230 

Ala Ser Gin Leu Leu Gly Asp Glu Leu 
245 

Pro Ser Arg Glu Ser Ala Phe Arg Ser 
260 

Gin Asp Ser Leu Tyr Asn Ser Pro Leu 
275 

Pro Ala Glu Glu Glu Pro Ala Pro Cys 
290 

Cys Pro Pro Leu Thr Gly Ser Trp Glu 
305 

Asp Leu Ala Ser Ser Gly Val Val Ser 
320 

Glu Pro Glu Glu Gin 

335 

<210> 175 

<211> 2084 

<212> DNA 

<213> Homo Sapien 

<400> 175 



ggttcctggg 


cgctctgtta 


cacaagcaag 


atacagccag 


ccccacctaa 


50 


ttttgtttcc 


ctggcaccct 


cctgctcagt 


gcgacattgt 


cacacttaac 


100 


ccatctgttt 


tctctaatgc 


acgacagatt 


cctttcagac 


aggacaactg 


150 


tgatatttca 


gttcctgatt 


gtaaatacct 


cctaagcctg 


aagcttctgt 


200 


tactagccat 


tgtgagcttc 


agtttcttca 


tctgcaaaat 


gggcataata 


250 


caatctattc 


ttgccacatc 


aagggattgt 


tattccttta 


aaaaaaaacc 


300 


aataccaaag 


aagcctacaa 


tgttggcctt 


agccaaaatt 


ctgttgattt 


350 


caacgttgtt 


ttattcactt 


ctatcgggga gccatggaaa 


agaaaatcaa 


400 


gacataaaca 


caacacagaa 


cattgcagaa 


gtttttaaaa 


caatggaaaa 


450 


taaacctatt 


tctttggaaa 


gtgaagcaaa 


cttaaactca 


gataaagaaa 


500 
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Gin Asp Leu 
190 



Phe Thr Gly 
195 



Gly Ser Val 
205 



Glu Pro Glu 
210 



Asp Thr Leu 
220 



Cys Ser Ser 
225 



Gly Ser Pro 
235 



Ala Arg Leu 
240 



Leu Leu Ala 
250 



Lys Leu Pro 
255 



Leu Gly Pro 
265 



Leu Glu Ala 
270 



Thr Glu Ser 
280 



Cys Leu Ser 
2 85 



Lys Asp Cys 
295 



Gin Pro Leu 
300 



Arg Gin Arg 
310 



Gin Ala Ser 
315 



Leu Asp Glu 
325 



Asp Glu Ala 
330 



atataaccac ctcaaatctc aaggcgagtc attcccctcc tttgaatcta 550 
cccaacaaca gccacggaat aacagatttc tccagtaact catcagcaga 6 00 
gcattctttg ggcagtctaa aacccacatc taccatttcc acaagccctc 650 
ccttgatcca tagctttgtt tctaaagtgc cttggaatgc acctatagca 700 
gatgaagatc ttttgcccat ctcagcacat cccaatgcta cacctgctct 750 
gtcttcagaa aacttcactt ggtctttggt caatgacacc gtgaaaactc 800 
ctgataacag ttccattaca gttagcatcc tctcttcaga accaacttct 850 
ccatctgtga cccccttgat agtggaacca agtggatggc ttaccacaaa 900 
cagtgatagc ttcactgggt ttacccctta tcaagaaaaa acaactctac 950 
agcctacctt aaaattcacc aataattcaa aactctttcc aaatacgtca 1000 
gatccccaaa aagaaaatag aaatacagga atagtattcg gggccatttt 105 0 
aggtgctatt ctgggtgtct cattgcttac tcttgtgggc tacttgttgt 1100 
gtggaaaaag gaaaacggat tcattttccc atcggcgact ttatgacgac 1150 
agaaatgaac cagttctgcg attagacaat gcaccggaac cttatgatgt 1200 
gagttttggg aattctagct actacaatcc aactttgaat gattcagcca 1250 
tgccagaaag tgaagaaaat gcacgtgatg gcattcctat ggatgacata 13 00 
cctccacttc gtacttctgt atagaactaa cagcaaaaag gcgttaaaca 1350 
gcaagtgtca tctacatcct agccttttga caaattcatc tttcaaaagg 1400 
ttacacaaaa ttactgtcac gtggattttg tcaaggagaa tcataaaagc 1450 
aggagaccag tagcagaaat gtagacagga tgtatcatcc aaaggttttc 1500 
tttcttacaa tttttggcca tcctgaggca tttactaagt agccttaatt 1550 
tgtattttag tagtattttc ttagtagaaa atatttgtgg aatcagataa 1600 
aactaaaaga tttcaccatt acagccctgc ctcataacta aataataaaa 1650 
attattccac caaaaaattc taaaacaatg aagatgactc tttactgctc 1700 
tgcctgaagc cctagtacca taattcaaga ttgcattttc ttaaatgaaa 1750 
attgaaaggg tgctttttaa agaaaatttg acttaaagct aaaaagagga 1800 
catagcccag agtttctgtt attgggaaat tgaggcaata gaaatgacag 1850 
acctgtattc tagtacgtta taattttcta gatcagcaca cacatgatca 1900 
gcccactgag ttatgaagct gacaatgact gcattcaacg gggccatggc 1950 



304 



aggaaagctg accctaccca ggaaagtaat agcttcttta aaagtcttca 2000 

aaggttttgg gaattttaac ttgtcttaat atatcttagg cttcaattat 2050 

ttgggtgcct taaaaactca atgagaatca tggt 2084 

:210> 176 
c211> 334 
:212> PRT 
^213> Homo Sapien 

c400> 176 

Met Leu Ala Leu Ala Lys He Leu Leu He Ser Thr Leu Phe Tyr 
15 10 15 

Ser Leu Leu Ser Gly Ser His Gly Lys Glu Asn Gin Asp He Asn 
20 25 30 

Thr Thr Gin Asn He Ala Glu Val Phe Lys Thr Met Glu Asn Lys 
35 40 45 

Pro He Ser Leu Glu Ser Glu Ala Asn Leu Asn Ser Asp Lys Glu 
50 55 60 

Asn He Thr Thr Ser Asn Leu Lys Ala Ser His Ser Pro Pro Leu 
65 70 75 

Asn Leu Pro Asn Asn Ser His Gly He Thr Asp Phe Ser Ser Asn 
80 85 90 

Ser Ser Ala Glu His Ser Leu Gly Ser Leu Lys Pro Thr Ser Thr 
95 100 105 

He Ser Thr Ser Pro Pro Leu He His Ser Phe Val Ser Lys Val 
110 115 120 

Pro Trp Asn Ala Pro He Ala Asp Glu Asp Leu Leu Pro He Ser 
125 130 135 

Ala His Pro Asn Ala Thr Pro Ala Leu Ser Ser Glu Asn Phe Thr 
140 145 150 

Trp Ser Leu Val Asn Asp Thr Val Lys Thr Pro Asp Asn Ser Ser 
155 160 165 

He Thr Val Ser He Leu Ser Ser Glu Pro Thr Ser Pro Ser Val 
170 175 180 

Thr Pro Leu He Val Glu Pro Ser Gly Trp Leu Thr Thr Asn Ser 
185 190 195 

Asp Ser Phe Thr Gly Phe Thr Pro Tyr Gin Glu Lys Thr Thr Leu 
200 205 210 

Gin Pro Thr Leu Lys Phe Thr Asn Asn Ser Lys Leu Phe Pro Asn 
215 220 225 

Thr Ser Asp Pro Gin Lys Glu Asn Arg Asn Thr Gly He Val Phe 



230 235 240 

Gly Ala He Leu Gly Ala He Leu Gly Val Ser Leu Leu Thr Leu 
245 250 255 

Val Gly Tyr Leu Leu Cys Gly Lys Arg Lys Thr Asp Ser Phe Ser 
260 265 270 

His Arg Arg Leu Tyr Asp Asp Arg Asn Glu Pro Val Leu Arg Leu 
275 280 285 

Asp Asn Ala Pro Glu Pro Tyr Asp Val Ser Phe Gly Asn Ser Ser 
290 295 300 

Tvr Tyr Asn Pro Thr Leu Asn Asp Ser Ala Met Pro Glu Ser Glu 
3 05 ~ 310 315 

Glu Asn Ala Arg Asp Gly He Pro Met Asp Asp He Pro Pro Leu 
320 325 330 

Arg Thr Ser Val 



<210> 177 

<211> 1964 

<212> DNA 

<213> Homo Sapien 

<400> 177 

accaggcatt gtatcttcag ttgtcatcaa gttcgcaatc agattggaaa 50 
agctcaactt gaagctttct tgcctgcagt gaagcagaga gatagatatt 100 
attcacgtaa taaaaaacat gggcttcaac ctgactttcc acctttccta 150 
caaattccga ttactgttgc tgttgacttt gtgcctgaca gtggttgggt 200 
gggccaccag taactacttc gtgggtgcca ttcaagagat tcctaaagca 250 
aaggagttca tggctaattt ccataagacc ctcattttgg ggaagggaaa 3 00 
aactctgact aatgaagcat ccacgaagaa ggtagaactt gacaactgtc 3 50 
cttctgtgtc tccttacctc agaggccaga gcaagctcat tttcaaacca 4 00 
gatctcactt tggaagaggt acaggcagaa aatcccaaag tgtccagagg 450 
ccggtatcgc cctcaggaat gtaaagcttt acagagggtc gccatcctcg 500 
ttccccaccg gaacagagag aaacacctga tgtacctgct ggaacatctg 550 
catcccttcc tgcagaggca gcagctggat tatggcatct acgtcatcca 600 
ccaggctgaa ggtaaaaagt ttaatcgagc caaactcttg aatgtgggct 650 
atctagaagc cctcaaggaa gaaaattggg actgctttat attccacgat 700 
gtggacctgg tacccgagaa tgactttaac ctttacaagt gtgaggagca 750 
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tcccaagcat ctggtggttg gcaggaacag cactgggtac aggttacgtt 800 

acagtggata ttttgggggt gttactgccc taagcagaga gcagtttttc 850 

aaggtgaatg gattctctaa caactactgg ggatggggag gcgaagacga 900 

tgacctcaga ctcagggttg agctccaaag aatgaaaatt tcccggcccc 950 

tgcctgaagt gggtaaatat acaatggtct tccacactag agacaaaggc 1000 

aatgaggtga acgcagaacg gatgaagctc ttacaccaag tgtcacgagt 1050 

ctggagaaca gatgggttga gtagttgttc ttataaatta gtatctgtgg 1100 

aacacaatcc tttatatatc aacatcacag tggatttctg gtttggtgca 1150 

tgaccctgga tcttttggtg atgtttggaa gaactgattc tttgtttgca 1200 

ataattttgg cctagagact tcaaatagta gcacacatta agaacctgtt 1250 

acagctcatt gttgagctga atttttcctt tttgtatttt cttagcagag 1300 

ctcctggtga tgtagagtat aaaacagttg taacaagaca gctttcttag 13 50 

tcattttgat catgagggtt aaatattgta atatggatac ttgaaggact 1400 

ttatataaaa ggatgactca aaggataaaa tgaacgctat ttgaggactc 1450 

tggttgaagg agatttattt aaatttgaag taatatatta tgggataaaa 1500 

ggccacagga aataagactg ctgaatgtct gagagaacca gagttgttct 1550 

cgtccaaggt agaaaggtac gaagatacaa tactgttatt catttatcct 1600 

gtacaatcat ctgtgaagtg gtggtgtcag gtgagaaggc gtccacaaaa 1650 

gaggggagaa aaggcgacga atcaggacac agtgaacttg ggaatgaaga 1700 

ggtagcagga gggtggagtg tcggctgcaa aggcagcagt agctgagctg 1750 

gttgcaggtg ctgatagcct tcaggggagg acctgcccag gtatgccttc 1800 

cagtgatgcc caccagagaa tacattctct attagttttt aaagagtttt 1850 

tgtaaaatga ttttgtacaa gtaggatatg aattagcagt ttacaagttt 1900 

acatattaac taataataaa tatgtctatc aaatacctct gtagtaaaat 1950 

gtgaaaaagc aaaa 1964 

<210> 178 
<211> 344 
<212> PRT 
<213> Homo Sapien 

<400> 178 

Met Gly Phe Asn Leu Thr Phe His Leu Ser Tyr Lys Phe Arg Leu 
1 5 10 15 



Leu Leu Leu Leu Thr Leu Cys Leu Thr Val Val Gly Trp Ala Thr 
20 25 30 

Ser Asn Tyr Phe Val Gly Ala He Gin Glu He Pro Lys Ala Lys 
35 40 45 

Glu Phe Met Ala Asn Phe His Lys Thr Leu He Leu Gly Lys Gly 
50 55 60 

Lvs Thr Leu Thr Asn Glu Ala Ser Thr Lys Lys Val Glu Leu Asp 
65 70 75 

Asn Cys Pro Ser Val Ser Pro Tyr Leu Arg Gly Gin Ser Lys Leu 
80 85 90 

He Phe Lys Pro Asp Leu Thr Leu Glu Glu Val Gin Ala Glu Asn 
95 100 105 

Pro Lys Val Ser Arg Gly Arg Tyr Arg Pro Gin Glu Cys Lys Ala 
110 115 120 

Leu Gin Arg Val Ala He Leu Val Pro His Arg Asn Arg Glu Lys 
125 130 135 

His Leu Met Tyr Leu Leu Glu His Leu His Pro Phe Leu Gin Arg 
140 145 150 

Gin Gin Leu Asp Tyr Gly He Tyr Val He His Gin Ala Glu Gly 
155 160 165 

Lvs Lys Phe Asn Arg Ala Lys Leu Leu Asn Val Gly Tyr Leu Glu 
170 * 175 180 

Ala Leu Lys Glu Glu Asn Trp Asp Cys Phe He Phe His Asp Val 
185 190 195 

Asp Leu Val Pro Glu Asn Asp Phe Asn Leu Tyr Lys Cys Glu Glu 
200 205 210 

His Pro Lys His Leu Val Val Gly Arg Asn Ser Thr Gly Tyr Arg 
215 220 225 

Leu Arg Tyr Ser Gly Tyr Phe Gly Gly Val Thr Ala Leu Ser Arg 
230 235 240 

Glu Gin Phe Phe Lys Val Asn Gly Phe Ser Asn Asn Tyr Trp Gly 
245 250 255 

Trp Gly Gly Glu Asp Asp Asp Leu Arg Leu Arg Val Glu Leu Gin 
260 265 270 

Arg Met Lys He Ser Arg Pro Leu Pro Glu Val Gly Lys Tyr Thr 
275 280 285 

Met Val Phe His Thr Arg Asp Lys Gly Asn Glu Val Asn Ala Glu 
290 ~ 295 300 

Arg Met Lys Leu Leu His Gin Val Ser Arg Val Trp Arg Thr Asp 
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305 310 315 

Gly Leu Ser Ser Cys Ser Tyr Lys Leu Val Ser Val Glu His Asn 
320 325 330 

Pro Leu Tyr He Asn He Thr Val Asp Phe Trp Phe Gly Ala 
335 340 

<210> 179 
<211> 2567 
<212> DNA 
<213> Homo Sapien 

<400> 179 

cgtgggccgg ggtcgcgcag cgggctgtgg gcgcgcccgg aggagcgacc 50 
gccgcagttc tcgagctcca gctgcattcc ctccgcgtcc gccccacgct 100 
tctcccgctc cgggccccgc aatggcccag gcagtgtggt cgcgcctcgg 150 
ccgcatcctc tggcttgcct gcctcctgcc ctgggccccg gcaggggtgg 200 
ccgcaggcct gtatgaactc aatct caeca ccgatagccc tgccaccacg 250 
ggagcggtgg tgaccatctc ggccagcctg gtggccaagg acaaeggcag 3 00 
cctggccctg cccgctgacg cccacctcta ccgcttccac tggatccaca 350 
ccccgctggt gcttactggc aagatggaga agggtctcag ctccaccatc 40 0 
cgtgtggtcg gccacgtgcc eggggaatte ccggtctctg tctgggtcac 450 
tgccgctgac tgctggatgt gccagcctgt ggecagggge tttgtggtcc 500 
tccccatcac agagttcctc gtgggggacc ttgttgtcac ccagaacact 550 
tccctaccct ggcccagctc ctatctcact aagaccgtcc tgaaagtctc 600 
cttcctcctc cacgacccga gcaacttcct caagaccgcc ttgtttctct 650 
acagctggga etteggggae gggacccaga tggtgactga agactcegtg 700 
gtctattata actattccat catcgggacc ttcaccgtga agctcaaagt 750 
ggtggcggag tgggaagagg tggagccgga tgecacgagg gctgtgaagc 800 
agaagacegg ggacttctcc gcctcgctga agetgeagga aacccttcga 850 
ggcatccaag tgttggggcc caccctaatt cagaccttcc aaaagatgac 900 
cgtgaccttg aacttcctgg ggagccctcc tctgactgtg tgctggcgtc 950 
teaagectga gtgcctcccg ctggaggaag gggagtgcca ccctgtgtcc 1000 
gtggccagca cagegtacaa cctgacccac accttcaggg accctgggga 1050 
ctactgcttc ageatceggg ccgagaatat catcagcaag acacatcagt 1100 
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accacaagat 


ccaggtgtgg 


ccctccagaa 


tccagccggc 


tgtctttgct 


1150 


ttcccatgtg 


ctacacttat 


cactgtgatg 


ttggccttca 


tcatgtacat 


1200 


gaccctgcgg 


aatgccactc 


agcaaaagga 


catggtggag 


aacccggagc 


1250 


caccctctgg 


ggtcaggtgc 


tgctgccaga 


tgtgctgtgg 


gcctttcttg 


1300 


ctggagactc 


catctgagta 


cctggaaatt 


gttcgtgaga 


accacgggct 


1350 


gctcccgccc 


ctctataagt 


ctgtcaaaac 


ttacaccgtg 


tgagcactcc 


1400 


ccctccccac 


cccatctcag 


tgttaactga 


ctgctgactt 


ggagtttcca 


1450 


gcagggtggt 


gtgcaccact 


gaccaggagg 


ggttcatttg 


cgtggggctg 


1500 


ttggcctgga 


tcatccatcc 


atctgtacag 


ttcagccact 


gccacaagcc 


1550 


cctccctctc 


tgtcacccct 


gaccccagcc 


attcacccat 


ctgtacagtc 


1600 


cagccactga 


cataagcccc 


actcggttac 


cacccccttg 


accccctacc 


1650 


tttgaagagg 


cttcgtgcag 


gactttgatg 


cttggggtgt 


tccgtgttga 


1700 


ctcctaggtg 


ggcctggctg 


cccactgccc 


attcctctca 


tattggcaca 


1750 


tctgctgtcc 


attgggggtt 


ctcagtttcc 


tcccccagac 


agccctacct 


1800 


gtgccagaga 


gctagaaaga 


aggtcataaa 


gggttaaaaa 


tccataacta 


1850 


aaggttgtac 


acatagatgg 


gcacactcac 


agagagaagt 


gtgcatgtac 


1900 


acacaccaca 


cacacacaca 


cacacacaca 


cacagaaata 


taaacacatg 


1950 


cgtcacatgg 


gcatttcaga 


tgatcagctc 


tgtatctggt 


taagtcggtt 


2000 


gctgggatgc 


accctgcact 


agagctgaaa 


ggaaatttga 


cctccaagca 


2050 


gccctgacag 


gttctgggcc 


cgggccctcc 


ctttgtgctt 


tgtctctgca 


2100 


gttcttgcgc 


cctttataag 


gccatcctag 


tccctgctgg 


ctggcagggg 


2150 


cctggatggg 


gggcaggact 


aatactgagt 


gattgcagag 


tgctttataa 


2200 


atatcacctt 


attttatcga 


aacccatctg 


tgaaactttc 


actgaggaaa 


2250 


aggccttgca 


gcggtagaag 


aggttgagtc 


aaggccgggc 


gcggtggctc 


2300 


acgcctgtaa 


tcccagcact 


ttgggaggcc 


gaggcgggtg 


gatcacgaga 


2350 


tcaggagatc 


gagaccaccc 


tggctaacac 


ggtgaaaccc 


cgtctctact 


2400 


aaaaaaatac 


aaaaagttag 


ccgggcgtgg 


tggtgggtgc 


ctgtagtccc 


2450 


agctactcgg 


gaggctgagg 


caggagaatg 


gtgcgaaccc 


gggaggcgga 


2500 


gcttgcagtg 


agcccagatg 


gcgccactgc 


actccagcct 


gagtgacaga 


2550 
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gcgagactct gtctcca 2567 

<210> 180 

<211> 423 

<212> PRT 

<213> Homo Sapien 

<400> 180 

Met Ala Gin Ala Val Trp Ser Arg Leu Gly Arg He Leu Trp Leu 
15 10 15 

Ala Cys Leu Leu Pro Trp Ala Pro Ala Gly Val Ala Ala Gly Leu 
20 25 30 

Tyr Glu Leu Asn Leu Thr Thr Asp Ser Pro Ala Thr Thr Gly Ala 
35 40 45 

Val Val Thr He Ser Ala Ser Leu Val Ala Lys Asp Asn Gly Ser 
50 55 60 

Leu Ala Leu Pro Ala Asp Ala His Leu Tyr Arg Phe His Trp He 
65 70 75 

His Thr Pro Leu Val Leu Thr Gly Lys Met Glu Lys Gly Leu Ser 
80 85 90 

Ser Thr He Arg Val Val Gly His Val Pro Gly Glu Phe Pro Val 
95 100 105 

Ser Val Trp Val Thr Ala Ala Asp Cys Trp Met Cys Gin Pro Val 
HO 115 120 

Ala Arq Gly Phe Val Val Leu Pro He Thr Glu Phe Leu Val Gly 
125 130 135 

Asp Leu Val Val Thr Gin Asn Thr Ser Leu Pro Trp Pro Ser Ser 
14 0 145 150 

Tyr Leu Thr Lys Thr Val Leu Lys Val Ser Phe Leu Leu His Asp 
155 160 165 

Pro Ser Asn Phe Leu Lys Thr Ala Leu Phe Leu Tyr Ser Trp Asp 
170 175 180 

Phe Gly Asp Gly Thr Gin Met Val Thr Glu Asp Ser Val Val Tyr 
185 190 195 

Tyr Asn Tyr Ser He He Gly Thr Phe Thr Val Lys Leu Lys Val 
200 205 210 

Val Ala Glu Trp Glu Glu Val Glu Pro Asp Ala Thr Arg Ala Val 
215 220 225 

Lys Gin Lys Thr Gly Asp Phe Ser Ala Ser Leu Lys Leu Gin Glu 
230 235 240 

Thr Leu Arg Gly He Gin Val Leu Gly Pro Thr Leu He Gin Thr 
245 250 255 
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Phe Gin Lys Met Thr Val Thr Leu Asn Phe Leu Gly Ser Pro Pro 
260 265 270 

Leu Thr Val Cys Trp Arg Leu Lys Pro Glu Cys Leu Pro Leu Glu 
275 280 285 

Glu Gly Glu Cys His Pro Val Ser Val Ala Ser Thr Ala Tyr Asn 
290 295 300 

Leu Thr His Thr Phe Arg Asp Pro Gly Asp Tyr Cys Phe Ser lie 
305 310 315 

Arg Ala Glu Asn He He Ser Lys Thr His Gin Tyr His Lys He 
320 325 330 

Gin Val Trp Pro Ser Arg He Gin Pro Ala Val Phe Ala Phe Pro 
335 340 345 

Cys Ala Thr Leu He Thr Val Met Leu Ala Phe He Met Tyr Met 

350 355 360 

Thr Leu Arg Asn Ala Thr Gin Gin Lys Asp Met Val Glu Asn Pro 
365 370 375 

Glu Pro Pro Ser Gly Val Arg Cys Cys Cys Gin Met Cys Cys Gly 
380 385 390 

Pro Phe Leu Leu Glu Thr Pro Ser Glu Tyr Leu Glu He Val Arg 
395 400 405 

Glu Asn His Gly Leu Leu Pro Pro Leu Tyr Lys Ser Val Lys Thr 
410 415 420 

Tyr Thr Val 



<210> 181 

<211> 1533 

<212> DNA 

<213> Homo Sapien 

<400> 181 

cggacgcgtg ggcggcggct gcggaactcc cgtggagggg ccggtgggcc 50 
ctcgggcctg acagatggca gtggccactg cggcggcagt actggccgct 100 
ctgggcgggg cgctgtggct ggcggcccgc cggttcgtgg ggcccagggt 150 
ccagcggctg cgcagaggcg gggaccccgg cctcatgcac gggaagactg 200 
tgctgatcac cggggcgaac agcggcctgg gccgcgccac ggccgccgag 250 
ctactgcgcc tgggagcgcg ggtgatcatg ggctgccggg accgcgcgcg 3 00 
cgccgaggag gcggcgggtc agctccgccg cgagctccgc caggccgcgg 350 
agtgcggccc agagcctggc gtcagcgggg tgggcgagct catagtccgg 400 
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gagctggacc tcgcctcgct gcgctcggtg cgcgccttct gccaggaaat 450 

gctccaggaa gagcctaggc tggatgtctt gatcaataac gcagggatct 500 

tccagtgccc ttacatgaag actgaagatg ggtttgagat gcagttcgga 550 

gtgaaccatc tggggcactt tctactcacc aatcttctcc ttggactcct 6 00 

caaaagttca gctcccagca ggattgtggt agtttcttcc aaactttata 650 

aatacggaga catcaatttt gatgacttga acagtgaaca aagctataat 700 

aaaagctttt gttatagccg gagcaaactg gctaacattc tttttaccag 750 

ggaactagcc cgccgcttag aaggcacaaa tgtcaccgtc aatgtgttgc 800 

atcctggtat tgtacggaca aatctgggga ggcacataca cattccactg 850 

ttggtcaaac cactcttcaa tttggtgtca tgggcttttt tcaaaactcc 9 00 

agtagaaggt gcccagactt ccatttattt ggcctcttca cctgaggtag 950 

aaggagtgtc aggaagatac tttggggatt gtaaagagga agaactgttg 1000 

cccaaagcta tggatgaatc tgttgcaaga aaactctggg atatcagtga 1050 

agtgatggtt ggcctgctaa aataggaaca aggagtaaaa gagctgttta 110 0 

taaaactgca tatcagttat atctgtgatc aggaatggtg tggattgaga 1150 

acttgttact tgaagaaaaa gaattttgat attggaatag cctgctaaga 1200 

ggtacatgtg ggtattttgg agttactgaa aaattatttt tgggataaga 1250 

gaatttcagc aaagatgttt taaatatata tagtaagtat aatgaataat 13 00 

aagtacaatg aaaaatacaa ttatattgta aaattataac tgggcaagca 1350 

tggatgacat attaatattt gtcagaatta agtgactcaa agtgctatcg 1400 

agaggttttt caagtatctt tgagtttcat ggccaaagtg ttaactagtt 1450 

ttactacaat gtttggtgtt tgtgtggaaa ttatctgcct ggtgtgtgca 1500 

cacaagtctt acttggaata aatttactgg tac 1533 

<210> 182 
<211> 336 
<212> PRT 
<213> Homo Sapien 

<400> 182 

Met Ala Val Ala Thr Ala Ala Ala Val Leu Ala Ala Leu Gly Gly 
1 5 10 15 

Ala Leu Trp Leu Ala Ala Arg Arg Phe Val Gly Pro Arg Val Gin 
20 25 30 
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Arg Leu Arg Arg Gly Gly Asp Pro Gly Leu Met His Gly Lys Thr 
35 40 45 

Val Leu He Thr Gly Ala Asn Ser Gly Leu Gly Arg Ala Thr Ala 
50 55 60 

Ala Glu Leu Leu Arg Leu Gly Ala Arg Val He Met Gly Cys Arg 
65 70 75 

Asp Arg Ala Arg Ala Glu Glu Ala Ala Gly Gin Leu Arg Arg Glu 
80 85 90 

Leu Arg Gin Ala Ala Glu Cys Gly Pro Glu Pro Gly Val Ser Gly 
95 100 105 

Val Gly Glu Leu He Val Arg Glu Leu Asp Leu Ala Ser Leu Arg 
110 115 120 

Ser Val Arg Ala Phe Cys Gin Glu Met Leu Gin Glu Glu Pro Arg 
125 130 135 

Leu Asp Val Leu He Asn Asn Ala Gly He Phe Gin Cys Pro Tyr 
140 145 150 

Met Lys Thr Glu Asp Gly Phe Glu Met Gin Phe Gly Val Asn His 
155 160 165 

Leu Gly His Phe Leu Leu Thr Asn Leu Leu Leu Gly Leu Leu Lys 
170 175 180 

Ser Ser Ala Pro Ser Arg He Val Val Val Ser Ser Lys Leu Tyr 
185 190 195 

Lys Tyr Gly Asp He Asn Phe Asp Asp Leu Asn Ser Glu Gin Ser 
200 205 210 

Tyr Asn Lys Ser Phe Cys Tyr Ser Arg Ser Lys Leu Ala Asn He 
215 220 225 

Leu Phe Thr Arg Glu Leu Ala Arg Arg Leu Glu Gly Thr Asn Val 
230 235 240 

Thr Val Asn Val Leu His Pro Gly He Val Arg Thr Asn Leu Gly 
245 250 255 

Arg His He His He Pro Leu Leu Val Lys Pro Leu Phe Asn Leu 
260 265 270 

Val Ser Trp Ala Phe Phe Lys Thr Pro Val Glu Gly Ala Gin Thr 
275 280 285 

Ser He Tyr Leu Ala Ser Ser Pro Glu Val Glu Gly Val Ser Gly 
290 295 300 

Arcr Tyr Phe Gly Asp Cys Lys Glu Glu Glu Leu Leu Pro Lys Ala 
305 ~ 310 315 

Met Asp Glu Ser Val Ala Arg Lys Leu Trp Asp He Ser Glu Val 
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Met Val Gly Leu Leu Lys 
335 

:210> 183 

:211> 1594 

:212> DNA 

:213> Homo Sapien 

;400> 183 

aacaggatct cctcttgcag tctgcagccc aggacgctga ttccagcagc 50 
gccttaccgc gcagcccgaa gattcactat ggtgaaaatc gccttcaata 100 
cccctaccgc cgtgcaaaag gaggaggcgc ggcaagacgt ggaggccctc 150 
ctgagccgca cggtcagaac tcagatactg accggcaagg agctccgagt 20 0 
tgccacccag gaaaaagagg gctcctctgg gagatgtatg cttactctct 250 
taggcctttc attcatcttg gcaggactta ttgttggtgg agcctgcatt 3 00 
tacaagtact tcatgcccaa gagcaccatt taccgtggag agatgtgctt 350 
ttttgattct gaggatcctg caaattccct tcgtggagga gagcctaact 400 
tcctgcctgt gactgaggag gctgacattc gtgaggatga caacattgca 450 
atcattgatg tgcctgtccc cagtttctct gatagtgacc ctgcagcaat 500 
tattcatgac tttgaaaagg gaatgactgc ttacctggac ttgttgctgg 55 0 
ggaactgcta tctgatgccc ctcaatactt ctattgttat gcctccaaaa 600 
aatctggtag agctctttgg caaactggcg agtggcagat atctgcctca 650 
aacttatgtg gttcgagaag acctagttgc tgtggaggaa attcgtgatg 70 0 
ttagtaacct tggcatcttt atttaccaac tttgcaataa cagaaagtcc 750 
ttccgccttc gtcgcagaga cctcttgctg ggtttcaaca aacgtgccat 800 
tgataaatgc tggaagatta gacacttccc caacgaattt attgttgaga 850 
ccaagatctg tcaagagtaa gaggcaacag atagagtgtc cttggtaata 900 
agaagtcaga gatttacaat atgactttaa cattaaggtt tatgggatac 950 
tcaagatatt tactcatgca tttactctat tgcttatgct ttaaaaaaag 1000 
gaaaaaaaaa aaaactacta accactgcaa gctcttgtca aattttagtt 1050 
taattggcat tgcttgtttt ttgaaactga aattacatga gtttcatttt 1100 
ttctttgcat ttatagggtt tagatttctg aaagcagcat gaatatatca 115 0 
cctaacatcc tgacaataaa ttccatccgt tgtttttttt gtttgtttgt 1200 



tttttctttt cctttaagta agctctttat tcatcttatg gtggagcaat 1250 

tttaaaattt gaaatatttt aaattgtttt tgaacttttt gtgtaaaata 13 00 

tatcagatct caacattgtt ggtttctttt gtttttcatt ttgtacaact 1350 

ttcttgaatt tagaaattac atctttgcag ttctgttagg tgctctgtaa 1400 

ttaacctgac ttatatgtga acaattttca tgagacagtc atttttaact 1450 

aatgcagtga ttctttctca ctactatctg tattgtggaa tgcacaaaat 1500 

tgtgtaggtg ctgaatgctg taaggagttt aggttgtatg aattctacaa 1550 

ccctataata aattttactc tatacaaaaa aaaaaaaaaa aaaa 1594 

<210> 184 
<211> 263 
<212> PRT 
<213> Homo Sapien 

<400> 184 

Met Val Lys He Ala Phe Asn Thr Pro Thr Ala Val Gin Lys Glu 
15 10 15 

Glu Ala Arg Gin Asp Val Glu Ala Leu Leu Ser Arg Thr Val Arg 
20 25 30 

Thr Gin He Leu Thr Gly Lys Glu Leu Arg Val Ala Thr Gin Glu 
35 40 45 

Lys Glu Gly Ser Ser Gly Arg Cys Met Leu Thr Leu Leu Gly Leu 
50 55 60 

Ser Phe He Leu Ala Gly Leu He Val Gly Gly Ala Cys He Tyr 
65 70 75 

Lys Tyr Phe Met Pro Lys Ser Thr He Tyr Arg Gly Glu Met Cys 
80 85 90 

Phe Phe Asp Ser Glu Asp Pro Ala Asn Ser Leu Arg Gly Gly Glu 
95 100 105 

Pro Asn Phe Leu Pro Val Thr Glu Glu Ala Asp He Arg Glu Asp 
110 115 120 

Asp Asn He Ala He He Asp Val Pro Val Pro Ser Phe Ser Asp 
125 13 0 13 5 

Ser Asp Pro Ala Ala He He His Asp Phe Glu Lys Gly Met Thr 
140 145 150 

Ala Tyr Leu Asp Leu Leu Leu Gly Asn Cys Tyr Leu Met Pro Leu 
155 160 165 

Asn Thr Ser He Val Met Pro Pro Lys Asn Leu Val Glu Leu Phe 
170 175 180 
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Gly Lys Leu Ala Ser Gly Arg Tyr Leu Pro Gin Thr Tyr Val Val 
185 190 195 

Arg Glu Asp Leu Val Ala Val Glu Glu He Arg Asp Val Ser Asn 
200 205 210 

Leu Gly He Phe He Tyr Gin Leu Cys Asn Asn Arg Lys Ser Phe 
215 220 225 

Arg Leu Arg Arg Arg Asp Leu Leu Leu Gly Phe Asn Lys Arg Ala 
230 235 240 

He Asp Lys Cys Trp Lys He Arg His Phe Pro Asn Glu Phe He 
245 250 255 

Val Glu Thr Lys He Cys Gin Glu 
260 

:210> 185 
c211> 485 
c212> DNA 
c213> Homo Sapien 

c400> 185 

gctcaagacc cagcagtggg acagccagac agacggcacg atggcactga 5 0 

gctcccagat ctgggccgct tgcctcctgc tcctcctcct cctcgccagc 100 

ctgaccagtg gctctgtttt cccacaacag acgggacaac ttgcagagct 150 

gcaaccccag gacagagctg gagccagggc cagctggatg cccatgttcc 2 00 

agaggcgaag gaggcgagac acccacttcc ccatctgcat tttctgctgc 250 

ggctgctgtc atcgatcaaa gtgtgggatg tgctgcaaga cgtagaacct 3 00 

acctgccctg cccccgtccc ctcccttcct tatttattcc tgctgcccca 350 

gaacataggt cttggaataa aatggctggt tcttttgttt tccaaaaaaa 400 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 450 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 485 

<210> 186 

<211> 84 

<212> PRT 

<213> Homo Sapien 

<400> 186 

Met Ala Leu Ser Ser Gin He Trp Ala Ala Cys Leu Leu Leu Leu 
15 10 15 

Leu Leu Leu Ala Ser Leu Thr Ser Gly Ser Val Phe Pro Gin Gin 
20 25 30 



Thr Gly Gin Leu Ala Glu Leu Gin Pro Gin Asp Arg Ala Gly Ala 
35 40 45 



Arq Ala Ser Trp Met Pro Met Phe Gin Arg Arg Arg Arg Arg Asp 
50 55 60 

Thr His Phe Pro He Cys He Phe Cys Cys Gly Cys Cys His Arg 
65 70 75 

Ser Lys Cys Gly Met Cys Cys Lys Thr 
80 

:210> 187 

:211> 2359 

:212> DNA 

:213> Homo Sapien 

:400> 187 

ctgtcaggaa ggaccatctg aaggctgcaa tttgttctta gggaggcagg 50 
tgctggcctg gcctggatct tccaccatgt tcctgttgct gccttttgat 100 
agcctgattg tcaaccttct gggcatctcc ctgactgtcc tcttcaccct 150 
ccttctcgtt ttcatcatag tgccagccat ttttggagtc tcctttggta 2 00 
tccgcaaact ctacatgaaa agtctgttaa aaatctttgc gtgggctacc 250 
ttgagaatgg agcgaggagc caaggagaag aaccaccagc tttacaagcc 3 00 
ctacaccaac ggaatcattg caaaggatcc cacttcacta gaagaagaga 3 50 
tcaaagagat tcgtcgaagt ggtagtagta aggctctgga caacactcca 400 
gagttcgagc tctctgacat tttctacttt tgccggaaag gaatggagac 450 
cattatggat gatgaggtga caaagagatt ctcagcagaa gaactggagt 500 
cctggaacct gctgagcaga accaattata acttccagta catcagcctt 550 
cggctcacgg tcctgtgggg gttaggagtg ctgattcggt actgctttct 600 
gctgccgctc aggatagcac tggctttcac agggattagc cttctggtgg 650 
tgggcacaac tgtggtggga tacttgccaa atgggaggtt taaggaattc 700 
atgagtaaac atgttcactt aatgtgttac cggatctgcg tgcgagcgct 750 
gacagccatc atcacctacc atgacaggga aaacagacca agaaatggtg 800 
gcatctgtgt ggccaatcat acctcaccga tcgatgtgat catcttggcc 850 
agcgatggct attatgccat ggtgggtcaa gtgcacgggg gactcatggg 900 
tgtgattcag agagccatgg tgaaggcctg cccacacgtc tggtttgagc 950 
gctcggaagt gaaggatcgc cacctggtgg ctaagagact gactgaacat 1000 
gtgcaagata aaagcaagct gcctatcctc atcttcccag aaggaacctg 1050 
catcaataat acatcggtga tgatgttcaa aaagggaagt tttgaaattg 1100 
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gagccacagt ttaccctgtt gctatcaagt atgaccctca atttggcgat 115 0 

gccttctgga acagcagcaa atacgggatg gtgacgtacc tgctgcgaat 12 00 

gatgaccagc tgggccattg tctgcagcgt gtggtacctg cctcccatga 1250 

ctagagaggc agatgaagat gctgtccagt ttgcgaatag ggtgaaatct 13 0 0 

gccattgcca ggcagggagg acttgtggac ctgctgtggg atgggggcct 1350 

gaagagggag aaggtgaagg acacgttcaa ggaggagcag cagaagctgt 1400 

acagcaagat gatcgtgggg aaccacaagg acaggagccg ctcctgagcc 1450 

tgcctccagc tggctggggc caccgtgcgg ggtgccaacg ggctcagagc 1500 

tggagttgcc gccgccgccc ccactgctgt gtcctttcca gactccaggg 1550 

ctccccgggc tgctctggat cccaggactc cggctttcgc cgagccgcag 16 00 

cgggatccct gtgcacccgg cgcagcctac ccttggtggt ctaaacggat 1650 

gctgctgggt gttgcgaccc aggacgagat gccttgtttc ttttacaata 17 00 

agtcgttgga ggaatgccat taaagtgaac tccccacctt tgcacgctgt 17 50 

gcgggctgag tggttgggga gatgtggcca tggtcttgtg ctagagatgg 1800 

cggtacaaga gtctgttatg caagcccgtg tgccagggat gtgctggggg 1850 

cggccacccg ctctccagga aaggcacagc tgaggcactg tggctggctt 1900 

cggcctcaac atcgccccca gccttggagc tctgcagaca tgataggaag 1950 

gaaactgtca tctgcagggg ctttcagcaa aatgaagggt tagattttta 2000 

tgctgctgct gatggggtta ctaaagggag gggaagaggc caggtgggcc 2050 

gctgactggg ccatggggag aacgtgtgtt cgtactccag gctaaccctg 2100 

aactccccat gtgatgcgcg ctttgttgaa tgtgtgtctc ggtttcccca 2150 

tctgtaatat gagtcggggg gaatggtggt gattcctacc tcacagggct 2200 

gttgtgggga ttaaagtgct gcgggtgagt gaaggacaca tcacgttcag 2250 

tgtttcaagt acaggcccac aaaacggggc acggcaggcc tgagctcaga 23 0 0 

gctgctgcac tgggctttgg atttgttctt gtgagtaaat aaaactggct 2350 

ggtgaatga 23 5 9 

<210> 188 
<211> 456 
<212> PRT 
<213> Homo Sapien 

<400> 188 



Met Phe Leu Leu Leu Pro Phe Asp Ser Leu lie Val Asn Leu Leu 
15 10 15 

Gly He Ser Leu Thr Val Leu Phe Thr Leu Leu Leu Val Phe He 
20 25 30 

He Val Pro Ala He Phe Gly Val Ser Phe Gly He Arg Lys Leu 
35 40 45 

Tyr Met Lys Ser Leu Leu Lys He Phe Ala Trp Ala Thr Leu Arg 
50 55 60 

Met Glu Arg Gly Ala Lys Glu Lys Asn His Gin Leu Tyr Lys Pro 
65 70 75 

Tyr Thr Asn Gly He He Ala Lys Asp Pro Thr Ser Leu Glu Glu 
80 85 90 

Glu He Lys Glu He Arg Arg Ser Gly Ser Ser Lys Ala Leu Asp 
95 100 105 

Asn Thr Pro Glu Phe Glu Leu Ser Asp He Phe Tyr Phe Cys Arg 
110 115 120 

Lys Gly Met Glu Thr He Met Asp Asp Glu Val Thr Lys Arg Phe 
125 13 0 135 

Ser Ala Glu Glu Leu Glu Ser Trp Asn Leu Leu Ser Arg Thr Asn 
140 145 150 

Tyr Asn Phe Gin Tyr He Ser Leu Arg Leu Thr Val Leu Trp Gly 
155 160 165 

Leu Gly Val Leu He Arg Tyr Cys Phe Leu Leu Pro Leu Arg He 
170 175 180 

Ala Leu Ala Phe Thr Gly He Ser Leu Leu Val Val Gly Thr Thr 
185 190 195 

Val Val Gly Tyr Leu Pro Asn Gly Arg Phe Lys Glu Phe Met Ser 
200 205 '210 

Lys His Val His Leu Met Cys Tyr Arg He Cys Val Arg Ala Leu 
215 220 225 

Thr Ala He He Thr Tyr His Asp Arg Glu Asn Arg Pro Arg Asn 
230 235 240 

Gly Gly He Cys Val Ala Asn His Thr Ser Pro He Asp Val He 
245 250 255 

He Leu Ala Ser Asp Gly Tyr Tyr Ala Met Val Gly Gin Val His 
260 265 270 

Gly Gly Leu Met Gly Val He Gin Arg Ala Met Val Lys Ala Cys 
275 280 285 

Pro His Val Trp Phe Glu Arg Ser Glu Val Lys Asp Arg His Leu 
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290 295 300 

Val Ala Lys Arg Leu Thr Glu His Val Gin Asp Lys Ser Lys Leu 
305 310 315 

Pro He Leu He Phe Pro Glu Gly Thr Cys He Asn Asn Thr Ser 
320 325 330 

Val Met Met Phe Lys Lys Gly Ser Phe Glu He Gly Ala Thr Val 
335 340 345 

Tyr Pro Val Ala He Lys Tyr Asp Pro Gin Phe Gly Asp Ala Phe 
350 355 360 

Trp Asn Ser Ser Lys Tyr Gly Met Val Thr Tyr Leu Leu Arg Met 
365 370 375 

Met Thr Ser Trp Ala He Val Cys Ser Val Trp Tyr Leu Pro Pro 
380 385 390 

Met Thr Arg Glu Ala Asp Glu Asp Ala Val Gin Phe Ala Asn Arg 
395 400 405 

Val Lys Ser Ala He Ala Arg Gin Gly Gly Leu Val Asp Leu Leu 
410 415 420 

Trp Asp Gly Gly Leu Lys Arg Glu Lys Val Lys Asp Thr Phe Lys 
425 430 435 

Glu Glu Gin Gin Lys Leu Tyr Ser Lys Met He Val Gly Asn His 
440 445 450 

Lys Asp Arg Ser Arg Ser 
455 

<210> 189 

<211> 1103 

<212> DNA 

<213> Homo Sapien 

<400> 189 

gcccctcgaa accaggactc cagcacctct ggtcccgccc tcacccggac 5 0 
ccctggccct cacgtctcct ccagggatgg cgctggcggc tttgatgatc 100 
gccctcggca gcctcggcct ccacacctgg caggcccagg ctgttcccac 150 
catcctgccc ctgggcctgg ctccagacac ctttgacgat acctatgtgg 200 
gttgtgcaga ggagatggag gagaaggcag cccccctgct aaaggaggaa 250 
atggcccacc atgccctgct gcgggaatcc tgggaggcag cccaggagac 3 00 
ctgggaggac aagcgtcgag ggcttacctt gccccctggc ttcaaagccc 350 
agaatggaat agccattatg gtctacacca actcatcgaa caccttgtac 400 
tgggagttga atcaggccgt gcggacgggc ggaggctccc gggagctcta 450 
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catgaggcac tttcccttca aggccctgca tttctacctg atccgggccc 500 

tgcagctgct gcgaggcagt gggggctgca gcaggggacc tggggaggtg 550 

gtgttccgag gtgtgggcag ccttcgcttt gaacccaaga ggctggggga 600 

ctctgtccgc ttgggccagt ttgcctccag ctccctggat aaggcagtgg 65 0 

cccacagatt tggggagaag aggcggggct gtgtgtctgc gccaggggtg 7 00 

cagctagggt cacaatctga gggggcctcc tctctgcccc cctggaagac 750 

tctgctcttg gcccctggag agttccagct ctcaggggtt gggccctgaa 80 0 

agtccaacat ctgccactta ggagccctgg gaacgggtga ccttcatatg 850 

acgaagaggc acctccagca gccttgagaa gcaagaacat ggttccggac 900 

ccagccctag cagccttctc cccaaccagg atgttggcct ggggaggcca 950 

cagcagggct gagggaactc tgctatgtga tggggacttc ctgggacaag 1000 

caaggaaagt actgaggcag ccacttgatt gaacggtgtt gcaatgtgga 1050 

gacatggagt tttattgagg tagctacgtg attaaatggt attgcagtgt 110 0 

gga 1103 

<210> 190 
<211> 240 
<212> PRT 
<213> Homo Sapien 

<400> 190 

Met Ala Leu Ala Ala Leu Met He Ala Leu Gly Ser Leu Gly Leu 
15 10 15 

His Thr Trp Gin Ala Gin Ala Val Pro Thr He Leu Pro Leu Gly 

20 25 30 

Leu Ala Pro Asp Thr Phe Asp Asp Thr Tyr Val Gly Cys Ala Glu 
35 40 45 

Glu Met Glu Glu Lys Ala Ala Pro Leu Leu Lys Glu Glu Met Ala 
50 55 60 

His His Ala Leu Leu Arg Glu Ser Trp Glu Ala Ala Gin Glu Thr 
65 70 75 

Trp Glu Asp Lys Arg Arg Gly Leu Thr Leu Pro Pro Gly Phe Lys 
L ^ 80 * 85 90 

Ala Gin Asn Gly He Ala He Met Val Tyr Thr Asn Ser Ser Asn 
95 100 105 

Thr Leu Tyr Trp Glu Leu Asn Gin Ala Val Arg Thr Gly Gly Gly 
110 115 120 
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Ser Arg Glu Leu Tyr Met Arg His Phe Pro Phe Lys Ala Leu His 
125 13 0 135 

Phe Tyr Leu He Arg Ala Leu Gin Leu Leu Arg Gly Ser Gly Gly 
140 145 150 

Cys Ser Arg Gly Pro Gly Glu Val Val Phe Arg Gly Val Gly Ser 
155 160 165 

Leu Arg Phe Glu Pro Lys Arg Leu Gly Asp Ser Val Arg Leu Gly 
170 1V5 180 

Gin Phe Ala Ser Ser Ser Leu Asp Lys Ala Val Ala His Arg Phe 
185 190 195 

Gly Glu Lys Arg Arg Gly Cys Val Ser Ala Pro Gly Val Gin Leu 
200 205 210 

Gly Ser Gin Ser Glu Gly Ala Ser Ser Leu Pro Pro Trp Lys Thr 
215 220 225 

Leu Leu Leu Ala Pro Gly Glu Phe Gin Leu Ser Gly Val Gly Pro 
230 235 240 

<210> 191 

<211> 1076 

<212> DNA 

<213> Homo Sapien 

<400> 191 



gtggcttcat 


ttcagtggct 


gacttccaga 


gagcaatatg gctggttccc 


50 


caacatgcct 


caccctcatc 


tatatccttt 


ggcagctcac agggtcagca 


100 


gcctctggac 


ccgtgaaaga 


gctggtcggt 


tccgttggtg gggccgtgac 


150 


tttccccctg 


aagtccaaag 


taaagcaagt 


tgactctatt gtctggacct 


200 


tcaacacaac 


ccctcttgtc 


accatacagc 


cagaaggggg cactatcata 


250 


gtgacccaaa 


atcgtaatag 


ggagagagta 


gacttcccag atggaggcta 


300 


ctccctgaag 


ctcagcaaac 


tgaagaagaa 


tgactcaggg atctactatg 


350 


tggggatata 


cagctcatca 


ctccagcagc 


cctccaccca ggagtacgtg 


400 


ctgcatgtct 


acgagcacct 


gtcaaagcct 


aaagtcacca tgggtctgca 


450 


gagcaataag 


aatggcacct 


gtgtgaccaa 


tctgacatgc tgcatggaac 


500 


atggggaaga 


ggatgtgatt 


tatacctgga 


aggccctggg gcaagcagcc 


550 


aatgagtccc 


ataatgggtc 


catcctcccc 


atctcctgga gatggggaga 


600 


aagtgatatg 


accttcatct 


gcgttgccag 


gaaccctgtc agcagaaact 


650 


tctcaagccc 


catccttgcc 


aggaagctct 


gtgaaggtgc tgctgatgac 


700 
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ccagattcct ccatggtcct cctgtgtctc ctgttggtgc ccctcctgct 750 

cagtctcttt gtactggggc tatttctttg gtttctgaag agagagagac 8 00 

aagaagagta cattgaagag aagaagagag tggacatttg tcgggaaact 850 

cctaacatat gcccccattc tggagagaac acagagtacg acacaatccc 900 

tcacactaat agaacaatcc taaaggaaga tccagcaaat acggtttact 950 

ccactgtgga aataccgaaa aagatggaaa atccccactc actgctcacg 1000 

atgccagaca caccaaggct atttgcctat gagaatgtta tctagacagc 1050 

agtgcactcc cctaagtctc tgctca 1076 

<210> 192 
<211> 335 
<212> PRT 
<213> Homo Sapien 

<400> 192 

Met Ala Gly Ser Pro Thr Cys Leu Thr Leu He Tyr He Leu Trp 
15 10 15 

Gin Leu Thr Gly Ser Ala Ala Ser Gly Pro Val Lys Glu Leu Val 
20 25 30 

Gly Ser Val Gly Gly Ala Val Thr Phe Pro Leu Lys Ser Lys Val 
35 40 45 

Lys Gin Val Asp Ser He Val Trp Thr Phe Asn Thr Thr Pro Leu 
50 55 60 

Val Thr He Gin Pro Glu Gly Gly Thr He He Val Thr Gin Asn 
65 70 75 

Arg Asn Arg Glu Arg Val Asp Phe Pro Asp Gly Gly Tyr Ser Leu 
80 85 90 

Lys Leu Ser Lys Leu Lys Lys Asn Asp Ser Gly He Tyr Tyr Val 
95 ~ 100 105 

Gly He Tyr Ser Ser Ser Leu Gin Gin Pro Ser Thr Gin Glu Tyr 
HO 115 120 

Val Leu His Val Tyr Glu His Leu Ser Lys Pro Lys Val Thr Met 
125 130 135 

Gly Leu Gin Ser Asn Lys Asn Gly Thr Cys Val Thr Asn Leu Thr 
140 145 150 

Cys Cys Met Glu His Gly Glu Glu Asp Val He Tyr Thr Trp Lys 
155 160 165 

Ala Leu Gly Gin Ala Ala Asn Glu Ser His Asn Gly Ser He Leu 
170 175 180 
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Pro lie Ser Trp Arg Trp Gly Glu Ser 
185 

Val Ala Arg Asn Pro Val Ser Arg Asn 
200 

Ala Arg Lys Leu Cys Glu Gly Ala Ala 
215 

Met Val Leu Leu Cys Leu Leu Leu Val 
230 

Phe Val Leu Gly Leu Phe Leu Trp Phe 
245 

Glu Glu Tyr lie Glu Glu Lys Lys Arg 
260 

Thr Pro Asn He Cys Pro His Ser Gly 
275 

Thr He Pro His Thr Asn Arg Thr He 
290 

Asn Thr Val Tyr Ser Thr Val Glu He 

305 

Pro His Ser Leu Leu Thr Met Pro Asp 

320 

Tyr Glu Asn Val He 

33 5 

<210> 193 

<211> 1969 

<212> DNA 

<213> Homo Sapien 

<400> 193 



ggaggaggga 


gggcgggcag 


gcgccagccc 


agagcagccc cgggcaccag 


50 


cacggactct 


ctcttccagc 


ccaggtgccc 


cccactctcg ctccattcgg 


100 


cgggagcacc 


cagtcctgta 


cgccaaggaa 


ctggtcctgg gggcaccatg 


150 


gtttcggcgg 


cagcccccag 


cctcctcatc 


cttctgttgc tgctgctggg 


200 


gtctgtgcct 


gctaccgacg 


cccgctctgt gcccctgaag gccacgttcc 


250 


tggaggatgt 


ggcgggtagt 


ggggaggccg 


agggctcgtc ggcctcctcc 


300 


ccgagcctcc 


cgccaccctg 


gaccccggcc 


ctcagcccca catcgatggg 


350 


gccccagccc 


acaaccctgg 


ggggcccatc 


accccccacc aacttcctgg 


400 


atgggatagt 


ggacttcttc 


cgccagtacg tgatgctgat tgctgtggtg 


450 


ggctccctgg 


cctttctgct 


gatgttcatc 


gtctgtgccg cggtcatcac 


500 
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Asp Met Thr Phe He Cys 
190 195 



Phe Ser Ser Pro 
205 



He Leu 
210 



Asp Asp Pro Asp 
220 



Ser Ser 
225 



Pro Leu Leu Leu 
235 



Ser Leu 
240 



Leu Lys Arg Glu 
250 



Arg Gin 
255 



Val Asp He Cys 
265 



Arg Glu 
270 



Glu Asn Thr Glu Tyr Asp 

280 285 



Leu Lys Glu Asp 

295 



Pro Ala 
300 



Pro Lys Lys Met 
310 



Glu Asn 
315 



Thr Pro Arg Leu 
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Phe Ala 
330 



ccggcagaag cagaaggcct cggcctatta cccatcgtcc ttccccaaga 550 
agaagtacgt ggaccagagt gaccgggccg ggggcccccg ggccttcagt 600 
gaggtccccg acagagcccc cgacagcagg cccgaggaag ccctggattc 650 
ctcccggcag ctccaggccg acatcttggc cgccacccag aacctcaagt 700 
cccccaccag ggctgcactg ggcggtgggg acggagccag gatggtggag 750 
ggcaggggcg cagaggaaga ggagaagggc agccaggagg gggaccagga 800 
agtccaggga catggggtcc cagtggagac accagaggcg caggaggagc 850 
cgtgctcagg ggtccttgag ggggctgtgg tggccggtga gggccaaggg 900 
gagctggaag ggtctctctt gttagcccag gaagcccagg gaccagtggg 950 
tccccccgaa agcccctgtg cttgcagcag tgtccacccc agtgtctaac 1000 
agtcctcccg ggctgccagc cctgactgtc gggcccccaa gtggtcacct 1050 
ccccgtgtat gaaaaggcct tcagccctga ctgcttcctg acactccctc 1100 
cttggcctcc ctgtggtgcc aatcccagca tgtgctgatt ctacagcagg 1150 
cagaaatgct ggtccccggt gccccggagg aatcttacca agtgccatca 1200 
tccttcacct cagcagcccc aaagggctac atcctacagc acagctcccc 1250 
tgacaaagtg agggagggca cgtgtccctg tgacagccag gataaaacat 13 00 
cccccaaagt gctgggatta caggcgtgag ccaccgtgcc cggcccaaac 1350 
tactttttaa aacagctaca gggtaaaatc ctgcagcacc cactctggaa 1400 
aatactgctc ttaattttcc tgaaggtggc cccctgtttc tagttggtcc 1450 
aggattaggg atgtggggta tagggcattt aaatcctctc aagcgctctc 1500 
caagcacccc cggcctgggg gtgagtttct catcccgcta ctgctgctgg 1550 
gatcaggttg aatgaatgga actcttcctg tctggcctcc aaagcagcct 1600 
agaagctgag gggctgtgtt tgaggggacc tccaccctgg ggaagtccga 1650 
ggggctgggg aagggtttct gacgcccagc ctggagcagg ggggccctgg 1700 
ccaccccctg ttgctcacac attgtctggc agcctgtgtc cacaatattc 1750 
gtcagtcctc gacagggagc ctgggctccg tcctgcttta gggaggctct 1800 
ggcaggaggt cctctccccc atccctccat ctggggctcc cccaacctct 1850 
gcacagctct ccaggtgctg agatataatg caccagcaca ataaaccttt 1900 
attccggcct gaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1950 



aaaaaaaaaa aaaaaaaga 1969 



<210> 194 

<211> 283 

<212> PRT 

<213> Homo Sapien 

<400> 194 

Met Val Ser Ala Ala Ala Pro Ser Leu Leu He Leu Leu Leu Leu 
15 10 15 

Leu Leu Gly Ser Val Pro Ala Thr Asp Ala Arg Ser Val Pro Leu 
20 25 30 

Lys Ala Thr Phe Leu Glu Asp Val Ala Gly Ser Gly Glu Ala Glu 
35 40 45 

Gly Ser Ser Ala Ser Ser Pro Ser Leu Pro Pro Pro Trp Thr Pro 
50 55 60 

Ala Leu Ser Pro Thr Ser Met Gly Pro Gin Pro Thr Thr Leu Gly 
65 70 75 

Gly Pro Ser Pro Pro Thr Asn Phe Leu Asp Gly He Val Asp Phe 
80 85 90 

Phe Arg Gin Tyr Val Met Leu He Ala Val Val Gly Ser Leu Ala 
95 100 105 

Phe Leu Leu Met Phe He Val Cys Ala Ala Val He Thr Arg Gin 
110 115 120 

Lys Gin Lys Ala Ser Ala Tyr Tyr Pro Ser Ser Phe Pro Lys Lys 
125 13 0 13 5 

Lys Tyr Val Asp Gin Ser Asp Arg Ala Gly Gly Pro Arg Ala Phe 
140 145 150 

Ser Glu Val Pro Asp Arg Ala Pro Asp Ser Arg Pro Glu Glu Ala 
155 160 165 

Leu Asp Ser Ser Arg Gin Leu Gin Ala Asp He Leu Ala Ala Thr 
170 175 ISO 

Gin Asn Leu Lys Ser Pro Thr Arg Ala Ala Leu Gly Gly Gly Asp 
185 190 195 

Gly Ala Arg Met Val Glu Gly Arg Gly Ala Glu Glu Glu Glu Lys 
200 205 210 

Gly Ser Gin Glu Gly Asp Gin Glu Val Gin Gly His Gly Val Pro 
215 220 225 

Val Glu Thr Pro Glu Ala Gin Glu Glu Pro Cys Ser Gly Val Leu 
230 235 240 

Glu Gly Ala Val Val Ala Gly Glu Gly Gin Gly Glu Leu Glu Gly 
245 250 255 
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Ser Leu Leu Leu Ala Gin Glu Ala Gin Gly Pro Val Gly Pro Pro 
260 265 270 

Glu Ser Pro Cys Ala Cys Ser Ser Val His Pro Ser Val 
275 280 

:210> 195 
:211> 860 
:212> DNA 
:213> Homo Sapien 

;400> 195 

gaaagacgtg gtcctgacag acagacaatc ctattcccta ccaaaatgaa 50 

gatgctgctg ctgctgtgtt tgggactgac cctagtctgt gtccatgcag 100 

aagaagctag ttctacggga aggaacttta atgtagaaaa gattaatggg 150 

gaatggcata ctattatcct ggcctctgac aaaagagaaa agatagaaga 200 

acatggcaac tttagacttt ttctggagca aatccatgtc ttggagaatt 250 

ccttagttct taaagtccat actgtaagag atgaagagtg ctccgaatta 3 00 

tctatggttg ctgacaaaac agaaaaggct ggtgaatatt ctgtgacgta 350 

tgatggattc aatacattta ctatacctaa gacagactat gataactttc 4 00 

ttatggctca cctcattaac gaaaaggatg gggaaacctt ccagctgatg 450 

gggctctatg gccgagaacc agatttgagt tcagacatca aggaaaggtt 500 

tgcacaacta tgtgaggagc atggaatcct tagagaaaat atcattgacc 550 

tatccaatgc caatcgctgc ctccaggccc gagaatgaag aatggcctga 600 

gcctccagtg ttgagtggac acttctcacc aggactccac catcatccct 650 

tcctatccat acagcatccc cagtataaat tctgtgatct gcattccatc 700 

ctgtctcact gagaagtcca attccagtct atcaacatgt tacctaggat 750 

acctcatcaa gaatcaaaga cttctttaaa tttctctttg atacaccctt 800 

gacaattttt catgaaatta ttcctcttcc tgttcaataa atgattaccc 850 

ttgcacttaa 860 

<210> 196 

<211> 180 

<212> PRT 

<213> Homo Sapien 

<400> 196 

Met Lys Met Leu Leu Leu Leu Cys Leu Gly Leu Thr Leu Val Cys 
15 10 15 

Val His Ala Glu Glu Ala Ser Ser Thr Gly Arg Asn Phe Asn Val 
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Glu Lys He Asn Gly Glu Trp His Thr He He Leu Ala Ser Asp 
35 40 45 

Lys Arg Glu Lys He Glu Glu His Gly Asn Phe Arg Leu Phe Leu 
50 55 60 

Glu Gin He His Val Leu Glu Asn Ser Leu Val Leu Lys Val His 
65 70 75 

Thr Val Arg Asp Glu Glu Cys Ser Glu Leu Ser Met Val Ala Asp 
80 85 90 

Lys Thr Glu Lys Ala Gly Glu Tyr Ser Val Thr Tyr Asp Gly Phe 
95 100 105 

Asn Thr Phe Thr He Pro Lys Thr Asp Tyr Asp Asn Phe Leu Met 
110 115 12° 

Ala His Leu He Asn Glu Lys Asp Gly Glu Thr Phe Gin Leu Met 
125 130 135 

Gly Leu Tyr Gly Arg Glu Pro Asp Leu Ser Ser Asp He Lys Glu 
140 145 150 

Arg Phe Ala Gin Leu Cys Glu Glu His Gly He Leu Arg Glu Asn 
155 160 165 

He He Asp Leu Ser Asn Ala Asn Arg Cys Leu Gin Ala Arg Glu 
170 175 180 

<210> 197 
<211> 766 
<212> DNA 
<213> Homo Sapien 

<400> 197 

ggctcgagcg tttctgagcc aggggtgacc atgacctgct gcgaaggatg 50 
gacatcctgc aatggattca gcctgctggt tctactgctg ttaggagtag 100 
ttctcaatgc gatacctcta attgtcagct tagttgagga agaccaattt 150 
tctcaaaacc ccatctcttg ctttgagtgg tggttcccag gaattatagg 200 
agcaggtctg atggccattc cagcaacaac aatgtccttg acagcaagaa 250 
aaagagcgtg ctgcaacaac agaactggaa tgtttctttc atcatttttc 300 
agtgtgatca cagtcattgg tgctctgtat tgcatgctga tatccatcca 350 
ggctctctta aaaggtcctc tcatgtgtaa ttctccaagc aacagtaatg 400 
ccaattgtga attttcattg aaaaacatca gtgacattca tccagaatcc 450 
ttcaacttgc agtggttttt caatgactct tgtgcacctc ctactggttt 500 
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caataaaccc accagtaacg acaccatggc gagtggctgg agagcatcta 550 

gtttccactt cgattctgaa gaaaacaaac ataggcttat ccacttctca 600 

gtatttttag gtctattgct tgttggaatt ctggaggtcc tgtttgggct 650 

cagtcagata gtcatcggtt tccttggctg tctgtgtgga gtctctaagc 700 

gaagaagtca aattgtgtag tttaatggga ataaaatgta agtatcagta 750 

gtttgaaaaa aaaaaa 766 

<210> 198 
<211> 229 
<212> PRT 
<213> Homo Sapien 

<400> 198 

Met Thr Cys Cys Glu Gly Trp Thr Ser Cys Asn Gly Phe Ser Leu 
1 5 * 10 * 15 

Leu Val Leu Leu Leu Leu Gly Val Val Leu Asn Ala lie Pro Leu 
20 25 30 

lie Val Ser Leu Val Glu Glu Asp Gin Phe Ser Gin Asn Pro lie 
35 40 45 

Ser Cys Phe Glu Trp Trp Phe Pro Gly lie lie Gly Ala Gly Leu 
50 55 60 

Met Ala lie Pro Ala Thr Thr Met Ser Leu Thr Ala Arg Lys Arg 
65 70 75 

Ala Cys Cys Asn Asn Arg Thr Gly Met Phe Leu Ser Ser Phe Phe 
80 85 90 

Ser Val lie Thr Val lie Gly Ala Leu Tyr Cys Met Leu lie Ser 
95 100 105 

lie Gin Ala Leu Leu Lys Gly Pro Leu Met Cys Asn Ser Pro Ser 
110 ~ 115 120 

Asn Ser Asn Ala Asn Cys Glu Phe Ser Leu Lys Asn lie Ser Asp 
125 130 135 

lie His Pro Glu Ser Phe Asn Leu Gin Trp Phe Phe Asn Asp Ser 
140 145 150 

Cys Ala Pro Pro Thr Gly Phe Asn Lys Pro Thr Ser Asn Asp Thr 
155 ' 160 165 

Met Ala Ser Gly Trp Arg Ala Ser Ser Phe His Phe Asp Ser Glu 
170 ~ 175 180 

Glu Asn Lys His Arg Leu lie His Phe Ser Val Phe Leu Gly Leu 
185 190 " 195 

Leu Leu Val Gly lie Leu Glu Val Leu Phe Gly Leu Ser Gin lie 
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200 205 210 

Val He Gly Phe Leu Gly Cys Leu Cys Gly Val Ser Lys Arg Arg 
215 220 225 

Ser Gin He Val 



<210> 199 
<211> 636 
<212> DNA 
<213> Homo Sapien 

<400> 199 

atccgttctc tgcgctgcca gctcaggtga gccctcgcca aggtgacctc 50 

gcaggacact ggtgaaggag cagtgaggaa cctgcagagt cacacagttg 10 0 

ctgaccaatt gagctgtgag cctggagcag atccgtgggc tgcagacccc 150 

cgccccagtg cctctccccc tgcagccctg cccctcgaac tgtgacatgg 200 

agagagtgac cctggccctt ctcctactgg caggcctgac tgccttggaa 250 

gccaatgacc catttgccaa taaagacgat cccttctact atgactggaa 300 

aaacctgcag ctgagcggac tgatctgcgg agggctcctg gccattgctg 3 50 

ggatcgcggc agttctgagt ggcaaatgca aatacaagag cagccagaag 40 0 

cagcacagtc ctgtacctga gaaggccatc ccactcatca ctccaggctc 450 

tgccactact tgctgagcac aggactggcc tccagggatg gcctgaagcc 500 

taacactggc ccccagcacc tcctcccctg ggaggcctta tcctcaagga 550 

aggacttctc tccaagggca ggctgttagg cccctttctg atcaggaggc 600 

ttctttatga attaaactcg ccccaccacc ccctca 636 

<210> 200 

<211> 89 

<212> PRT 

<213> Homo Sapien 

<400> 200 

Met Glu Arg Val Thr Leu Ala Leu Leu Leu Leu Ala Gly Leu Thr 
1 ~ 5 10 15 

Ala Leu Glu Ala Asn Asp Pro Phe Ala Asn Lys Asp Asp Pro Phe 
20 25 30 

Tyr Tyr Asp Trp Lys Asn Leu Gin Leu Ser Gly Leu He Cys Gly 
35 40 45 

Gly Leu Leu Ala He Ala Gly He Ala Ala Val Leu Ser Gly Lys 
50 55 60 
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Cys Lys Tyr Lys Ser Ser Gin Lys Gin His Ser Pro Val Pro Glu 
65 70 75 

Lys Ala He Pro Leu He Thr Pro Gly Ser Ala Thr Thr Cys 
80 85 

<210> 201 

<211> 1734 

<212> DNA 

<213> Homo Sapien 

<400> 201 

gtggactctg agaagcccag gcagttgagg acaggagaga gaaggctgca 50 
gacccagagg gagggaggac agggagtcgg aaggaggagg acagaggagg 100 
gcacagagac gcagagcaag ggcggcaagg aggagaccct ggtgggagga 150 
agacactctg gagagagagg gggctgggca gagatgaagt tccaggggcc 2 00 
cctggcctgc ctcctgctgg ccctctgcct gggcagtggg gaggctggcc 250 
ccctgcagag cggagaggaa agcactggga caaatattgg ggaggccctt 3 00 
O ggacatggcc tgggagacgc cctgagcgaa ggggtgggaa aggccattgg 350 
lf\ caaagaggcc ggaggggcag ctggctctaa agtcagtgag gcccttggcc 400 
jjS aagggaccag agaagcagtt ggcactggag tcaggcaggt tccaggcttt 450 
ggcgcagcag atgctttggg caacagggtc ggggaagcag cccatgctct 500 

m 

s gggaaacact gggcacgaga ttggcagaca ggcagaagat gtcattcgac 550 

E acggagcaga tgctgtccgc ggctcctggc agggggtgcc tggocacagt 600 
C ggtgcttggg aaacttctgg aggccatggc atctttggct ctcaaggtgg 650 

yi 

Q ccttggaggc cagggccagg gcaatcctgg aggtctgggg actccgtggg 700 
tccacggata ccccggaaac tcagcaggca gctttggaat gaatcctcag 750 
ggagctccct ggggtcaagg aggcaatgga gggccaccaa actttgggac 800 
caacactcag ggagctgtgg cccagcctgg ctatggttca gtgagagcca 850 
gcaaccagaa tgaagggtgc acgaatcccc caccatctgg ctcaggtgga 900 
ggctccagca actctggggg aggcagcggc tcacagtcgg gcagcagtgg 950 
cagtggcagc aatggtgaca acaacaatgg cagcagcagt ggtggcagca 1000 
gcagtggcag cagcagtggc agcagcagtg gcggcagcag tggcggcagc 1050 
agtggtggca gcagtggcaa cagtggtggc agcagaggtg acagcggcag 1100 
tgagtcctcc tggggatcca gcaccggctc ctcctccggc aaccacggtg 1150 



332 



ggagcggcgg aggaaatgga cataaacccg ggtgtgaaaa gccagggaat 12 00 

gaagcccgcg ggagcgggga atctgggatt cagggcttca gaggacaggg 1250 

agtttccagc aacatgaggg aaataagcaa agagggcaat cgcctccttg 1300 

gaggctctgg agacaattat cgggggcaag ggtcgagctg gggcagtgga 13 50 

ggaggtgacg ctgttggtgg agtcaatact gtgaactctg agacgtctcc 1400 

tgggatgttt aactttgaca ctttctggaa gaattttaaa tccaagctgg 1450 

gtttcatcaa ctgggatgcc ataaacaagg accagagaag ctctcgcatc 1500 

ccgtgacctc cagacaagga gccaccagat tggatgggag cccccacact 1550 

ccctccttaa aacaccaccc tctcatcact aatctcagcc cttgcccttg 1600 

aaataaacct tagctgcccc acaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1650 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1700 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 1734 

<210> 202 
<211> 440 
<212> PRT 
<213> Homo Sapien 

<400> 202 
Met Lys Phe Gin Gly 
1 5 

Leu Gly Ser Gly Glu 
20 

Thr Gly Thr Asn lie 
35 

Ala Leu Ser Glu Gly 
50 

Gly Ala Ala Gly Ser 
65 



Arg Glu Ala Val Gly 
80 

Ala Ala Asp Ala Leu 
95 



Leu Gly Asn Thr Gly 
110 

He Arg His Gly Ala 
125 

Pro Gly His Ser Gly 



Pro Leu Ala Cys Leu Leu Leu Ala Leu Cys 
10 15 

Ala Gly Pro Leu Gin Ser Gly Glu Glu Ser 
25 30 

Gly Glu Ala Leu Gly His Gly Leu Gly Asp 
40 45 

Val Gly Lys Ala He Gly Lys Glu Ala Gly 
55 60 

Lys Val Ser Glu Ala Leu Gly Gin Gly Thr 
70 75 

Thr Gly Val Arg Gin Val Pro Gly Phe Gly 
85 90 

Gly Asn Arg Val Gly Glu Ala Ala His Ala 
100 105 

His Glu He Gly Arg Gin Ala Glu Asp Val 
115 120 

Asp Ala Val Arg Gly Ser Trp Gin Gly Val 
13 0 13 5 

Ala Trp Glu Thr Ser Gly Gly His Gly He 



140 145 150 

Phe Gly Ser Gin Gly Gly Leu Gly Gly Gin Gly Gin Gly Asn Pro 
155 160 165 

Glv Gly Leu Gly Thr Pro Trp Val His Gly Tyr Pro Gly Asn Ser 
170 175 180 

Ala Gly Ser Phe Gly Met Asn Pro Gin Gly Ala Pro Trp Gly Gin 
185 190 195 

Gly Gly Asn Gly Gly Pro Pro Asn Phe Gly Thr Asn Thr Gin Gly 
200 205 210 

Ala Val Ala Gin Pro Gly Tyr Gly Ser Val Arg Ala Ser Asn Gin 
215 220 225 

Asn Glu Gly Cys Thr Asn Pro Pro Pro Ser Gly Ser Gly Gly Gly 
230 235 240 

Ser Ser Asn Ser Gly Gly Gly Ser Gly Ser Gin Ser Gly Ser Ser 
245 250 255 

Gly Ser Gly Ser Asn Gly Asp Asn Asn Asn Gly Ser Ser Ser Gly 
260 265 270 

Gly Ser Ser Ser Gly Ser Ser Ser Gly Ser Ser Ser Gly Gly Ser 
275 280 285 

Ser Gly Gly Ser Ser Gly Gly Ser Ser Gly Asn Ser Gly Gly Ser 
290 295 300 

Arg Gly Asp Ser Gly Ser Glu Ser Ser Trp Gly Ser Ser Thr Gly 
305 310 315 

Ser Ser Ser Gly Asn His Gly Gly Ser Gly Gly Gly Asn Gly His 
320 325 330 

Lys Pro Gly Cys Glu Lys Pro Gly Asn Glu Ala Arg Gly Ser Gly 
335 340 345 

Glu Ser Gly He Gin Gly Phe Arg Gly Gin Gly Val Ser Ser Asn 
350 355 360 

Met Arg Glu He Ser Lys Glu Gly Asn Arg Leu Leu Gly Gly Ser 
365 370 375 

Gly Asp Asn Tyr Arg Gly Gin Gly Ser Ser Trp Gly Ser Gly Gly 
380 * 385 390 

Gly Asp Ala Val Gly Gly Val Asn Thr Val Asn Ser Glu Thr Ser 
395 400 405 

Pro Gly Met Phe Asn Phe Asp Thr Phe Trp Lys Asn Phe Lys Ser 
410 415 420 

Lys Leu Gly Phe He Asn Trp Asp Ala He Asn Lys Asp Gin Arg 
425 430 435 
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Ser Ser Arg lie Pro 
440 

<210> 203 

<211> 1676 

<212> DNA 

<213> Homo Sapien 

<400> 203 

ggagaagagg ttgtgtggga caagctgctc ccgacagaag gatgtcgctg 50 
ctgagcctgc cctggctggg cctcagaccg gtggcaatgt ccccatggct 100 
actcctgctg ctggttgtgg gctcctggct actcgcccgc atcctggctt 150 
ggacctatgc cttctataac aactgccgcc ggctccagtg tttcccacag 200 
cccccaaaac ggaactggtt ttggggtcac ctgggcctga tcactcctac 250 
agaggagggc ttgaaggact cgacccagat gtcggccacc tattcccagg 3 00 
gctttacggt atggctgggt cccatcatcc ccttcatcgt tttatgccac 350 
cctgacacca tccggtctat caccaatgcc tcagctgcca ttgcacccaa 400 
ggataatctc ttcatcaggt tcctgaagcc ctggctggga gaagggatac 450 
tgctgagtgg cggtgacaag tggagccgcc accgtcggat gctgacgccc 500 
gccttccatt tcaacatcct gaagtcctat ataacgatct tcaacaagag 550 
tgcaaacatc atgcttgaca agtggcagca cctggcctca gagggcagca 600 
gtcgtctgga catgtttgag cacatcagcc tcatgacctt ggacagtcta 650 
cagaaatgca tcttcagctt tgacagccat tgtcaggaga ggcccagtga 700 
atatattgcc accatcttgg agctcagtgc ccttgtagag aaaagaagcc 750 
agcatatcct ccagcacatg gactttctgt attacctctc ccatgacggg 800 
cggcgcttcc acagggcctg ccgcctggtg catgacttca cagacgctgt 850 
catccgggag cggcgtcgca ccctccccac tcagggtatt gatgattttt 900 
tcaaagacaa agccaagtcc aagactttgg atttcattga tgtgcttctg 950 
ctgagcaagg atgaagatgg gaaggcattg tcagatgagg atataagagc 1000 
agaggctgac accttcatgt ttggaggcca tgacaccacg gccagtggcc 1050 
tctcctgggt cctgtacaac cttgcgaggc acccagaata ccaggagcgc 1100 
tgccgacagg aggtgcaaga gcttctgaag gaccgcgatc ctaaagagat 1150 
tgaatgggac gacctggccc agctgccctt cctgaccatg tgcgtgaagg 1200 
agagcctgag gttacatccc ccagctccct tcatctcccg atgctgcacc 1250 
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caggacattg ttctcccaga tggccgagtc atccccaaag gcattacctg 13 00 

cctcatcgat attatagggg tccatcacaa cccaactgtg tggccggatc 1350 

ctgaggtcta cgaccccttc cgctttgacc cagagaacag caaggggagg 1400 

tcacctctgg cttttattcc tttctccgca gggcccagga actgcatcgg 1450 

gcaggcgttc gccatggcgg agatgaaagt ggtcctggcg ttgatgctgc 1500 

tgcacttccg gttcctgcca gaccacactg agccccgcag gaagctggaa 1550 

ttgatcatgc gcgccgaggg cgggctttgg ctgcgggtgg agcccctgaa 1600 

tgtaggcttg cagtgacttt ctgacccatc cacctgtttt tttgcagatt 1650 

gtcatgaata aaacggtgct gtcaaa 1676 

<210> 204 
<211> 524 
<212> PRT 
<213> Homo Sapien 

<400> 204 

Met Ser Leu Leu Ser Leu Pro Trp Leu Gly Leu Arg Pro Val Ala 
15 10 15 

Met Ser Pro Trp Leu Leu Leu Leu Leu Val Val Gly Ser Trp Leu 
20 25 30 

Leu Ala Arg He Leu Ala Trp Thr Tyr Ala Phe Tyr Asn Asn Cys 
35 40 45 

Arg Arg Leu Gin Cys Phe Pro Gin Pro Pro Lys Arg Asn Trp Phe 
50 55 60 

Tro Glv His Leu Gly Leu He Thr Pro Thr Glu Glu Gly Leu Lys 
65 70 75 

Asp Ser Thr Gin Met Ser Ala Thr Tyr Ser Gin Gly Phe Thr Val 
80 85 90 

Trp Leu Gly Pro He He Pro Phe He Val Leu Cys His Pro Asp 
95 100 105 

Thr He Arg Ser He Thr Asn Ala Ser Ala Ala He Ala Pro Lys 
110 115 120 

Asp Asn Leu Phe He Arg Phe Leu Lys Pro Trp Leu Gly Glu Gly 
125 130 135 

He Leu Leu Ser Gly Gly Asp Lys Trp Ser Arg His Arg Arg Met 
140 145 150 

Leu Thr Pro Ala Phe His Phe Asn He Leu Lys Ser Tyr He Thr 
155 160 165 

He Phe Asn Lys Ser Ala Asn He Met Leu Asp Lys Trp Gin His 
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170 175 180 

Leu Ala Ser Glu Gly Ser Ser Arg Leu Asp Met Phe Glu His He 
185 190 195 

Ser Leu Met Thr Leu Asp Ser Leu Gin Lys Cys He Phe Ser Phe 
200 205 210 

Asp Ser His Cys Gin Glu Arg Pro Ser Glu Tyr He Ala Thr He 
215 220 225 

Leu Glu Leu Ser Ala Leu Val Glu Lys Arg Ser Gin His He Leu 
230 235 240 

Gin His Met Asp Phe Leu Tyr Tyr Leu Ser His Asp Gly Arg Arg 
245 250 255 

Phe His Arg Ala Cys Arg Leu Val His Asp Phe Thr Asp Ala Val 
260 265 270 

He Arg Glu Arg Arg Arg Thr Leu Pro Thr Gin Gly He Asp Asp 
275 280 285 

Phe Phe Lys Asp Lys Ala Lys Ser Lys Thr Leu Asp Phe He Asp 
2 90 2 95 3 00 

Val Leu Leu Leu Ser Lys Asp Glu Asp Gly Lys Ala Leu Ser Asp 
305 310 315 

Glu Asp He Arg Ala Glu Ala Asp Thr Phe Met Phe Gly Gly His 
320 325 330 

Asp Thr Thr Ala Ser Gly Leu Ser Trp Val Leu Tyr Asn Leu Ala 

335 340 345 

Arg His Pro Glu Tyr Gin Glu Arg Cys Arg Gin Glu Val Gin Glu 
350 355 360 

Leu Leu Lys Asp Arg Asp Pro Lys Glu He Glu Trp Asp Asp Leu 
365 370 375 

Ala Gin Leu Pro Phe Leu Thr Met Cys Val Lys Glu Ser Leu Arg 
380 385 390 

Leu His Pro Pro Ala Pro Phe He Ser Arg Cys Cys Thr Gin Asp 
395 400 405 

He Val Leu Pro Asp Gly Arg Val He Pro Lys Gly He Thr Cys 
410 415 420 

Leu He Asp He He Gly Val His His Asn Pro Thr Val Trp Pro 
425 430 435 

Asp Pro Glu Val Tyr Asp Pro Phe Arg Phe Asp Pro Glu Asn Ser 
440 ~ 445 450 

Lys Gly Arg Ser Pro Leu Ala Phe He Pro Phe Ser Ala Gly Pro 
455 460 465 



Arg Asn Cys lie Gly Gin Ala Phe Ala Met Ala Glu Met Lys Val 
470 475 480 

Val Leu Ala Leu Met Leu Leu His Phe Arg Phe Leu Pro Asp His 
485 490 495 

Thr Glu Pro Arg Arg Lys Leu Glu Leu He Met Arg Ala Glu Gly 
500 505 510 

Gly Leu Trp Leu Arg Val Glu Pro Leu Asn Val Gly Leu Gin 
515 520 

;210> 205 

:211> 2401 

:212> DNA 

:213> Homo Sapien 

;400> 205 



tcccttgaca 


ggtctggtgg 


ctggttcggg gtctactgaa ggctgtcttg 


50 


atcaggaaac 


tgaagactct 


ctgcttttgc cacagcagtt cctgcagctt 


100 


ccttgaggtg 


tgaacccaca 


tccctgcccc cagggccacc tgcaggacgc 


150 


cgacacctac 


ccctcagcag 


acgccggaga gaaatgagta gcaacaaaga 


200 


gcagcggtca 


gcagtgttcg 


tgatcctctt tgccctcatc accatcctca 


250 


tcctctacag 


ctccaacagt 


gccaatgagg tcttccatta cggctccctg 


300 


cggggccgta 


gccgccgacc 


tgtcaacctc aagaagtgga gcatcactga 


350 


cggctatgtc 


cccattctcg 


gcaacaagac actgccctct cggtgccacc 


400 


agtgtgtgat 


tgtcagcagc 


tccagccacc tgctgggcac caagctgggc 


450 


cctgagatcg 


agcgggctga 


gtgtacaatc cgcatgaatg atgcacccac 


500 


cactggctac 


tcagctgatg 


tgggcaacaa gaccacctac cgcgtcgtgg 


550 


cccattccag 


tgtgttccgc 


gtgctgagga ggccccagga gtttgtcaac 


600 


cggacccctg 


aaaccgtgtt 


catcttctgg gggcccccga gcaagatgca 


650 


gaagccccag 


ggcagcctcg 


tgcgtgtgat ccagcgagcg ggcctggtgt 


700 


tccccaacat 


ggaagcatat 


gccgtctctc ccggccgcat gcggcaattt 


750 


gacgacctct 


tccggggtga 


gacgggcaag gacagggaga agtctcattc 


800 


gtggttgagc 


acaggctggt 


ttaccatggt gatcgcggtg gagttgtgtg 


850 


accacgtgca 


tgtctatggc 


atggtccccc ccaactactg cagccagcgg 


900 


ccccgcctcc 


agcgcatgcc 


ctaccactac tacgagccca aggggccgga 


950 


cgaatgtgtc 


acctacatcc 


agaatgagca cagtcgcaag ggcaaccacc 


1000 
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accgcttcat caccgagaaa agggtcttct catcgtgggc ccagctgtat 1050 
ggcatcacct tctcccaccc ctcctggacc taggccaccc agcctgtggg 1100 
acctcaggag ggtcagagga gaagcagcct ccgcccagcc gctaggccag 1150 
ggaccatctt ctggccaatc aaggcttgct ggagtgtctc ccagccaatc 1200 
agggccttga ggaggatgta tcctccagcc aatcagggcc tggggaatct 1250 
gttggcgaat cagggatttg ggagtctatg tggttaatca ggggtgtctt 13 00 
tcttgtgcag tcagggtctg cgcacagtca atcagggtag agggggtatt 13 50 
tctgagtcaa tctgaggcta aggacatgtc ctttcccatg aggccttggt 1400 
tcagagcccc aggaatggac cccccaatca ctccccactc tgctgggata 1450 
atggggtcct gtcccaagga gctgggaact tggtgttgcc ccctcaattt 1500 
ccagcaccag aaagagagat tgtgtggggg tagaagctgt ctggaggccc 1550 
ggccagagaa tttgtggggt tgtggaggtt gtgggggcgg tggggaggtc 1600 
ccagaggtgg gaggctggca tccaggtctt ggctctgccc tgagaccttg 1650 
gacaaaccct tccccctctc tgggcaccct tctgcccaca ccagtttcca 1700 
gtgcggagtc tgagaccctt tccacctccc ctacaagtgc cctcgggtct 1750 
gtcctccccg tctggaccct cccagccact atcccttgct ggaaggctca 1800 
gctctttggg gggtctgggg tgacctcccc acctcctgga aaactttagg 1850 
gtatttttgc gcaaactcct tcagggttgg gggactctga aggaaacggg 1900 
acaaaacctt aagctgtttt cttagcccct cagccagctg ccattagctt 1950 
ggctcttaaa gggccaggcc tccttttctg ccctctagca gggaggtttt 2000 
ccaactgttg gaggcgcctt tggggctgcc cctttgtctg gagtcactgg 2050 
gggcttccga gggtctccct cgaccctctg tcgtcctggg atggctgtcg 2100 
ggagctgtat cacctgggtt ctgtcccctg gctctgtatc aggcacttta 2150 
ttaaagctgg gcctcagtgg ggtgtgtttg tctcctgctc ttctggagcc 2200 
tggaaggaaa gggcttcagg aggaggctgt gaggctggag ggaccagatg 2250 
gaggaggcca gcagctagcc attgcacact ggggtgatgg gtgggggcgg 23 00 
tgactgcccc agacttggtt ttgtaatgat ttgtacagga ataaacacac 2350 
ctacgctccg gaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2400 
a 2401 



<210> 206 

<211> 299 

<212> PRT 

<213> Homo Sapien 

<400> 206 

Met Ser Ser Asn Lys Glu Gin Arg Ser Ala Val Phe Val He Leu 
15 10 15 

Phe Ala Leu He Thr He Leu He Leu Tyr Ser Ser Asn Ser Ala 
20 25 30 

Asn Glu Val Phe His Tyr Gly Ser Leu Arg Gly Arg Ser Arg Arg 
35 40 45 

Pro Val Asn Leu Lys Lys Trp Ser He Thr Asp Gly Tyr Val Pro 
50 55 60 

He Leu Gly Asn Lys Thr Leu Pro Ser Arg Cys His Gin Cys Val 
65 70 75 

He Val Ser Ser Ser Ser His Leu Leu Gly Thr Lys Leu Gly Pro 
80 85 90 

Glu He Glu Arg Ala Glu Cys Thr He Arg Met Asn Asp Ala Pro 
95 100 105 

Thr Thr Gly Tyr Ser Ala Asp Val Gly Asn Lys Thr Thr Tyr Arg 
HO 115 120 

Val Val Ala His Ser Ser Val Phe Arg Val Leu Arg Arg Pro Gin 
125 130 135 

Glu Phe Val Asn Arg Thr Pro Glu Thr Val Phe He Phe Trp Gly 
140 145 150 

Pro Pro Ser Lys Met Gin Lys Pro Gin Gly Ser Leu Val Arg Val 
155 160 165 

He Gin Arg Ala Gly Leu Val Phe Pro Asn Met Glu Ala Tyr Ala 
170 175 180 

Val Ser Pro Gly Arg Met Arg Gin Phe Asp Asp Leu Phe Arg Gly 
185 190 195 

Glu Thr Gly Lys Asp Arg Glu Lys Ser His Ser Trp Leu Ser Thr 
200 205 210 

Gly Trp Phe Thr Met Val He Ala Val Glu Leu Cys Asp His Val 
215 220 225 

His Val Tyr Gly Met Val Pro Pro Asn Tyr Cys Ser Gin Arg Pro 
230 235 240 

Arg Leu Gin Arg Met Pro Tyr His Tyr Tyr Glu Pro Lys Gly Pro 
245 250 255 

Asp Glu Cys Val Thr Tyr He Gin Asn Glu His Ser Arg Lys Gly 
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260 265 270 

Asn His His Arg Phe He Thr Glu Lys Arg Val Phe Ser Ser Trp 
275 280 285 

Ala Gin Leu Tyr Gly He Thr Phe Ser His Pro Ser Trp Thr 
290 295 

:210> 207 

;211> 2694 

:212> DNA 

:213> Homo Sapien 

;400> 207 

gtagcgcgtc ttgggtctcc cggctgccgc tgctgccgcc gccgcctcgg 50 
gtcgtggagc caggagcgac gtcaccgcca tggcaggcat caaagctttg 100 
attagtttgt cctttggagg agcaatcgga ctgatgtttt tgatgcttgg 150 
atgtgccctt ccaatataca acaaatactg gcccctcttt gttctatttt 200 
tttacatcct ttcacctatt ccatactgca tagcaagaag attagtggat 250 
gatacagatg ctatgagtaa cgcttgtaag gaacttgcca tctttcttac 3 00 
aacgggcatt gtcgtgtcag cttttggact ccctattgta tttgccagag 35 0 
cacatctgat tgagtgggga gcttgtgcac ttgttctcac aggaaacaca 4 00 
gtcatctttg caactatact aggctttttc ttggtctttg gaagcaatga 450 
cgacttcagc tggcagcagt ggtgaaaaga aattactgaa ctattgtcaa 500 
atggacttcc tgtcatttgt tggccattca cgcacacagg agatggggca 550 
gttaatgctg aatggtatag caagcctctt gggggtattt taggtgctcc 600 
cttctcactt ttattgtaag catactattt tcacagagac ttgctgaagg 650 
attaaaagga ttttctcttt tggaaaagct tgactgattt cacacttatc 70 0 
tatagtatgc tttttgtggt gtcctgctga atttaaatat ttatgtgttt 750 
ttcctgttag gttgattttt tttggaatca atatgcaatg ttaaacactt 800 
ttttaatgta atcatttgca ttggttagga attcagaatt ccgccggctc 850 
tattactggt caagtacatc ttttctctta aaattattta gcctccatta 900 
ttacaaaaaa ttataaaaat aagttttcag tcagtcagga tgacatcact 950 
cccaatgtta tgcagacata cagacggttg gcatacgtta tagactgtat 1000 
actcagtgca aatatagctg catttatacc tcagaggggc caagtgttaa 1050 
tgcccatgcc ctccgttaag ggttgttggt tttactggta gacagatgtt 1100 
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ttgtggattg aaaattattt tatggaattg ctacagagga gtgcttttct 1150 
tctcaattgt tagaagaatt tatgttaaac tttaaggtaa gggtgtaaaa 12 00 
acatttttga gataaggttt ttatttatgt ttattattgt tagagtgagt 1250 
tgcaatgtgg gaagaaatga cattgaaatt ccagtttttg aatcctgttt 13 00 
ctatttataa gtgaaatttg tgatctccta tcaacctttc atgttttacc 1350 
ctgttaaaat ggacatacat ggaaccacta ctgatgaggg acagttgtat 1400 
gtttgcatca tatatgccag aaaaccttcc tctgcttcct ccttttgact 1450 
tatttggtat gttgtatata ttacataaaa taacttttca aatatagttt 1500 
aataacactt agaagtgttt acttacctgg aaaataattg ctatgccgta 155 0 
cattcagagt gccccctccc ctgcaaggcc ttgccatgat taacaagtaa 1600 
cttgttagtc ttacagataa ttcatgcatt aacagtttaa gatttagacc 1650 
atggtaatag tagttcttat tctctaaggt tatatcatat gtaatttaaa 1700 
agtattttta agacaagttt cctgtatacc tctgaactgt tttgattttg 1750 
agttcatcat gatagatctg ctgtttcctt ataaaaggca tttgttgtgt 1800 
gagttaatgc aaagtagcca agtccagcta tatagcagct tcagaaacat 1850 
acctgaccaa aaaattccca gtaaccaggc atgatcaatt tatagtggtc 1900 
gtttacatct aataattatc aggacttttt tcaggagtgg gttataaaaa 1950 
cattcaagtt ggtctgacag tattttgtta aggatatttg tttgtatgtt 2000 
tattcagtat acttacataa aaattatttc gccatcagcc aaaactcagt 2050 
aatcatgaca gctgtctgtt gttttatgaa gtttatttct caagaaaatg 2100 
ggaataaatt tgggatttgt tcagcttttt tactaaagat gcctaaagcc 2150 
acaggtttta ttgcctaact taagccatga cttttagata tgagatgacg 2200 
ggaagcagga cgaaatatcg gcgtgtggct ggagccttcc cactggaggc 2250 
tgaaagtggc ttgtggtatt ataatgttca gatttcaaga ggaaggtgca 23 00 
ggtacacatg agttagagag ctggtgagac agttgggaac tctttgtgct 2350 
tgtgatctac tggacttttt ttttgcagga agtgcattct ctggtccttc 2400 
cctattttct gttctggatg tcagtgcagt gcactgctac tgttttatcc 2450 
acttggccac agactttttc taacagctgc gtattatttc tatatactaa 2500 
ttgcattggc agcattgtgt ctttgacctt gtatactagc ttgacatagt 2550 
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gctgtctctg atttctaggc tagttacttg agatatgaat tttccataga 2600 
atatgcactg atacaacatt accattcttc tatggaaaga aaacttttga 2 650 
tgatgaaaca ataaagattt taaatatcta ttttaaaaaa aaaa 2 6 94 

<210> 208 
<211> 131 
<212> PRT 
<213> Homo Sapien 

<400> 208 

Met Ala Gly He Lys Ala Leu He Ser Leu Ser Phe Gly Gly Ala 
15 10 15 

He Gly Leu Met Phe Leu Met Leu Gly Cys Ala Leu Pro He Tyr 
20 25 3 0 

Asn Lys Tyr Trp Pro Leu Phe Val Leu Phe Phe Tyr He Leu Ser 
3 5 40 45 

Pro He Pro Tyr Cys He Ala Arg Arg Leu Val Asp Asp Thr Asp 
50 55 60 

Ala Met Ser Asn Ala Cys Lys Glu Leu Ala He Phe Leu Thr Thr 
65 70 75 

Gly He Val Val Ser Ala Phe Gly Leu Pro He Val Phe Ala Arg 
80 85 90 

Ala His Leu He Glu Trp Gly Ala Cys Ala Leu Val Leu Thr Gly 
95 100 105 

Asn Thr Val He Phe Ala Thr He Leu Gly Phe Phe Leu Val Phe 
110 115 120 

Gly Ser Asn Asp Asp Phe Ser Trp Gin Gin Trp 
125 130 

<210> 209 

<211> 1172 

<212> DNA 

<213> Homo Sapien 

<400> 209 

cttgcagaga aagagtcttt tgtgcagcac cctttaaagg gtgactcgtc 50 
ccacttgtgt tctctctcct ggtgcagagt tgcaagcaag tttatcagag 100 
tatcgccatg aagttcgtcc cctgcctcct gctggtgacc ttgtcctgcc 150 
tggggacttt gggtcaggcc ccgaggcaaa agcaaggaag cactggggag 2 00 
gaattccatt tccagactgg agggagagat tcctgcacta tgcgtcccag 250 
cagcttgggg caaggtgctg gagaagtctg gcttcgcgtc gactgccgca 3 00 
acacagacca gacctactgg tgtgagtaca gggggcagcc cagcatgtgc 350 
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caggcttttg ctgctgaccc caaaccttac tggaatcaag ccctgcagga 400 

gctgaggcgc cttcaccatg cgtgccaggg ggccccggtg cttaggccat 450 

ccgtgtgcag ggaggctgga ccccaggccc atatgcagca ggtgacttcc 50 0 

agcctcaagg gcagcccaga gcccaaccag cagcctgagg ctgggacgcc 550 

atctctgagg cccaaggcca cagtgaaact cacagaagca acacagctgg 600 

gaaaggactc gatggaagag ctgggaaaag ccaaacccac cacccgaccc 650 

acagccaaac ctacccagcc tggacccagg cccggaggga atgaggaagc 700 

aaagaagaag gcctgggaac attgttggaa acccttccag gccctgtgcg 750 

cctttctcat cagcttcttc cgagggtgac aggtgaaaga cccctacaga 800 

tctgacctct ccctgacaga caaccatctc tttttatatt atgccgcttt 850 

caatccaacg ttctcacact ggaagaagag agtttctaat cagatgcaac 900 

ggcccaaatt cttgatctgc agcttctctg aagtttggaa aagaaacctt 950 

cctttctgga gtttgcagag ttcagcaata tgatagggaa caggtgctga 1000 

tgggcccaag agtgacaagc atacacaact acttattatc tgtagaagtt 1050 

ttgctttgtt gatctgagcc ttctatgaaa gtttaaatat gtaacgcatt 1100 

catgaatttc cagtgttcag taaatagcag ctatgtgtgt gcaaaataaa 1150 

agaatgattt cagaaaaaaa aa 1172 

<210> 210 
<211> 223 
<212> PRT 
<213> Homo Sapien 

<400> 210 

Met Lys Phe Val Pro Cys Leu Leu Leu Val Thr Leu Ser Cys Leu 
! 5 10 15 

Gly Thr Leu Gly Gin Ala Pro Arg Gin Lys Gin Gly Ser Thr Gly 
20 25 30 

Glu Glu Phe His Phe Gin Thr Gly Gly Arg Asp Ser Cys Thr Met 
35 40 45 

Arg Pro Ser Ser Leu Gly Gin Gly Ala Gly Glu Val Trp Leu Arg 
50 55 60 

Val Asp Cys Arg Asn Thr Asp Gin Thr Tyr Trp Cys Glu Tyr Arg 
65 70 75 

Gly Gin Pro Ser Met Cys Gin Ala Phe Ala Ala Asp Pro Lys Pro 
80 85 90 
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Tyr Trp Asn Gin Ala Leu Gin Glu Leu Arg Arg Leu His His Ala 
95 100 105 

Cys Gin Gly Ala Pro Val Leu Arg Pro Ser Val Cys Arg Glu Ala 
110 115 120 

Gly Pro Gin Ala His Met Gin Gin Val Thr Ser Ser Leu Lys Gly 
125 130 135 

Ser Pro Glu Pro Asn Gin Gin Pro Glu Ala Gly Thr Pro Ser Leu 
140 145 150 

Arg Pro Lys Ala Thr Val Lys Leu Thr Glu Ala Thr Gin Leu Gly 
155 160 165 

Lys Asp Ser Met Glu Glu Leu Gly Lys Ala Lys Pro Thr Thr Arg 
170 175 180 

Pro Thr Ala Lys Pro Thr Gin Pro Gly Pro Arg Pro Gly Gly Asn 
185 190 195 

Glu Glu Ala Lys Lys Lys Ala Trp Glu His Cys Trp Lys Pro Phe 
200 205 210 

Gin Ala Leu Cys Ala Phe Leu He Ser Phe Phe Arg Gly 
215 220 

<210> 211 
<211> 708 
<212> DNA 
<213> Homo Sapien 

<400> 211 



gtgcaaggag 


ccgaggcgag 


atgggcgtcc 


tgggccgggt 


cctgctgtgg 


50 


ctgcagctct 


gcgcactgac 


ccaggcggtc 


tccaaactct 


gggtccccaa 


100 


cacggacttc 


gacgtcgcag 


ccaactggag 


ccagaaccgg 


accccgtgcg 


150 


ccggcggcgc 


cgttgagttc 


ccggcggaca 


agatggtgtc 


agtcctggtg 


200 


caagaaggtc 


acgccgtctc 


agacatgctc 


ctgccgctgg 


atggggaact 


250 


cgtcctggct 


tcaggagccg 


gattcggcgt 


ctcagacgtg ggctcgcacc 


300 


tggactgtgg 


cgcgggcgaa 


cctgccgtct 


tccgcgactc 


tgaccgcttc 


350 


tcctggcatg 


accgcacctg 


tggcgctctg 


gggacgaggc 


acctggcctc 


400 


ttcttcgtgg 


acgccgagcg 


cgtgccctgc 


cgccacgacg 


acgtcttctt 


450 


tccgcctagt 


gcctccttcc 


gcgtggggct 


cggccctggc 


gctagccccg 


500 


tgcgtgtccg 


cagcatctcg 


gctctgggcc 


ggacgttcac 


gcgcgacgag 


550 


gacctggctg 


ttttcctggc 


gtcccgcgcg 


ggccgcctac 


gcttccacgg 


600 


gccgggcgcg 


ctgagcgtgg 


gccccgagga 


ctgcgcggac 


ccgtcgggct 


650 



345 



gcgtctgcgg caacgcggag gcgcagccgt ggatctgcgc ggccctgctc 700 
cagcccct 708 

<210> 212 
<211> 197 
<212> PRT 
<213> Homo Sapien 

<400> 212 

Met Gly Val Leu Gly Arg Val Leu Leu Trp Leu Gin Leu Cys Ala 
15 10 15 

Leu Thr Gin Ala Val Ser Lys Leu Trp Val Pro Asn Thr Asp Phe 
20 25 30 

Asp Val Ala Ala Asn Trp Ser Gin Asn Arg Thr Pro Cys Ala Gly 
35 40 45 

Gly Ala Val Glu Phe Pro Ala Asp Lys Met Val Ser Val Leu Val 
50 55 60 

Gin Glu Gly His Ala Val Ser Asp Met Leu Leu Pro Leu Asp Gly 
65 70 75 

Glu Leu Val Leu Ala Ser Gly Ala Gly Phe Gly Val Ser Asp Val 
80 85 90 

Gly Ser His Leu Asp Cys Gly Ala Gly Glu Pro Ala Val Phe Arg 
95 100 105 

Asp Ser Asp Arg Phe Ser Trp His Asp Arg Thr Cys Gly Ala Leu 
110 115 120 

Glv Thr Arq His Leu Ala Ser Ser Ser Trp Thr Pro Ser Ala Cys 
125 130 135 

Pro Ala Ala Thr Thr Thr Ser Ser Phe Arg Leu Val Pro Pro Ser 
140 145 150 

Ala Trp Gly Ser Ala Leu Ala Leu Ala Pro Cys Val Ser Ala Ala 
155 160 165 

Ser Arg Leu Trp Ala Gly Arg Ser Arg Ala Thr Arg Thr Trp Leu 
170 175 180 

Phe Ser Trp Arg Pro Ala Arg Ala Ala Tyr Ala Ser Thr Gly Arg 
185 190 195 

Ala Arg 



<210> 213 
<211> 644 
<212> DNA 
<213> Homo Sapien 

<400> 213 
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atcgcatcaa 


ttgggagtac 


catcttcctc 


atgggaccag tgaaacagct 


50 


gaagcgaatg 


tttgagccta 


ctcgtttgat 


tgcaactatc atggtgctgt 


100 


tgtgttttgc 


acttaccctg 


tgttctgcct 


tttggtggca taacaaggga 


150 


cttgcactta 


tcttctgcat 


tttgcagtct 


ttggcattga cgtggtacag 


200 


cctttccttc 


ataccatttg 


caagggatgc 


tgtgaagaag tgttttgccg 


250 


tgtgtcttgc 


ataattcatg 


gccagtttta 


tgaagctttg gaaggcacta 


300 


tggacagaag 


ctggtggaca 


gttttgtaac 


tatcttcgaa acctctgtct 


350 


tacagacatg 


tgccttttat 


cttgcagcaa 


tgtgttgctt gtgattcgaa 


400 


catttgaggg 


ttacttttgg 


aagcaacaat 


acattctcga acctgaatgt 


450 


cagtagcaca 


ggatgagaag 


tgggttctgt 


atcttgtgga gtggaatctt 


500 


cctcatgtac 


ctgtttcctc 


tctggatgtt 


gtcccactga attcccatga 


550 


atacaaacct 


attcagcaac 


agcaaaaaaa 


aaaaaaaaaa aaaaaaaaaa 


600 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa aaaa 644 





<210> 214 

<211> 77 

<212> PRT 

<213> Homo Sapien 

<400> 214 

Met Gly Pro Val Lys Gin Leu Lys Arg Met Phe Glu Pro Thr Arg 
1^5 10 15 

Leu lie Ala Thr He Met Val Leu Leu Cys Phe Ala Leu Thr Leu 
20 25 30 

Cys Ser Ala Phe Trp Trp His Asn Lys Gly Leu Ala Leu He Phe 
35 40 45 

Cys He Leu Gin Ser Leu Ala Leu Thr Trp Tyr Ser Leu Ser Phe 
50 55 60 

He Pro Phe Ala Arg Asp Ala Val Lys Lys Cys Phe Ala Val Cys 
65 70 75 



Leu Ala 



<210> 215 

<211> 1337 

<212> DNA 

<213> Homo Sapien 

<400> 215 

ggatttttgt gatccgcgat tcgctcccac gggcgggacc tttgtaactg 50 
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cgggaggccc aggacaggcc caccctgcgg ggcgggaggc agccggggtg 100 

agggaggtga agaaaccaag acgcagagag gccaagcccc ttgccttggg 150 

tcacacagcc aaaggaggca gagccagaac tcacaaccag atccagaggc 200 

aacagggaca tggccacctg ggacgaaaag gcagtcaccc gcagggccaa 250 

ggtggctccc gctgagagga tgagcaagtt cttaaggcac ttcacggtcg 3 00 

tgggagacga ctaccatgcc tggaacatca actacaagaa atgggagaat 35 0 

gaagaggagg aggaggagga ggagcagcca ccacccacac cagtctcagg 4 00 

cgaggaaggc agagctgcag cccctgacgt tgcccctgcc cctggccccg 450 

cacccagggc cccccttgac ttcaggggca tgttgaggaa actgttcagc 50 0 

tcccacaggt ttcaggtcat catcatctgc ttggtggttc tggatgccct 550 

cctggtgctt gctgagctca tcctggacct gaagatcatc cagcccgaca 600 

agaataacta tgctgccatg gtattccact acatgagcat caccatcttg 650 

gtctttttta tgatggagat catctttaaa ttatttgtct tccgcctgag 7 00 

ttctttcacc acaagtttga gatcctggat gcccgtcgtg gtggtggtct 750 

cattcatcct ggacattgtc ctcctgttcc aggagcacca gtttgaggct 800 

ctgggcctgc tgattctgct ccggctgtgg cgggtggccc ggatcatcaa 850 

tgggattatc atctcagtta agacacgttc agaacggcaa ctcttaaggt 900 

taaaacagat gaatgtacaa ttggccgcca agattcaaca ccttgagttc 950 

agctgctctg agaagcccct ggactgatga gtttgctgta tcaacctgta 1000 

aggagaagct ctctccggat ggctatggga atgaaagaat ccgacttcta 1050 

ctctcacaca gccaccgtga aagtcctgga gtaaaatgtg ctgtgtacag 1100 

aagagagaga aggaagcagg ctggcatgtt cactgggctg gtgttacgac 1150 

agagaacctg acagtcactg gccagttatc acttcagatt acaaatcaca 1200 

cagagcatct gcctgttttc aatcacaaga gaacaaaacc aaaatctata 1250 

aagatattct gaaaatatga cagaatttga caaataaaag cataaacgtg 13 00 

taaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 1337 

<210> 216 
<211> 255 
<212> PRT 
<213> Homo Sapien 

<400> 216 
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Met Ala Thr Trp Asp Glu Lys Ala Val Thr Arg Arg Ala Lys Val 
15 10 15 

Ala Pro Ala Glu Arg Met Ser Lys Phe Leu Arg His Phe Thr Val 
20 25 30 

Val Gly Asp Asp Tyr His Ala Trp Asn He Asn Tyr Lys Lys Trp 
35 40 45 

Glu Asn Glu Glu Glu Glu Glu Glu Glu Glu Gin Pro Pro Pro Thr 
50 55 60 

Pro Val Ser Gly Glu Glu Gly Arg Ala Ala Ala Pro Asp Val Ala 
65 70 75 

Pro Ala Pro Gly Pro Ala Pro Arg Ala Pro Leu Asp Phe Arg Gly 
80 85 90 

Met Leu Arg Lys Leu Phe Ser Ser His Arg Phe Gin Val He He 
95 100 105 

He Cys Leu Val Val Leu Asp Ala Leu Leu Val Leu Ala Glu Leu 
110 ~ 115 120 

He Leu Asp Leu Lys He He Gin Pro Asp Lys Asn Asn Tyr Ala 
125 130 135 

Ala Met Val Phe His Tyr Met Ser He Thr He Leu Val Phe Phe 
140 145 150 

Met Met Glu He He Phe Lys Leu Phe Val Phe Arg Leu Ser Ser 
155 160 165 

Phe Thr Thr Ser Leu Arg Ser Trp Met Pro Val Val Val Val Val 
170 175 180 

Ser Phe He Leu Asp He Val Leu Leu Phe Gin Glu His Gin Phe 
185 190 195 

Glu Ala Leu Gly Leu Leu He Leu Leu Arg Leu Trp Arg Val Ala 
200 205 210 

Arg He He Asn Gly He He He Ser Val Lys Thr Arg Ser Glu 
215 220 225 

Arg Gin Leu Leu Arg Leu Lys Gin Met Asn Val Gin Leu Ala Ala 
230 235 240 

Lys He Gin His Leu Glu Phe Ser Cys Ser Glu Lys Pro Leu Asp 
245 250 255 

<210> 217 

<211> 1658 

<212> DNA 

<213> Homo Sapien 

<400> 217 

ggaaggcagc ggcagctcca ctcagccagt acccagatac gctgggaacc 50 
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ttccccagcc atggcttccc tggggcagat cctcttctgg agcataatta 100 
gcatcatcat tattctggct ggagcaattg cactcatcat tggctttggt 150 
atttcaggga gacactccat cacagtcact actgtcgcct cagctgggaa 200 
cattggggag gatggaatcc tgagctgcac ttttgaacct gacatcaaac 250 
tttctgatat cgtgatacaa tggctgaagg aaggtgtttt aggcttggtc 3 00 
catgagttca aagaaggcaa agatgagctg tcggagcagg atgaaatgtt 3 50 
cagaggccgg acagcagtgt ttgctgatca agtgatagtt ggcaatgcct 400 
ctttgcggct gaaaaacgtg caactcacag atgctggcac ctacaaatgt 450 
tatatcatca cttctaaagg caaggggaat gctaaccttg agtataaaac 500 
tggagccttc agcatgccgg aagtgaatgt ggactataat gccagctcag 550 
agaccttgcg gtgtgaggct ccccgatggt tcccccagcc cacagtggtc 600 
tgggcatccc aagttgacca gggagccaac ttctcggaag tctccaatac 65 0 
cagctttgag ctgaactctg agaatgtgac catgaaggtt gtgtctgtgc 700 
tctacaatgt tacgatcaac aacacatact cctgtatgat tgaaaatgac 750 
attgccaaag caacagggga tatcaaagtg acagaatcgg agatcaaaag 800 
gcggagtcac ctacagctgc taaactcaaa ggcttctctg tgtgtctctt 850 
ctttctttgc catcagctgg gcacttctgc ctctcagccc ttacctgatg 900 
ctaaaataat gtgccttggc cacaaaaaag catgcaaagt cattgttaca 950 
acagggatct acagaactat ttcaccacca gatatgacct agttttatat 1000 
ttctgggagg aaatgaattc atatctagaa gtctggagtg agcaaacaag 1050 
agcaagaaac aaaaagaagc caaaagcaga aggctccaat atgaacaaga 1100 
taaatctatc ttcaaagaca tattagaagt tgggaaaata attcatgtga 1150 
actagacaag tgtgttaaga gtgataagta aaatgcacgt ggagacaagt 1200 
gcatccccag atctcaggga cctccccctg cctgtcacct ggggagtgag 1250 
aggacaggat agtgcatgtt ctttgtctct gaatttttag ttatatgtgc 13 00 
tgtaatgttg ctctgaggaa gcccctggaa agtctatccc aacatatcca 1350 
catcttatat tccacaaatt aagctgtagt atgtacccta agacgctgct 1400 
aattgactgc cacttcgcaa ctcaggggcg gctgcatttt agtaatgggt 1450 
caaatgattc actttttatg atgcttccaa aggtgccttg gcttctcttc 1500 



ccaactgaca aatgccaaag ttgagaaaaa tgatcataat tttagcataa 1550 

acagagcagt cggggacacc gattttataa ataaactgag caccttcttt 1600 

ttaaacaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1650 

aaaaaaaa 1658 

<210> 218 
<211> 282 
<212> PRT 
<213> Homo Sapien 

<400> 218 

Met Ala Ser Leu Gly Gin lie Leu Phe Trp Ser lie lie Ser lie 
15 10 15 

He He He Leu Ala Gly Ala He Ala Leu He He Gly Phe Gly 
20 25 30 

He Ser Gly Arg His Ser He Thr Val Thr Thr Val Ala Ser Ala 
35 40 45 

IP Gly Asn He Gly Glu Asp Gly He Leu Ser Cys Thr Phe Glu Pro 
Q ^ 50 55 60 

&l Asp He Lys Leu Ser Asp He Val He Gin Trp Leu Lys Glu Gly 
!2 ' ~ 65 70 75 

03 Val Leu Gly Leu Val His Glu Phe Lys Glu Gly Lys Asp Glu Leu 

S\ ~ 80 85 90 

Ser Glu Gin Asp Glu Met Phe Arg Gly Arg Thr Ala Val Phe Ala 

Asp Gin Val He Val Gly Asn Ala Ser Leu Arg Leu Lys Asn Val 
W 110 115 120 

Q 

1 Gin Leu Thr Asp Ala Gly Thr Tyr Lys Cys Tyr He He Thr Ser 

125 130 135 

Lys Gly Lys Gly Asn Ala Asn Leu Glu Tyr Lys Thr Gly Ala Phe 
140 145 150 

Ser Met Pro Glu Val Asn Val Asp Tyr Asn Ala Ser Ser Glu Thr 
155 160 165 

Leu Arg Cys Glu Ala Pro Arg Trp Phe Pro Gin Pro Thr Val Val 
170 175 180 

Trp Ala Ser Gin Val Asp Gin Gly Ala Asn Phe Ser Glu Val Ser 
185 190 195 

Asn Thr Ser Phe Glu Leu Asn Ser Glu Asn Val Thr Met Lys Val 
200 205 210 

Val Ser Val Leu Tyr Asn Val Thr He Asn Asn Thr Tyr Ser Cys 
215 220 225 
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Met He Glu Asn Asp He Ala Lys Ala Thr Gly Asp He Lys Val 
230 235 240 

Thr Glu Ser Glu He Lys Arg Arg Ser His Leu Gin Leu Leu Asn 
245 250 255 

Ser Lys Ala Ser Leu Cys Val Ser Ser Phe Phe Ala He Ser Trp 
260 265 270 

Ala Leu Leu Pro Leu Ser Pro Tyr Leu Met Leu Lys 
275 280 

:210> 219 

:211> 1484 

;212> DNA 

;213> Homo Sapien 

:400> 219 

gaatttgtag aagacagcgg cgttgccatg gcggcgtctc tggggcaggt 50 
gttggctctg gtgctggtgg ccgctctgtg gggtggcacg cagccgctgc 100 
tgaagcgggc ctccgccggc ctgcagcggg ttcatgagcc gacctgggcc 150 
cagcagttgc tacaggagat gaagaccctc ttcttgaata ctgagtacct 2 00 
gatgcccttt ctcctcaacc agtgtggatc ccttctctat tacctcacct 250 
tggcatcgac agatctgacc ctggctgtgc ccatctgtaa ctctctggct 3 00 
atcatcttca cactgattgt tgggaaggcc cttggagaag atattggtgg 35 0 
aaaacgtaag ttagactact gcgagtgcgg gacgcagctc tgtggatctc 4 00 
gacatacctg tgttagttcc ttcccagaac ccatctcccc agagtgggtg 450 
aggacacggc cttttcccat cctgcccttt cctctgcagc tgttttgctt 500 
ccttgtggcc atcagagttc ccttcccctg gacagtctgg agaaagacag 550 
aggctggggt ttgggattga agaccagacc ccatctgagc ccttcctcca 600 
gccctgtacc agctcctact ggcatggctg agctcagacc ctcctgattt 65 0 
ctgcctatta tcccaggagc agttgctggc atggtgctca ccgtgatagg 700 
aatttcactc tgcatcacaa gctcagtgag taagacccag gggcaacagt 750 
ctaccctttg agtgggccga acccacttcc agctctgctg cctccaggaa 800 
gcccctgggc catgaagtgc tggcagtgag cggatggacc tagcacttcc 850 
cctctctggc cttagcttcc tcctctctta tggggataac agctacctca 900 
tggatcacaa taagagaaca agagtgaaag agttttgtaa ccttcaagtg 950 
ctgttcagct gcggggattt agcacaggag actctacgct caccctcagc 1000 
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aacctttctg ccccagcagc tctcttcctg ctaacatctc aggctcccag 1050 

cccagccacc attactgtgg cctgatctgg actatcatgg tggcaggttc 1100 

catggactgc agaactccag ctgcatggaa agggccagct gcagactttg 1150 

agccagaaat gcaaacggga ggcctctggg actcagtcag agcgctttgg 1200 

ctgaatgagg ggtggaaccg agggaagaag gtgcgtcgga gtggcagatg 1250 

caggaaatga gctgtctatt agccttgcct gccccaccca tgaggtaggc 13 00 

agaaatcctc actgccagcc cctcttaaac aggtagagag ctgtgagccc 13 5 0 

cagccccacc tgactccagc acacctggcg agtagtagct gtcaataaat 14 00 

ctatgtaaac agacaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1450 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 1484 

<210> 220 
<211> 180 
<212> PRT 
<213> Homo Sapien 

<400> 220 

Met Ala Ala Ser Leu Gly Gin Val Leu Ala Leu Val Leu Val Ala 
15 10 15 

Ala Leu Trp Gly Gly Thr Gin Pro Leu Leu Lys Arg Ala Ser Ala 
20 25 30 

Gly Leu Gin Arg Val His Glu Pro Thr Trp Ala Gin Gin Leu Leu 
35 40 45 

Gin Glu Met Lys Thr Leu Phe Leu Asn Thr Glu Tyr Leu Met Pro 
50 55 60 

Phe Leu Leu Asn Gin Cys Gly Ser Leu Leu Tyr Tyr Leu Thr Leu 
65 70 75 

Ala Ser Thr Asp Leu Thr Leu Ala Val Pro He Cys Asn Ser Leu 
80 85 90 

Ala He He Phe Thr Leu He Val Gly Lys Ala Leu Gly Glu Asp 
95 100 105 

He Gly Gly Lys Arg Lys Leu Asp Tyr Cys Glu Cys Gly Thr Gin 
HO 115 120 

Leu Cys Gly Ser Arg His Thr Cys Val Ser Ser Phe Pro Glu Pro 
125 130 135 

He Ser Pro Glu Trp Val Arg Thr Arg Pro Phe Pro He Leu Pro 
140 145 150 

Phe Pro Leu Gin Leu Phe Cys Phe Leu Val Ala He Arg Val Pro 
155 160 1^5 
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Phe Pro Trp Thr Val Tip Arg Lys Thr Glu Ala Gly Val Trp Asp 







170 




175 




180 




<210> 221 

<211> 1164 

<212> DNA 

<213> Homo Sapien 












./inns ooi 
cttctgtagg 


acagtcacca 


ggccagatcc 


agaagcctct 


ctaggctcca 


50 




gctttctctg 


tggaagatga 


cagcaattat 


agcaggaccc 


tgccaggctg 


100 




tcgaaaagat 


tccgcaataa 


aactttgcca 


gtgggaagta 


cctagtgaaa 


150 




cggcctaaga 


tgccacttct 


tctcatgtcc 


caggcttgag 


gccctgtggt 


200 




ccccatcctt 


gggagaagtc 


agctccagca 


ccatgaaggg 


catcctcgtt 


250 




gctggtatca 


ctgcagtgct 


tgttgcagct 


gtagaatctc 


tgagctgcgt 


300 




gcagtgtaat 


tcatgggaaa 


aatcctgtgt 


caacagcatt 


gcctctgaat 


350 




gtccctcaca 


tgccaacacc 


agctgtatca 


gctcctcagc 


cagctcctct 


400 


ctagagacac 


cagtcagatt 


ataccagaat 


atgttctgct 


cagcggagaa 


450 


f"L; 


ctgcagtgag 


gagacacaca 


ttacagcctt 


cactgtccac 


gtgtctgctg 


500 


e?i 
j : : 


aagaacactt 


tcattttgta 


agccagtgct 


gccaaggaaa 


ggaatgcagc 


550 




aacaccagcg 


atgccctgga 


ccctcccctg 


aagaacgtgt 


ccagcaacgc 


600 


u 


agagtgccct 


gcttgttatg 


aatctaatgg 


aacttcctgt 


cgtgggaagc 


650 




cctggaaatg 


ctatgaagaa 


gaacagtgtg 


tctttctagt 


tgcagaactt 


700 


in 


aagaatgaca 


ttgagtctaa 


gagtctcgtg 


ctgaaaggct 


gttccaacgt 


750 


SS i 
3 L : i 


cagtaacgcc 


acctgtcagt 


tcctgtctgg 


tgaaaacaag 


actcttggag 


800 




gagtcatctt 


tcgaaagttt 


gagtgtgcaa 


atgtaaacag 


cttaaccccc 


850 




acgtctgcac 


caaccacttc 


ccacaacgtg 


ggctccaaag 


cttccctcta 


900 




cctcttggcc 


cttgccagcc 


tccttcttcg 


gggactgctg 


ccctgaggtc 


950 




ctggggctgc 


actttgccca 


gcaccccatt 


tctgcttctc 


tgaggtccag 


1000 




agcaccccct 


gcggtgctga 


caccctcttt 


ccctgctctg 


ccccgtttaa 


1050 




ctgcccagta 


agtgggagtc 


acaggtctcc 


aggcaatgcc 


gacagctgcc 


1100 




ttgttcttca 


ttattaaagc 


actggttcat 


tcactgccaa 


aaaaaaaaaa 


1150 




aaaaaaaaaa 


aaaa 1164 











<210> 222 
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<211> 237 
<212> PRT 
<213> Homo Sapien 



<400> 222 

Met Lys Gly He Leu Val Ala Gly He Thr Ala Val Leu Val Ala 
15 10 15 

Ala Val Glu Ser Leu Ser Cys Val Gin Cys Asn Ser Trp Glu Lys 
20 25 30 

Ser Cys Val Asn Ser He Ala Ser Glu Cys Pro Ser His Ala Asn 
35 40 45 

Thr Ser Cys He Ser Ser Ser Ala Ser Ser Ser Leu Glu Thr Pro 
50 55 60 

Val Arg Leu Tyr Gin Asn Met Phe Cys Ser Ala Glu Asn Cys Ser 
65 70 75 

Glu Glu Thr His He Thr Ala Phe Thr Val His Val Ser Ala Glu 
80 85 90 

Glu His Phe His Phe Val Ser Gin Cys Cys Gin Gly Lys Glu Cys 
95 100 105 

Ser Asn Thr Ser Asp Ala Leu Asp Pro Pro Leu Lys Asn Val Ser 
110 115 120 

Ser Asn Ala Glu Cys Pro Ala Cys Tyr Glu Ser Asn Gly Thr Ser 
125 130 135 

Cys Arg Gly Lys Pro Trp Lys Cys Tyr Glu Glu Glu Gin Cys Val 
140 145 150 

Phe Leu Val Ala Glu Leu Lys Asn Asp He Glu Ser Lys Ser Leu 
155 160 165 

Val Leu Lys Gly Cys Ser Asn Val Ser Asn Ala Thr Cys Gin Phe 
170 175 180 

Leu Ser Gly Glu Asn Lys Thr Leu Gly Gly Val He Phe Arg Lys 
185 190 195 

Phe Glu Cys Ala Asn Val Asn Ser Leu Thr Pro Thr Ser Ala Pro 
200 205 210 

Thr Thr Ser His Asn Val Gly Ser Lys Ala Ser Leu Tyr Leu Leu 
215 " 220 225 

Ala Leu Ala Ser Leu Leu Leu Arg Gly Leu Leu Pro 
230 235 

<210> 223 

<211> 1245 

<212> UNA 

<213> Homo Sapien 



<400> 223 

ggcctcggtt caaacgaccc ggtgggtcta cagcggaagg gagggagcga 50 

aggtaggagg cagggcttgc ctcactggcc accctcccaa ccccaagagc 100 

ccagccccat ggtccccgcc gccggcgcgc tgctgtgggt cctgctgctg 150 

aatctgggtc cccgggcggc gggggcccaa ggcctgaccc agactccgac 2 00 

cgaaatgcag cgggtcagtt tacgctttgg gggccccatg acccgcagct 250 

accggagcac cgcccggact ggtcttcccc ggaagacaag gataatccta 3 00 

gaggacgaga atgatgccat ggccgacgcc gaccgcctgg ctggaccagc 3 50 

ggctgccgag ctcttggccg ccacggtgtc caccggcttt agccggtcgt 400 

ccgccattaa cgaggaggat gggtcttcag aagagggggt tgtgattaat 450 

gccggaaagg atagcaccag cagagagctt cccagtgcga ctcccaatac 500 

agcggggagt tccagcacga ggtttatagc caatagtcag gagcctgaaa 550 

tcaggctgac ttcaagcctg ccgcgctccc ccgggaggtc tactgaggac 6 00 

ctgccaggct cgcaggccac cctgagccag tggtccacac ctgggtctac 650 

cccgagccgg tggccgtcac cctcacccac agccatgcca tctcctgagg 700 

atctgcggct ggtgctgatg ccctggggcc cgtggcactg ccactgcaag 750 

tcgggcacca tgagccggag ccggtctggg aagctgcacg gcctttccgg 800 

gcgccttcga gttggggcgc tgagccagct ccgcacggag cacaagcctt 850 

gcacctatca acaatgtccc tgcaaccgac ttcgggaaga gtgccccctg 900 

gacacaagtc tctgtactga caccaactgt gcctctcaga gcaccaccag 950 

taccaggacc accactaccc ccttccccac catccacctc agaagcagtc 1000 

ccagcctgcc acccgccagc ccctgcccag ccctggcttt ttggaaacgg 1050 

gtcaggattg gcctggagga tatttggaat agcctctctt cagtgttcac 1100 

agagatgcaa ccaatagaca gaaaccagag gtaatggcca cttcatccac 1150 

atgaggagat gtcagtatct caacctctct tgccctttca atcctagcac 1200 

ccactagata tttttagtac agaaaaacaa aactggaaaa cacaa 1245 

<210> 224 

<211> 341 

<212> PRT 

<213> Homo Sapien 

<400> 224 

Met Val Pro Ala Ala Gly Ala Leu Leu Trp Val Leu Leu Leu Asn 



1 



5 



10 



15 



Leu Gly Pro Arg Ala Ala Gly Ala Gin Gly Leu Thr Gin Thr Pro 
20 25 30 

Thr Glu Met Gin Arg Val Ser Leu Arg Phe Gly Gly Pro Met Thr 
35 40 45 

Arg Ser Tyr Arg Ser Thr Ala Arg Thr Gly Leu Pro Arg Lys Thr 
50 55 60 

Arg lie lie Leu Glu Asp Glu Asn Asp Ala Met Ala Asp Ala Asp 
65 70 75 

Arg Leu Ala Gly Pro Ala Ala Ala Glu Leu Leu Ala Ala Thr Val 
80 85 90 

Ser Thr Gly Phe Ser Arg Ser Ser Ala lie Asn Glu Glu Asp Gly 
95 100 105 

Ser Ser Glu Glu Gly Val Val lie Asn Ala Gly Lys Asp Ser Thr 
110 115 120 

Ser Arg Glu Leu Pro Ser Ala Thr Pro Asn Thr Ala Gly Ser Ser 
125 130 135 

Ser Thr Arg Phe lie Ala Asn Ser Gin Glu Pro Glu lie Arg Leu 
140 145 150 

Thr Ser Ser Leu Pro Arg Ser Pro Gly Arg Ser Thr Glu Asp Leu 
155 160 * 165 

Pro Gly Ser Gin Ala Thr Leu Ser Gin Trp Ser Thr Pro Gly Ser 
170 175 180 

Thr Pro Ser Arg Trp Pro Ser Pro Ser Pro Thr Ala Met Pro Ser 
185 190 195 

Pro Glu Asp Leu Arg Leu Val Leu Met Pro Trp Gly Pro Trp His 

200 205 , 210 

Cys His Cys Lys Ser Gly Thr Met Ser Arg Ser Arg Ser Gly Lys 
215 220 225 

Leu His Gly Leu Ser Gly Arg Leu Arg Val Gly Ala Leu Ser Gin 
230 235 240 

Leu Arg Thr Glu His Lys Pro Cys Thr Tyr Gin Gin Cys Pro Cys 
245 250 255 

Asn Arg Leu Arg Glu Glu Cys Pro Leu Asp Thr Ser Leu Cys Thr 
260 265 270 

Asp Thr Asn Cys Ala Ser Gin Ser Thr Thr Ser Thr Arg Thr Thr 
275 280 285 



Thr Thr Pro Phe Pro Thr lie His Leu Arg Ser Ser Pro Ser Leu 
290 295 300 



Pro Pro Ala Ser Pro Cys Pro Ala Leu Ala Phe Trp Lys Arg Val 
305 310 315 

Arg lie Gly Leu Glu Asp lie Trp Asn Ser Leu Ser Ser Val Phe 
320 325 330 

Thr Glu Met Gin Pro lie Asp Arg Asn Gin Arg 
335 340 

<210> 225 

<211> 2692 

<212> DNA 

<213> Homo Sapien 

<400> 225 



cccgggtcga 


cccacgcgtc 


cggggagaaa 


ggatggccgg 


cctggcggcg 


50 


cggttggtcc 


tgctagctgg 


ggcagcggcg 


ctggcgagcg 


gctcccaggg 


100 


cgaccgtgag 


ccggtgtacc 


gcgactgcgt 


actgcagtgc 


gaagagcaga 


150 


actgctctgg 


gggcgctctg 


aatcacttcc 


gctcccgcca 


gccaatctac 


200 


atgagtctag 


caggctggac 


ctgtcgggac 


gactgtaagt 


atgagtgtat 


250 


gtgggtcacc 


gttgggctct 


acctccagga 


aggtcacaaa 


gtgcctcagt 


300 


tccatggcaa 


gtggcccttc 


tcccggttcc 


tgttctttca 


agagccggca 


350 


tcggccgtgg 


cctcgtttct 


caatggcctg 


gccagcctgg 


tgatgctctg 


400 


ccgctaccgc 


accttcgtgc 


cagcctcctc 


ccccatgtac 


cacacctgtg 


450 


tggccttcgc 


ctgggtgtcc 


ctcaatgcat 


ggttctggtc 


cacagtcttc 


500 


cacaccaggg 


acactgacct 


cacagagaaa 


atggactact 


tctgtgcctc 


550 


cactgtcatc 


ctacactcaa 


tctacctgtg 


ctgcgtcagg 


accgtggggc 


600 


tgcagcaccc 


agctgtggtc 


agtgccttcc 


gggctctcct 


gctgctcatg 


650 


ctgaccgtgc 


acgtctccta 


cctgagcctc 


atccgcttcg 


actatggcta 


700 


caacctggtg 


gccaacgtgg ctattggcct 


ggtcaacgtg 


gtgtggtggc 


750 


tggcctggtg 


cctgtggaac 


cagcggcggc 


tgcctcacgt 


gcgcaagtgc 


800 


gtggtggtgg 


tcttgctgct 


gcaggggctg 


tccctgctcg 


agctgcttga 


850 


cttcccaccg 


ctcttctggg 


tcctggatgc 


ccatgccatc 


tggcacatca 


900 


gcaccatccc 


tgtccacgtc 


ctctttttca 


gctttctgga 


agatgacagc 


950 


ctgtacctgc 


tgaaggaatc 


agaggacaag 


ttcaagctgg 


actgaagacc 


1000 


ttggagcgag 


tctgccccag 


tggggatcct 


gcccccgccc 


tgctggcctc 


1050 


ccttctcccc 


tcaacccttg 


agatgatttt 


ctcttttcaa 


cttcttgaac 


1100 
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ttggacatga aggatgtggg cccagaatca tgtggccagc ccaccccctg 1150 
ttggccctca ccagccttgg agtctgttct agggaaggcc tcccagcatc 12 00 
tgggactcga gagtgggcag cccctctacc tcctggagct gaactggggt 1250 
ggaactgagt gtgttcttag ctctaccggg aggacagctg cctgtttcct 1300 
ccccaccagc ctcctcccca catccccagc tgcctggctg ggtcctgaag 1350 
ccctctgtct acctgggaga ccagggacca caggccttag ggatacaggg 1400 
ggtccccttc tgttaccacc ccccaccctc ctccaggaca ccactaggtg 1450 
gtgctggatg cttgttcttt ggccagccaa ggttcacggc gattctcccc 15 00 
atgggatctt gagggaccaa gctgctggga ttgggaagga gtttcaccct 1550 
gaccgttgcc ctagccaggt tcccaggagg cctcaccata ctccctttca 1600 
gggccagggc tccagcaagc ccagggcaag gatcctgtgc tgctgtctgg 1650 
ttgagagcct gccaccgtgt gtcgggagtg tgggccaggc tgagtgcata 1700 
ggtgacaggg ccgtgagcat gggcctgggt gtgtgtgagc tcaggcctag 1750 
gtgcgcagtg tggagacggg tgttgtcggg gaagaggtgt ggcttcaaag 1800 
tgtgtgtgtg cagggggtgg gtgtgttagc gtgggttagg ggaacgtgtg 1850 
tgcgcgtgct ggtgggcatg tgagatgagt gactgccggt gaatgtgtcc 1900 
acagttgaga ggttggagca ggatgaggga atcctgtcac catcaataat 195 0 
cacttgtgga gcgccagctc tgcccaagac gccacctggg cggacagcca 2000 
ggagctctcc atggccaggc tgcctgtgtg catgttccct gtctggtgcc 2050 
cctttgcccg cctcctgcaa acctcacagg gtccccacac aacagtgccc 2100 
tccagaagca gcccctcgga ggcagaggaa ggaaaatggg gatggctggg 2150 
gctctctcca tcctcctttt ctccttgcct tcgcatggct ggccttcccc 2200 
tccaaaacct ccattcccct gctgccagcc cctttgccat agcctgattt 2250 
tggggaggag gaaggggcga tttgagggag aaggggagaa agcttatggc 23 00 
tgggtctggt ttcttccctt cccagagggt cttactgttc cagggtggcc 2350 
ccagggcagg caggggccac actatgcctg tgccctggta aaggtgaccc 24 00 
ctgccattta ccagcagccc tggcatgttc ctgccccaca ggaatagaat 2450 
ggagggagct ccagaaactt tccatcccaa aggcagtctc cgtggttgaa 2500 
gcagactgga tttttgctct gcccctgacc ccttgtccct ctttgaggga 2550 



ggggagctat gctaggactc caacctcagg gactcgggtg gcctgcgcta 2600 
gcttcttttg atactgaaaa cttttaaggt gggagggtgg caagggatgt 2650 
gcttaataaa tcaattccaa gcctcaaaaa aaaaaaaaaa aa 2692 

:210> 226 
:211> 320 
c212> PRT 
c213> Homo Sapien 

c400> 226 ^ n 
Met Ala Gly Leu Ala Ala Arg Leu Val Leu Leu Ala Gly Ala Ala 
1 1 5 10 15 

Ala Leu Ala Ser Gly Ser Gin Gly Asp Arg Glu Pro Val Tyr Arg 
20 25 30 

Asp Cys Val Leu Gin Cys Glu Glu Gin Asn Cys Ser Gly Gly Ala 
35 40 45 

Leu Asn His Phe Arg Ser Arg Gin Pro He Tyr Met Ser Leu Ala 
50 55 60 

Gly Trp Thr Cys Arg Asp Asp Cys Lys Tyr Glu Cys Met Trp Val 
65 70 75 

Thr Val Gly Leu Tyr Leu Gin Glu Gly His Lys Val Pro Gin Phe 
80 85 90 

His Gly Lys Trp Pro Phe Ser Arg Phe Leu Phe Phe Gin Glu Pro 
95 100 105 

Ala Ser Ala Val Ala Ser Phe Leu Asn Gly Leu Ala Ser Leu Val 
110 115 120 

Met Leu Cys Arg Tyr Arg Thr Phe Val Pro Ala Ser Ser Pro Met 
125 ' 130 135 

Tyr His Thr Cys Val Ala Phe Ala Trp Val Ser Leu Asn Ala Trp 
140 145 150 

Phe Trp Ser Thr Val Phe His Thr Arg Asp Thr Asp Leu Thr Glu 
155 160 165 

Lvs Met Asp Tyr Phe Cys Ala Ser Thr Val He Leu His Ser He 
170 175 180 

Tyr Leu Cys Cys Val Arg Thr Val Gly Leu Gin His Pro Ala Val 
185 190 195 

Val Ser Ala Phe Arg Ala Leu Leu Leu Leu Met Leu Thr Val His 
200 205 210 

Val Ser Tyr Leu Ser Leu He Arg Phe Asp Tyr Gly Tyr Asn Leu 
215 220 225 

Val Ala Asn Val Ala He Gly Leu Val Asn Val Val Trp Trp Leu 
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230 235 240 

Ala Trp Cys Leu Trp Asn Gin Arg Arg Leu Pro His Val Arg Lys 
245 250 255 

Cys Val Val Val Val Leu Leu Leu Gin Gly Leu Ser Leu Leu Glu 
260 265 270 

Leu Leu Asp Phe Pro Pro Leu Phe Trp Val Leu Asp Ala His Ala 
275 280 285 

He Trp His He Ser Thr He Pro Val His Val Leu Phe Phe Ser 
290 295 300 

Phe Leu Glu Asp Asp Ser Leu Tyr Leu Leu Lys Glu Ser Glu Asp 
305 310 315 

Lys Phe Lys Leu Asp 

32 0 

<210> 227 

<211> 2136 

<212> DNA 

<213> Homo Sapien 

<400> 227 

ttcggcttcc gtagaggaag tggcgcggac cttcatttgg ggtttcggtt 50 
cccccccttc cccttccccg gggtctgggg gtgacattgc accgcgcccc 100 
tcgtggggtc gcgttgccac cccacgcgga ctccccagct ggcgcgcccc 150 
tcccatttgc ctgtcctggt caggccccca ccccccttcc cacctgacca 200 
gccatggggg ctgcggtgtt tttcggctgc actttcgtcg cgttcggccc 250 
ggccttcgcg cttttcttga tcactgtggc tggggacccg cttcgcgtta 300 
tcatcctggt cgcaggggca tttttctggc tggtctccct gctcctggcc 350 
tctgtggtct ggttcatctt ggtccatgtg accgaccggt cagatgcccg 4 00 
gctccagtac ggcctcctga tttttggtgc tgctgtctct gtccttctac 450 
aggaggtgtt ccgctttgcc tactacaagc tgcttaagaa ggcagatgaa 50 0 
gggttagcat cgctgagtga ggacggaaga tcacccatct ccatccgcca 550 
gatggcctat gtttctggtc tctccttcgg tatcatcagt ggtgtcttct 600 
ctgttatcaa tattttggct gatgcacttg ggccaggtgt ggttgggatc 650 
catggagact caccctatta cttcctgact tcagcctttc tgacagcagc 700 
cattatcctg ctccatacct tttggggagt tgtgttcttt gatgcctgtg 750 
agaggagacg gtactgggct ttgggcctgg tggttgggag tcacctactg 800 
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acatcgggac 


tgacattcct 


gaacccctgg 


tatgaggcca 


gcctgctgcc 


850 


catctatgca 


gtcactgttt 


ccatggggct 


ctgggccttc 


atcacagctg 


900 


gagggtccct 


ccgaagtatt 


cagcgcagcc 


tcttgtgtaa 


ggactgacta 


950 


cctggactga 


tcgcctgaca 


gatcccacct 


gcctgtccac 


tgcccatgac 


1000 


tgagcccagc 


cccagcccgg 


gtccattgcc 


cacattctct 


gtctccttct 


1050 


cgtcggtcta 


ccccactacc 


tccagggttt 


tgctttgtcc 


ttttgtgacc 


1100 


gttagtctct 


aagctttacc 


aggagcagcc 


tgggttcagc 


cagtcagtga 


1150 


ctggtgggtt 


tgaatctgca 


cttatcccca 


ccacctgggg 


acccccttgt 


1200 


tgtgtccagg 


actccccctg 


tgtcagtgct 


ctgctctcac 


cctgcccaag 


1250 


actcacctcc 


cttcccctct 


gcaggccgac 


ggcaggagga 


cagtcgggtg 


1300 


atggtgtatt 


ctgccctgcg 


catcccaccc 


gaggactgag 


ggaacctagg 


1350 


ggggacccct 


gggcctgggg 


tgccctcctg 


atgtcctcgc 


cctgtatttc 


1400 


tccatctcca 


gttctggaca 


gtgcaggttg 


ccaagaaaag 


ggacctagtt 


1450 


tagccattgc 


cctggagatg 


aaattaatgg 


aggctcaagg 


atagatgagc 


1500 


tctgagtttc 


tcagtactcc 


ctcaagactg 


gacatcttgg 


tctttttctc 


1550 


aggcctgagg 


gggaaccatt 


tttggtgtga 


taaataccct 


aaactgcctt 


1600 


tttttctttt 


ttgaggtggg 


gggagggagg 


aggtatattg 


gaactcttct 


1650 


aacctccttg 


ggctatattt 


tctctcctcg 


agttgctcct 


catggctggg 


1700 


ctcatttcgg 


tccctttctc 


cttggtccca 


gaccttgggg 


gaaaggaagg 


1750 


aagtgcatgt 


ttgggaactg 


gcattactgg 


aactaatggt 


tttaacctcc 


1800 


ttaaccacca 


gcatccctcc 


tctccccaag 


gtgaagtgga 


gggtgctgtg 


1850 


gtgagctggc 


cactccagag 


ctgcagtgcc 


actggaggag 


tcagactacc 


1900 


atgacatcgt 


agggaaggag 


gggagatttt 


tttgtagttt 


ttaattgggg 


1950 


tgtgggaggg 


gcggggaggt 


tttctataaa 


ctgtatcatt 


ttctgctgag 




ggtggagtgt 


cccatccttt 


taatcaaggt 


gattgtgatt 


ttgactaata 


2050 


aaaaagaatt 


tgtaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2100 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaa 2136 





<210> 228 
<211> 247 
<212> PRT 
<213> Homo Sapien 
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<400> 228 

Met Gly Ala Ala Val Phe Phe Gly Cys Thr Phe Val Ala Phe Gly 
15 10 15 

Pro Ala Phe Ala Leu Phe Leu lie Thr Val Ala Gly Asp Pro Leu 
20 25 30 

Arg Val lie lie Leu Val Ala Gly Ala Phe Phe Trp Leu Val Ser 
35 40 45 

Leu Leu Leu Ala Ser Val Val Trp Phe He Leu Val His Val Thr 
50 55 60 

Asp Arg Ser Asp Ala Arg Leu Gin Tyr Gly Leu Leu He Phe Gly 
65 70 75 

Ala Ala Val Ser Val Leu Leu Gin Glu Val Phe Arg Phe Ala Tyr 
80 85 90 

Tyr Lys Leu Leu Lys Lys Ala Asp Glu Gly Leu Ala Ser Leu Ser 
95 100 105 

Glu Asp Gly Arg Ser Pro He Ser He Arg Gin Met Ala Tyr Val 
110 115 120 

Ser Gly Leu Ser Phe Gly He He Ser Gly Val Phe Ser Val He 
125 130 135 

5ri Asn He Leu Ala Asp Ala Leu Gly Pro Gly Val Val Gly He His 

140 145 150 

Gly Asp Ser Pro Tyr Tyr Phe Leu Thr Ser Ala Phe Leu Thr Ala 
155 160 165 

Ala He He Leu Leu His Thr Phe Trp Gly Val Val Phe Phe Asp 
170 175 180 

Ala Cys Glu Arg Arg Arg Tyr Trp Ala Leu Gly Leu Val Val Gly 
185 190 195 

Ser His Leu Leu Thr Ser Gly Leu Thr Phe Leu Asn Pro Trp Tyr 
200 205 210 

Glu Ala Ser Leu Leu Pro He Tyr Ala Val Thr Val Ser Met Gly 
215 220 225 

Leu Trp Ala Phe He Thr Ala Gly Gly Ser Leu Arg Ser He Gin 
230 235 240 

Arg Ser Leu Leu Cys Lys Asp 
245 

<210> 229 
<211> 1661 
<212> DNA 
<213> Homo Sapien 

<220> 
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<221> unsure 
<222> 678 

<223> unknown base 
<400> 229 



cgggaggctg 


ggtcgtcatg 


atccggaccc 


cattgtcggc 


ctctgcccat 


50 


cgcctgctcc 


tcccaggctc 


ccgcggccga 


cccccgcgca 


acatgcagcc 


100 


cacgggccgc 


gagggttccc 


gcgcgctcag 


ccggcggtat 


ctgcggcgtc 


150 


tgctgctcct 


gctactgctg 


ctgctgctgc 


ggcagcccgt 


aacccgcgcg 


200 


gagaccacgc 


cgggcgcccc 


cagagccctc 


tccacgctgg 


gctcccccag 


250 


cctcttcacc 


acgccgggtg 


tccccagcgc 


cctcactacc 


ccaggcctca 


300 


ctacgccagg 


cacccccaaa 


accctggacc 


ttcggggtcg 


cgcgcaggcc 


350 


ctgatgcgga 


gtttcccact 


cgtggacggc 


cacaatgacc 


tgccccaggt 


400 


cctgagacag 


cgttacaaga 


atgtgcttca 


ggatgttaac 


ctgcgaaatt 


450 


tcagccatgg 


tcagaccagc 


ctggacaggc 


ttagagacgg 


cctcgtgggt 


500 


gcccagttct 


ggtcagcctc 


cgtctcatgc 


cagtcccagg 


accagactgc 


550 


cgtgcgcctc 


gccctggagc 


agattgacct 


cattcaccgc 


atgtgtgcct 


600 


cctactctga 


actcgagctt 


gtgacctcag 


ctgaaggtct 


gaacagctct 


650 


caaaagctgg 


cctgcctcat 


tggcgtgnag 


ggtggtcact 


cactggacag 


700 


cagcctctct 


gtgctgcgca 


gtttctatgt 


gctgggggtg 


cgctacctga 


750 


cacttacctt 


cacctgcagt 


acaccatggg 


cagagagttc 


caccaagttc 


800 


agacaccaca 


tgtacaccaa 


cgtcagcgga 


ttgacaagct 


ttggtgagaa 


850 


agtagtagag 


gagttgaacc 


gcctgggcat 


gatgatagat 


ttgtcctatg 


900 


catcggacac 


cttgataaga 


agggtcctgg 


aagtgtctca 


ggctcctgtg 


950 


atcttctccc 


actcagctgc 


cagagctgtg 


tgtgacaatt 


tgttgaatgt 


1000 


tcccgatgat 


atcctgcagc 


ttctgaagaa 


cggtggcatc 


gtgatggtga 


1050 


cactgtccat 


gggggtgctg 


cagtgcaacc 


tgcttgctaa 


cgtgtccact 


1100 


gtggcagatc 


actttgacca 


catcagggca 


gtcattggat 


ctgagttcat 


1150 


cgggattggt 


ggaaattatg 


acgggactgg 


ccggttccct 


caggggctgg 


1200 


aggatgtgtc 


cacataccca 


gtcctgatag 


aggagttgct 


gagtcgtasc 


1250 


tggagcgagg 


aagagcttca 


aggtgtcctt 


cgtggaaacc 


tgctgcgggt 


1300 


cttcagacaa 


gtggaaaagg 


tgagagagga 


gagcagggcg 


cagagccccg 


1350 
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tggaggctga 


gtttccatat 


gggcaactga 


gcacatcctg 


ccactcccac 


1400 


ctcgtgcctc 


agaatggaca 


ccaggctact 


catctggagg 


tgaccaagca 


1450 


gccaaccaat 


cgggtcccct 


ggaggtcctc 


aaatgcctcc 


ccataccttg 


1500 


ttccaggcct 


tqtcrqctcfct 


gccaccatcc 


caaccttcac 


ccagtggctc 


1550 


tgctgacaca 


gtcggtcccc 


gcagaggtca 


ctgtggcaaa 


gcctcacaaa 


1600 


gccccctctc 


ctagttcatt 


cacaagcata 


tgctgagaat 


aaacatgtta 


1650 


cacatggaaa 


a 1661 











<210> 230 

<211> 487 

<212> PRT 

<213> Homo Sapien 



<220> 

<221> unsure 

<222> 196, 386 

<223> unknown amino acid 

<400> 230 
Met Gin Pro Thr Gly Arg 
1 5 

Tyr Leu Arg Arg Leu Leu 
20 

Gin Pro Val Thr Arg Ala 
35 

Leu Ser Thr Leu Gly Ser 
50 

Pro Ser Ala Leu Thr Thr 
65 

Lys Thr Leu Asp Leu Arg 
80 

Phe Pro Leu Val Asp Gly 
95 

Gin Arg Tyr Lys Asn Val 
110 

Ser His Gly Gin Thr Ser 
125 

Gly Ala Gin Phe Trp Ser 
140 

Gin Thr Ala Val Arg Leu 
155 



Glu Gly Ser 
Leu Leu Leu 
Glu Thr Thr 
Pro Ser Leu 
Pro Gly Leu 
Gly Arg Ala 
His Asn Asp 
Leu Gin Asp 
Leu Asp Arg 
Ala Ser Val 
Ala Leu Glu 



Arg Ala 
10 

Leu Leu 
25 

Pro Gly 
40 

Phe Thr 
55 

Thr Thr 
70 

Gin Ala 
85 

Leu Pro 
100 

Val Asn 
115 

Leu Arg 
130 

Ser Cys 
145 

Gin He 
160 



Leu Ser 
Leu Leu 
Ala Pro 
Thr Pro 
Pro Gly 
Leu Met 
Gin Val 
Leu Arg 
Asp Gly 
Gin Ser 
Asp Leu 



Arg Arg 
15 

Leu Arg 

30 

Arg Ala 
45 

Gly Val 
60 

Thr Pro 
75 

Arg Ser 
90 

Leu Arg 
105 

Asn Phe 
120 

Leu Val 
135 

Gin Asp 
150 

He His 
165 
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Arg Met Cys Ala Ser Tyr Ser Glu Leu Glu Leu Val Thr Ser Ala 
170 * 175 180 



Glu Gly Leu Asn Ser Ser Gin Lys Leu Ala Cys Leu lie Gly Val 
185 190 195 

Xaa Gly Gly His Ser Leu Asp Ser Ser Leu Ser Val Leu Arg Ser 
200 205 210 

Phe Tyr Val Leu Gly Val Arg Tyr Leu Thr Leu Thr Phe Thr Cys 
215 220 225 

Ser Thr Pro Trp Ala Glu Ser Ser Thr Lys Phe Arg His His Met 
230 235 240 

Tyr Thr Asn Val Ser Gly Leu Thr Ser Phe Gly Glu Lys Val Val 
245 250 255 

Glu Glu Leu Asn Arg Leu Gly Met Met lie Asp Leu Ser Tyr Ala 
260 265 270 

Ser Asp Thr Leu lie Arg Arg Val Leu Glu Val Ser Gin Ala Pro 
275 280 285 

Val lie Phe Ser His Ser Ala Ala Arg Ala Val Cys Asp Asn Leu 
290 . 295 300 

Leu Asn Val Pro Asp Asp lie Leu Gin Leu Leu Lys Asn Gly Gly 
305 ~ 310 315 

He Val Met Val Thr Leu Ser Met Gly Val Leu Gin Cys Asn Leu 
320 325 330 

Leu Ala Asn Val Ser Thr Val Ala Asp His Phe Asp His He Arg 
335 340 345 

Ala Val He Gly Ser Glu Phe He Gly He Gly Gly Asn Tyr Asp 
350 355 360 

Gly Thr Gly Arg Phe Pro Gin Gly Leu Glu Asp Val Ser Thr Tyr 
365 370 375 

Pro Val Leu He Glu Glu Leu Leu Ser Arg Xaa Trp Ser Glu Glu 
380 385 390 

Glu Leu Gin Gly Val Leu Arg Gly Asn Leu Leu Arg Val Phe Arg 
395 400 405 

Gin Val Glu Lys Val Arg Glu Glu Ser Arg Ala Gin Ser Pro Val 
410 415 420 

Glu Ala Glu Phe Pro Tyr Gly Gin Leu Ser Thr Ser Cys His Ser 
425 430 435 

His Leu Val Pro Gin Asn Gly His Gin Ala Thr His Leu Glu Val 
440 445 450 

Thr Lys Gin Pro Thr Asn Arg Val Pro Trp Arg Ser Ser Asn Ala 
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455 460 465 

Ser Pro Tyr Leu Val Pro Gly Leu Val Ala Ala Ala Thr He Pro 
470 475 480 

Thr Phe Thr Gin Trp Leu Cys 
485 

:210> 231 

:211> 1095 

:212> DNA 

:213> Homo Sapien 

:400> 231 

gctctggccg gccccggcga ttggtcaccg cccgctaggg gacagccctg 50 
gcctcctctg attggcaagc gctggccacc tccccacacc ccttgcgaac 100 
gctcccctag tggagaaaag gagtagctat tagccaattc ggcagggccc 150 
gctttttaga agcttgattt cctttgaaga tgaaagacta gcggaagctc 2 00 
tgcctctttc cccagtgggc gagggaactc ggggcgattg gctgggaact 250 
gtatccaccc aaatgtcacc gatttcttcc tatgcaggaa atgagcagac 3 00 
ccatcaataa gaaatttctc agcctggccg aaaatggttg gccccacgaa 350 
gccacgacaa ctggaggcaa agagggttgc tcaacgcccc gcctcattgg 400 
aaaaccaaat cagatctggg acctatatag cgtggcggag gcggggcgat 450 
gattgtcgcg ctcgcaccca ctgcagctgc gcacagtcgc atttctttcc 500 
ccgcccctga gaccctgcag caccatctgt catggcggct gggctgtttg 550 
gtttgagcgc tcgccgtctt ttggcggcag cggcgacgcg agggctcccg 6 00 
gccgcccgcg tccgctggga atctagcttc tccaggactg tggtcgcccc 650 
gtccgctgtg gcgggaaagc ggcccccaga accgaccaca ccgtggcaag 70 0 
aggacccaga acccgaggac gaaaacttgt atgagaagaa cccagactcc 750 
catggttatg acaaggaccc cgttttggac gtctggaaca tgcgacttgt 800 
cttcttcttt ggcgtctcca tcatcctggt ccttggcagc acctttgtgg 850 
cctatctgcc tgactacagg atgaaagagt ggtcccgccg cgaagctgag 90 0 
aggcttgtga aataccgaga ggccaatggc cttcccatca tggaatccaa 950 
ctgcttcgac cccagcaaga tccagctgcc agaggatgag tgaccagttg 1000 
ctaagtgggg ctcaagaagc accgccttcc ccaccccctg cctgccattc 1050 
tgacctcttc tcagagcacc taattaaagg ggctgaaagt ctgaa 1095 
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<210> 232 
<211> 153 
<212> PRT 
<213> Homo Sapien 

<400> 232 

Met Ala Ala Gly Leu Phe Gly Leu Ser Ala Arg Arg Leu Leu Ala 

15 10 15 

Ala Ala Ala Thr Arg Gly Leu Pro Ala Ala Arg Val Arg Trp Glu 

20 25 30 

Ser Ser Phe Ser Arg Thr Val Val Ala Pro Ser Ala Val Ala Gly 

35 40 45 

Lvs Arq Pro Pro Glu Pro Thr Thr Pro Trp Gin Glu Asp Pro Glu 

50 55 60 

Pro Glu Asp Glu Asn Leu Tyr Glu Lys Asn Pro Asp Ser His Gly 

65 ~ 70 75 

Tvr Asp Lys Asp Pro Val Leu Asp Val Trp Asn Met Arg Leu Val 

80 85 90 

Phe Phe Phe Gly Val Ser He He Leu Val Leu Gly Ser Thr Phe 

95 100 105 

Val Ala Tyr Leu Pro Asp Tyr Arg Met Lys Glu Trp Ser Arg Arg 

110 115 120 

Glu Ala Glu Arg Leu Val Lys Tyr Arg Glu Ala Asn Gly Leu Pro 

125 130 135 

He Met Glu Ser Asn Cys Phe Asp Pro Ser Lys He Gin Leu Pro 

140 145 150 

Glu Asp Glu 



<210> 233 

<211> 2162 

<212> DNA 

<213> Homo Sapien 

<400> 233 

gcggcggcta tgccgcttgc tctgctcgtc ctgttgctcc tggggcccgg 5 0 
cggctggtgc cttgcagaac ccccacgcga cagcctgcgg gaggaacttg 100 
tcatcacccc gctgccttcc ggggacgtag ccgccacatt ccagttccgc 150 
acgcgctggg attcggagct tcagcgggaa ggagtgtccc attacaggct 200 
ctttcccaaa gccctggggc agctgatctc caagtattct ctacgggagc 250 
tgcacctgtc attcacacaa ggcttttgga ggacccgata ctgggggcca 3 00 
cccttcctgc aggccccatc aggtgcagag ctgtgggtct ggttccaaga 350 
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cactgtcact gatgtggata aatcttggaa ggagctcagt aatgtcctct 4 00 
cagggatctt ctgcgcctct ctcaacttca tcgactccac caacacagtc 450 
actcccactg cctccttcaa acccctgggt ctggccaatg acactgacca 500 
ctactttctg cgctatgctg tgctgccgcg ggaggtggtc tgcaccgaaa 550 
acctcacccc ctggaagaag ctcttgccct gtagttccaa ggcaggcctc 600 
tctgtgctgc tgaaggcaga tcgcttgttc cacaccagct accactccca 650 
ggcagtgcat atccgccctg tttgcagaaa tgcacgctgt actagcatct 7 00 
cctgggagct gaggcagacc ctgtcagttg tatttgatgc cttcatcacg 750 
gggcagggaa agaaagactg gtccctcttc cggatgttct cccgaaccct 80 0 
cacggagccc tgccccctgg cttcagagag ccgagtctat gtggacatca 850 
ccacctacaa ccaggacaac gagacattag aggtgcaccc acccccgacc 900 
actacatatc aggacgtcat cctaggcact cggaagacct atgccatcta 950 
tgacttgctt gacaccgcca tgatcaacaa ctctcgaaac ctcaacatcc 1000 
agctcaagtg gaagagaccc ccagagaatg aggccccccc agtgcccttc 1050 
ctgcatgccc agcggtacgt gagtggctat gggctgcaga agggggagct 1100 
gagcacactg ctgtacaaca cccacccata ccgggccttc ccggtgctgc 1150 
tgctggacac cgtaccctgg tatctgcggc tgtatgtgca caccctcacc 12 00 
atcacctcca agggcaagga gaacaaacca agttacatcc actaccagcc 1250 
tgcccaggac cggctgcaac cccacctcct ggagatgctg attcagctgc 1300 
cggccaactc agtcaccaag gtttccatcc agtttgagcg ggcgctgctg 1350 
aagtggaccg agtacacgcc agatcctaac catggcttct atgtcagccc 1400 
atctgtcctc agcgcccttg tgcccagcat ggtagcagcc aagccagtgg 1450 
actgggaaga gagtcccctc ttcaacagcc tgttcccagt ctctgatggc 1500 
tctaactact ttgtgcggct ctacacggag ccgctgctgg tgaacctgcc 1550 
gacaccggac ttcagcatgc cctacaacgt gatctgcctc acgtgcactg 1600 
tggtggccgt gtgctacggc tccttctaca atctcctcac ccgaaccttc 1650 
cacatcgagg agccccgcac aggtggcctg gccaagcggc tggccaacct 170 0 
tatccggcgc gcccgaggtg tccccccact ctgattcttg ccctttccag 1750 
cagctgcagc tgccgtttct ctctggggag gggagcccaa gggctgtttc 1800 
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tgccacttgc 


tctcctcaga 


gttggctttt 


gaaccaaagt 


gccctggacc 


1850 


aggtcagggc 


ctacagctgt 


gttgtccagt 


acaggagcca 


cgagccaaat 


1900 


gtggcatttg 


aatttgaatt 


aacttagaaa 


ttcatttcct 


cacctgtagt 


1950 


ggccacctct 


atattgaggt 


gctcaataag 


caaaagtggt 


cggtggctgc 


2000 


4— /-c +- ;n 4~ 4— a /~\ 

uy udLLyyac 


ayLaC-ayaad. 


~j -3 /-w -f- -f- -f— /~i -a 
dciy d LLLuUd 


u v_ ct<w ^ ct\_ ciy ct 


ctciyy u L-y y o i— 




ggcagcactg 


gccaaggtga 


tggggtgtgc 


tacacagtgt 


atgtcactgt 


2100 


gtagtggatg 


gagtttactg 


tttgtggaat 


aaaaacggct 


gtttccgtgg 


2150 


aaaaaaaaaa 


aa 2162 











<210> 234 
<211> 574 
<212> PRT 
<213> Homo Sapien 

<400> 234 

Met Pro Leu Ala Leu Leu Val Leu Leu Leu Leu Gly Pro Gly Gly 
15 10 15 

Trp Cys Leu Ala Glu Pro Pro Arg Asp Ser Leu Arg Glu Glu Leu 
20 25 30 

Val lie Thr Pro Leu Pro Ser Gly Asp Val Ala Ala Thr Phe Gin 
35 40 45 

Phe Arg Thr Arg Trp Asp Ser Glu Leu Gin Arg Glu Gly Val Ser 
50 55 60 

His Tyr Arg Leu Phe Pro Lys Ala Leu Gly Gin Leu lie Ser Lys 
65 70 75 

Tyr Ser Leu Arg Glu Leu His Leu Ser Phe Thr Gin Gly Phe Trp 
80 85 90 

Arg Thr Arg Tyr Trp Gly Pro Pro Phe Leu Gin Ala Pro Ser Gly 
95 100 105 

Ala Glu Leu Trp Val Trp Phe Gin Asp Thr Val Thr Asp Val Asp 
110 115 120 

Lys Ser Trp Lys Glu Leu Ser Asn Val Leu Ser Gly lie Phe Cys 
125 130 135 

Ala Ser Leu Asn Phe lie Asp Ser Thr Asn Thr Val Thr Pro Thr 
140 145 150 

Ala Ser Phe Lys Pro Leu Gly Leu Ala Asn Asp Thr Asp His Tyr 
155 160 165 

Phe Leu Arg Tyr Ala Val Leu Pro Arg Glu Val Val Cys Thr Glu 
170 175 180 



370 



Asn Leu Thr Pro Trp Lys Lys Leu Leu Pro Cys Ser Ser Lys Ala 
185 ' * 190 ^ 195 



Gly Leu Ser Val Leu Leu Lys Ala Asp Arg Leu Phe His Thr Ser 
200 205 210 

Tyr His Ser Gin Ala Val His lie Arg Pro Val Cys Arg Asn Ala 
215 220 ~ 225 

Arg Cys Thr Ser lie Ser Trp Glu Leu Arg Gin Thr Leu Ser Val 
230 235 240 

Val Phe Asp Ala Phe lie Thr Gly Gin Gly Lys Lys Asp Trp Ser 
245 250 255 

Leu Phe Arg Met Phe Ser Arg Thr Leu Thr Glu Pro Cys Pro Leu 
260 265 270 

Ala Ser Glu Ser Arg Val Tyr Val Asp lie Thr Thr Tyr Asn Gin 
275 280 285 

Asp Asn Glu Thr Leu Glu Val His Pro Pro Pro Thr Thr Thr Tyr 
290 295 300 

Gin Asp Val lie Leu Gly Thr Arg Lys Thr Tyr Ala lie Tyr Asp 
305 310 315 

Leu Leu Asp Thr Ala Met He Asn Asn Ser Arg Asn Leu Asn He 
320 325 330 

Gin Leu Lys Trp Lys Arg Pro Pro Glu Asn Glu Ala Pro Pro Val 
335 340 345 

Pro Phe Leu His Ala Gin Arg Tyr Val Ser Gly Tyr Gly Leu Gin 
350 355 360 

Lys Gly Glu Leu Ser Thr Leu Leu Tyr Asn Thr His Pro Tyr Arg 
365 370 375 

Ala Phe Pro Val Leu Leu Leu Asp Thr Val Pro Trp Tyr Leu Arg 
380 385 390 

Leu Tyr Val His Thr Leu Thr He Thr Ser Lys Gly Lys Glu Asn 
395 400 405 

Lys Pro Ser Tyr He His Tyr Gin Pro Ala Gin Asp Arg Leu Gin 
410 415 420 

Pro His Leu Leu Glu Met Leu He Gin Leu Pro Ala Asn Ser Val 
425 430 435 

Thr Lys Val Ser He Gin Phe Glu Arg Ala Leu Leu Lys Trp Thr 
440 445 450 

Glu Tyr Thr Pro Asp Pro Asn His Gly Phe Tyr Val Ser Pro Ser 
455 460 465 

Val Leu Ser Ala Leu Val Pro Ser Met Val Ala Ala Lys Pro Val 
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470 475 480 

Asp Trp Glu Glu Ser Pro Leu Phe Asn Ser Leu Phe Pro Val Ser 

485 490 495 

Asp Gly Ser Asn Tyr Phe Val Arg Leu Tyr Thr Glu Pro Leu Leu 

500 505 510 

Val Asn Leu Pro Thr Pro Asp Phe Ser Met Pro Tyr Asn Val He 

515 520 525 

Cvs Leu Thr Cys Thr Val Val Ala Val Cys Tyr Gly Ser Phe Tyr 

530 535 540 

Asn Leu Leu Thr Arg Thr Phe His He Glu Glu Pro Arg Thr Gly 

545 550 555 

Gly Leu Ala Lys Arg Leu Ala Asn Leu He Arg Arg Ala Arg Gly 

560 565 570 

Val Pro Pro Leu 



<210> 235 

<211> 1617 

<212> DNA 

<213> Homo Sapien 

<400> 235 

tgacgtcaga atcaccatgg ccagctatcc ttaccggcag ggctgcccag 50 
gagctgcagg acaagcacca ggagcccctc cgggtagcta ctaccctgga 10 0 
ccccccaata gtggagggca gtatggtagt gggctacccc ctggtggtgg 150 
ttatgggggt cctgcccctg gagggcctta tggaccacca gctggtggag 2 00 
ggccctatgg acaccccaat cctgggatgt tcccctctgg aactccagga 250 
ggaccatatg gcggtgcagc tcccgggggc ccctatggtc agccacctcc 3 00 
aagttcctac ggtgcccagc agcctgggct ttatggacag ggtggcgccc 350 
ctcccaatgt ggatcctgag gcctactcct ggttccagtc ggtggactca 400 
gatcacagtg gctatatctc catgaaggag ctaaagcagg ccctggtcaa 450 
ctgcaattgg tcttcattca atgatgagac ctgcctcatg atgataaaca 500 
tgtttgacaa gaccaagtca ggccgcatcg atgtctacgg cttctcagcc 550 
ctgtggaaat tcatccagca gtggaagaac ctcttccagc agtatgaccg 600 
ggaccgctcg ggctccatta gctacacaga gctgcagcaa gctctgtccc 650 
aaatgggcta caacctgagc ccccagttca cccagcttct ggtctcccgc 700 
tactgcccac gctctgccaa tcctgccatg cagcttgacc gcttcatcca 750 

372 



ggtgtgcacc cagctgcagg tgctgacaga ggccttccgg gagaaggaca 800 

cagctgtaca aggcaacatc cggctcagct tcgaggactt cgtcaccatg 850 

acagcttctc ggatgctatg acccaaccat ctgtggagag tggagtgcac 900 

cagggacctt tcctggcttc ttagagtgag agaagtatgt ggacatctct 950 

tcttttcctg tccctctaga agaacattct cccttgcttg atgcaacact 1000 

gttccaaaag agggtggaga gtcctgcatc atagccacca aatagtgagg 1050 

accggggctg aggccacaca gataggggcc tgatggagga gaggatagaa 1100 

gttgaatgtc ctgatggcca tgagcagttg agtggcacag cctggcacca 1150 

ggagcaggtc cttgtaatgg agttagtgtc cagtcagctg agctccaccc 12 00 

tgatgccagt ggtgagtgtt catcggcctg ttaccgttag tacctgtgtt 1250 

ccctcaccag gccatcctgt caaacgagcc cattttctcc aaagtggaat 13 00 

ctgaccaagc atgagagaga tctgtctatg ggaccagtgg cttggattct 13 50 

gccacaccca taaatccttg tgtgttaact tctagctgcc tggggctggc 1400 

cctgctcaga caaatctgct ccctgggcat ctttggccag gcttctgccc 1450 

cctgcagctg ggacccctca cttgcctgcc atgctctgct cggcttcagt 1500 

ctccaggaga cagtggtcac ctctccctgc caatactttt tttaatttgc 1550 

attttttttc atttggggcc aaaagtccag tgaaattgta agcttcaata 1600 

aaaggatgaa actctga 1617 

<210> 236 
<211> 284 
<212> PRT 
<213> Homo Sapien 

<400> 236 _ 
Met Ala Ser Tyr Pro Tyr Arg Gin Gly Cys Pro Gly Ala Ala Gly 
■y 5 10 15 

Gin Ala Pro Gly Ala Pro Pro Gly Ser Tyr Tyr Pro Gly Pro Pro 
20 25 30 

Asn Ser Gly Gly Gin Tyr Gly Ser Gly Leu Pro Pro Gly Gly Gly 
35 40 45 

Tyr Gly Gly Pro Ala Pro Gly Gly Pro Tyr Gly Pro Pro Ala Gly 
50 " ~ 55 60 

Gly Gly Pro Tyr Gly His Pro Asn Pro Gly Met Phe Pro Ser Gly 
65 70 75 

Thr Pro Gly Gly Pro Tyr Gly Gly Ala Ala Pro Gly Gly Pro Tyr 
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80 85 90 

Gly Gin Pro Pro Pro Ser Ser Tyr Gly Ala Gin Gin Pro Gly Leu 
95 ' 100 105 

Tyr Gly Gin Gly Gly Ala Pro Pro Asn Val Asp Pro Glu Ala Tyr 
110 115 120 

Ser Trp Phe Gin Ser Val Asp Ser Asp His Ser Gly Tyr lie Ser 
125 ~ 130 135 

Met Lys Glu Leu Lys Gin Ala Leu Val Asn Cys Asn Trp Ser Ser 
140 145 150 

Phe Asn Asp Glu Thr Cys Leu Met Met lie Asn Met Phe Asp Lys 
155 160 165 

Thr Lys Ser Gly Arg lie Asp Val Tyr Gly Phe Ser Ala Leu Trp 
170 175 180 

Lys Phe lie Gin Gin Trp Lys Asn Leu Phe Gin Gin Tyr Asp Arg 
185 190 ^ 195 

Asp Arg Ser Gly Ser lie Ser Tyr Thr Glu Leu Gin Gin Ala Leu 
200 205 210 

Ser Gin Met Gly Tyr Asn Leu Ser Pro Gin Phe Thr Gin Leu Leu 
215 220 225 

Val Ser Arg Tyr Cys Pro Arg Ser Ala Asn Pro Ala Met Gin Leu 
230 235 240 

Asp Arg Phe lie Gin Val Cys Thr Gin Leu Gin Val Leu Thr Glu 
245 250 255 

Ala Phe Arg Glu Lys Asp Thr Ala Val Gin Gly Asn lie Arg Leu 
260 265 270 

Ser Phe Glu Asp Phe Val Thr Met Thr Ala Ser Arg Met Leu 
275 280 

<210> 237 

<211> 1234 

<212> DNA 

<213> Homo Sapien 

<400> 237 

caggatgcag ggccgcgtgg cagggagctg cgctcctctg ggcctgctcc 50 
tggtctgtct tcatctccca ggcctctttg cccggagcat cggtgttgtg 100 
gaggagaaag tttcccaaaa cttcgggacc aacttgcctc agctcggaca 150 
accttcctcc actggcccct ctaactctga acatccgcag cccgctctgg 2 00 
accctaggtc taatgacttg gcaagggttc ctctgaagct cagcgtgcct 250 
ccatcagatg gcttcccacc tgcaggaggt tctgcagtgc agaggtggcc 3 00 
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tccatcgtgg gggctgcctg ccatggattc ctggccccct gaggatcctt 3 50 

ggcagatgat ggctgctgcg gctgaggacc gcctggggga agcgctgcct 400 

gaagaactct cttacctctc cagtgctgcg gccctcgctc cgggcagtgg 450 

ccctttgcct ggggagtctt ctcccgatgc cacaggcctc tcacctgagg 500 

cttcactcct ccaccaggac tcggagtcca gacgactgcc ccgttctaat 550 

tcactgggag ccgggggaaa aatcctttcc caacgccctc cctggtctct 6 00 

catccacagg gttctgcctg atcacccctg gggtaccctg aatcccagtg 650 

tgtcctgggg aggtggaggc cctgggactg gttggggaac gaggcccatg 700 

ccacaccctg agggaatctg gggtatcaat aatcaacccc caggtaccag 750 

ctggggaaat attaatcggt atccaggagg cagctgggga aatattaatc 800 

ggtatccagg aggcagctgg gggaatatta atcggtatcc aggaggcagc 85 0 

tgggggaata ttcatctata cccaggtatc aataacccat ttcctcctgg 900 

agttctccgc cctcctggct cttcttggaa catcccagct ggcttcccta 950 

atcctccaag ccctaggttg cagtggggct agagcacgat agagggaaac 1000 

ccaacattgg gagttagagt cctgctcccg ccccttgctg tgtgggctca 1050 

atccaggccc tgttaacatg tttccagcac tatccccact tttcagtgcc 1100 

tcccctgctc atctccaata aaataaaagc acttatgaaa aaaaaaaaaa 115 0 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 12 00 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 1234 

<210> 238 
<211> 325 
<212> PRT 
<213> Homo Sapien 

<400> 238 

Met Gin Gly Arg Val Ala Gly Ser Cys Ala Pro Leu Gly Leu Leu 
1 ^ ~ 5 10 15 

Leu Val Cys Leu His Leu Pro Gly Leu Phe Ala Arg Ser He Gly 
20 25 30 

Val Val Glu Glu Lys Val Ser Gin Asn Phe Gly Thr Asn Leu Pro 
35 40 45 

Gin Leu Gly Gin Pro Ser Ser Thr Gly Pro Ser Asn Ser Glu His 
50 55 60 

Pro Gin Pro Ala Leu Asp Pro Arg Ser Asn Asp Leu Ala Arg Val 
65 70 75 
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Pro Leu Lys Leu Ser Val Pro Pro Ser Asp Gly Phe Pro Pro Ala 
80 85 90 



Gly Gly Ser Ala Val Gin Arg Trp Pro Pro Ser Trp Gly Leu Pro 
95 100 105 

Ala Met Asp Ser Trp Pro Pro Glu Asp Pro Trp Gin Met Met Ala 
110 115 120 

Ala Ala Ala Glu Asp Arg Leu Gly Glu Ala Leu Pro Glu Glu Leu 
125 130 135 

Ser Tyr Leu Ser Ser Ala Ala Ala Leu Ala Pro Gly Ser Gly Pro 
140 145 150 

Leu Pro Gly Glu Ser Ser Pro Asp Ala Thr Gly Leu Ser Pro Glu 
155 160 165 

Ala Ser Leu Leu His Gin Asp Ser Glu Ser Arg Arg Leu Pro Arg 
170 175 180 

Ser Asn Ser Leu Gly Ala Gly Gly Lys lie Leu Ser Gin Arg Pro 
185 190 195 

Pro Trp Ser Leu He His Arg Val Leu Pro Asp His Pro Trp Gly 
200 205 210 

Thr Leu Asn Pro Ser Val Ser Trp Gly Gly Gly Gly Pro Gly Thr 
215 220 225 

Gly Trp Gly Thr Arg Pro Met Pro His Pro Glu Gly He Trp Gly 
230 235 240 

He Asn Asn Gin Pro Pro Gly Thr Ser Trp Gly Asn He Asn Arg 
245 250 255 

Tyr Pro Gly Gly Ser Trp Gly Asn He Asn Arg Tyr Pro Gly Gly 
260 265 270 

Ser Trp Gly Asn He Asn Arg Tyr Pro Gly Gly Ser Trp Gly Asn 
275 ^ 280 285 

He His Leu Tyr Pro Gly He Asn Asn Pro Phe Pro Pro Gly Val 
290 295 300 

Leu Arg Pro Pro Gly Ser Ser Trp Asn He Pro Ala Gly Phe Pro 
305 310 315 

Asn Pro Pro Ser Pro Arg Leu Gin Trp Gly 
320 * 325 

:210> 239 

:211> 1738 

:212> DNA 

;213> Homo Sapien 

:400> 239 

gggcgtctcc ggctgctcct attgagctgt ctgctcgctg tgcccgctgt 50 
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gcctgctgtg cccgcgctgt cgccgctgct accgcgtctg ctggacgcgg 100 
gagacgccag cgagctggtg attggagccc tgcggagagc tcaagcgccc 150 
agctctgccc caggagccca ggctgccccg tgagtcccat agttgctgca 200 
ggagtggagc catgagctgc gtcctgggtg gtgtcatccc cttggggctg 250 
ctgttcctgg tctgcggatc ccaaggctac ctcctgccca acgtcactct 3 00 
cttagaggag ctgctcagca aataccagca caacgagtct cactcccggg 3 50 
tccgcagagc catccccagg gaggacaagg aggagatcct catgctgcac 40 0 
aacaagcttc ggggccaggt gcagcctcag gcctccaaca tggagtacat 450 
ggtgagcgcc ggctccggcc gcagaggctg gcaccggggg tggggcctgg 500 
gccaccagcc tgctctgttc cccagccagc tctgttcccc agccagtgcg 550 
tgtgatggct ggctcagggt ctcctctggc aggggaggat cccggctctg 60 0 
ttctgttttg tttgtttgtt ttgagacagg gtctcactct gccactgacg 650 
ctggagtgca atggcacaat cgtcatgccc tgaaacctta gactcccggg 700 
gttaagcgat cctgcttcag cctcccaagt agctggaact acaggcatgc 750 
accatggtgc ccagctagat tttaaatatt ttgtggagat gggggtcttg 800 
ctacgttgcc caggctggtc ttgaactcct aggctcaagc aatcctcctg 850 
cctcagcctc tcaaagtgct aggattatag gcatgagtca ccctgtctgg 900 
ctctggctct gttcttaaca ttctgccaaa acaacacacg tgggttccct 950 
gtgcagagcc tgcctcgttg ccttcatgtc actcttggta gctccactgg 1000 
gaacacagct ctcagccttt cccacctgga ggcagagtgg ggaggggccc 1050 
agggctgggc tttgctgatg ctgatctcag ctgtgccaca cgctagctgc 1100 
accaccctga cttctcctta gcccgtgtga gcctcacttt ccacttggag 1150 
agtccttcct cgcgtggttg ccatgactgt gagataagtc gaggctgtga 12 00 
agggcccggc acagactgac ctgcctcccc aacccctagg ctttgctaac 1250 
cgggaaagga gctaacggtg acagaagaca gccaaggtca accctcccgg 13 00 
gtgattgtga tgggtgttcc aggtgtggtt gggcgatgct gctacttgac 13 50 
cccaagctcc agtgtggaaa cttccttcct ggctggtttt ccagaactac 1400 
agaggaatgg accacagtct tccagggtcc ctcctcgtcc accaaccggg 1450 
agcctccacc ttggccatcc gtcagctatg aatggctttt taaacaaacc 1500 
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cacgtcccag cctgggtaac atggtaaagc cccgtctcta caaaaaaatc 155 0 

caagttagcc gggcatggtg gtgcgcacct gtagtcccag ctgcagtggg 1600 

actgaggtgg aggtggaggt ggggggtggg agctgaggaa ggaggatcgc 1650 

ttgagcctgg gaagtcgagg ctgcagtgag ctgagattgc accactgcac 1700 

tccagcctgg gtgacagagc aagaccctgt ctcaaaaa 173 8 

<210> 240 
<211> 159 
<212> PRT 
<213> Homo Sapien 

<400> 240 

Met Ser Cys Val Leu Gly Gly Val lie Pro Leu Gly Leu Leu Phe 
15 10 15 

Leu Val Cys Gly Ser Gin Gly Tyr Leu Leu Pro Asn Val Thr Leu 
20 25 30 

Leu Glu Glu Leu Leu Ser Lys Tyr Gin His Asn Glu Ser His Ser 
35 40 45 

Arg Val Arg Arg Ala lie Pro Arg Glu Asp Lys Glu Glu lie Leu 
50 55 60 

Met Leu His Asn Lys Leu Arg Gly Gin Val Gin Pro Gin Ala Ser 
65 70 75 

Asn Met Glu Tyr Met Val Ser Ala Gly Ser Gly Arg Arg Gly Trp 
80 85 90 

His Arg Gly Trp Gly Leu Gly His Gin Pro Ala Leu Phe Pro Ser 
95 100 105 

Gin Leu Cys Ser Pro Ala Ser Ala Cys Asp Gly Trp Leu Arg Val 
110 115 120 

Ser Ser Gly Arg Gly Gly Ser Arg Leu Cys Ser Val Leu Phe Val 
125 130 135 

Cys Phe Glu Thr Gly Ser His Ser Ala Thr Asp Ala Gly Val Gin 
140 145 150 

Trp His Asn Arg His Ala Leu Lys Pro 
155 

<210> 241 
<211> 422 
<212> DNA 
<213> Homo Sapien 

<400> 241 

aaggagaggc caccgggact tcagtgtctc ctccatccca ggagcgcagt 5 0 
ggccactatg gggtctgggc tgccccttgt cctcctcttg accctccttg 100 
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gcagctcaca tggaacaggg ccgggtatga ctttgcaact gaagctgaag 150 

gagtcttttc tgacaaattc ctcctatgag tccagcttcc tggaattgct 200 

tgaaaagctc tgcctcctcc tccatctccc ttcagggacc agcgtcaccc 250 

tccaccatgc aagatctcaa caccatgttg tctgcaacac atgacagcca 3 00 

ttgaagcctg tgtccttctt ggcccgggct tttgggccgg ggatgcagga 350 

ggcaggcccc gaccctgtct ttcagcaggc ccccaccctc ctgagtggca 400 

ataaataaaa ttcggtatgc tg 422 

<210> 242 

<211> 78 

<212> PRT 

<213> Homo Sapien 

<400> 242 

Met Gly Ser Gly Leu Pro Leu Val Leu Leu Leu Thr Leu Leu Gly 
1 ' 5 10 15 

Ser Ser His Gly Thr Gly Pro Gly Met Thr Leu Gin Leu Lys Leu 
20 25 30 

Lys Glu Ser Phe Leu Thr Asn Ser Ser Tyr Glu Ser Ser Phe Leu 
35 40 45 

Glu Leu Leu Glu Lys Leu Cys Leu Leu Leu His Leu Pro Ser Gly 
50 55 60 

Thr Ser Val Thr Leu His His Ala Arg Ser Gin His His Val Val 
65 70 75 

Cys Asn Thr 

<210> 243 
<211> 508 
<212> DNA 
<213> Homo Sapien 

<400> 243 

ggcaagtgga accactggct tggtggattt tgctagattt ttctgatttt 50 
taaactcctg aaaaatatcc cagataactg tcatgaagct ggtaactatc 10 0 
ttcctgctgg tgaccatcag cctttgtagt tactctgcta ctgccttcct 150 
catcaacaaa gtgccccttc ctgttgacaa gttggcacct ttacctctgg 200 
acaacattct tccctttatg gatccattaa agcttcttct gaaaactctg 250 
ggcatttctg ttgagcacct tgtggagggg ctaaggaagt gtgtaaatga 3 00 
gctgggacca gaggcttctg aagctgtgaa gaaactgctg gaggcgctat 350 
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cacacttggt gtgacatcaa gataaagagc ggaggtggat ggggatggaa 4 00 

gatgatgctc ctatcctccc tgcctgaaac ctgttctacc aattatagat 450 

caaatgccct aaaatgtagt gacccgtgaa aaggacaaat aaagcaatga 500 

atacatta 508 

<210> 244 

<211> 93 

<212> PRT 

<213> Homo Sapien 

<400> 244 

Met Lys Leu Val Thr He Phe Leu Leu Val Thr He Ser Leu Cys 
15 10 15 

Ser Tyr Ser Ala Thr Ala Phe Leu He Asn Lys Val Pro Leu Pro 
20 25 30 

Val Asp Lys Leu Ala Pro Leu Pro Leu Asp Asn He Leu Pro Phe 
35 40 45 

Met Asp Pro Leu Lys Leu Leu Leu Lys Thr Leu Gly He Ser Val 
50 55 60 

Glu His Leu Val Glu Gly Leu Arg Lys Cys Val Asn Glu Leu Gly 
65 70 75 

Pro Glu Ala Ser Glu Ala Val Lys Lys Leu Leu Glu Ala Leu Ser 
80 85 90 

His Leu Val 



<210> 245 

<211> 1564 

<212> DNA 

<213> Homo Sapien 

<400> 245 

tgctaggctc tgtcccacaa tgcacccgag agcaggagct gaaagcctct 50 
aacacccaca gatccctcta tgactgcaat gtgaggtgtc cggctttgct 100 
ggcccagcaa gcctgataag catgaagctc ttatctttgg tggctgtggt 150 
cgggtgtttg ctggtgcccc cagctgaagc caacaagagt tctgaagata 20 0 
tccggtgcaa atgcatctgt ccaccttata gaaacatcag tgggcacatt 250 
tacaaccaga atgtatccca gaaggactgc aactgcctgc acgtggtgga 300 
gcccatgcca gtgcctggcc atgacgtgga ggcctactgc ctgctgtgcg 3 50 
agtgcaggta cgaggagcgc agcaccacca ccatcaaggt catcattgtc 4 00 
atctacctgt ccgtggtggg tgccctgttg ctctacatgg ccttcctgat 450 
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gctggtggac cctctgatcc gaaagccgga tgcatacact gagcaactgc 500 

acaatgagga ggagaatgag gatgctcgct ctatggcagc agctgctgca 550 

tccctcgggg gaccccgagc aaacacagtc ctggagcgtg tggaaggtgc 6 00 

ccagcagcgg tggaagctgc aggtgcagga gcagcggaag acagtcttcg 65 0 

atcggcacaa gatgctcagc tagatgggct ggtgtggttg ggtcaaggcc 7 00 

ccaacaccat ggctgccagc ttccaggctg gacaaagcag ggggctactt 750 

ctcccttccc tcggttccag tcttcccttt aaaagcctgt ggcatttttc 800 

ctccttctcc ctaactttag aaatgttgta cttggctatt ttgattaggg 850 

aagagggatg tggtctctga tctctgttgt cttcttgggt ctttggggtt 900 

gaagggaggg ggaaggcagg ccagaaggga atggagacat tcgaggcggc 950 

ctcaggagtg gatgcgatct gtctctcctg gctccactct tgccgccttc 1000 

cagctctgag tcttgggaat gttgttaccc ttggaagata aagctgggtc 1050 

ttcaggaact cagtgtctgg gaggaaagca tggcccagca ttcagcatgt 1100 

gttcctttct gcagtggttc ttatcaccac ctccctccca gccccggcgc 1150 

ctcagcccca gccccagctc cagccctgag gacagctctg atgggagagc 12 00 

tgggccccct gagcccactg ggtcttcagg gtgcactgga agctggtgtt 1250 

cgctgtcccc tgtgcacttc tcgcactggg gcatggagtg cccatgcata 13 00 

ctctgctgcc ggtcccctca cctgcacttg aggggtctgg gcagtccctc 1350 

ctctccccag tgtccacagt cactgagcca gacggtcggt tggaacatga 1400 

gactcgaggc tgagcgtgga tctgaacacc acagcccctg tacttgggtt 1450 

gcctcttgtc cctgaacttc gttgtaccag tgcatggaga gaaaattttg 1500 

tcctcttgtc ttagagttgt gtgtaaatca aggaagccat cattaaattg 1550 

ttttatttct ctca 1564 

<210> 246 
<211> 183 
<212> PRT 
<213> Homo Sapien 

<400> 246 

Met Lys Leu Leu Ser Leu Val Ala Val Val Gly Cys Leu Leu Val 
15 10 15 

Pro Pro Ala Glu Ala Asn Lys Ser Ser Glu Asp He Arg Cys Lys 
20 25 30 
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Cys He Cys Pro Pro Tyr Arg Asn He Ser Gly His He Tyr Asn 
35 40 45 

Gin Asn Val Ser Gin Lys Asp Cys Asn Cys Leu His Val Val Glu 
50 55 60 

Pro Met Pro Val Pro Gly His Asp Val Glu Ala Tyr Cys Leu Leu 
65 70 75 

Cys Glu Cys Arg Tyr Glu Glu Arg Ser Thr Thr Thr He Lys Val 
80 85 90 

He He Val He Tyr Leu Ser Val Val Gly Ala Leu Leu Leu Tyr 
95 100 105 

Met Ala Phe Leu Met Leu Val Asp Pro Leu He Arg Lys Pro Asp 
110 115 120 

Ala Tyr Thr Glu Gin Leu His Asn Glu Glu Glu Asn Glu Asp Ala 
125 130 135 

Arg Ser Met Ala Ala Ala Ala Ala Ser Leu Gly Gly Pro Arg Ala 
140 145 150 

Asn Thr Val Leu Glu Arg Val Glu Gly Ala Gin Gin Arg Trp Lys 
155 160 165 

Leu Gin Val Gin Glu Gin Arg Lys Thr Val Phe Asp Arg His Lys 
170 175 180 

Met Leu Ser 



<210> 247 
<211> 826 
<212> DNA 
<213> Homo Sapien 

<400> 247 

aattgtatct gtgtaatgtt aaaacaaacg aaataaaata gaaggaaaaa 5 0 
ctttctgagt ttcaaaaaca acagactagt actctaaaga actctttaaa 100 
acaattaact gttaggattg cagttatgat tggatattat ttaattctgt 150 
ttctgatgtg gggttcctcc actgtgttct gtgtgctatt aatatttacc 200 
attgcagaag cttcattcag tgttgaaaat gaatgcttag tggatctgtg 2 50 
cctcttacgc atatgttaca aattatctgg agttcctaat caatgcagag 3 00 
ttcccctccc ctccgattgt tctaaataat tgaaagatgt ctgctgtgga 3 50 
aaaaggcatg tatttaaatc tgtatgattc tcaaccatct ttagttggga 400 
aaggtccttg aaagccaatg gaaatacttt ttttttttct tggcactaat 450 
caagtgagtg ttaccttttc acttagtagg atgtgttgtt acgctagtaa 500 
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aatagaaacc 


tgtgtttatt 


ctcaggtatt 


ttagaaacaa 


cagccatcat 


550 


tttattttat 


gtgtgtgttc 


ttggctgtat 


tcataaatta 


tatattttgg 


600 


gctatcaaat 


attacttcat 


tcaatataaa 


taacaatagt 


agaagttgtt 


650 


tacttagata 


tgctttctag 


ttgcattttc 


tcagcctatg taagactact 


700 


ttgttgtaat 


agcctttgaa 


atttacagta 


ctgtctctct 


actatcttca 


750 


gattacttga 


ttcaaataaa 


ccaattatgt 


ttgtaattga 


tattaataaa 


800 


accagaataa 


aagttcatat 


ctaccc 826 









<210> 248 

<211> 67 

<212> PRT 

<213> Homo Sapien 



<400> 248 

Met He Gly Tyr Tyr Leu He Leu Phe Leu Met Trp Gly Ser Ser 
1 J 1 5 10 15 

Thr Val Phe Cys Val Leu Leu He Phe Thr He Ala Glu Ala Ser 
20 25 30 

Phe Ser Val Glu Asn Glu Cys Leu Val Asp Leu Cys Leu Leu Arg 
35 40 45 

He Cys Tyr Lys Leu Ser Gly Val Pro Asn Gin Cys Arg Val Pro 
50 55 60 

Leu Pro Ser Asp Cys Ser Lys 
65 

<210> 249 

<211> 3170 

<212> DNA 

<213> Homo Sapien 

<400> 249 



agcgggtctc 


gcttgggttc 


cgctaatttc 


tgtcctgagg cgtgagactg 


50 


agttcatagg 


gtcctgggtc 


cccgaaccag gaagggttga gggaacacaa 


100 


tctgcaagcc 


cccgcgaccc 


aagtgagggg 


ccccgtgttg gggtcctccc 


150 


tccctttgca 


ttcccacccc 


tccgggcttt gcgtcttcct ggggaccccc 


200 


tcgccgggag 


atggccgcgt 


tgatgcggag 


caaggattcg tcctgctgcc 


250 


tgctcctact 


ggccgcggtg 


ctgatggtgg 


agagctcaca gatcggcagt 


300 


tcgcgggcca 


aactcaactc 


catcaagtcc 


tctctgggcg gggagacgcc 


350 


tggtcaggcc 


gccaatcgat 


ctgcgggcat 


gtaccaagga ctggcattcg 


400 


gcggcagtaa 


gaagggcaaa 


aacctggggc 


aggcctaccc ttgtagcagt 


450 
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gataaggagt gtgaagttgg gaggtattgc cacagtcccc accaaggatc 500 
atcggcctgc atggtgtgtc ggagaaaaaa gaagcgctgc caccgagatg 550 
gcatgtgctg ccccagtacc cgctgcaata atggcatctg tatcccagtt 600 
actgaaagca tcttaacccc tcacatcccg gctctggatg gtactcggca 650 
cagagatcga aaccacggtc attactcaaa ccatgacttg ggatggcaga 700 
atctaggaag accacacact aagatgtcac atataaaagg gcatgaagga 750 
gacccctgcc tacgatcatc agactgcatt gaagggtttt gctgtgctcg 800 
tcatttctgg accaaaatct gcaaaccagt gctccatcag ggggaagtct 850 
gtaccaaaca acgcaagaag ggttctcatg ggctggaaat tttccagcgt 900 
tgcgactgtg cgaagggcct gtcttgcaaa gtatggaaag atgccaccta 950 
ctcctccaaa gccagactcc atgtgtgtca gaaaatttga tcaccattga 1000 
ggaacatcat caattgcaga ctgtgaagtt gtgtatttaa tgcattatag 1050 
catggtggaa aataaggttc agatgcagaa gaatggctaa aataagaaac 1100 
gtgataagaa tatagatgat cacaaaaagg gagaaagaaa acatgaactg 1150 
aatagattag aatgggtgac aaatgcagtg cagccagtgt ttccattatg 1200 
caacttgtct atgtaaataa tgtacacatt tgtggaaaat gctattatta 1250 
agagaacaag cacacagtgg aaattactga tgagtagcat gtgactttcc 1300 
aagagtttag gttgtgctgg aggagaggtt tccttcagat tgctgattgc 13 5 0 
ttatacaaat aacctacatg ccagatttct attcaacgtt agagtttaac 1400 
aaaatactcc tagaataact tgttatacaa taggttctaa aaataaaatt 1450 
gctaaacaag aaatgaaaac atggagcatt gttaatttac aacagaaaat 1500 
taccttttga tttgtaacac tacttctgct gttcaatcaa gagtcttggt 1550 
agataagaaa aaaatcagtc aatatttcca aataattgca aaataatggc 160 0 
cagttgttta ggaaggcctt taggaagaca aataaataac aaacaaacag 1650 
ccacaaatac ttttttttca aaattttagt tttacctgta attaataaga 1700 
actgatacaa gacaaaaaca gttccttcag attctacgga atgacagtat 1750 
atctctcttt atcctatgtg attcctgctc tgaatgcatt atattttcca 1800 
aactataccc ataaattgtg actagtaaaa tacttacaca gagcagaatt 1850 
ttcacagatg gcaaaaaaat ttaaagatgt ccaatatatg tgggaaaaga 1900 
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gctaacagag agatcattat ttcttaaaga ttggccataa cctatatttt 1950 

gatagaatta gattggtaaa tacatgtatt catacatact ctgtggtaat 2000 

agagacttaa gctggatctg tactgcactg gagtaagcaa gaaaattggg 2 050 

aaaacttttt cgtttgttca ggttttggca acacatagat catatgtctg 2100 

aggcacaagt tggctgttca tctttgaaac caggggatgc acagtctaaa 2150 

tgaatatctg catgggattt gctatcataa tatttactat gcagatgaat 2200 

tcagtgtgag gtcctgtgtc cgtactatcc tcaaattatt tattttatag 2250 

tgctgagatc ctcaaataat ctcaatttca ggaggtttca caaaatgtac 2300 

tcctgaagta gacagagtag tgaggtttca ttgccctcta taagcttctg 2350 

actagccaat ggcatcatcc aattttcttc ccaaacctct gcagcatctg 2400 

ctttattgcc aaagggctag tttcggtttt ctgcagccat tgcggttaaa 2450 

aaatataagt aggataactt gtaaaacctg catattgcta atctatagac 2500 

accacagttt ctaaattctt tgaaaccact ttactacttt ttttaaactt 2550 

aactcagttc taaatacttt gtctggagca caaaacaata aaaggttatc 260 0 

ttatagtcgt gactttaaac ttttgtagac cacaattcac tttttagttt 2650 

tcttttactt aaatcccatc tgcagtctca aatttaagtt ctcccagtag 2700 

agattgagtt tgagcctgta tatctattaa aaatttcaac ttcccacata 2750 

tatttactaa gatgattaag acttacattt tctgcacagg tctgcaaaaa 2800 

caaaaattat aaactagtcc atccaagaac caaagtttgt ataaacaggt 2 850 

tgctataagc ttgtgaaatg aaaatggaac atttcaatca aacatttcct 2900 

atataacaat tattatattt acaatttggt ttctgcaata tttttcttat 2950 

gtccaccctt ttaaaaatta ttatttgaag taatttattt acaggaaatg 3 000 

ttaatgagat gtattttctt atagagatat ttcttacaga aagctttgta 3050 

gcagaatata tttgcagcta ttgactttgt aatttaggaa aaatgtataa 3100 

taagataaaa tctattaaat ttttctcctc taaaaactga aaaaaaaaaa 3150 

aaaaaaaaaa aaaaaaaaaa 3170 

<210> 250 
<211> 259 
<212> PRT 
<213> Homo Sapien 

<400> 250 
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Met Ala Ala Leu Met Arg Ser Lys Asp Ser Ser Cys Cys Leu Leu 
15 10 15 

Leu Leu Ala Ala Val Leu Met Val Glu Ser Ser Gin He Gly Ser 
20 25 30 

Ser Arg Ala Lys Leu Asn Ser He Lys Ser Ser Leu Gly Gly Glu 
35 40 45 

Thr Pro Gly Gin Ala Ala Asn Arg Ser Ala Gly Met Tyr Gin Gly 
50 55 60 

Leu Ala Phe Gly Gly Ser Lys Lys Gly Lys Asn Leu Gly Gin Ala 
65 70 75 

Tyr Pro Cys Ser Ser Asp Lys Glu Cys Glu Val Gly Arg Tyr Cys 
80 85 90 

His Ser Pro His Gin Gly Ser Ser Ala Cys Met Val Cys Arg Arg 
95 100 105 

Lys Lys Lys Arg Cys His Arg Asp Gly Met Cys Cys Pro Ser Thr 
110 115 120 

Arq Cys Asn Asn Gly He Cys He Pro Val Thr Glu Ser He Leu 
125 130 135 

Thr Pro His He Pro Ala Leu Asp Gly Thr Arg His Arg Asp Arg 
140 145 150 

Asn His Gly His Tyr Ser Asn His Asp Leu Gly Trp Gin Asn Leu 
155 160 165 

Gly Arg Pro His Thr Lys Met Ser His He Lys Gly His Glu Gly 
170 175 180 

Asp Pro Cys Leu Arg Ser Ser Asp Cys He Glu Gly Phe Cys Cys 
185 190 195 

Ala Arg His Phe Trp Thr Lys He Cys Lys Pro Val Leu His Gin 
200 205 210 

Gly Glu Val Cys Thr Lys Gin Arg Lys Lys Gly Ser His Gly Leu 
215 220 225 

Glu He Phe Gin Arg Cys Asp Cys Ala Lys Gly Leu Ser Cys Lys 
230 235 240 

Val Trp Lys Asp Ala Thr Tyr Ser Ser Lys Ala Arg Leu His Val 
245 250 255 

Cys Gin Lys He 



<210> 251 

<211> 1809 

<212> DNA 

<213> Homo Sapien 
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<400> 251 

tctcaatctg ctgacctcgt gatccgcctg accttgtaat ccacctacct 5 0 
tggcctccca aagtgttggg attacaggcg tgagccaccg cgcccggcca 100 
acatcacgtt tttaaaaatt gatttcttca aattcatggc aaatatttcc 15 0 
cttcccttta acttcttatg tcagaatgag gaaggatagc tgcatttatt 200 
tagtcagttt tcattgcata gtaatatttt catgtagtat tttctaagtt 250 
atattttagt aattcatatg ttttagatta taggttttaa catacttgtg 300 
aaaatacttg atgtgtttta aagccttggg cagaaattct gtattgttga 350 
ggatttgttc ttttatcccc cttttaaagt catccgtcct tggctcagga 400 
tttggagagc ttgcaccacc aaaaatggca aacatcacca gctcccagat 450 
tttggaccag ttgaaagctc cgagtttggg ccagtttacc accaccccaa 500 
gtacacagca gaatagtaca agtcacccta caactactac ttcttgggac 550 
ctcaagcccc caacatccca gtcctcagtc ctcagtcatc ttgacttcaa 600 
atctcaacct gagccatccc cagttcttag ccagttgagc cagcgacaac 650 
agcaccagag ccaggcagtc actgttcctc ctcctggttt ggagtccttt 700 
ccttcccagg caaaacttcg agaatcaaca cctggagaca gtccctccac 75 0 
tgtgaacaag cttttgcagc ttcccagcac gaccattgaa aatatctctg 800 
tgtctgtcca ccagccacag cccaaacaca tcaaacttgc taagcggcgg 850 
atacccccag cttctaagat cccagcttct gcagtggaaa tgcctggttc 900 
agcagatgtc acaggattaa atgtgcagtt tggggctctg gaatttgggt 950 
cagaaccttc tctctctgaa tttggatcag ctccaagcag tgaaaatagt 1000 
aatcagattc ccatcagctt gtattcgaag tctttaagtg agcctttgaa 1050 
tacatcttta tcaatgacca gtgcagtaca gaactccaca tatacaactt 110 0 
ccgtcattac ctcctgcagt ctgacaagct catcactgaa ttctgctagt 1150 
ccagtagcaa tgtcttcctc ttatgaccag agttctgtgc ataacaggat 1200 
cccataccaa agccctgtga gttcatcaga gtcagctcca ggaaccatca 1250 
tgaatggaca tggtggtggt cgaagtcagc agacactaga cagtaagtat 13 00 
agcagcaagc tactcttgtc atggctggtg ccaaccaaac agaggaagag 13 50 
gatagctcac gtgatgtgga aaacaccagt tggtcaatgg ctcattcgtt 140 0 
aaaaagcagc ccttttgctt ttttgttttt ggaccaggtg ttggctgtgg 1450 
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tgttattaga aatgtcttaa ccacagcaag aaggaggtgg tggtctcata 1500 

ttcttctgcc ctaatcagac tgcaccacaa gtgcagcata cagtatgcat 1550 

tttaaagatg cttgggccag gcggggtggc tgatgcccat aatcccagtg 1600 

ctttgggggg ccaaggcagg cagattgccc aagctcagga gtttgagacc 165 0 

accctgggca acatggtgaa actctgtctc tactaaaata cgaaaaacta 1700 

gccgggtgtg gtggcggcgc gtgcctgtaa tcccagctac ttgggaggct 1750 

gaggcacaag aatcgcttga gccagcttgg gctacaaagt gagactccgt 1800 

ctgaaaaga 1809 

<210> 252 
<211> 363 
<212> PRT 
<213> Homo Sapien 

<400> 252 

Met Cys Phe Lys Ala Leu Gly Arg Asn Ser Val Leu Leu Arg He 
15 10 15 

Cys Ser Phe He Pro Leu Leu Lys Ser Ser Val Leu Gly Ser Gly 
20 25 30 

Phe Gly Glu Leu Ala Pro Pro Lys Met Ala Asn He Thr Ser Ser 
35 40 45 

Gin He Leu Asp Gin Leu Lys Ala Pro Ser Leu Gly Gin Phe Thr 
50 55 60 

Thr Thr Pro Ser Thr Gin Gin Asn Ser Thr Ser His Pro Thr Thr 
65 70 75 

Thr Thr Ser Trp Asp Leu Lys Pro Pro Thr Ser Gin Ser Ser Val 
80 85 90 

Leu Ser His Leu Asp Phe Lys Ser Gin Pro Glu Pro Ser Pro Val 
95 100 105 

Leu Ser Gin Leu Ser Gin Arg Gin Gin His Gin Ser Gin Ala Val 
110 115 120 

Thr Val Pro Pro Pro Gly Leu Glu Ser Phe Pro Ser Gin Ala Lys 
125 ' 130 135 

Leu Arg Glu Ser Thr Pro Gly Asp Ser Pro Ser Thr Val Asn Lys 
140 145 150 

Leu Leu Gin Leu Pro Ser Thr Thr He Glu Asn He Ser Val Ser 
155 160 165 

Val His Gin Pro Gin Pro Lys His He Lys Leu Ala Lys Arg Arg 
170 175 180 
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He Pro Pro Ala Ser Lys He Pro Ala Ser Ala Val Glu Met Pro 
185 190 195 

Gly Ser Ala Asp Val Thr Gly Leu Asn Val Gin Phe Gly Ala Leu 
200 205 210 

Glu Phe Gly Ser Glu Pro Ser Leu Ser Glu Phe Gly Ser Ala Pro 
215 220 225 

Ser Ser Glu Asn Ser Asn Gin He Pro He Ser Leu Tyr Ser Lys 
230 235 240 

Ser Leu Ser Glu Pro Leu Asn Thr Ser Leu Ser Met Thr Ser Ala 
245 250 255 

Val Gin Asn Ser Thr Tyr Thr Thr Ser Val He Thr Ser Cys Ser 
260 265 270 

Leu Thr Ser Ser Ser Leu Asn Ser Ala Ser Pro Val Ala Met Ser 
275 280 285 

Ser Ser Tyr Asp Gin Ser Ser Val His Asn Arg He Pro Tyr Gin 
290 295 300 

Ser Pro Val Ser Ser Ser Glu Ser Ala Pro Gly Thr He Met Asn 
305 310 315 

Gly His Gly Gly Gly Arg Ser Gin Gin Thr Leu Asp Ser Lys Tyr 
320 325 330 

Ser Ser Lys Leu Leu Leu Ser Trp Leu Val Pro Thr Lys Gin Arg 
335 340 345 

Lys Arg He Ala His Val Met Trp Lys Thr Pro Val Gly Gin Trp 
350 355 360 

Leu He Arg 



=210> 253 

c211> 2281 

c212> DNA 

<213> Homo Sapien 

c400> 253 

gggcgcccgc gtactcacta gctgaggtgg cagtggttcc accaacatgg 50 

agctctcgca gatgtcggag ctcatggggc tgtcggtgtt gcttgggctg 100 

ctggccctga tggcgacggc ggcggtagcg cgggggtggc tgcgcgcggg 150 

ggaggagagg agcggccggc ccgcctgcca aaaagcaaat ggatttccac 2 00 

ctgacaaatc ttcgggatcc aagaagcaga aacaatatca gcggattcgg 250 

aaggagaagc ctcaacaaca caacttcacc caccgcctcc tggctgcagc 3 00 

tctgaagagc cacagcggga acatatcttg catggacttt agcagcaatg 350 
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gcaaatacct ggctacctgt gcagatgatc gcaccatccg catctggagc 400 
accaaggact tcctgcagcg agagcaccgc agcatgagag ccaacgtgga 450 
gctggaccac gccaccctgg tgcgcttcag ccctgactgc agagccttca 50 0 
tcgtctggct ggccaacggg gacaccctcc gtgtcttcaa gatgaccaag 550 
cgggaggatg ggggctacac cttcacagcc accccagagg acttccctaa 600 
aaagcacaag gcgcctgtca tcgacattgg cattgctaac acagggaagt 650 
ttatcatgac tgcctccagt gacaccactg tcctcatctg gagcctgaag 700 
ggtcaagtgc tgtctaccat caacaccaac cagatgaaca acacacacgc 750 
tgctgtatct ccctgtggca gatttgtagc ctcgtgtggc ttcaccccag 80 0 
atgtgaaggt ttgggaagtc tgctttggaa agaaggggga gttccaggag 850 
gtggtgcgag ccttcgaact aaagggccac tccgcggctg tgcactcgtt 900 
tgctttctcc aacgactcac ggaggatggc ttctgtctcc aaggatggta 950 
catggaaact gtgggacaca gatgtggaat acaagaagaa gcaggacccc 1000 
tacttgctga agacaggccg ctttgaagag gcggcgggtg ccgcgccgtg 1050 
ccgcctggcc ctctccccca acgcccaggt cttggccttg gccagtggca 1100 
gtagtattca tctctacaat acccggcggg gcgagaagga ggagtgcttt 1150 
gagcgggtcc atggcgagtg tatcgccaac ttgtcctttg acatcactgg 1200 
ccgctttctg gcctcctgtg gggaccgggc ggtgcggctg tttcacaaca 1250 
ctcctggcca ccgagccatg gtggaggaga tgcagggcca cctgaagcgg 13 00 
gcctccaacg agagcacccg ccagaggctg cagcagcagc tgacccaggc 13 50 
ccaagagacc ctgaagagcc tgggtgccct gaagaagtga ctctgggagg 1400 
gcccggcgca gaggattgag gaggagggat ctggcctcct catggcactg 1450 
ctgccatctt tcctcccagg tggaagcctt tcagaaggag tctcctggtt 1500 
ttcttactgg tggccctgct tcttcccatt gaaactactc ttgtctactt 1550 
aggtctctct cttcttgctg gctgtgactc ctccctgact agtggccaag 1600 
gtgcttttct tcctcccagg cccagtgggt ggaatctgtc cccacctggc 1650 
actgaggaga atggtagaga ggagaggaga gagagagaga atgtgatttt 1700 
tggccttgtg gcagcacatc ctcacaccca aagaagtttg taaatgttcc 1750 
agaacaacct agagaacacc tgagtactaa gcagcagttt tgcaaggatg 1800 
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ggagactggg 


atagcttccc 


atcacagaac 


tgtgttccat 


caaaaagaca 


1850 


ctaagggatt 


tccttctggg 


cctcagttct 


atttgtaaga 


tggagaataa 


1900 


tcctctctgt 


gaactccttg 


caaagatgat 


atgaggctaa gagaatatca 


1950 


agtccccagg 


tctggaagaa 


aagtagaaaa 


gagtagtact 


attgtccaat 


2000 


gtcatgaaag 


tggtaaaagt 


gggaaccagt 


gtgctttgaa accaaattag 


2050 


aaacacattc 


cttgggaagg 


caaagttttc 


tgggacttga 


tcatacattt 


2100 


tatatggttg 


ggacttctct 


cttcgggaga 


tgatatcttg 


tttaaggaga 


2150 


cctcttttca 


gttcatcaag 


ttcatcagat 


atttgagtgc 


ccactctgtg 


2200 


cccaaataaa 


tatgagctgg 


ggattaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2250 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


a 2281 







<210> 254 
<211> 447 
<212> PRT 
<213> Homo Sapien 

<400> 254 

Met Glu Leu Ser Gin Met Ser Glu Leu Met Gly Leu Ser Val Leu 
15 10 15 

Leu Gly Leu Leu Ala Leu Met Ala Thr Ala Ala Val Ala Arg Gly 
20 25 30 

Trp Leu Arg Ala Gly Glu Glu Arg Ser Gly Arg Pro Ala Cys Gin 
3 5 40 45 

Lys Ala Asn Gly Phe Pro Pro Asp Lys Ser Ser Gly Ser Lys Lys 
50 55 60 

Gin Lys Gin Tyr Gin Arg He Arg Lys Glu Lys Pro Gin Gin His 
65 70 75 

Asn Phe Thr His Arg Leu Leu Ala Ala Ala Leu Lys Ser His Ser 
80 85 90 

Gly Asn He Ser Cys Met Asp Phe Ser Ser Asn Gly Lys Tyr Leu 
95 100 105 

Ala Thr Cys Ala Asp Asp Arg Thr He Arg He Trp Ser Thr Lys 
110 115 120 

Asp Phe Leu Gin Arg Glu His Arg Ser Met Arg Ala Asn Val Glu 
125 130 135 

Leu Asp His Ala Thr Leu Val Arg Phe Ser Pro Asp Cys Arg Ala 
140 145 150 

Phe He Val Trp Leu Ala Asn Gly Asp Thr Leu Arg Val Phe Lys 
155 160 165 
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Met Thr Lys Arg Glu Asp Gly Gly Tyr Thr Phe Thr Ala Thr Pro 
170 175 180 

Glu Asp Phe Pro Lys Lys His Lys Ala Pro Val He Asp He Gly 
185 190 195 

He Ala Asn Thr Gly Lys Phe He Met Thr Ala Ser Ser Asp Thr 
200 205 210 

Thr Val Leu He Trp Ser Leu Lys Gly Gin Val Leu Ser Thr He 
215 220 225 

Asn Thr Asn Gin Met Asn Asn Thr His Ala Ala Val Ser Pro Cys 
230 235 240 

Gly Arg Phe Val Ala Ser Cys Gly Phe Thr Pro Asp Val Lys Val 
245 250 255 

Trp Glu Val Cys Phe Gly Lys Lys Gly Glu Phe Gin Glu Val Val 
260 265 270 

Arg Ala Phe Glu Leu Lys Gly His Ser Ala Ala Val His Ser Phe 
275 280 285 

Ala Phe Ser Asn Asp Ser Arg Arg Met Ala Ser Val Ser Lys Asp 
290 295 300 

Gly Thr Trp Lys Leu Trp Asp Thr Asp Val Glu Tyr Lys Lys Lys 
305 310 315 

Gin Asp Pro Tyr Leu Leu Lys Thr Gly Arg Phe Glu Glu Ala Ala 
320 325 330 

Gly Ala Ala Pro Cys Arg Leu Ala Leu Ser Pro Asn Ala Gin Val 
335 340 345 

Leu Ala Leu Ala Ser Gly Ser Ser He His Leu Tyr Asn Thr Arg 
350 355 360 

Arg Gly Glu Lys Glu Glu Cys Phe Glu Arg Val His Gly Glu Cys 
365 370 375 

He Ala Asn Leu Ser Phe Asp He Thr Gly Arg Phe Leu Ala Ser 
380 385 390 

Cys Gly Asp Arg Ala Val Arg Leu Phe His Asn Thr Pro Gly His 
395 400 405 

Arg Ala Met Val Glu Glu Met Gin Gly His Leu Lys Arg Ala Ser 
410 415 420 

Asn Glu Ser Thr Arg Gin Arg Leu Gin Gin Gin Leu Thr Gin Ala 
425 430 435 

Gin Glu Thr Leu Lys Ser Leu Gly Ala Leu Lys Lys 
440 445 

<210> 255 
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<211> 744 
<212> DNA 
<213> Homo Sapien 

<400> 255 





acggaccgag 


ggttcgaggg 


agggacacgg 


accaggaacc 


tgagctaggt 


D U 




caaagacgcc 


cgggccaggt 


gccccgtcgc 


aggtgcccct 


ggccggagat 


inn 
lUU 




gcggtaggag 


gggcgagcgc 


gagaagcccc 


ttcctcggcg 


ctgccaaccc 


ID U 




gccacccagc 


ccatggcgaa 


ccccgggctg 


gggctgcttc 


tggcgctggg 


o n n 
zuu 




cctgccgttc 


ctgctggccc 


gctggggccg 


agcctggggg 


caaatacaga 


OCA 




ccacttctgc 


aaatgagaat 


agcactgttt 


tgccttcatc 


caccagctcc 


6 UU 




agctccgatg gcaacctgcg 


tccggaagcc 


atcactgcta 


tcatcgtggt 


o c n 




cttctccctc 


ttggctgcct 


tgctcctggc 


tgtggggctg gcactgttgg 


/inn 




tgcggaagct 


tcgggagaag 


cggcagacgg 


agggcaccta ccggcccagt 


a cr n 
4b U 




agcgaggagc 


agttctccca 


tgcagccgag 


gcccgggccc 


ctcaggactc 


bUU 




caaggagacg gtgcagggct 


gcctgcccat 


ctaggtcccc 


tctcctgcat 


550 


S E? 


ctgtctccct 


tcattgctgt 


gtgaccttgg 


ggaaaggcag 


tgccctctct 


600 




gggcagtcag atccacccag 


tgcttaatag 


cagggaagaa ggtacttcaa 


650 


'J J : 


agactctgcc 


cctgaggtca 


agagaggatg 


gggctattca 


cttttatata 


700 


Sari 


tttatataaa 


attagtagtg 


agatgtaaaa 


aaaaaaaaaa 


aaaa 744 






<210> 256 
<211> 123 
<212> PRT 
<213> Homo ; 


Sapien 











<400> 256 

Met Ala Asn Pro Gly Leu Gly Leu Leu Leu Ala Leu Gly Leu Pro 
15 10 15 



Phe Leu Leu Ala Arg Trp Gly Arg Ala Trp Gly Gin He Gin Thr 

20 25 30 

Thr Ser Ala Asn Glu Asn Ser Thr Val Leu Pro Ser Ser Thr Ser 

35 40 45 

Ser Ser Ser Asp Gly Asn Leu Arg Pro Glu Ala He Thr Ala He 

50 55 60 

He Val Val Phe Ser Leu Leu Ala Ala Leu Leu Leu Ala Val Gly 

65 70 75 

Leu Ala Leu Leu Val Arg Lys Leu Arg Glu Lys Arg Gin Thr Glu 

80 ~ 85 90 
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Gly Thr Tyr Arg Pro Ser Ser Glu Glu Gin Phe Ser His Ala Ala 
95 100 105 



Glu Ala Arg Ala Pro Gin Asp Ser Lys Glu Thr Val Gin Gly Cys 
110 115 120 

Leu Pro lie 

<210> 257 

<211> 3265 

<212> DNA 

<213> Homo Sapien 

<400> 257 





gccaggaata 


actagagagg 


aacaatgggg 


ttattcagag 


gttttgtttt 


50 




cctcttagtt 


ctgtgcctgc 


tgcaccagtc 


aaatacttcc 


ttcattaagc 


100 




tgaataataa 


tggctttgaa gatattgtca 


ttgttataga 


tcctagtgtg 


150 




ccagaagatg 


aaaaaataat 


Ly dcAC cidd l_ cL 


gaggatatgg 


tgactacagc 


200 




ttctacgtac 


c ugc l. ugaag 


L-clCciy dctctct 


aagatttttt 


ttcaaaaatg 


250 




tatctatatt 


aattcctgag 


—\ 4— ■)— rrrr :a ^ flff 

aa.uugga.cigg 


aaaatcctca 


gtacaaaagg 


300 


~i 


ccaaaacatg 


aaaaccataa 


acatgctgat 


gttatagttg 


caccacctac 


350 




actcccaggt 


agagatgaac 


catacaccaa 


gcagttcaca 


gaatgtggag 


400 


u « 


agaaaggcga 


atacattcac 


ttcacccctg 


accttctact 


tggaaaaaaa 


450 


o 


caaaatgaat 


atggaccacc 


aggcaaactg 


tttgtccatg agtgggctca 


500 




cctccggtgg 


ggagtgtttg 


atgagtacaa 


tgaagatcag 


cctttctacc 


550 


5 


gtgctaagtc 


aaaaaaaatc 


gaagcaacaa 


ggtgttccgc 


aggtatctct 


600 


m 


ggtagaaata 


gagtttataa 


gtgtcaagga 


ggcagctgtc 


ttagtagagc 


650 




atgcagaatt 


gattctacaa 


caaaactgta 


tggaaaagat 


tgtcaattct 


700 




ttcctgataa 


agtacaaaca 


gaaaaagcat 


ccataatgtt 


tatgcaaagt 


750 




attgattctg 


ttgttgaatt 


ttgtaacgaa 


aaaacccata 


atcaagaagc 


800 




tccaagccta 


caaaacataa 


agtgcaattt 


tagaagtaca 


tgggaggtga 


850 




ttagcaattc 


tgaggatttt 


aaaaacacca 


tacccatggt 


gacaccacct 


900 




cctccacctg 


tcttctcatt 


gctgaagatc 


agtcaaagaa 


ttgtgtgctt 


950 




agttcttgat 


aagtctggaa gcatgggggg 


taaggaccgc 


ctaaatcgaa 


1000 




tgaatcaagc 


agcaaaacat 


ttcctgctgc 


agactgttga 


aaatggatcc 


1050 




tgggtgggga 


tggttcactt 


tgatagtact 


gccactattg 


taaataagct 


1100 
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aatccaaata aaaagcagtg atgaaagaaa cacactcatg gcaggattac 1150 
ctacatatcc tctgggagga acttccatct gctctggaat taaatatgca 1200 
tttcaggtga ttggagagct acattcccaa ctcgatggat ccgaagtact 1250 
gctgctgact gatggggagg ataacactgc aagttcttgt attgatgaag 13 00 
tgaaacaaag tggggccatt gttcatttta ttgctttggg aagagctgct 13 50 
gatgaagcag taatagagat gagcaagata acaggaggaa gtcattttta 1400 
tgtttcagat gaagctcaga acaatggcct cattgatgct tttggggctc 1450 
ttacatcagg aaatactgat ctctcccaga agtcccttca gctcgaaagt 1500 
aagggattaa cactgaatag taatgcctgg atgaacgaca ctgtcataat 1550 
tgatagtaca gtgggaaagg acacgttctt tctcatcaca tggaacagtc 1600 
tgcctcccag tatttctctc tgggatccca gtggaacaat aatggaaaat 1650 
ttcacagtgg atgcaacttc caaaatggcc tatctcagta ttccaggaac 1700 
tgcaaaggtg ggcacttggg catacaatct tcaagccaaa gcgaacccag 1750 
aaacattaac tattacagta acttctcgag cagcaaattc ttctgtgcct 1800 
ccaatcacag tgaatgctaa aatgaataag gacgtaaaca gtttccccag 1850 
cccaatgatt gtttacgcag aaattctaca aggatatgta cctgttcttg 1900 
gagccaatgt gactgctttc attgaatcac agaatggaca tacagaagtt 1950 
ttggaacttt tggataatgg tgcaggcgct gattctttca agaatgatgg 2000 
agtctactcc aggtatttta cagcatatac agaaaatggc agatatagct 2050 
taaaagttcg ggctcatgga ggagcaaaca ctgccaggct aaaattacgg 2100 
cctccactga atagagccgc gtacatacca ggctgggtag tgaacgggga 2150 
aattgaagca aacccgccaa gacctgaaat tgatgaggat actcagacca 2200 
ccttggagga tttcagccga acagcatccg gaggtgcatt tgtggtatca 22 50 
caagtcccaa gccttccctt gcctgaccaa tacccaccaa gtcaaatcac 2300 
agaccttgat gccacagttc atgaggataa gattattctt acatggacag 2350 
caccaggaga taattttgat gttggaaaag ttcaacgtta tatcataaga 24 00 
ataagtgcaa gtattcttga tctaagagac agttttgatg atgctcttca 2450 
agtaaatact actgatctgt caccaaagga ggccaactcc aaggaaagct 2 500 
ttgcatttaa accagaaaat atctcagaag aaaatgcaac ccacatattt 255 0 
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attgccatta aaagtataga taaaagcaat ttgacatcaa aagtatccaa 2600 

cattgcacaa gtaactttgt ttatccctca agcaaatcct gatgacattg 2650 

atcctacacc tactcctact cctactccta ctcctgataa aagtcataat 2700 

tctggagtta atatttctac gctggtattg tctgtgattg ggtctgttgt 2750 

aattgttaac tttattttaa gtaccaccat ttgaacctta acgaagaaaa 2 800 

aaatcttcaa gtagacctag aagagagttt taaaaaacaa aacaatgtaa 2 850 

gtaaaggata tttctgaatc ttaaaattca tcccatgtgt gatcataaac 2900 

tcataaaaat aattttaaga tgtcggaaaa ggatactttg attaaataaa 2 950 

aacactcatg gatatgtaaa aactgtcaag attaaaattt aatagtttca 3000 

tttatttgtt attttatttg taagaaatag tgatgaacaa agatcctttt 3050 

tcatactgat acctggttgt atattatttg atgcaacagt tttctgaaat 3100 

gatatttcaa attgcatcaa gaaattaaaa tcatctatct gagtagtcaa 3150 

£3 aatacaagta aaggagagca aataaacaac atttggaaaa aaaaaaaaaa 3200 

5? aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3 250 

I™ aaaaaaaaaa aaaaa 3265 

IS <210> 258 
ff1 <211> 919 
~ <212> PRT 

<213> Homo Sapien 

?"* <400> 258 

Met Gly Leu Phe Arg Gly Phe Val Phe Leu Leu Val Leu Cys Leu 

HI 1 5 10 15 

PI 

51 Leu His Gin Ser Asn Thr Ser Phe lie Lys Leu Asn Asn Asn Gly 

iW 20 25 30 

Phe Glu Asp He Val He Val He Asp Pro Ser Val Pro Glu Asp 
35 40 45 

Glu Lys He He Glu Gin He Glu Asp Met Val Thr Thr Ala Ser 
50 55 60 

Thr Tyr Leu Phe Glu Ala Thr Glu Lys Arg Phe Phe Phe Lys Asn 
65 70 75 

Val Ser He Leu He Pro Glu Asn Trp Lys Glu Asn Pro Gin Tyr 
80 85 90 

Lys Arg Pro Lys His Glu Asn His Lys His Ala Asp Val He Val 
95 100 105 

Ala Pro Pro Thr Leu Pro Gly Arg Asp Glu Pro Tyr Thr Lys Gin 
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110 115 120 

Phe Thr Glu Cys Gly Glu Lys Gly Glu Tyr lie His Phe Thr Pro 
125 ~ 130 135 

Asp Leu Leu Leu Gly Lys Lys Gin Asn Glu Tyr Gly Pro Pro Gly 
14 0 145 150 

Lys Leu Phe Val His Glu Trp Ala His Leu Arg Trp Gly Val Phe 
155 160 165 

Asp Glu Tyr Asn Glu Asp Gin Pro Phe Tyr Arg Ala Lys Ser Lys 
170 175 180 

Lys lie Glu Ala Thr Arg Cys Ser Ala Gly He Ser Gly Arg Asn 
185 190 195 

Arg Val Tyr Lys Cys Gin Gly Gly Ser Cys Leu Ser Arg Ala Cys 
200 205 210 

Arg He Asp Ser Thr Thr Lys Leu Tyr Gly Lys Asp Cys Gin Phe 
215 220 225 

Phe Pro Asp Lys Val Gin Thr Glu Lys Ala Ser He Met Phe Met 
23 0 235 240 

Gin Ser He Asp Ser Val Val Glu Phe Cys Asn Glu Lys Thr His 
245 250 255 

Asn Gin Glu Ala Pro Ser Leu Gin Asn He Lys Cys Asn Phe Arg 
260 265 270 

Ser Thr Trp Glu Val He Ser Asn Ser Glu Asp Phe Lys Asn Thr 
275 280 285 

He Pro Met Val Thr Pro Pro Pro Pro Pro Val Phe Ser Leu Leu 
290 295 300 

Lys He Ser Gin Arg He Val Cys Leu Val Leu Asp Lys Ser Gly 
305 310 315 

Ser Met Gly Gly Lys Asp Arg Leu Asn Arg Met Asn Gin Ala Ala 
320 325 330 

Lys His Phe Leu Leu Gin Thr Val Glu Asn Gly Ser Trp Val Gly 
335 340 345 

Met Val His Phe Asp Ser Thr Ala Thr He Val Asn Lys Leu He 
350 355 360 

Gin He Lys Ser Ser Asp Glu Arg Asn Thr Leu Met Ala Gly Leu 
365 370 375 

Pro Thr Tyr Pro Leu Gly Gly Thr Ser He Cys Ser Gly He Lys 
380 " ' 385 390 

Tyr Ala Phe Gin Val He Gly Glu Leu His Ser Gin Leu Asp Gly 
395 400 405 
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Ser Glu Val Leu Leu Leu Thr Asp Gly Glu Asp Asn Thr Ala Ser 
410 415 420 

Ser Cys lie Asp Glu Val Lys Gin Ser Gly Ala He Val His Phe 
425 430 435 

He Ala Leu Gly Arg Ala Ala Asp Glu Ala Val He Glu Met Ser 
440 445 450 

Lys He Thr Gly Gly Ser His Phe Tyr Val Ser Asp Glu Ala Gin 
455 460 465 

Asn Asn Gly Leu He Asp Ala Phe Gly Ala Leu Thr Ser Gly Asn 
470 475 480 

Thr Asp Leu Ser Gin Lys Ser Leu Gin Leu Glu Ser Lys Gly Leu 
485 490 495 

Thr Leu Asn Ser Asn Ala Trp Met Asn Asp Thr Val He He Asp 
500 505 510 

Ser Thr Val Gly Lys Asp Thr Phe Phe Leu He Thr Trp Asn Ser 
515 520 525 

Leu Pro Pro Ser He Ser Leu Trp Asp Pro Ser Gly Thr He Met 
530 535 540 

Glu Asn Phe Thr Val Asp Ala Thr Ser Lys Met Ala Tyr Leu Ser 
545 550 555 

He Pro Gly Thr Ala Lys Val Gly Thr Trp Ala Tyr Asn Leu Gin 
560 565 570 

Ala Lys Ala Asn Pro Glu Thr Leu Thr He Thr Val Thr Ser Arg 
575 580 585 

Ala Ala Asn Ser Ser Val Pro Pro He Thr Val Asn Ala Lys Met 
590 595 600 

Asn Lys Asp Val Asn Ser Phe Pro Ser Pro Met He Val Tyr Ala 
605 610 615 

Glu He Leu Gin Gly Tyr Val Pro Val Leu Gly Ala Asn Val Thr 
620 625 630 

Ala Phe He Glu Ser Gin Asn Gly His Thr Glu Val Leu Glu Leu 
635 640 645 

Leu Asp Asn Gly Ala Gly Ala Asp Ser Phe Lys Asn Asp Gly Val 
650 655 660 

Tyr Ser Arg Tyr Phe Thr Ala Tyr Thr Glu Asn Gly Arg Tyr Ser 
665 670 675 

Leu Lys Val Arg Ala His Gly Gly Ala Asn Thr Ala Arg Leu Lys 
680 685 690 

Leu Arg Pro Pro Leu Asn Arg Ala Ala Tyr He Pro Gly Trp Val 
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695 700 705 

Val Asn Gly Glu He Glu Ala Asn Pro Pro Arg Pro Glu He Asp 
710 715 720 

Glu Asp Thr Gin Thr Thr Leu Glu Asp Phe Ser Arg Thr Ala Ser 
725 730 735 

Gly Gly Ala Phe Val Val Ser Gin Val Pro Ser Leu Pro Leu Pro 
740 745 750 

Asp Gin Tyr Pro Pro Ser Gin He Thr Asp Leu Asp Ala Thr Val 
755 760 765 

His Glu Asp Lys He He Leu Thr Trp Thr Ala Pro Gly Asp Asn 
770 775 780 

Phe Asp Val Gly Lys Val Gin Arg Tyr He He Arg He Ser Ala 
785 7 90 7 95 

Ser He Leu Asp Leu Arg Asp Ser Phe Asp Asp Ala Leu Gin Val 
800 805 810 

Asn Thr Thr Asp Leu Ser Pro Lys Glu Ala Asn Ser Lys Glu Ser 
815 820 825 

Phe Ala Phe Lys Pro Glu Asn He Ser Glu Glu Asn Ala Thr His 
830 835 840 

He Phe He Ala He Lys Ser He Asp Lys Ser Asn Leu Thr Ser 
845 ~ 850 855 

Lys Val Ser Asn He Ala Gin Val Thr Leu Phe He Pro Gin Ala 
860 865 870 

Asn Pro Asp Asp He Asp Pro Thr Pro Thr Pro Thr Pro Thr Pro 
875 880 885 

Thr Pro Asp Lys Ser His Asn Ser Gly Val Asn He Ser Thr Leu 
890 895 900 

Val Leu Ser Val He Gly Ser Val Val He Val Asn Phe He Leu 
905 910 915 

Ser Thr Thr He 



<210> 259 

<211> 2243 

<212> DNA 

<213> Homo Sapien 

<400> 259 

cgccggaggc agcggcggcg tggcgcagcg gcgacatggc cgttgtctca 50 
gaggacgact ttcagcacag ttcaaactcc acctacggaa ccacaagcag 100 
cagtctccga gctgaccagg aggcactgct tgagaagctg ctggaccgcc 150 
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cgccccctgg 


cctgcagagg 


cccgaggacc 


gcttctgtgg 


cacatacatc 


200 


atcttcttca 


gcctgggcat 


tggcagtcta 


ctgccatgga 


acttctttat 


250 


cactgccaag 


gagtactgga 


tgttcaaact 


ccgcaactcc 


tccagcccag 


300 


ccaccgggga 


ggaocctgag 


ggctcagaca 


tcctgaacta 


ctttgagagc 


350 


taccttgccg 


ttgcctccac 


cgtgccctcc 


atgctgtgcc 


tggtggccaa 


400 


cttcctgctt 


gtcaacaggg 


ttgcagtcca 


catccgtgtc 


ctggcctcac 


450 


tgacggtcat 


cctggccatc 


ttcatggtga 


taactgcact 


ggtgaaggtg 


500 


gacacttcct 


cctggacccg 


tggttttttt 


gcggtcacca 


ttgtctgcat 


550 


ggtgatcctc 


agcggtgcct 


ccactgtctt 


cagcagcagc 


atctacggca 


600 


tgaccggctc 


ctttcctatg 


aggaactccc 


aagcactgat 


atcaggagga 


650 


gccatgggcg 


ggacggtcag 


cgccgtggcc 


tcattggtgg 


acttggctgc 


700 


atccagtgat 


gtgaggaaca 


gcgccctggc 


cttcttcctg 


acggccacca 


750 


tcttcctcgt 


gctctgcatg 


ggactctacc 


tgctgctgtc 


caggctggag 


800 


tatgccaggt 


actacatgag 


gcctgttctt 


gcggcccatg 


tgttttctgg 


850 


tgaagaggag 


cttccccagg 


actccctcag 


tgccccttcg 


gtggcctcca 


900 


gattcattga 


ttcccacaca 


ccccctctcc 


gccccatcct 


gaagaagacg 


950 


gccagcctgg 


gcttctgtgt 


cacctacgtc 


ttcttcatca 


ccagcctcat 


1000 


ctaccccgcc 


gtctgcacca 


acatcgagtc 


cctcaacaag 


ggctcgggct 


1050 


cactgtggac 


caccaagttt 


ttcatccccc 


tcactacctt 


cctcctgtac 


1100 


aactttgctg 


acctatgtgg 


ccggcagctc 


accgcctgga 


tccaggtgcc 


1150 


agggcccaac 


agcaaggcgc 


tcccagggtt 


cgtgctcctc 


cggacctgcc 


1200 


tcatccccct 


cttcgtgctc 


tgtaactacc 


agccccgcgt 


ccacctgaag 


1250 


actgtggtct 


tccagtccga 


tgtgtacccc 


gcactcctca 


gctccctgct 


1300 


ggggctcagc 


aacggctacc 


tcagcaccct 


ggccctcctc 


tacgggccta 


1350 


agattgtgcc 


cagggagctg 


gctgaggcca 


cgggagtggt 


gatgtccttt 


1400 


tatgtgtgct 


tgggcttaac 


actgggctca 


gcctgctcta 


ccctcctggt 


1450 


gcacctcatc 


tagaagggag 


gacacaagga 


cattggtgct 


tcagagcctt 


1500 


tgaagatgag 


aagagagtgc 


aggagggctg 


ggggccatgg 


aggaaaggcc 


1550 


taaagtttca 


cttggggaca 


gagagcagag 


cacactcggg 


cctcatccct 


1600 



400 



cccaagatgc 


cagtgagcca 


cgtccatgcc 


cattccgtgc 


aaggcagata 


1650 


ttccagtcat 


attaacagaa 


cactcctgag 


acagttgaag 


aagaaatagc 


1700 


acaaatcagg 


ggtactccct 


tcacagctga 


tggttaacat 


tccaccttct 


1750 


ttctagccct 


tcaaagatgc 


tgccagtgtt 


cgccctagag 


ttattacaaa 


1800 


gccagtgcca 


aaacccagcc 


atgggctctt 


tgcaacctcc 


cagctgcgct 


1850 


cattccagct 


gacagcgaga 


tgcaagcaaa 


tgctcagctc 


tccttaccct 


1900 


gaaggggtct 


ccctggaatg 


gaagtcccct 


ggcatggtca 


gtcctcaggc 


1950 


ccaagactca 


agtgtgcaca 


gacccctgtg 


ttctgcgggt 


gaacaactgc 


2000 


ccactaacca 


gactggaaaa 


cccagaaaga 


tgggccttcc 


atgaatgctt 


2050 


cattccagag 


ggaccagagg 


gcctccctgt 


gcaagggatc 


aagcatgtct 


2100 


ggcctgggtt 


ttcaaaaaaa 


gagggatcct 


catgacctgg 


tggtctatgg 


2150 


cctgggtcaa 


gatgagggtc 


tttcagtgtt 


cctgtttaca 


acatgtcaaa 


2200 


gccattggtt 


caagggcgta 


ataaatactt 


gcgtattcaa 


aaa 2243 





<210> 260 
<211> 475 
<212> PRT 
<213> Homo Sapien 



<400> 260 
Met Ala Val Val Ser Glu Asp Asp Phe 
1 5 

Thr Tyr Gly Thr Thr Ser Ser Ser Leu 
20 

Leu Leu Glu Lys Leu Leu Asp Arg Pro 
3 5 

Pro Glu Asp Arg Phe Cys Gly Thr Tyr 
50 

Gly lie Gly Ser Leu Leu Pro Trp Asn 
65 

Glu Tyr Trp Met Phe Lys Leu Arg Asn 
8 0 

Gly Glu Asp Pro Glu Gly Ser Asp lie 
95 

Tyr Leu Ala Val Ala Ser Thr Val Pro 
110 

Ala Asn Phe Leu Leu Val Asn Arg Val 
125 



Gin His Ser Ser Asn Ser 
10 15 

Arg Ala Asp Gin Glu Ala 
25 30 

Pro Pro Gly Leu Gin Arg 
40 ' 45 

lie lie Phe Phe Ser Leu 
55 60 

Phe Phe lie Thr Ala Lys 
70 75 

Ser Ser Ser Pro Ala Thr 
85 90 

Leu Asn Tyr Phe Glu Ser 
100 105 

Ser Met Leu Cys Leu Val 

115 120 

Ala Val His He Arg Val 
130 135 
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Leu Ala Ser Leu Thr Val He Leu Ala He Phe Met Val He Thr 
140 145 150 

Ala Leu Val Lys Val Asp Thr Ser Ser Trp Thr Arg Gly Phe Phe 
155 160 165 

Ala Val Thr He Val Cys Met Val He Leu Ser Gly Ala Ser Thr 
170 " 175 180 

Val Phe Ser Ser Ser He Tyr Gly Met Thr Gly Ser Phe Pro Met 
185 190 195 

Arg Asn Ser Gin Ala Leu He Ser Gly Gly Ala Met Gly Gly Thr 
200 205 210 

Val Ser Ala Val Ala Ser Leu Val Asp Leu Ala Ala Ser Ser Asp 
215 220 225 

Val Arg Asn Ser Ala Leu Ala Phe Phe Leu Thr Ala Thr He Phe 
230 235 240 

Leu Val Leu Cys Met Gly Leu Tyr Leu Leu Leu Ser Arg Leu Glu 
245 ~ 250 255 

Tyr Ala Arg Tyr Tyr Met Arg Pro Val Leu Ala Ala His Val Phe 
260 265 270 

Ser Gly Glu Glu Glu Leu Pro Gin Asp Ser Leu Ser Ala Pro Ser 
275 280 285 

Val Ala Ser Arg Phe He Asp Ser His Thr Pro Pro Leu Arg Pro 
290 295 300 

He Leu Lys Lys Thr Ala Ser Leu Gly Phe Cys Val Thr Tyr Val 
305 310 315 

Phe Phe He Thr Ser Leu He Tyr Pro Ala Val Cys Thr Asn He 
320 325 330 

Glu Ser Leu Asn Lys Gly Ser Gly Ser Leu Trp Thr Thr Lys Phe 
335 340 345 

Phe He Pro Leu Thr Thr Phe Leu Leu Tyr Asn Phe Ala Asp Leu 
350 355 360 

Cys Gly Arg Gin Leu Thr Ala Trp He Gin Val Pro Gly Pro Asn 
365 370 375 

Ser Lys Ala Leu Pro Gly Phe Val Leu Leu Arg Thr Cys Leu He 
380 385 390 

Pro Leu Phe Val Leu Cys Asn Tyr Gin Pro Arg Val His Leu Lys 
395 400 405 

Thr Val Val Phe Gin Ser Asp Val Tyr Pro Ala Leu Leu Ser Ser 
410 415 420 

Leu Leu Gly Leu Ser Asn Gly Tyr Leu Ser Thr Leu Ala Leu Leu 
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425 430 435 

Tyr Gly Pro Lys He Val Pro Arg Glu Leu Ala Glu Ala Thr Gly 
440 445 450 

Val Val Met Ser Phe Tyr Val Cys Leu Gly Leu Thr Leu Gly Ser 
455 460 465 

Ala Cys Ser Thr Leu Leu Val His Leu He 
470 475 

<210> 261 

<211> 3038 

<212> DNA 

<213> Homo Sapien 

<400> 261 





cggacgcgtg 


ggctgctggt 


gggaaggcct 


aaagaactgg 


aaagcccact 


50 




ctcttggaac 


caccacacct 


gtttaaagaa 


cctaagcacc 


atttaaagcc 


100 




actggaaatt 


tgttgtctag 


tggttgtggg 


tgaataaagg 


agggcagaat 


150 




ggatgatttc 


atctccatta 


gcctgctgtc 


tctggctatg 


ttggtgggat 


200 


= f'l 


gttacgtggc 


cggaatcatt 


cccttggctg 


ttaatttctc 


agaggaacga 


250 


n ; 


ctgaagctgg 


tgactgtttt 


gggtgctggc 


cttctctgtg 


gaactgctct 


300 


- ; : 


ggcagtcatc 


gtgcctgaag 


gagtacatgc 


cctttatgaa 


gatattcttg 


350 


agggaaaaca 


ccaccaagca 


agtgaaacac 


ataatgtgat 


tgcatcagac 


400 


is 


aaagcagcag 


aaaaatcagt 


tgtccatgaa 


catgagcaca 


gccacgacca 


450 


M: 


cacacagctg 


catgcctata 


ttggtgtttc 


cctcgttctg 


ggcttcgttt 


500 




tcatgttgct 


ggtggaccag 


attggtaact 


cccatgtgca 


ttctactgac 


550 


FU 


gatccagaag 


cagcaaggtc 


tagcaattcc 


aaaatcacca 


ccacgctggg 


600 




tctggttgtc 


catgctgcag 


ctgatggtgt 


tgctttggga 


gcagcagcat 


650 




ctacttcaca 


gaccagtgtc 


cagttaattg 


tgtttgtggc 


aatcatgcta 


700 




cataaggcac 


cagctgcttt 


tggactggtt 


tccttcttga 


tgcatgctgg 


750 




cttagagcgg 


aatcgaatca 


gaaagcactt 


gctggtcttt 


gcattggcag 


800 




caccagttat 


gtccatggtg 


acatacttag 


gactgagtaa 


gagcagtaaa 


850 




gaagcccttt 


cagaggtgaa 


cgccacggga 


gtggccatgc 


ttttctctgc 


900 




cgggacattt 


ctttatgttg 


ccacagtaca 


tgtcctccct 


gaggtgggcg 


950 




gaatagggca 


cagccacaag 


cccgatgcca 


cgggagggag 


aggcctcagc 


1000 




cgcctggaag 


tggcagccct 


ggttctgggt 


tgcctcatcc 


ctctcatcct 


1050 



403 





gtcagtagga 


caccagcatt 


aaatgttcaa 


ggtccagcct 


tggtccaggg 


1100 




ccgtttgcca 


tccagtgaga 


acagccggca 


cgtgacagct 


actcacttcc 


1150 




tcagtctctt 


gtctcacctt 


gcgcatctct 


acatgtattc 


ctagagtcca 


1200 




gaggggaggt 


gaggttaaaa 


cctgagtaat 


ggaaaagctt 


ttagagtaga 


1250 




aacacattta 


cgttgcagtt 


agctatagac 


atcccattgt 


gttatctttt 


1300 




aaaaggccct 


tgacattttg 


cgttttaata 


tttctcttaa 


ccctattctc 


1350 




agggaagatg 


gaatttagtt 


ttaaggaaaa 


gaggagaact 


tcatactcac 


1400 




aatgaaatag 


tgattatgaa 


aatacagtgt 


tctgtaatta 


agctatgtct 


1450 




ctttcttctt 


agtttagagg 


ctctgctact 


ttatccattg 


atttttaaca 


1500 




tggttcccac 


catgtaagac 


tggtgcttta 


gcatctatgc 


cacatgcgtt 


1550 




gatggaaggt 


catagcaccc 


actcacttag 


atgctaaagg 


tgattctagt 


1600 




taatctggga 


ttagggtcag 


gaaaatgata 


gcaagacaca 


ttgaaagctc 


1650 




tctttatact 


caaaagagat 


atccattgaa 


aagggatgtc 


tagagggatt 


1700 


lass? 


taaacagctc 


ctttggcacg 


tgcctctctg 


aatccagcct 


gccattccat 


1750 


m 


caaatggagc 


aggagaggtg 


ggaggagctt 


ctaaagaggt 


gactggtatt 


1800 


z 


ttgtagcatt 


ccttgtcaag 


ttctcctttg 


cagaatacct 


gtctccacat 


1850 




tcctagagag 


gagccaagtt 


ctagtagttt 


cagttctagg 


ctttccttca 


1900 




agaacagtca 


gatcacaaag 


tgtctttgga 


aattaaggga 


tattaaattt 


1950 


U! 


taagtgattt 


ttggatggtt 


attgatatct 


ttgtagtagc 


tttttttaaa 


2000 




agactaccaa 


aatgtatggt 


tgtccttttt 


ttttgttttt 


ttttttttta 


2050 


w 


attatttctc 


ttagcagatc 


agcaatccct 


ctagggacct 


aaatactagg 


2100 




tcagctttgg 


cgacactgtg 


tcttctcaca 


taaccacctg 


tagcaagatg 


2150 




gatcataaat 


gagaagtgtt 


tgcctattga 


tttaaagctt 


attggaatca 


2200 




tgtctcttgt 


ctcttcgtct 


tttctttgct 


tttcttctaa 


cttttccctc 


2250 




tagcctctcc 


tcgccacaat 


ttgctgctta 


ctgctggtgt 


taatatttgt 


2300 




gtgggatgaa 


ttcttatcag 


gacaaccact 


tctcgaactg 


taataatgaa 


2350 




gataataata 


tctttattct 


ttatccccct 


tcaaagaaat 


tacctttgtg 


2400 




tcaaatgccg 


ctttgttgag 


cccttaaaat 


accacctcct 


catgtgtaaa 


2450 




ttgacacaat 


cactaatctg 


gtaatttaaa 


caattgagat 


agcaaaagtg 


2500 
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tttaacagac taggataatt tttttttcat atttgccaaa atttttgtaa 2550 

accctgtctt gtcaaataag tgtataatat tgtattatta atttattttt 2600 

actttctata ccatttcaaa acacattaca ctaaggggga accaagacta 2650 

gtttcttcag ggcagtggac gtagtagttt gtaaaaacgt tttctatgac 2700 

gcataagcta gcatgcctat gatttatttc cttcatgaat ttgtcactgg 2750 

atcagcagct gtggaaataa agcttgtgag ccctctgctg gccacagtga 2800 

ggaaagtagc acaaatagga tacagttgta tgtagtcatt ggcaacaatt 2850 

gcatacaatt ttactaccaa gagaaggtat agtatggaaa gtccaaatga 2 900 

cttccttgat tggatgttaa cagctgactg gtgtgagact tgaggtttca 2 950 

tctagtcctt caaaactata tggttgccta gattctctct ggaaactgac 3 000 

tttgtcaaat aaatagcaga ttgtagtgtc aaaaaaaa 3 03 8 

<210> 262 
<211> 307 
<212> PRT 
<213> Homo Sapien 

<400> 262 

Met Asp Asp Phe lie Ser lie Ser Leu Leu Ser Leu Ala Met Leu 
1 5 10 15 

Val Gly Cys Tyr Val Ala Gly He He Pro Leu Ala Val Asn Phe 
20 25 30 

Ser Glu Glu Arg Leu Lys Leu Val Thr Val Leu Gly Ala Gly Leu 
35 ~ 40 45 

Leu Cys Gly Thr Ala Leu Ala Val He Val Pro Glu Gly Val His 
50 55 60 

Ala Leu Tyr Glu Asp He Leu Glu Gly Lys His His Gin Ala Ser 
65 70 75 

Glu Thr His Asn Val He Ala Ser Asp Lys Ala Ala Glu Lys Ser 
80 85 90 

Val Val His Glu His Glu His Ser His Asp His Thr Gin Leu His 
95 100 105 

Ala Tyr He Gly Val Ser Leu Val Leu Gly Phe Val Phe Met Leu 
110 115 120 

Leu Val Asp Gin He Gly Asn Ser His Val His Ser Thr Asp Asp 
125 130 135 

Pro Glu Ala Ala Arg Ser Ser Asn Ser Lys He Thr Thr Thr Leu 
140 145 150 
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Gly Leu Val Val His 
155 

Ala Ala Ser Thr Ser 
170 

Ala lie Met Leu His 
185 

Phe Leu Met His Ala 
200 

Leu Leu Val Phe Ala 
215 

Tyr Leu Gly Leu Ser 
23 0 

Asn Ala Thr Gly Val 
245 

Tyr Val Ala Thr Val 
260 

His Ser His Lys Pro 
275 

Leu Glu Val Ala Ala 
290 

Leu Ser Val Gly His 
305 

<210> 263 

<211> 3877 

<212> DNA 

<213> Homo Sapien 

<400> 263 



ctccttaggt 


ggaaaccctg 


ggagtagagt 


actgacagca 


aagaccggga 


50 


aagaccatac 


gtccccgggc 


aggggtgaca 


acaggtgtca 


tctttttgat 


100 


ctcgtgtgtg 


gctgccttcc 


tatttcaagg 


aaagacgcca 


aggtaatttt 


150 


gacccagagg 


agcaatgatg 


tagccacctc 


ctaaccttcc 


cttcttgaac 


200 


ccccagttat 


gccaggattt 


actagagagt 


gtcaactcaa 


ccagcaagcg 


250 


gctccttcgg 


cttaacttgt 


ggttggagga 


gagaaccttt 


gtggggctgc 


300 


gttctcttag 


cagtgctcag 


aagtgacttg 


cctgagggtg 


gaccagaaga 


350 


aaggaaaggt 


cccctcttgc 


tgttggctgc 


acatcaggaa ggctgtgatg 


400 


ggaatgaagg 


tgaaaacttg 


gagatttcac 


ttcagtcatt 


gcttctgcct 


450 


gcaagatcat 


cctttaaaag 


tagagaagct 


gctctgtgtg gtggttaact 


500 
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Ala Ala Ala Asp Gly Val Ala Leu Gly Ala 
160 165 

Gin Thr Ser Val Gin Leu He Val Phe Val 
175 180 

Lys Ala Pro Ala Ala Phe Gly Leu Val Ser 
190 195 

Gly Leu Glu Arg Asn Arg He Arg Lys His 
205 210 

Leu Ala Ala Pro Val Met Ser Met Val Thr 
220 225 

Lys Ser Ser Lys Glu Ala Leu Ser Glu Val 
235 240 

Ala Met Leu Phe Ser Ala Gly Thr Phe Leu 
250 255 

His Val Leu Pro Glu Val Gly Gly He Gly 
265 270 

Asp Ala Thr Gly Gly Arg Gly Leu Ser Arg 
280 285 

Leu Val Leu Gly Cys Leu He Pro Leu He 
295 300 



Gin His 



ccaagaggca 


gaactcgttc 


tagaaggaaa 


tggatgcaag 


cagctccggg 


550 


ggccccaaac 


gcatgcttcc 


tgtggtctag 


cccagggaag 


cccttccgtg 


600 


ggggccccgg 


ctttgaggga 


tgccaccggt 


tctggacgca 


tggctgattc 


650 


ctgaatgatg 


atggttcgcc 


gggggctgct 


tgcgtggatt 


tcccgggtgg 


700 


tggttttgct 


ggtgctcctc 


tgctgtgcta 


tctctgtcct 


gtacatgttg 


750 


gcctgcaccc 


caaaaggtga 


cgaggagcag 


ctggcactgc 


ccagggccaa 


800 


cagccccacg 


gggaaggagg 


ggtaccaggc 


cgtccttcag 


gagtgggagg 


850 


agcagcaccg 


caactacgtg 


agcagcctga 


agcggcagat 


cgcacagctc 


900 


aaggaggagc 


tgcaggagag 


gagtgagcag 


ctcaggaatg 


ggcagtacca 


950 


agccagcgat 


gctgctggcc 


tgggtctgga 


caggagcccc 


ccagagaaaa 


1000 


cccaggccga 


cctcctggcc 


ttcctgcact 


cgcaggtgga 


caaggcagag 


1050 


gtgaatgctg 


gcgtcaagct 


ggccacagag 


tatgcagcag 


tgcctttcga 


1100 


tagctttact 


ctacagaagg 


tgtaccagct 


ggagactggc 


cttacccgcc 


1150 


accccgagga 


gaagcctgtg 


aggaaggaca 


agcgggatga 


gttggtggaa 


1200 


gccattgaat 


cagccttgga 


gaccctgaac 


aatcctgcag 


agaacagccc 


1250 


caatcaccgt 


ccttacacgg 


cctctgattt 


catagaaggg 


atctaccgaa 


1300 


cagaaaggga 


caaagggaca 


ttgtatgagc 


tcaccttcaa 


aggggaccac 


1350 


aaacacgaat 


tcaaacggct 


catcttattt 


cgaccattca 


gccccatcat 


1400 


gaaagtgaaa 


aatgaaaagc 


tcaacatggc 


caacacgctt 


atcaatgtta 


1450 


tcgtgcctct 


agcaaaaagg 


gtggacaagt 


tccggcagtt 


catgcagaat 


1500 


ttcagggaga 


tgtgcattga 


gcaggatggg 


agagtccatc 


tcactgttgt 


1550 


ttactttggg 


aaagaagaaa 


taaatgaagt 


caaaggaata 


cttgaaaaca 


1600 


cttccaaagc 


tgccaacttc 


aggaacttta 


ccttcatcca 


gctgaatgga 


1650 


gaattttctc 


ggggaaaggg 


acttgatgtt 


ggagcccgct 


tctggaaggg 


1700 


aagcaacgtc 


cttctctttt 


tctgtgatgt 


ggacatctac 


ttcacatctg 


1750 


aattcctcaa 


tacgtgtagg 


ctgaatacac 


agccagggaa 


gaaggtattt 


1800 


tatccagttc 


ttttcagtca 


gtacaatcct 


ggcataatat 


acggccacca 


1850 


tgatgcagtc 


cctcccttgg 


aacagcagct 


ggtcataaag 


aaggaaactg 


1900 


gattttggag 


agactttgga 


tttgggatga 


cgtgtcagta 


tcggtcagac 


1950 





ttcatcaata 


taggtgggtt 


tgatctggac 


atcaaaggct 


ggggcggaga 


2000 




ggatgtgcac 


ctttatcgca 


agtatctcca 


cagcaacctc 


atagtggtac 


2050 




ggacgcctgt 


gcgaggactc 


ttccacctct 


ggcatgagaa 


gcgctgcatg 


2100 




gacgagctga 


cccccgagca 


gtacaagatg 


tgcatgcagt 


ccaaggccat 


2150 




gaacgaggca 


tcccacggcc 


agctgggcat 


gctggtgttc 


aggcacgaga 


2200 




tagaggctca 


ccttcgcaaa 


cagaaacaga 


agacaagtag 


caaaaaaaca 


2250 




tgaactccca 


gagaaggatt 


gtgggagaca 


ctttttcttt 


ccttttgcaa 


2300 




ttactgaaag 


tggctgcaac 


agagaaaaga 


cttccataaa 


ggacgacaaa 


2350 




agaattggac 


tgatgggtca 


gagatgagaa 


agcctccgat 


ttctctctgt 


2400 




tgggcttttt 


acaacagaaa 


tcaaaatctc 


cgctttgcct 


gcaaaagtaa 


2450 




cccagttgca 


ccctgtgaag 


tgtctgacaa 


aggcagaatg 


cttgtgagat 


2500 




tataagccta 


atggtgtgga 


ggttttgatg 


gtgtttacaa 


tacactgaga 


2550 


,-F*. 


cctgttgttt 


tgtgtgctca 


ttgaaatatt 


catgatttaa 


gagcagtttt 


2600 




gtaaaaaatt 


cattagcatg 


aaaggcaagc 


atatttctcc 


tcatatgaat 


2650 




gagcctatca 


gcagggctct 


agtttctagg 


aatgctaaaa 


tatcagaagg 


2700 


■5- " 


caggagagga 


gataggctta 


ttatgatact 


agtgagtaca 


ttaagtaaaa 


2750 




taaaatggac 


cagaaaagaa 


aagaaaccat 


aaatatcgtg 


tcatattttc 


2800 




cccaagatta 


accaaaaata 


atctgcttat 


ctttttggtt 


gtccttttaa 


2850 


111 


ctgtctccgt 


ttttttcttt 


tatttaaaaa 


tgcacttttt 


ttcccttgtg 


2900 


Ci 
flJ 


agttatagtc 


tgcttattta 


attaccactt 


tgcaagcctt 


acaagagagc 


2950 




acaagttggc 


ctacattttt 


atatttttta 


agaagatact 


ttgagatgca 


3000 




ttatgagaac 


tttcagttca 


aagcatcaaa 


ttgatgccat 


atccaaggac 


3050 




atgccaaatg 


ctgattctgt 


caggcactga 


atgtcaggca 


ttgagacata 


3100 




gggaaggaat 


ggtttgtact 


aatacagacg 


tacagatact 


ttctctgaag 


3150 




agtattttcg 


aagaggagca 


actgaacact 


ggaggaaaag 


aaaatgacac 


3200 




tttctgcttt 


acagaaaagg 


aaactcattc 


agactggtga 


tatcgtgatg 


3250 




tacctaaaag 


tcagaaacca 


cattttctcc 


tcagaagtag 


ggaccgcttt 


3300 




cttacctgtt 


taaataaacc 


aaagtatacc 


gtgtgaacca 


aacaatctct 


3350 




tttcaaaaca 


gggtgctcct 


cctggcttct 


ggcttccata 


agaagaaatg 


3400 
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gagaaaaata tatatatata tatatatatt gtgaaagatc aatccatctg 3450 

ccagaatcta gtgggatgga agtttttgct acatgttatc caccccaggc 3500 

caggtggaag taactgaatt attttttaaa ttaagcagtt ctactcaatc 3550 

accaagatgc ttctgaaaat tgcattttat taccatttca aactattttt 3600 

taaaaataaa tacagttaac atagagtggt ttcttcattc atgtgaaaat 3650 

tattagccag caccagatgc atgagctaat tatctctttg agtccttgct 3 700 

tctgtttgct cacagtaaac tcattgttta aaagcttcaa gaacattcaa 3 75 0 

gctgttggtg tgttaaaaaa tgcattgtat tgatttgtac tggtagttta 3800 

tgaaatttaa ttaaaacaca ggccatgaat ggaaggtggt attgcacagc 3 850 

taataaaata tgatttgtgg atatgaa 3 877 

<210> 264 
<211> 532 
<212> PRT 
<213> Homo Sapien 

<400> 264 

Met Met Met Val Arg Arg Gly Leu Leu Ala Trp He Ser Arg Val 
15 10 15 

Val Val Leu Leu Val Leu Leu Cys Cys Ala He Ser Val Leu Tyr 
20 25 30 

Met Leu Ala Cys Thr Pro Lys Gly Asp Glu Glu Gin Leu Ala Leu 
35 40 45 

Pro Arg Ala Asn Ser Pro Thr Gly Lys Glu Gly Tyr Gin Ala Val 
50 55 60 

Leu Gin Glu Trp Glu Glu Gin His Arg Asn Tyr Val Ser Ser Leu 
65 70 75 

Lys Arg Gin He Ala Gin Leu Lys Glu Glu Leu Gin Glu Arg Ser 
80 85 90 

Glu Gin Leu Arg Asn Gly Gin Tyr Gin Ala Ser Asp Ala Ala Gly 
95 100 105 

Leu Gly Leu Asp Arg Ser Pro Pro Glu Lys Thr Gin Ala Asp Leu 
110 115 120 

Leu Ala Phe Leu His Ser Gin Val Asp Lys Ala Glu Val Asn Ala 
125 130 135 

Gly Val Lys Leu Ala Thr Glu Tyr Ala Ala Val Pro Phe Asp Ser 
140 145 150 

Phe Thr Leu Gin Lys Val Tyr Gin Leu Glu Thr Gly Leu Thr Arg 
155 160 165 
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His Pro Glu Glu Lys Pro Val Arg Lys Asp Lys Arg Asp Glu Leu 
170 175 180 

Val Glu Ala lie Glu Ser Ala Leu Glu Thr Leu Asn Asn Pro Ala 
185 190 195 

Glu Asn Ser Pro Asn His Arg Pro Tyr Thr Ala Ser Asp Phe lie 
200 205 210 

Glu Gly lie Tyr Arg Thr Glu Arg Asp Lys Gly Thr Leu Tyr Glu 
215 220 225 

Leu Thr Phe Lys Gly Asp His Lys His Glu Phe Lys Arg Leu lie 
230 235 240 

Leu Phe Arg Pro Phe Ser Pro lie Met Lys Val Lys Asn Glu Lys 
245 250 255 

Leu Asn Met Ala Asn Thr Leu He Asn Val He Val Pro Leu Ala 
260 265 270 

Lys Arg Val Asp Lys Phe Arg Gin Phe Met Gin Asn Phe Arg Glu 
275 280 285 

Met Cys He Glu Gin Asp Gly Arg Val His Leu Thr Val Val Tyr 
290 295 300 

Phe Gly Lys Glu Glu He Asn Glu Val Lys Gly He Leu Glu Asn 
3 05 310 315 

Thr Ser Lys Ala Ala Asn Phe Arg Asn Phe Thr Phe He Gin Leu 
320 325 330 

Asn Gly Glu Phe Ser Arg Gly Lys Gly Leu Asp Val Gly Ala Arg 
335 340 345 

Phe Trp Lys Gly Ser Asn Val Leu Leu Phe Phe Cys Asp Val Asp 
350 355 360 

He Tyr Phe Thr Ser Glu Phe Leu Asn Thr Cys Arg Leu Asn Thr 
365 370 375 

Gin Pro Gly Lys Lys Val Phe Tyr Pro Val Leu Phe Ser Gin Tyr 
380 385 390 

Asn Pro Gly He He Tyr Gly His His Asp Ala Val Pro Pro Leu 
395 400 405 

Glu Gin Gin Leu Val He Lys Lys Glu Thr Gly Phe Trp Arg Asp 
410 415 420 

Phe Gly Phe Gly Met Thr Cys Gin Tyr Arg Ser Asp Phe He Asn 
425 430 435 

He Gly Gly Phe Asp Leu Asp He Lys Gly Trp Gly Gly Glu Asp 
440 445 450 

Val His Leu Tyr Arg Lys Tyr Leu His Ser Asn Leu He Val Val 
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455 460 465 

Arg Thr Pro Val Arg Gly Leu Phe His Leu Trp His Glu Lys Arg 
470 475 480 

Cys Met Asp Glu Leu Thr Pro Glu Gin Tyr Lys Met Cys Met Gin 
485 490 4 95 

Ser Lys Ala Met Asn Glu Ala Ser His Gly Gin Leu Gly Met Leu 
500 505 510 

Val Phe Arg His Glu lie Glu Ala His Leu Arg Lys Gin Lys Gin 
515 520 525 

Lys Thr Ser Ser Lys Lys Thr 
53 0 

<210> 265 

<211> 3671 

<212> DNA 

<213> Homo Sapien 

<400> 265 



ggatgcagaa 


agcctcagtg 


ttgctcttcc 


tggcctgggt 


ctgcttcctc 


50 


ttctacgctg 


gcattgccct 


cttcaccagt 


ggcttcctgc 


tcacccgttt 


100 


ggagctcacc 


aacca-tagca 


gctgccaaga 


gcccccaggc 


cctgggtccc 


150 


tgccatgggg 


gagccaaggg 


aaacctgggg 


cctgctggat 


ggcttcccga 


200 


ttttcgcggg 


ttgtgttggt 


gctgatagat 


gctctgcgat 


ttgacttcgc 


250 


ccagccccag 


cattcacacg 


tgcctagaga 


gcctcctgtc 


tccctaccct 


300 


tcctgggcaa 


actaagctcc 


ttgcagagga 


tcctggagat 


tcagccccac 


350 


catgcccggc 


tctaccgatc 


tcaggttgac 


cctcctacca 


ccaccatgca 


400 


gcgcctcaag 


gccctcacca 


ctggctcact 


gcctaccttt 


attgatgctg 


450 


gtagtaactt 


cgccagccac 


gccatagtgg 


aagacaatct 


cattaagcag 


500 


ctcaccagtg 


caggaaggcg 


tgtagtcttc 


atgggagatg 


atacctggaa 


550 


agaccttttc 


cctggtgctt 


tctccaaagc 


tttcttcttc 


ccatccttca 


600 


atgtcagaga 


cctagacaca 


gtggacaatg 


gcatcctgga 


acacctctac 


650 


cccaccatgg 


acagtggtga 


atgggacgtg 


ctgattgctc 


acttcctggg 


700 


tgtggaccac 


tgtggccaca 


agcatggccc 


tcaccaccct 


gaaatggcca 


750 


agaaacttag 


ccagatggac 


caggtgatcc 


agggacttgt 


ggagcgtctg 


800 


gagaatgaca 


cactgctggt 


agtggctggg 


gaccatggga 


tgaccacaaa 


850 


tggagaccat 


ggaggggaca 


gtgagctgga 


ggtctcagct 


gctctctttc 


900 
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tgtatagccc 


cacagcagtc 


ttccccagca 


ccccaccaga 


ggagccagag 


950 


gtgattcctc 


aagttagcct 


tgtgcccacg 


ctggccctgc 


tgctgggcct 


1000 


gcccatccca 


tttgggaata 


tcggggaagt 


gatggctgag 


ctattctcag 


1050 


ggggtgagga 


ctcccagccc 


cactcctctg 


ctttagccca 


agcctcagct 


1100 


ctccatctca 


atgctcagca 


ggtgtcccga 


tttcttcata 


cctactcagc 


1150 


tgctactcag 


gaccttcaag 


ctaaggagct 


tcatcagctg 


cagaacctct 


1200 


tctccaaggc 


ctctgctgac 


taccagtggc 


ttctccagag 


ccccaagggg 


1250 


gctgaggcga 


cactgccgac 


tgtgattgct 


gagctgcagc 


agttcctgcg 


1300 


gggagctcgg 


gccatgtgca 


tcgagtcttg 


ggctcgtttc 


tctctggtcc 


1350 


gcatggcggg 


gggtactgct 


ctcttggctg 


cttcctgctt 


tatctgcctg 


1400 


ctggcatctc 


agtgggcaat 


atccccaggc 


tttccattct 


gccctctact 


1450 


cctgacacct 


gtggcctggg 


gcctggttgg 


ggccatagcg 


tatgctggac 


1500 


tcctgggaac 


tattgagctg 


aagctagatc 


tagtgcttct 


aggggctgtg 


1550 


gctgcagtga 


gctcattcct 


cccttttctg 


tggaaagcct 


gggctggctg 


1600 


ggggtccaag 


aggcccctgg 


caaccctgtt 


tcccatccct 


gggcccgtcc 


1650 


tgttactcct 


gctgtttcgc 


ttggctgtgt 


tcttctctga 


tagttttgtt 


1700 


gtagctgagg 


ccagggccac 


ccccttcctt 


ttgggctcat 


tcatcctgct 


1750 


cctggttgtc 


cagcttcact 


gggagggcca 


gctgcttcca 


cctaagctac 


1800 


tcacaatgcc 


ccgccttggc 


acttcagcca 


caacaaaccc 


cccacggcac 


1850 


aatggtgcat 


atgccctgag 


gcttggaatt 


gggttgcttt 


tatgtacaag 


1900 


gctagctggg 


ctttttcatc 


gttgccctga 


agagacacct 


gtttgccact 


1950 


cctctccctg 


gctgagtcct 


ctggcatcca 


tggtgggtgg 


tcgagccaag 


2000 


aatttatggt 


atggagcttg 


tgtggcggcg 


ctggtggccc 


tgttagctgc 


2050 


cgtgcgcttg 


tggcttcgcc 


gctatggtaa 


tctcaagagc 


cccgagccac 


2100 


ccatgctctt 


tgtgcgctgg 


ggactgcccc 


taatggcatt 


gggtactgct 


2150 


gcctactggg 


cattggcgtc 


gggggcagat 


gaggctcccc 


cccgtctccg 


2200 


ggtcctggtc 


tctggggcat 


ccatggtgct 


gcctcgggct 


gtagcagggc 


2250 


tggctgcttc 


agggctcgcg 


ctgctgctct 


ggaagcctgt 


gacagtgctg 


2300 


gtgaaggctg 


gggcaggcgc 


tccaaggacc 


aggactgtcc 


tcactccctt 


2350 
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ctcaggcccc 


cccacttctc 


aagctgactt 


ggattatgtg 


gtccctcaaa 


2400 


tctaccgaca 


catgcaggag 


gagttccggg 


gccggttaga 


gaggaccaaa 


2450 


tctcagggtc 


ccctgactgt 


ggctgcttat 


cagttgggga 


gtgtctactc 


2500 


agctgctatg 


gtcacagccc 


tcaccctgtt 


ggccttccca 


cttctgctgt 


2550 


tgcatgcgga 


gcgcatcagc 


cttgtgttcc 


tgcttctgtt 


tctgcagagc 


2600 


ttccttctcc 


tacatctgct 


tgctgctggg 


atacccgtca 


ccacccctgg 


2650 


tccttttact 


gtgccatggc 


aggcagtctc 


ggcttgggcc 


ctcatggcca 


2700 


cacagacctt 


ctactccaca 


ggccaccagc 


ctgtctttcc 


agccatccat 


2750 


tggcatgcag 


ccttcgtggg 


attcccagag 


ggtcatggct 


cctgtacttg 


2800 


gctgcctgct 


ttgctagtgg 


gagccaacac 


ctttgcctcc 


cacctcctct 


2850 


ttgcagtagg 


ttgcccactg 


ctcctgctct 


ggcctttcct 


gtgtgagagt 


2900 


caagggctgc 


ggaagagaca 


gcagccccca 


gggaatgaag 


ctgatgccag 


2950 


agtcagaccc 


gaggaggaag 


aggagccact 


gatggagatg 


cggctccggg 


3000 


atgcgcctca 


gcacttctat 


gcagcactgc 


tgcagctggg 


cctcaagtac 


3050 


ctctttatcc 


ttggtattca 


gattctggcc 


tgtgccttgg 


cagcctccat 


3100 


ccttcgcagg 


catctcatgg 


tctggaaagt 


gtttgcccct 


aagttcatat 


3150 


ttgaggctgt 


gggcttcatt 


gtgagcagcg 


tgggacttct 


cctgggcata 


3200 


gctttggtga 


tgagagtgga 


tggtgctgtg 


agctcctggt 


tcaggcagct 


3250 


atttctggcc 


cagcagaggt 


agcctagtct 


gtgattactg 


gcacttggct 


3300 


acagagagtg 


ctggagaaca 


gtgtagcctg 


gcctgtacag 


gtactggatg 


3350 


atctgcaaga 


caggctcagc 


catactctta 


ctatcatgca 


gccaggggcc 


3400 


gctgacatct 


aggacttcat 


tattctataa 


ttcaggacca 


cagtggagta 


3450 


tgatccctaa 


ctcctgattt 


ggatgcatct 


gagggacaag 


gggggcggtc 


3500 


tccgaagtgg 


aataaaatag 


gccgggcgtg 
— i —> — > — i — > — > 


gtgacttgca 


cctataatcc 


3550 


cagcactttg 


ggaggcagag 


gtgggaggat 


tgcttggtcc 


caggagttca 


3600 


agaccagcct 


gtggaacata 


acaagacccc 


gtctctacta 


tttaaaaaaa 


3650 


agtgtaataa 


aatgataata 


t 3671 









<210> 266 

<211> 1089 

<212> PRT 

<213> Homo Sapien 
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<400> 266 

Met Gin Lys Ala Ser Val Leu Leu Phe Leu Ala Trp Val Cys Phe 
1 " 5 10 15 

Leu Phe Tyr Ala Gly He Ala Leu Phe Thr Ser Gly Phe Leu Leu 
20 25 30 

Thr Arg Leu Glu Leu Thr Asn His Ser Ser Cys Gin Glu Pro Pro 
35 40 45 

Gly Pro Gly Ser Leu Pro Trp Gly Ser Gin Gly Lys Pro Gly Ala 
50 55 60 

Cys Trp Met Ala Ser Arg Phe Ser Arg Val Val Leu Val Leu He 
65 70 75 

Asp Ala Leu Arg Phe Asp Phe Ala Gin Pro Gin His Ser His Val 
80 85 90 

Pro Arg Glu Pro Pro Val Ser Leu Pro Phe Leu Gly Lys Leu Ser 
95 100 105 

Ser Leu Gin Arg He Leu Glu He Gin Pro His His Ala Arg Leu 
110 115 120 

Tyr Arg Ser Gin Val Asp Pro Pro Thr Thr Thr Met Gin Arg Leu 
125 13 0 135 

Lys Ala Leu Thr Thr Gly Ser Leu Pro Thr Phe He Asp Ala Gly 
140 145 150 

Ser Asn Phe Ala Ser His Ala He Val Glu Asp Asn Leu He Lys 
155 160 165 

Gin Leu Thr Ser Ala Gly Arg Arg Val Val Phe Met Gly Asp Asp 
170 175 180 

Thr Trp Lys Asp Leu Phe Pro Gly Ala Phe Ser Lys Ala Phe Phe 
185 190 195 

Phe Pro Ser Phe Asn Val Arg Asp Leu Asp Thr Val Asp Asn Gly 
200 205 210 

He Leu Glu His Leu Tyr Pro Thr Met Asp Ser Gly Glu Trp Asp 
215 220 225 

Val Leu He Ala His Phe Leu Gly Val Asp His Cys Gly His Lys 
230 235 240 

His Gly Pro His His Pro Glu Met Ala Lys Lys Leu Ser Gin Met 
245 250 255 

Asp Gin Val He Gin Gly Leu Val Glu Arg Leu Glu Asn Asp Thr 
260 265 270 

Leu Leu Val Val Ala Gly Asp His Gly Met Thr Thr Asn Gly Asp 
275 280 285 
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His Gly Gly Asp Ser Glu Leu Glu Val Ser Ala Ala Leu Phe Leu 
290 295 300 



Tyr Ser Pro Thr Ala Val Phe Pro Ser Thr Pro Pro Glu Glu Pro 

305 310 315 

Glu Val lie Pro Gin Val Ser Leu Val Pro Thr Leu Ala Leu Leu 

320 325 330 

Leu Gly Leu Pro lie Pro Phe Gly Asn lie Gly Glu Val Met Ala 

335 340 345 

Glu Leu Phe Ser Gly Gly Glu Asp Ser Gin Pro His Ser Ser Ala 

350 ~ 355 360 

Leu Ala Gin Ala Ser Ala Leu His Leu Asn Ala Gin Gin Val Ser 

365 , 370 375 

Arg Phe Leu His Thr Tyr Ser Ala Ala Thr Gin Asp Leu Gin Ala 

3 80 3 85 3 90 

Lys Glu Leu His Gin Leu Gin Asn Leu Phe Ser Lys Ala Ser Ala 

395 400 405 

Asp Tyr Gin Trp Leu Leu Gin Ser Pro Lys Gly Ala Glu Ala Thr 

410 415 420 

Leu Pro Thr Val He Ala Glu Leu Gin Gin Phe Leu Arg Gly Ala 

425 430 435 

Arg Ala Met Cys He Glu Ser Trp Ala Arg Phe Ser Leu Val Arg 

440 445 450 

Met Ala Gly Gly Thr Ala Leu Leu Ala Ala Ser Cys Phe He Cys 

455 460 465 

Leu Leu Ala Ser Gin Trp Ala He Ser Pro Gly Phe Pro Phe Cys 

470 475 480 

Pro Leu Leu Leu Thr Pro Val Ala Trp Gly Leu Val Gly Ala He 

485 490 495 

Ala Tyr Ala Gly Leu Leu Gly Thr He Glu Leu Lys Leu Asp Leu 

500 505 510 

Val Leu Leu Gly Ala Val Ala Ala Val Ser Ser Phe Leu Pro Phe 

515 520 525 

Leu Trp Lys Ala Trp Ala Gly Trp Gly Ser Lys Arg Pro Leu Ala 

530 ~ ~ 535 540 

Thr Leu Phe Pro He Pro Gly Pro Val Leu Leu Leu Leu Leu Phe 

545 550 555 

Arg Leu Ala Val Phe Phe Ser Asp Ser Phe Val Val Ala Glu Ala 

560 565 570 

Arg Ala Thr Pro Phe Leu Leu Gly Ser Phe He Leu Leu Leu Val 
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575 580 585 

Val Gin Leu His Trp Glu Gly Gin Leu Leu Pro Pro Lys Leu Leu 
590 595 600 

Thr Met Pro Arg Leu Gly Thr Ser Ala Thr Thr Asn Pro Pro Arg 
605 ^ 610 615 

His Asn Gly Ala Tyr Ala Leu Arg Leu Gly lie Gly Leu Leu Leu 
620 625 630 

Cys Thr Arg Leu Ala Gly Leu Phe His Arg Cys Pro Glu Glu Thr 
635 640 645 

Pro Val Cys His Ser Ser Pro Trp Leu Ser Pro Leu Ala Ser Met 
650 655 660 

Val Gly Gly Arg Ala Lys Asn Leu Trp Tyr Gly Ala Cys Val Ala 
665 670 675 

Ala Leu Val Ala Leu Leu Ala Ala Val Arg Leu Trp Leu Arg Arg 
680 685 690 

Tyr Gly Asn Leu Lys Ser Pro Glu Pro Pro Met Leu Phe Val Arg 
695 700 705 

Trp Gly Leu Pro Leu Met Ala Leu Gly Thr Ala Ala Tyr Trp Ala 

710 715 720 

Leu Ala Ser Gly Ala Asp Glu Ala Pro Pro Arg Leu Arg Val Leu 
m ^ 725 730 735 

1, ; Val Ser Gly Ala Ser Met Val Leu Pro Arg Ala Val Ala Gly Leu 
W 740 745 750 

M< Ala Ala Ser Gly Leu Ala Leu Leu Leu Trp Lys Pro Val Thr Val 
in 755 760 765 

Jji Leu Val Lys Ala Gly Ala Gly Ala Pro Arg Thr Arg Thr Val Leu 
W ~ 770 775 780 

Thr Pro Phe Ser Gly Pro Pro Thr Ser Gin Ala Asp Leu Asp Tyr 
785 790 795 

Val Val Pro Gin lie Tyr Arg His Met Gin Glu Glu Phe Arg Gly 
800 805 810 

Arg Leu Glu Arg Thr Lys Ser Gin Gly Pro Leu Thr Val Ala Ala 
815 82 0 82 5 

Tyr Gin Leu Gly Ser Val Tyr Ser Ala Ala Met Val Thr Ala Leu 
830 835 840 

Thr Leu Leu Ala Phe Pro Leu Leu Leu Leu His Ala Glu Arg lie 
845 850 855 

Ser Leu Val Phe Leu Leu Leu Phe Leu Gin Ser Phe Leu Leu Leu 
860 865 870 



m 
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His Leu Leu Ala Ala Gly He Pro Val Thr Thr Pro Gly Pro Phe 
875 880 885 

Thr Val Pro Trp Gin Ala Val Ser Ala Trp Ala Leu Met Ala Thr 
890 895 900 

Gin Thr Phe Tyr Ser Thr Gly His Gin Pro Val Phe Pro Ala He 
905 910 915 

His Trp His Ala Ala Phe Val Gly Phe Pro Glu Gly His Gly Ser 
920 925 930 

Cys Thr Trp Leu Pro Ala Leu Leu Val Gly Ala Asn Thr Phe Ala 
935 940 945 

Ser His Leu Leu Phe Ala Val Gly Cys Pro Leu Leu Leu Leu Trp 
950 955 960 

Pro Phe Leu Cys Glu Ser Gin Gly Leu Arg Lys Arg Gin Gin Pro 
965 970 975 

Pro Gly Asn Glu Ala Asp Ala Arg Val Arg Pro Glu Glu Glu Glu 
980 985 990 

Glu Pro Leu Met Glu Met Arg Leu Arg Asp Ala Pro Gin His Phe 
995 1000 1005 

Tyr Ala Ala Leu Leu Gin Leu Gly Leu Lys Tyr Leu Phe He Leu 
1010 1015 1020 

Gly He Gin He Leu Ala Cys Ala Leu Ala Ala Ser He Leu Arg 
1025 1030 1035 

Arg His Leu Met Val Trp Lys Val Phe Ala Pro Lys Phe He Phe 
1040 1045 1050 

Glu Ala Val Gly Phe He Val Ser Ser Val Gly Leu Leu Leu Gly 
1055 1060 1065 

He Ala Leu Val Met Arg Val Asp Gly Ala Val Ser Ser Trp Phe 
1070 1075 1080 

Arg Gin Leu Phe Leu Ala Gin Gin Arg 
1085 

<210> 267 

<211> 1701 

<212> DNA 

<213> Homo Sapien 

<220> 

<221> unsure 

<222> 1528 

<223> unknown base 

<400> 267 

gagactgcag agggagataa agagagaggg caaagaggca gcaagagatt 50 



417 



tgtcctgggg atccagaaac ccatgatacc ctactgaaca ccgaatcccc 100 
tggaagccca cagagacaga gacagcaaga gaagcagaga taaatacact 150 
cacgccagga gctcgctcgc tctctctctc tctctctcac tcctccctcc 200 
ctctctctct gcctgtccta gtcctccagt cctcaaattc ccagtcccct 250 
gcaccccttc ctgggacact atgttgttct ccgccctcct gctggaggtg 3 00 
atttggatcc tggctgcaga tgggggtcaa cactggacgt atgagggccc 3 50 
acatggtcag gaccattggc cagcctctta ccctgagtgt ggaaacaatg 400 
cccagtcgcc catcgatatt cagacagaca gtgtgacatt tgaccctgat 450 
ttgcctgctc tgcagcccca cggatatgac cagcctggca ccgagccttt 500 
ggacctgcac aacaatggcc acacagtgca actctctctg ccctctaccc 550 
tgtatctggg tggacttccc cgaaaatatg tagctgccca gctccacctg 6 00 
cactggggtc agaaaggatc cccagggggg tcagaacacc agatcaacag 650 
tgaagccaca tttgcagagc tccacattgt acattatgac tctgattcct 700 
atgacagctt gagtgaggct gctgagaggc ctcagggcct ggctgtcctg 750 
ggcatcctaa ttgaggtggg tgagactaag aatatagctt atgaacacat 800 
tctgagtcac ttgcatgaag tcaggcataa agatcagaag acctcagtgc 850 
ctcccttcaa cctaagagag ctgctcccca aacagctggg gcagtacttc 900 
cgctacaatg gctcgctcac aactccccct tgctaccaga gtgtgctctg 950 
gacagttttt tatagaaggt cccagatttc aatggaacag ctggaaaagc 1000 
ttcaggggac attgttctcc acagaagagg agccctctaa gcttctggta 1050 
cagaactacc gagcccttca gcctctcaat cagcgcatgg tctttgcttc 1100 
tttcatccaa gcaggatcct cgtataccac aggtgaaatg ctgagtctag 1150 
gtgtaggaat cttggttggc tgtctctgcc ttctcctggc tgtttatttc 1200 
attgctagaa agattcggaa gaagaggctg gaaaaccgaa agagtgtggt 1250 
cttcacctca gcacaagcca cgactgaggc ataaattcct tctcagatac 1300 
catggatgtg gatgacttcc cttcatgcct atcaggaagc ctctaaaatg 1350 
gggtgtagga tctggccaga aacactgtag gagtagtaag cagatgtcct 1400 
ccttcccctg gacatctctt agagaggaat ggacccaggc tgtcattcca 1450 
ggaagaactg cagagccttc agcctctcca aacatgtagg aggaaatgag 1500 
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gaaatcgctg tgttgttaat gcagaganca aactctgttt agttgcaggg 1550 

gaagtttggg atatacccca aagtcctcta ccccctcact tttatggccc 1600 

tttccctaga tatactgcgg gatctctcct taggataaag agttgctgtt 1650 

gaagttgtat atttttgatc aatatatttg gaaattaaag tttctgactt 17 00 

t 1701 

;210> 268 
c211> 337 
c212> PRT 
c213> Homo Sapien 

c400> 268 

Met Leu Phe Ser Ala Leu Leu Leu Glu Val lie Trp lie Leu Ala 
15 10 15 

Ala Asp Gly Gly Gin His Trp Thr Tyr Glu Gly Pro His Gly Gin 
20 25 30 

Asp His Trp Pro Ala Ser Tyr Pro Glu Cys Gly Asn Asn Ala Gin 
35 40 45 

Ser Pro He Asp He Gin Thr Asp Ser Val Thr Phe Asp Pro Asp 
50 55 60 

Leu Pro Ala Leu Gin Pro His Gly Tyr Asp Gin Pro Gly Thr Glu 
65 70 75 

Pro Leu Asp Leu His Asn Asn Gly His Thr Val Gin Leu Ser Leu 
80 85 90 

Pro Ser Thr Leu Tyr Leu Gly Gly Leu Pro Arg Lys Tyr Val Ala 
95 100 105 

Ala Gin Leu His Leu His Trp Gly Gin Lys Gly Ser Pro Gly Gly 
110 115 120 

Ser Glu His Gin He Asn Ser Glu Ala Thr Phe Ala Glu Leu His 
125 130 135 

He Val His Tyr Asp Ser Asp Ser Tyr Asp Ser Leu Ser Glu Ala 
140 145 150 

Ala Glu Arg Pro Gin Gly Leu Ala Val Leu Gly He Leu He Glu 
155 160 165 

Val Gly Glu Thr Lys Asn He Ala Tyr Glu His He Leu Ser His 
170 175 180 

Leu His Glu Val Arg His Lys Asp Gin Lys Thr Ser Val Pro Pro 
185 190 195 

Phe Asn Leu Arg Glu Leu Leu Pro Lys Gin Leu Gly Gin Tyr Phe 
200 205 210 
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Arg Tyr Asn Gly Ser Leu Thr Thr Pro Pro Cys Tyr Gin Ser Val 
215 220 225 

Leu Trp Thr Val Phe Tyr Arg Arg Ser Gin lie Ser Met Glu Gin 
230 " 235 240 

Leu Glu Lys Leu Gin Gly Thr Leu Phe Ser Thr Glu Glu Glu Pro 
245 250 255 

Ser Lys Leu Leu Val Gin Asn Tyr Arg Ala Leu Gin Pro Leu Asn 
260 265 270 

Gin Arg Met Val Phe Ala Ser Phe He Gin Ala Gly Ser Ser Tyr 
275 280 285 

Thr Thr Gly Glu Met Leu Ser Leu Gly Val Gly He Leu Val Gly 
290 295 300 

Cys Leu Cys Leu Leu Leu Ala Val Tyr Phe He Ala Arg Lys He 
305 310 315 

Arg Lys Lys Arg Leu Glu Asn Arg Lys Ser Val Val Phe Thr Ser 

U 320 325 330 

H 

JBJ Ala Gin Ala Thr Thr Glu Ala 

J*j 335 

yi 

III <210> 269 

til <211> 1300 

m <212> PRT 

3: <213> Homo Sapien 

t... <400> 269 

O Gly Thr Gly Gly Cys Gly Cys Thr Gly Gly Cys Gly Gly Thr Thr 
j»& 1 5 10 15 

Gly Cys Thr Gly Thr Cys Ala Gly Cys Thr Gly Ala Thr Thr Cys 

P " ~ 20 25 30 

HI Cys Cys Gly Gly Gly Gly Thr Thr Gly Gly Thr Gly Gly Cys Ala 

35 40 45 

Gly Cys Gly Gly Cys Gly Gly Thr Ala Gly Cys Ala Gly Cys Ala 
50 ~ ' 55 60 

Ala Thr Gly Gly Ala Cys Thr Thr Thr Cys Thr Cys Cys Thr Gly 
65 70 75 

Gly Gly Gly Ala Ala Cys Cys Cys Gly Thr Thr Cys Ala Gly Cys 
80 85 90 

Thr Cys Thr Cys Cys Ala Gly Thr Gly Gly Gly Ala Cys Ala Gly 
95 100 105 

Cys Gly Cys Ala Thr Cys Gly Ala Gly Ala Ala Ala Gly Cys Cys 
110 115 120 

Ala Cys Ala Gly Ala Thr Gly Gly Cys Thr Cys Cys Cys Thr Gly 



420 



125 



130 



135 



Cys Ala Gly Ala Gly Cys Gly Ala Gly Gly Ala Cys Thr Gly Gly 
140 145 150 

Gly Cys Cys Cys Thr Cys Ala Ala Cys Ala Thr Gly Gly Ala Gly 
155 ~ 160 165 

Ala Thr Cys Thr Gly Cys Gly Ala Cys Ala Thr Cys Ala Thr Cys 
170 175 180 

Ala Ala Cys Gly Ala Gly Ala Cys Gly Gly Ala Gly Gly Ala Ala 
185 190 195 

Gly Gly Thr Cys Cys Cys Ala Ala Ala Gly Ala Thr Gly Cys Cys 
200 ~ 205 210 

Cys Thr Cys Cys Gly Ala Gly Cys Ala Gly Thr Ala Ala Ala Gly 
215 220 225 

Ala Ala Gly Ala Gly Ala Ala Thr Cys Gly Thr Gly Gly Gly Gly 
230 235 240 

Ala Ala Thr Ala Ala Gly Ala Ala Cys Thr Thr Cys Cys Ala Cys 
245 250 255 

Gly Ala Gly Gly Thr Gly Ala Thr Gly Cys Thr Gly Gly Cys Thr 
260 265 270 

Cys Thr Cys Ala Cys Ala Gly Thr Cys Thr Thr Ala Gly Ala Ala 
275 280 285 

Ala Cys Cys Thr Gly Thr Gly Thr Cys Ala Ala Gly Ala Ala Cys 
290 295 300 

Thr Gly Cys Gly Gly Gly Cys Ala Cys Cys Gly Cys Thr Thr Cys 
305 "* 310 315 

Cys Ala Cys Gly Thr Gly Cys Thr Gly Gly Thr Gly Gly Cys Cys 
320 325 330 

Ala Gly Cys Cys Ala Gly Gly Ala Cys Thr Thr Cys Gly Thr Gly 
335 340 345 

Gly Ala Gly Ala Gly Thr Gly Thr Gly Cys Thr Gly Gly Thr Gly 
350 355 360 

Ala Gly Gly Ala Cys Cys Ala Thr Cys Cys Thr Gly Cys Cys Cys 
365 370 375 

Ala Ala Gly Ala Ala Cys Ala Ala Cys Cys Cys Ala Cys Cys Cys 
380 385 390 

Ala Cys Cys Ala Thr Cys Gly Thr Gly Cys Ala Thr Gly Ala Cys 
395 400 405 

Ala Ala Ala Gly Thr Gly Cys Thr Cys Ala Ala Cys Cys Thr Cys 
410 415 420 
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Ala Thr Cys Cys Ala Gly Thr Cys Cys Thr Gly Gly Gly Cys Thr 
425 430 435 

Gly Ala Cys Gly Cys Gly Thr Thr Cys Cys Gly Cys Ala Gly Cys 
440 445 450 

Thr Cys Gly Cys Cys Cys Gly Ala Thr Cys Thr Gly Ala Cys Ala 
455 460 465 

Gly Gly Thr Gly Thr Gly Gly Thr Cys Ala Cys Cys Ala Thr Cys 
470 475 480 

Thr Ala Thr Gly Ala Gly Gly Ala Cys Cys Thr Gly Cys Gly Gly 
485 490 495 

Ala Gly Gly Ala Ala Ala Gly Gly Cys Cys Thr Gly Gly Ala Gly 
500 505 510 

Thr Thr Cys Cys Cys Cys Ala Thr Gly Ala Cys Thr Gly Ala Cys 
515 520 525 

Cys Thr Gly Gly Ala Cys Ala Thr Gly Cys Thr Gly Thr Cys Ala 
53 0 535 540 

Cys Cys Cys Ala Thr Cys Cys Ala Cys Ala Cys Ala Cys Cys Cys 
545 550 555 

Ala Gly Ala Gly Gly Ala Cys Cys Gly Thr Gly Thr Thr Cys Ala 
560 565 570 

Ala Cys Thr Cys Ala Gly Ala Gly Ala Cys Ala Cys Ala Ala Thr 
575 580 585 

Cys Ala Gly Gly Ala Cys Ala Gly Gly Ala Thr Thr Cys Thr Gly 
590 595 600 

Thr Gly Gly Gly Cys Ala Cys Thr Gly Ala Cys Thr Cys Cys Ala 
605 610 615 

Gly Cys Cys Ala Gly Cys Ala Ala Gly Ala Gly Gly Ala Cys Thr 
~ 62 0 62 5 63 0 

Cys Thr Gly Gly Cys Cys Ala Gly Cys Ala Thr Gly Cys Thr Gly 
635 640 645 

Cys Cys Cys Cys Thr Cys Thr Gly Cys Cys Cys Gly Cys Cys Cys 
650 655 660 

Cys Gly Cys Cys Cys Ala Thr Ala Cys Thr Cys Thr Cys Cys Gly 
665 670 675 

Gly Thr Gly Ala Cys Ala Cys Gly Cys Cys Cys Ala Thr Ala Gly 
680 685 690 

Cys Ala Cys Cys Ala Ala Cys Cys Cys Cys Gly Gly Ala Ala Cys 
695 700 705 



Ala Gly Ala Thr Thr Gly Gly Gly Ala Ala Gly Cys Thr Gly Cys 
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710 715 720 

Gly Cys Ala Gly Thr Gly Ala Gly Cys Thr Gly Gly Ala Gly Ala 
725 730 735 

Thr Gly Gly Thr Gly Ala Gly Thr Gly Gly Gly Ala Ala Cys Gly 
740 745 750 

Thr Gly Ala Gly Gly Gly Thr Gly Ala Thr Gly Thr Cys Gly Gly 
755 760 765 

Ala Gly Ala Thr Gly Cys Thr Gly Ala Cys Gly Gly Ala Gly Cys 
770 775 780 

Thr Gly Gly Thr Gly Cys Cys Cys Ala Cys Cys Cys Ala Gly Gly 
785 790 795 

Cys Cys Gly Ala Gly Cys Cys Cys Gly Cys Ala Gly Ala Cys Cys 
800 805 810 

Thr Gly Gly Ala Gly Cys Thr Gly Cys Thr Gly Cys Ala Gly Gly 
815 820 825 

Ala Gly Cys Thr Cys Ala Ala Cys Cys Gly Cys Ala Cys Gly Thr 
830 835 840 

Gly Cys Cys Gly Ala Gly Cys Cys Ala Thr Gly Cys Ala Gly Cys 
845 850 855 

Ala Gly Cys Gly Gly Gly Thr Cys Cys Thr Gly Ala Gly Thr Gly 
860 865 870 

Ala Thr Ala Cys Cys Cys Thr Gly Cys Thr Cys Cys Gly Gly Gly 
875 880 885 

Cys Cys Cys Ala Thr Gly Cys Cys Cys Cys Ala Ala Gly Gly Ala 
890 895 900 

Gly Cys Cys Cys Thr Thr Cys Ala Gly Ala Gly Cys Cys Cys Ala 
905 910 915 

Cys Ala Cys Thr Gly Cys Cys Ala Gly Thr Cys Gly Ala Gly Gly 
92 0 925 93 0 

Cys Cys Thr Gly Gly Cys Thr Gly Gly Ala Gly Gly Cys Thr Gly 
935 940 945 

Gly Cys Cys Ala Cys Ala Gly Thr Gly Gly Ala Ala Ala Thr Thr 
950 955 960 

Cys Thr Gly Cys Cys Gly Ala Gly Cys Cys Thr Ala Thr Thr Gly 
965 970 975 

Thr Cys Cys Cys Thr Ala Cys Cys Cys Thr Gly Cys Thr Cys Thr 
980 985 990 

Gly Cys Thr Gly Cys Ala Thr Gly Gly Gly Gly Cys Cys Cys Cys 
995 1000 1005 
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Ala Thr Gly Gly Cys Thr Thr Thr Gly Gly Cys Thr Gly Gly Cys 
1010 1015 ~ ' 1020 

Cys Ala Cys Thr Gly Ala Gly Gly Gly Thr Ala Gly Gly Gly Thr 
1025 1030 1035 

Gly Thr Gly Gly Ala Gly Gly Thr Gly Thr Gly Gly Ala Gly Gly 
1040 1045 1050 

Cys Cys Cys Cys Cys Thr Gly Ala Gly Gly Ala Gly Cys Thr Gly 
1055 1060 1065 

Cys Gly Gly Cys Gly Gly Cys Cys Cys Ala Gly Gly Thr Ala Cys 
1070 1075 1080 

Gly Ala Ala Gly Cys Thr Gly Cys Ala Ala Cys Thr Cys Thr Gly 
1085 " 1090 ~ ~ 1095 

Cys Gly Cys Gly Cys Ala Gly Thr Gly Gly Gly Cys Gly Ala Gly 
1100 1105 1110 

Ala Thr Cys Thr Cys Ala Thr Cys Ala Gly Cys Cys Cys Cys Ala 
1115 1120 1125 

Gly Gly Cys Thr Gly Cys Ala Gly Gly Thr Gly Ala Gly Gly Cys 
1130 1135 1140 

Thr Thr Cys Ala Gly Gly Gly Gly Ala Thr Gly Cys Thr Gly Gly 
1145 1150 1155 

Gly Gly Cys Cys Cys Cys Ala Cys Thr Gly Cys Cys Cys Cys Thr 
1160 ~ 1165 * 1170 

Cys Cys Gly Cys Thr Gly Cys Cys Thr Thr Gly Cys Cys Cys Thr 
1175 1180 1185 

Cys Cys Ala Thr Cys Cys Thr Thr Cys Cys Thr Cys Thr Gly Thr 
1190 1195 1200 

Thr Cys Cys Thr Thr Cys Thr Gly Gly Cys Cys Gly Gly Gly Cys 
1205 1210 1215 

Ala Cys Cys Ala Cys Ala Gly Cys Ala Cys Thr Gly Gly Gly Gly 
1220 1225 1230 

Cys Thr Cys Ala Cys Cys Thr Cys Thr Thr Gly Gly Thr Thr Gly 
1235 1240 1245 

Ala Thr Cys Cys Thr Cys Thr Thr Gly Thr Ala Cys Thr Gly Gly 
1250 1255 1260 

Gly Ala Gly Ala Gly Gly Thr Gly Cys Cys Thr Thr Thr Thr Gly 
1265 1270 1275 

Thr Ala Thr Cys Cys Cys Cys Ala Ala Thr Thr Ala Ala Ala Gly 
1280 1285 1290 

Gly Thr Ala Gly Ala Ala Ala Ala Cys Cys 
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1295 



1300 



<210> 270 
<211> 209 
<212> PRT 
<213> Homo Sapien 

<400> 270 

Met Asp Phe Leu Leu Gly Asn Pro Phe Ser Ser Pro Val Gly Gin 
15 10 15 

Arg lie Glu Lys Ala Thr Asp Gly Ser Leu Gin Ser Glu Asp Trp 
20 25 30 

Ala Leu Asn Met Glu lie Cys Asp lie lie Asn Glu Thr Glu Glu 
35 40 45 

Gly Pro Lys Asp Ala Leu Arg Ala Val Lys Lys Arg lie Val Gly 
50 ~ 55 60 

Asn Lys Asn Phe His Glu Val Met Leu Ala Leu Thr Val Leu Glu 
65 70 75 

Thr Cys Val Lys Asn Cys Gly His Arg Phe His Val Leu Val Ala 
80 85 90 

Ser Gin Asp Phe Val Glu Ser Val Leu Val Arg Thr lie Leu Pro 
95 100 105 

Lys Asn Asn Pro Pro Thr lie Val His Asp Lys Val Leu Asn Leu 
110 115 120 

lie Gin Ser Trp Ala Asp Ala Phe Arg Ser Ser Pro Asp Leu Thr 
125 ~ 130 135 

Gly Val Val Thr lie Tyr Glu Asp Leu Arg Arg Lys Gly Leu Glu 
140 145 150 

Phe Pro Met Thr Asp Leu Asp Met Leu Ser Pro lie His Thr Pro 
155 160 165 

Arg Gly Pro Cys Ser Thr Gin Arg His Asn Gin Asp Arg lie Leu 
170 175 180 

Trp Ala Leu Thr Pro Ala Ser Lys Arg Thr Leu Ala Ser Met Leu 
185 190 195 

Pro Leu Cys Pro Pro Arg Pro Tyr Ser Pro Val Thr Arg Pro 
200 205 

<210> 271 

<211> 1114 

<212> DNA 

<213> Homo Sapien 

<400> 271 

cggacgcgtg ggcggacgcg tgggcggacg cgtgggtctc tgcggggaga 50 
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cacraarrta 

Vw> Wi Xw> ^-H 


pat Pt crppat 




u u y ciy yyyv^u 


crcrcrcrapai" pp 


100 


t c t a c t~ a f5 c 1 1" 


Cftcrcrppappci 


p p Pt era t ar t 


crn p per i~ 3 cf 


ppppppefp^a 


150 


aptpctcrcrcrcr 

y *- v - v -' i-yy z?y 


crcrpppacrat p 




apoaocftcrap 


cccccactcc 


200 


?3 crcr p p p t* ^5 p ^ 


i_y y ^ci UvUy 


yoy o l. L.^yyy 


p;rrp PA^fat" p 
yyv^\^cicik_.ci 


^ pt" ppnrr^pyrr 
at Lyuyyciyy 


4 JU 




uyay^LcyL- u 


yyy^yy 1 -*— «->- 


prrT^r^rTP^P^P 
y y ^-^y v^^vciv 


V— y v-» u u^ciy 


JUL/ 


ct^cty cty ct\»^<-. u 


r* c< c% c r^'r nnr^ 
(_ oy 0 ctv_- tyyo 


CL.yy tyytyc 


L y y y c 9 c ^ ° 


ll^ L.y cty l. 


O \J 


aot-y cyyay c 


L^at-OLciy 


nrr+r /^r-f- 4- 4- rinf* 


aUv-yaLy O L. 


f- r~* t~* ft ^ pops 

i_- d. v_ ct y ^ ct 




ULLuyao L. ct(_. 


/ia /-1 <—< /-i -a f-/^a 

c.doooociL.yct 


/-t /^i /-i -3 pht 1 z^ 1 ^ a 
^^^Ctv_.yv_-v^CJ.Cl 


uyauaLu t_y o 


ouyoL.yL^yyL- 


*± z> V 




i_y 0 uy uot uy 


s~T fi /~i f* 4— /-*r /~\ 3 

y y lll uy t—ciy 


t yyyy cc -y ci: - 


g a 9 y c y c c «■ 


ROD 

O w U 


gggagaaggg 


ccay yccccc 


cacagegygy 


aCacyyuyco 






ctggggcttc 


gtgtctgact 


ttgaggagct 


gccgcctgga 


ctgatggagg 


bUU 


ccaaggtccg 


agtgctggac 


c eggaegt ct 


gcaacagctc 


ctggaagggc 


rr a 


X^i /"i ^~ >T Q j^H 

CdCCLydCaC 


4— 4— — s ^ ✓""i ^ 

CLaCCauy CL 


ctgcacccgc 


a g t:: gggg aca - 


gccacagacg 






ucggccgac l. 


ccggagggcc 


ccLggcgugc 


aggaaceggg 


Ten 
/ jU 






cc-yyy octet 


yg^geggc-y 9 - 


c-cccaayacc 


q n ri 


cccyacy Lyu 


acacgcagg u 


/^r y— * y^ti^r /™i 4~" 4~ 4^" 

yuccycctct 


gcggcccgga 


ucugggaegc. 


oirn 
ojU 


ggttcggcgg 


agcagtcccc 


agcccggccc 


cctgcctggg 


accaccaggc 


q n a 


ccccaggaga 


agccgcctga 


gccacaacct 


tgcggcatgc 


aaatgagatg 


you 


gccgctccag 


gcctggaatg 


ttccgtggct 


gggccccacg 


ggaagcctga 


1000 


tgttcagggt 


tggggtggga 


egggcagegg 


tggggcacac 


ccattccaca 


1050 


tgcaaagggc 


agaagcaaac 


ccagtaaaat 


gttaactgac 


aaaaaaaaaa 


1100 


aaaaaaaaaa 


gaaa 1114 











210> 272 
211> 283 
212> PRT 

213 > Homo Sapien 



:400> 272 

Met Gly Leu Gly Leu Arg Gly Trp Gly Arg Pro Leu Leu Thr Val 
15 10 15 

Ala Thr Ala Leu Met Leu Pro Val Lys Pro Pro Ala Gly Ser Trp 
20 25 30 

Gly Ala Gin lie He Gly Gly His Glu Val Thr Pro His Ser Arg 
35 40 45 
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Pro Tyr Met Ala Ser Val Arg Phe Gly Gly Gin His His Cys Gly 
50 55 60 

Gly Phe Leu Leu Arg Ala Arg Trp Val Val Ser Ala Ala His Cys 
65 7 0 75 

Phe Ser His Arg Asp Leu Arg Thr Gly Leu Val Val Leu Gly Ala 
80 85 90 

His Val Leu Ser Thr Ala Glu Pro Thr Gin Gin Val Phe Gly lie 
95 100 105 

Asp Ala Leu Thr Thr His Pro Asp Tyr His Pro Met Thr His Ala 
110 115 120 

Asn Asp lie Cys Leu Leu Arg Leu Asn Gly Ser Ala Val Leu Gly 
125 130 135 

Pro Ala Val Gly Leu Leu Arg Leu Pro Gly Arg Arg Ala Arg Pro 
140 145 150 

Pro Thr Ala Gly Thr Arg Cys Arg Val Ala Gly Trp Gly Phe Val 
155 160 165 

Ser Asp Phe Glu Glu Leu Pro Pro Gly Leu Met Glu Ala Lys Val 
170 175 180 

Arg Val Leu Asp Pro Asp Val Cys Asn Ser Ser Trp Lys Gly His 
185 190 195 

Leu Thr Leu Thr Met Leu Cys Thr Arg Ser Gly Asp Ser His Arg 
200 205 210 

Arg Gly Phe Cys Ser Ala Asp Ser Gly Gly Pro Leu Val Cys Arg 
215 220 225 

Asn Arg Ala His Gly Leu Val Ser Phe Ser Gly Leu Trp Cys Gly 
230 235 240 

Asp Pro Lys Thr Pro Asp Val Tyr Thr Gin Val Ser Ala Phe Val 
245 250 255 

Ala Trp lie Trp Asp Val Val Arg Arg Ser Ser Pro Gin Pro Gly 
260 265 270 

Pro Leu Pro Gly Thr Thr Arg Pro Pro Gly Glu Ala Ala 
275 280 

<210> 273 

<211> 2249 

<212> DNA 

<213> Homo Sapien 

<400> 273 

gaagttcgcg agcgctggct atgggtcctg gggcgcggct ggcggcgctg 50 
ctggcggtgc tggcgctcgg gacaggagac ccagaaaggg ctgcggctcg 100 
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gggcgacacg 


ttctcggcgc 


tgaccagcgt 


ggcgcgcgcc 


ctggcgcccg 


150 


agcgccggct 


gctggggctg 


ctgaggcggt 


acctgcgcgg ggaggaggcg 


200 


cggctgcggg 


acctgactag 


attctacgac 


aaggtacttt 


ctttgcatga 


250 


ggattcaaca 


acccctgtgg 


ctaaccctct 


gcttgcattt 


actctcatca 


300 


aacgcctgca 


gtctgactgg 


aggaatgtgg 


tacatagtct 


ggaggccagt 


350 


gagaacatcc 


gagctctgaa 


ggatggctat 


gagaaggtgg 


agcaagacct 


400 


tccagccttt 


gaggaccttg 


agggagcagc 


aagggccctg atgcggctgc 


450 


aggacgtgta 


catgctcaat 


gtgaaaggcc 


tggcccgagg 


tgtctttcag 


500 


agagtcactg 


gctctgccat 


cactgacctg 


tacagcccca 


aacggctctt 


550 


ttctctcaca 


ggggatgact 


gcttccaagt 


tggcaaggtg gcctatgaca 


600 


tgggggatta 


ttaccatgcc 


attccatggc 


tggaggaggc 


tgtcagtctc 


650 


ttccgaggat 


cttacggaga 


gtggaagaca 


gaggatgagg 


caagtctaga 


700 


agatgccttg 


gatcacttgg 


cctttgctta 


tttccgggca ggaaatgttt 


750 


cgtgtgccct 


cagcctctct 


cgggagtttc 


ttctctacag 


cccagataat 


800 


aagaggatgg 


ccaggaatgt 


cttgaaatat 


gaaaggctct 


tggcagagag 


850 


ccccaaccac 


gtggtagctg 


aggctgtcat 


ccagaggccc 


aatatacccc 


900 


acctgcagac 


cagagacacc 


tacgaggggc 


tatgtcagac 


cctgggttcc 


950 


cagcccactc 


tctaccagat 


ccctagcctc 


tactgttcct 


atgagaccaa 


1000 


ttccaacgcc 


tacctgctgc 


tccagcccat 


ccggaaggag 


gtcatccacc 


1050 


tggagcccta 


cattgctctc 


taccatgact 


tcgtcagtga ctcagaggct 


1100 


cagaaaatta 


gagaacttgc 


agaaccatgg 


ctacagaggt 


cagtggtggc 


1150 


atcaggggag 


aagcagttac 


aagtggagta 


ccgcatcagc 


aaaagtgcct 


1200 


ggctgaagga 


cactgttgac 


ccaaaactgg 


tgaccctcaa 


ccaccgcatt 


1250 


gctgccctca 


caggccttga 


tgtccggcct 


ccctatgcag 


agtatctgca 


1300 


ggtggtgaac 


tatggcatcg 


gaggacacta 


tgagcctcac 


tttgaccatg 


1350 


ctacgtcacc 


aagcagcccc 


ctctacagaa 


tgaagtcagg 


aaaccgagtt 


1400 


gcaacattta 


tgatctatct 


gagctcggtg 


gaagctggag 


gagccacagc 


1450 


cttcatctat 


gccaacctca 


gcgtgcctgt 


ggttaggaat 


gcagcactgt 


1500 


tttggtggaa 


cctgcacagg 


agtggtgaag 


gggacagtga 


cacacttcat 


1550 
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gctggctgtc 


ctgtcctggt 


gggagataag 


tgggtggcca 


acaagtggat 


1600 


acatgagtat 


ggacaggaat 


tccgcagacc 


ctgcagctcc 


agccctgaag 


1650 


actgaactgt 


tggcagagag 


aagctggtgg 


agtcctgtgg 


ctttccagag 


1700 


aagccaggag 


ccaaaagctg 


gggtaggaga 


ggagaaagca 


gagcagcctc 


1750 


ctggaagaag 


gccttgtcag 


ctttgtctgt 


gcctcgcaaa 


tcagaggcaa 


1800 




gttaccaggg 


gacactgaga 


atgtacattt 


gatctgcccc 


1850 


agccacggaa 


gtcagagtag 


gatgcacagt 


acaaaggagg 


ggggagtgga 


1900 


ggcctgagag 


ggaagtttct 


ggagttcaga 


tactctctgt 


tgggaacagg 


1950 


acatctcaac 


agtctcaggt 


tcgatcagtg 


ggtcttttgg 


cactttgaac 


2000 


cttgaccaca 


gggaccaaga 


agtggcaatg 


aggacacctg 


caggaggggc 


2050 


tagcctgact 


cccagaactt 


taagactttc 


tccccactgc 


cttctgctgc 


2100 


agcccaagca 


gggagtgtcc 


ccctcccaga 


agcatatccc 


agatgagtgg 


2150 


tacattatat 


aaggattttt 


tttaagttga 


aaacaacttt 


cttttctttt 


2200 


tgtatgatgg 


ttttttaaca 


cagtcattaa 


aaatgtttat 


aaatcaaaa 224 9 



<210> 274 
<211> 544 
<212> PRT 
<213> Homo Sapien 



<400> 274 

Met Gly Pro Gly Ala Arg Leu Ala Ala Leu Leu Ala Val Leu Ala 
1 5 10 15 

Leu Gly Thr Gly Asp Pro Glu Arg Ala Ala Ala Arg Gly Asp Thr 
20 25 30 

Phe Ser Ala Leu Thr Ser Val Ala Arg Ala Leu Ala Pro Glu Arg 
35 40 45 

Arg Leu Leu Gly Leu Leu Arg Arg Tyr Leu Arg Gly Glu Glu Ala 
50 55 60 

Arg Leu Arg Asp Leu Thr Arg Phe Tyr Asp Lys Val Leu Ser Leu 
65 70 75 

His Glu Asp Ser Thr Thr Pro Val Ala Asn Pro Leu Leu Ala Phe 
80 85 90 

Thr Leu lie Lys Arg Leu Gin Ser Asp Trp Arg Asn Val Val His 
95 100 105 

Ser Leu Glu Ala Ser Glu Asn He Arg Ala Leu Lys Asp Gly Tyr 
110 115 120 
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Glu Lys Val Glu Gin Asp Leu Pro Ala Phe Glu Asp Leu Glu Gly 
125 ~ 13 0 135 

Ala Ala Arg Ala Leu Met Arg Leu Gin Asp Val Tyr Met Leu Asn 
140 145 150 

Val Lys Gly Leu Ala Arg Gly Val Phe Gin Arg Val Thr Gly Ser 
155 160 165 

Ala lie Thr Asp Leu Tyr Ser Pro Lys Arg Leu Phe Ser Leu Thr 
170 175 180 

Gly Asp Asp Cys Phe Gin Val Gly Lys Val Ala Tyr Asp Met Gly 
185 190 195 

Asp Tyr Tyr His Ala lie Pro Trp Leu Glu Glu Ala Val Ser Leu 
200 205 210 

Phe Arg Gly Ser Tyr Gly Glu Trp Lys Thr Glu Asp Glu Ala Ser 
215 220 225 

Leu Glu Asp Ala Leu Asp His Leu Ala Phe Ala Tyr Phe Arg Ala 
230 235 240 

Gly Asn Val Ser Cys Ala Leu Ser Leu Ser Arg Glu Phe Leu Leu 
245 250 255 

Tyr Ser Pro Asp Asn Lys Arg Met Ala Arg Asn Val Leu Lys Tyr 
260 ~ 265 270 

Glu Arg Leu Leu Ala Glu Ser Pro Asn His Val Val Ala Glu Ala 
275 280 285 

Val lie Gin Arg Pro Asn He Pro His Leu Gin Thr Arg Asp Thr 
290 295 300 

Tyr Glu Gly Leu Cys Gin Thr Leu Gly Ser Gin Pro Thr Leu Tyr 
305 310 315 

Gin He Pro Ser Leu Tyr Cys Ser Tyr Glu Thr Asn Ser Asn Ala 
320 325 330 

Tyr Leu Leu Leu Gin Pro He Arg Lys Glu Val He His Leu Glu 
335 340 345 

Pro Tyr He Ala Leu Tyr His Asp Phe Val Ser Asp Ser Glu Ala 
350 " 355 360 

Gin Lys He Arg Glu Leu Ala Glu Pro Trp Leu Gin Arg Ser Val 

365 370 375 

Val Ala Ser Gly Glu Lys Gin Leu Gin Val Glu Tyr Arg He Ser 
380 385 390 

Lys Ser Ala Trp Leu Lys Asp Thr Val Asp Pro Lys Leu Val Thr 
395 400 405 

Leu Asn His Arg He Ala Ala Leu Thr Gly Leu Asp Val Arg Pro 
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410 415 420 

Pro Tyr Ala Glu Tyr Leu Gin Val Val Asn Tyr Gly He Gly Gly 
425 430 435 

His Tyr Glu Pro His Phe Asp His Ala Thr Ser Pro Ser Ser Pro 
440 445 450 

Leu Tyr Arg Met Lys Ser Gly Asn Arg Val Ala Thr Phe Met He 
455 460 465 

Tyr Leu Ser Ser Val Glu Ala Gly Gly Ala Thr Ala Phe He Tyr 
470 475 480 

Ala Asn Leu Ser Val Pro Val Val Arg Asn Ala Ala Leu Phe Trp 
485 490 495 

Trp Asn Leu His Arg Ser Gly Glu Gly Asp Ser Asp Thr Leu His 
500 505 510 

Ala Gly Cys Pro Val Leu Val Gly Asp Lys Trp Val Ala Asn Lys 
515 520 525 

Trp He His Glu Tyr Gly Gin Glu Phe Arg Arg Pro Cys Ser Ser 
530 535 540 

Ser Pro Glu Asp 



<210> 275 

<211> 1915 

<212> DNA 

<213> Homo Sapien 

<400> 275 



ggcaacatgg 


ctcagcaggc 


ttgccccaga 


gccatggcaa 


agaatggact 


50 


tgtaatttgc 


atcctggtga 


tcaccttact 


cctggaccag 


accaccagcc 


100 


acacatccag 


attaaaagcc 


aggaagcaca 


gcaaacgtcg agtgagagac 


150 


aaggatggag 


atctgaagac 


tcaaattgaa 


aagctctgga 


cagaagtcaa 


200 


tgccttgaag 


gaaattcaag 


ccctgcagac 


agtctgtctc 


cgaggcacta 


250 


aagttcacaa 


gaaatgctac 


cttgcttcag 


aaggtttgaa 


gcatttccat 


300 


gaggccaatg 


aagactgcat 


ttccaaagga 


ggaatcctgg 


ttatccccag 


350 


gaactccgac 


gaaatcaacg 


ccctccaaga 


ctatggtaaa 


aggagcctgc 


400 


caggtgtcaa 


tgacttttgg 


ctgggcatca 


atgacatggt 


cacggaaggc 


450 


aagtttgttg 


acgtcaacgg 


aatcgctatc 


tccttcctca 


actgggaccg 


500 


tgcacagcct 


aacggtggca 


agcgagaaaa 


ctgtgtcctg 


ttctcccaat 


550 


cagctcaggg 


caagtggagt 


gatgaggcct 


gtcgcagcag 


caagagatac 


600 
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atatgcgagt tcaccatccc taaataggtc tttctccaat gtgtcctcca 650 

agcaagattc atcataactt ataggttcat gatctctaag atcaagtaaa 700 

aatcataatt tttacttatt aaaaaattgc aacacaagat caatgtccat 750 

agcaatatga tagcatcagc caattttgct aacacatttc tttgggattt 80 0 

tgcccttcct ggggtatagg ggatcagaaa tattgatcca tgtgcacgca 850 

gataaaatgg cttctgctaa acagactaaa atctttctct ctagtctttc 900 

tcacttgtac aaacccagtt tgttttcaaa aaatcacagt agcaatgcaa 950 

ctcatcactc tagaaaagca agcttaggct acctgaaaga ttttcccttg 1000 

gaagtttagc gtatgtttga ctaacaaaaa ttccctacat cagagactct 1050 

aggtgctata taatccaaaa acttttcagc ctgttgctca ttctgtccca 1100 

tgctggcaat aataccttgt cagcccatta cccttatttt gaattgctcc 1150 

atctcctggt gggacttgta tcttgtctgc catatcagaa cacaaacccc 1200 

tgaagaggtt ctgatttgat tttttttttt tcttcatgcc tacccttttt 1250 

ttggaagttt ccagccgcaa tttgaaatga aatgacaagg tgtatatttg 13 00 

atcaattttc attcccacca ttgcattaca acctctaact taaatgggta 13 50 

accctaaggc atatcaaaga agcagattgc atgataaacg gaaatagaaa 1400 

aaaagaacct acatttattt tgctttagca tccttactct caccttttat 1450 

gagattgaga gtggacttac atttcctttt ttacattttc gtatatttat 1500 

tttttttagc catcattata tgtttaagtc tattatgggc aaccaatctt 1550 

tggaagctga aaactgaatt taaagaatgc tatcttggaa aattgcatac 1600 

gtctgtgcaa ttttttattc tgcctagtgc tattctgctt gtttaactag 1650 

attgtacaaa ataacttcat tgcttaatat caaattacaa agtttagact 17 00 

tggagggaaa tgggcttttt agaagcaaac aattttaaat atattttgtt 1750 

cttcaaataa atagtgttta aacattgaat gtgttttgtg aacaatatcc 1800 

cactttgcaa actttaacta cacatgcttg gaattaagtt ttagctgttt 1850 

tcattgctca ataataaagc ctgaattctg atcaataaaa aaaaaaaaaa 1900 

aaaaaaaaaa aaaaa 1915 

<210> 276 
<211> 206 
<212> PRT 
<213> Homo Sapien 
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<400> 276 

Met Ala Gin Gin Ala Cys Pro Arg Ala Met Ala Lys Asn Gly Leu 
15 10 15 

Val He Cys He Leu Val He Thr Leu Leu Leu Asp Gin Thr Thr 
20 25 30 

Ser His Thr Ser Arg Leu Lys Ala Arg Lys His Ser Lys Arg Arg 
35 40 45 

Val Arg Asp Lys Asp Gly Asp Leu Lys Thr Gin He Glu Lys Leu 
50 55 60 

Trp Thr Glu Val Asn Ala Leu Lys Glu lie Gin Ala Leu Gin Thr 
65 70 75 

Val Cys Leu Arg Gly Thr Lys Val His Lys Lys Cys Tyr Leu Ala 
80 85 90 

Ser Glu Gly Leu Lys His Phe His Glu Ala Asn Glu Asp Cys He 
95 100 105 

Ser Lys Gly Gly He Leu Val He Pro Arg Asn Ser Asp Glu He 
110 115 120 

Asn Ala Leu Gin Asp Tyr Gly Lys Arg Ser Leu Pro Gly Val Asn 
125 130 135 

Asp Phe Trp Leu Gly He Asn Asp Met Val Thr Glu Gly Lys Phe 
140 145 150 

Val Asp Val Asn Gly He Ala He Ser Phe Leu Asn Trp Asp Arg 
155 160 165 

Ala Gin Pro Asn Gly Gly Lys Arg Glu Asn Cys Val Leu Phe Ser 
170 175 180 

Gin Ser Ala Gin Gly Lys Trp Ser Asp Glu Ala Cys Arg Ser Ser 
185 ' 190 195 

Lys Arg Tyr He Cys Glu Phe Thr He Pro Lys 
200 205 



<210> 277 

<211> 1778 

<212> DNA 

<213> Homo Sapien 

<400> 277 

gagataggga gtctgggttt aagttcctgc tccatctcag gagcccctgc 50 
tcccacccct aggaagccac cagactccac ggtgtggggc caatcaggtg 100 
gaatcggccc tggcaggtgg ggccacgagc gctggctgag ggaccgagcc 150 
ggagagcccc ggagcccccg taacccgcgc ggggagcgcc caggatgccg 200 
cgcggggact cggagcaggt gcgctactgc gcgcgcttct cctacctctg 250 
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gctcaagttt tcacttatca tctattccac cgtgttctgg ctgattgggg 3 00 
ccctggtcct gtctgtgggc atctatgcag aggttgagcg gcagaaatat 35 0 
aaaacccttg aaagtgcctt cctggctcca gccatcatcc tcatcctcct 400 
gggcgtcgtc atgttcatgg tctccttcat tggtgtgctg gcgtccctcc 4 50 
gtgacaacct gtaccttctc caagcattca tgtacatcct tgggatctgc 500 
ctcatcatgg agctcattgg tggcgtggtg gccttgacct tccggaacca 550 
gaccattgac ttcctgaacg acaacattcg aagaggaatt gagaactact 600 
atgatgatct ggacttcaaa aacatcatgg actttgttca gaaaaagttc 650 
aagtgctgtg gcggggagga ctaccgagat tggagcaaga atcagtacca 700 
cgactgcagt gcccctggac ccctggcctg tggggtgccc tacacctgct 750 
gcatcaggaa cacgacagaa gttgtcaaca ccatgtgtgg ctacaaaact 800 
atcgacaagg agcgtttcag tgtgcaggat gtcatctacg tgcggggctg 850 
caccaacgcc gtgatcatct ggttcatgga caactacacc atcatggcgt 900 
gcatcctcct gggcatcctg cttccccagt tcctgggggt gctgctgacg 950 
ctgctgtaca tcacccgggt ggaggacatc atcatggagc actctgtcac 1000 
tgatgggctc ctggggcccg gtgccaagcc cagcgtggag gcggcaggca 1050 
cgggatgctg cttgtgctac cccaattagg gcccagcctg ccatggcagc 1100 
tccaacaagg accgtctggg atagcacctc tcagtcaaca tcgtggggct 115 0 
ggacagggct gcggcccctc tgcccacact cagtactgac caaagccagg 1200 
gctgtgtgtg cctgtgtgta ggtcccacgg cctctgcctc cccagggagc 1250 
agagcctggg cctcccctaa gaggctttcc ccgaggcagc tctggaatct 13 0 0 
gtgcccacct ggggcctggg gaacaaggcc ctcctttctc caggcctggg 1350 
ctacagggga gggagagcct gaggctctgc tcagggccca tttcatctct 1400 
ggcagtgcct tggcggtggt attcaaggca gttttgtagc acctgtaatt 1450 
ggggagaggg agtgtgcccc tcggggcagg agggaagggc atctggggaa 1500 
gggcaggagg gaagagctgt ccatgcagcc acgcccatgg ccaggttggc 1550 
ctcttctcag cctcccaggt gccttgagcc ctcttgcaag ggcggctgct 1600 
tccttgagcc tagttttttt ttacgtgatt tttgtaacat tcattttttt 1650 
gtacagataa caggagtttc tgactaatca aagctggtat ttccccgcat 1700 
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gtcttattct tgcccttccc ccaaccagtt tgttaatcaa acaataaaaa 1750 



catgttttgt tttgttttta aaaaaaaa 1778 

<210> 278 
<211> 294 
<212> PRT 
<213> Homo Sapien 

<400> 278 

Met Pro Arg Gly Asp Ser Glu Gin Val Arg Tyr Cys Ala Arg Phe 
1 ~ 5 10 15 

Ser Tyr Leu Trp Leu Lys Phe Ser Leu He He Tyr Ser Thr Val 
20 " 25 30 

Phe Trp Leu He Gly Ala Leu Val Leu Ser Val Gly He Tyr Ala 
35 40 45 

Glu Val Glu Arg Gin Lys Tyr Lys Thr Leu Glu Ser Ala Phe Leu 
50 55 60 

Ala Pro Ala He He Leu He Leu Leu Gly Val Val Met Phe Met 
W 65 70 75 

VI Val Ser Phe He Gly Val Leu Ala Ser Leu Arg Asp Asn Leu Tyr 

B'l 80 85 90 

m 

Leu Leu Gin Ala Phe Met Tyr lie Leu Gly lie Cys Leu lie Met 

J" 95 100 105 

y! 

* Glu Leu lie Gly Gly Val Val Ala Leu Thr Phe Arg Asn Gin Thr 

n 110 115 120 

f7 He Asp Phe Leu Asn Asp Asn He Arg Arg Gly He Glu Asn Tyr 
Ki 125 13 0 135 

y ! 

P Tyr Asp Asp Leu Asp Phe Lys Asn He Met Asp Phe Val Gin Lys 
fy 140 145 150 

Lys Phe Lys Cys Cys Gly Gly Glu Asp Tyr Arg Asp Trp Ser Lys 
155 160 165 

Asn Gin Tyr His Asp Cys Ser Ala Pro Gly Pro Leu Ala Cys Gly 
170 175 180 

Val Pro Tyr Thr Cys Cys He Arg Asn Thr Thr Glu Val Val Asn 
185 190 195 

Thr Met Cys Gly Tyr Lys Thr He Asp Lys Glu Arg Phe Ser Val 
200 205 210 

Gin Asp Val He Tyr Val Arg Gly Cys Thr Asn Ala Val He He 
215 220 225 

Trp Phe Met Asp Asn Tyr Thr He Met Ala Cys He Leu Leu Gly 
230 235 240 
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He Leu Leu Pro Gin Phe Leu Gly Val Leu Leu Thr Leu Leu Tyr 
245 250 255 

He Thr Arg Val Glu Asp He He Met Glu His Ser Val Thr Asp 
260 265 270 

Gly Leu Leu Gly Pro Gly Ala Lys Pro Ser Val Glu Ala Ala Gly 
275 280 285 

Thr Gly Cys Cys Leu Cys Tyr Pro Asn 
2 90 

<210> 279 

<211> 1636 

<212> DNA 

<213> Homo Sapien 

<400> 279 





gaggagcggg 


ccgaggactc 


cagcgtgccc 


aggtctggca 


tcctgcactt 


50 




gctgccctct 


gacacctggg 


aagatggccg 


gcccgtggac 


cttcaccctt 


100 


O 

if** 


ctctgtggtt 


tgctggcagc 


caccttgatc 


caagccaccc 


tcagtcccac 


150 


tgcagttctc 


atcctcggcc 


caaaagtcat 


caaagaaaag 


ctgacacagg 


200 




agctgaagga 


ccacaacgcc 


accagcatcc 


tgcagcagct 


gccgctgctc 


250 


*0 : 


agtgccatgc 


gggaaaagcc 


agccggaggc 


atccctgtgc 


tgggcagcct 


300 




ggtgaacacc 


gtcctgaagc 


acatcatctg 


gctgaaggtc 


atcacagcta 


350 




aCdtCCLLOa 




^aarrrt cacr 

O.W.M V-» V— V-' ^ y 33 


ccaatgacca ggagctgcta 


400 




gtcaagatcc 


ccctggacat 


ggtggctgga 


ttcaacacgc 


ccctggtcaa 


450 




gaccatcgtg 


gagttccaca 


tgacgactga 


ggcccaagcc 


accatccgca 


500 




tggacaccag 


tgcaagtggc 


cccacccgcc 


tggtcctcag tgactgtgcc 


550 




accagccatg 


ggagcctgcg 


catccaactg 


ctgtataagc 


tctccttcct 


600 




ggtgaacgcc 


ttagctaagc 


aggtcatgaa 


cctcctagtg 


ccatccctgc 


650 




ccaatctagt 


gaaaaaccag 


ctgtgtcccg 


tgatcgaggc 


ttccttcaat 


700 




ggcatgtatg 


cagacctcct 


gcagctggtg 


aaggtgccca 


tttccctcag 


750 




cattgaccgt 


ctggagtttg 


accttctgta 


tcctgccatc 


aagggtgaca 


800 




ccattcagct 


ctacctgggg 


gccaagttgt 


tggactcaca gggaaaggtg 


850 




accaagtggt 


tcaataactc 


tgcagcttcc 


ctgacaatgc 


ccaccctgga 


900 




caacatcccg 


ttcagcctca 


tcgtgagtca 


ggacgtggtg 


aaagctgcag 


950 




tggctgctgt 


gctctctcca 


gaagaattca 


tggtcctgtt 


ggactctgtg 


1000 
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cttcctgaga 


gtgcccatcg 


gctgaagtca 


agcatcgggc 


tgatcaatga 


1050 


aaaggctgca 


gataagctgg 


gatctaccca 


gatcgtgaag 


atcctaactc 


1100 


aggacactcc 


cgagtttttt 


atagaccaag 


gccatgccaa ggtggcccaa 


1150 


ctgatcgtgc 


tggaagtgtt 


tccctccagt 


gaagccctcc 


gccctttgtt 


1200 


caccctgggc 


atcgaagcca 


gctcggaagc 


tcagttttac 


accaaaggtg 


1250 


accaacttat 


actcaacttg 


aataacatca 


gctctgatcg gatccagctg 


1300 


atgaactctg 


ggattggctg 


gttccaacct 


gatgttctga 


aaaacatcat 


1350 


cactgagatc 


atccactcca 


tcctgctgcc 


gaaccagaat 


ggcaaattaa 


1400 


gatctggggt 


cccagtgtca 


ttggtgaagg 


ccttgggatt 


cgaggcagct 


1450 


gagtcctcac 


tgaccaagga 


tgcccttgtg 


cttactccag 


cctccttgtg 


1500 


gaaacccagc 


tctcctgtct 


cccagtgaag 


acttggatgg 


cagccatcag 


1550 


ggaaggctgg 


gtcccagctg 


ggagtatggg 


tgtgagctct 


atagaccatc 


1600 


cctctctgca 


atcaataaac 


acttgcctgt 


gaaaaa 1636 





<210> 280 
<211> 484 
<212> PRT 
<213> Homo Sapien 



<400> 280 
Met Ala Gly Pro Trp Thr Phe Thr Leu 
1 1 5 

Ala Thr Leu lie Gin Ala Thr Leu Ser 
20 

Leu Gly Pro Lys Val lie Lys Glu Lys 
35 

Asp His Asn Ala Thr Ser He Leu Gin 
50 

Ala Met Arg Glu Lys Pro Ala Gly Gly 
65 

Leu Val Asn Thr Val Leu Lys His He 
80 

Thr Ala Asn He Leu Gin Leu Gin Val 
95 

Gin Glu Leu Leu Val Lys He Pro Leu 
110 

Asn Thr Pro Leu Val Lys Thr He Val 
125 



Leu Cys Gly Leu Leu Ala 
10 ' 15 

Pro Thr Ala Val Leu He 
25 30 

Leu Thr Gin Glu Leu Lys 
40 45 

Gin Leu Pro Leu Leu Ser 
55 60 

He Pro Val Leu Gly Ser 
70 75 

He Trp Leu Lys Val He 
85 90 

Lys Pro Ser Ala Asn Asp 
100 105 

Asp Met Val Ala Gly Phe 
115 120 

Glu Phe His Met Thr Thr 
130 135 
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Glu Ala Gin Ala Thr lie Arg Met Asp Thr Ser Ala Ser Gly Pro 
140 145 150 

Thr Arg Leu Val Leu Ser Asp Cys Ala Thr Ser His Gly Ser Leu 
155 160 165 

Arg lie Gin Leu Leu Tyr Lys Leu Ser Phe Leu Val Asn Ala Leu 
170 175 180 

Ala Lys Gin Val Met Asn Leu Leu Val Pro Ser Leu Pro Asn Leu 
185 190 195 

Val Lys Asn Gin Leu Cys Pro Val He Glu Ala Ser Phe Asn Gly 
200 205 210 

Met Tyr Ala Asp Leu Leu Gin Leu Val Lys Val Pro He Ser Leu 
215 220 225 

Ser He Asp Arg Leu Glu Phe Asp Leu Leu Tyr Pro Ala He Lys 
230 235 240 

Gly Asp Thr He Gin Leu Tyr Leu Gly Ala Lys Leu Leu Asp Ser 
245 250 255 

S Gin Gly Lys Val Thr Lys Trp Phe Asn Asn Ser Ala Ala Ser Leu 

*? ~ 260 265 270 

I 

fU Thr Met Pro Thr Leu Asp Asn He Pro Phe Ser Leu He Val Ser 

If] 275 280 285 

& 

m Gin Asp Val Val Lys Ala Ala Val Ala Ala Val Leu Ser Pro Glu 

^ 290 295 300 

O Glu Phe Met Val Leu Leu Asp Ser Val Leu Pro Glu Ser Ala His 
y, 3 05 310 315 

\n' Arg Leu Lys Ser Ser He Gly Leu He Asn Glu Lys Ala Ala Asp 
~ " 320 325 330 

fU Lys Leu Gly Ser Thr Gin He Val Lys He Leu Thr Gin Asp Thr 

335 340 345 

Pro Glu Phe Phe He Asp Gin Gly His Ala Lys Val Ala Gin Leu 
350 355 360 

He Val Leu Glu Val Phe Pro Ser Ser Glu Ala Leu Arg Pro Leu 
365 370 375 

Phe Thr Leu Gly He Glu Ala Ser Ser Glu Ala Gin Phe Tyr Thr 
380 385 390 

Lys Gly Asp Gin Leu He Leu Asn Leu Asn Asn He Ser Ser Asp 
395 400 405 

Arg He Gin Leu Met Asn Ser Gly He Gly Trp Phe Gin Pro Asp 
410 415 420 

Val Leu Lys Asn He He Thr Glu He He His Ser He Leu Leu 
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425 430 435 

Pro Asn Gin Asn Gly Lys Leu Arg Ser Gly Val Pro Val Ser Leu 

440 445 450 

Val Lys Ala Leu Gly Phe Glu Ala Ala Glu Ser Ser Leu Thr Lys 

455 460 465 

Asp Ala Leu Val Leu Thr Pro Ala Ser Leu Trp Lys Pro Ser Ser 

470 475 480 

Pro Val Ser Gin 



<210> 281 

<211> 1732 

<212> DNA 

<213> Homo Sapien 

<400> 281 





cccacgcgtc 


cgcgcctctc 


ccttctgctg 


gaccttcctt 


cgtctctcca 


50 




tctctccctc 


ctttccccgc 


gttctctttc 


cacctttctc 


ttcttcccac 


100 


^ 


cttagacctc 


ccttcctgcc 


ctcctttcct 


gcccaccgct 


gcttcctggc 


150 




ccttctccga 


ccccgctcta 


gcagcagacc 


tcctggggtc 


tgtgggttga 


200 


Z 


tctgtggccc 


ctgtgcctcc 


gtgtcctttt 


cgtctccctt 


cctcccgact 


250 


lib 


ccgctcccgg 


accagcggcc 


tgaccctggg gaaaggatgg 


f- f- ppfrra not" 


3 00 


Q 


g^gggtcctc 


tcctccttgc 


tgggactcgc 


gctgctctgg 


ttccccctgg 


350 


= > 

S !«' 
H 


actcccacgc 


tcgagcccgc 


ccagacatgt 


tctgcctttt 


ccatgggaag 


400 


agatactccc 


ccggcgagag 


ctggcacccc 


tacttggagc 


cacaaggcct 


450 


§y 


gatgtactgc 


ctgcgctgta 


cctgctcaga 


gggcgcccat 


gtgagttgtt 


500 




accgcctcca 


ctgtccgcct 


gtccactgcc 


cccagcctgt 


gacggagcca 


550 




cagcaatgct 


gtcccaagtg 


tgtggaacct 


cacactccct 


ctggactccg 


600 




ggccccacca 


aagtcctgcc 


agcacaacgg 


gaccatgtac 


caacacggag 


650 




agatcttcag 


tgcccatgag 


ctgttcccct 


cccgcctgcc 


caaccagtgt 


700 




gtcctctgca 


gctgcacaga 


gggccagatc 


tactgcggcc 


tcacaacctg 


750 




ccccgaacca 


ggctgcccag 


cacccctccc 


actgccagac 


tcctgctgcc 


800 




aagcctgcaa 


agatgaggca 


agtgagcaat 


cggatgaaga 


ggacagtgtg 


850 




cagtcgctcc 


a-tggggtgag 


acatcctcag gatccatgtt 


ccagtgatgc 


900 




tgggagaaag 


agaggcccgg 


gcaccccagc 


ccccactggc 


ctcagcgccc 


950 
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ctctgagctt 


catccctcgc 


cacttcagac 


ccaagggagc aggcagcaca 


1000 


actgtcaaga 


tcgtcctgaa 


ggagaaacat aagaaagcct gtgtgcatgg 


1050 


cgggaagacg 


tactcccacg 


gggaggtgtg gcacccggcc ttccgtgcct 


1100 


tcggcccctt 


gccctgcatc 


ctatgcacct 


gtgaggatgg ccgccaggac 


1150 


tgccagcgtg 


tgacctgtcc 


caccgagtac 


ccctgccgtc accccgagaa 


1200 


agtggctggg 


aagtgctgca 


agatttgccc 


agaggacaaa gcagaccctg 


1250 


gccacagtga 


gatcagttct 


accaggtgtc 


ccaaggcacc gggccgggtc 


1300 


ctcgtccaca 


catcggtatc 


cccaagccca 


gacaacctgc gtcgctttgc 


1350 


cctggaacac 


gaggcctcgg 


acttggtgga gatctacctc tggaagctgg 


1400 


taaaagatga 


ggaaactgag 


gctcagagag 


gtgaagtacc tggcccaagg 


1450 


ccacacagcc 


agaatcttcc 


acttgactca 


gatcaagaaa gtcaggaagc 


1500 


aagacttcca 


gaaagaggca 


cagcacttcc 


gactgctcgc tggcccccac 


1550 




nns z\ rrrt" r 1 i~ t" 
yycici^-y c ^ u i— 


cctagcccag 


accctggagc tgaaggtcac 


1600 


ggccagtcca 


gacaaagtga 


ccaagacata 


acaaagacct aacagttgca 


1650 


gatatgagct 


gtataattgt 


tgttattata 


tattaataaa taagaagttg 


1700 


cattaccctc 


aaaaaaaaaa 


aaaaaaaaaa 


aa 1732 





<210> 282 
<211> 451 
<212> PRT 
<213> Homo Sapien 

<400> 282 

Met Val Pro Glu Val Arg Val Leu Ser Ser Leu Leu Gly Leu Ala 
1 5 10 15 

Leu Leu Trp Phe Pro Leu Asp Ser His Ala Arg Ala Arg Pro Asp 
20 25 30 

Met Phe Cys Leu Phe His Gly Lys Arg Tyr Ser Pro Gly Glu Ser 
35 40 45 

Trp His Pro Tyr Leu Glu Pro Gin Gly Leu Met Tyr Cys Leu Arg 
50 55 60 

Cys Thr Cys Ser Glu Gly Ala His Val Ser Cys Tyr Arg Leu His 
65 " 70 75 

Cys Pro Pro Val His Cys Pro Gin Pro Val Thr Glu Pro Gin Gin 
80 £ 85 90 

Cys Cys Pro Lys Cys Val Glu Pro His Thr Pro Ser Gly Leu Arg 
95 100 105 
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Ala Pro Pro Lys Ser Cys Gin His Asn Gly Thr Met Tyr Gin His 
110 115 120 

Gly Glu He Phe Ser Ala His Glu Leu Phe Pro Ser Arg Leu Pro 
125 130 135 

Asn Gin Cys Val Leu Cys Ser Cys Thr Glu Gly Gin He Tyr Cys 
140 145 150 

Gly Leu Thr Thr Cys Pro Glu Pro Gly Cys Pro Ala Pro Leu Pro 
155 160 165 

Leu Pro Asp Ser Cys Cys Gin Ala Cys Lys Asp Glu Ala Ser Glu 
170 ~ 175 180 

Gin Ser Asp Glu Glu Asp Ser Val Gin Ser Leu His Gly Val Arg 
185 190 195 

His Pro Gin Asp Pro Cys Ser Ser Asp Ala Gly Arg Lys Arg Gly 
200 205 210 

Pro Gly Thr Pro Ala Pro Thr Gly Leu Ser Ala Pro Leu Ser Phe 
215 220 225 

He Pro Arg His Phe Arg Pro Lys Gly Ala Gly Ser Thr Thr Val 
230 235 240 

Lys He Val Leu Lys Glu Lys His Lys Lys Ala Cys Val His Gly 
245 250 255 

Gly Lys Thr Tyr Ser His Gly Glu Val Trp His Pro Ala Phe Arg 
260 265 270 

Ala Phe Gly Pro Leu Pro Cys He Leu Cys Thr Cys Glu Asp Gly 
275 280 285 

Arg Gin Asp Cys Gin Arg Val Thr Cys Pro Thr Glu Tyr Pro Cys 
290 295 300 

Arg His Pro Glu Lys Val Ala Gly Lys Cys Cys Lys He Cys Pro 
305 310 315 

Glu Asp Lys Ala Asp Pro Gly His Ser Glu He Ser Ser Thr Arg 
320 325 330 

Cys Pro Lys Ala Pro Gly Arg Val Leu Val His Thr Ser Val Ser 
335 340 345 

Pro Ser Pro Asp Asn Leu Arg Arg Phe Ala Leu Glu His Glu Ala 
350 355 360 

Ser Asp Leu Val Glu He Tyr Leu Trp Lys Leu Val Lys Asp Glu 
365 370 375 

Glu Thr Glu Ala Gin Arg Gly Glu Val Pro Gly Pro Arg Pro His 
380 385 390 

Ser Gin Asn Leu Pro Leu Asp Ser Asp Gin Glu Ser Gin Glu Ala 
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395 400 405 

Arg Leu Pro Glu Arg Gly Thr Ala Leu Pro Thr Ala Arg Trp Pro 
410 " 415 420 

Pro Arg Arg Ser Leu Glu Arg Leu Pro Ser Pro Asp Pro Gly Ala 
425 430 435 

Glu Gly His Gly Gin Ser Arg Gin Ser Asp Gin Asp He Thr Lys 
440 445 450 

Thr 

:210> 283 

;211> 2294 

:212> DNA 

;213> Homo Sapien 

:400> 283 



gcgatggtgc 

Z) 1 ~J — I — t 


gcccggtggc 


ggtggcggcg 


gcggttgcgg 


aggcttcctt 


50 


ggtcggattg 


caacgaggag 


aagatgactg 


accaaccgac 


tggctgaatg 


100 


aatgaatggc 


ggagccgagc 


gcgccatgag 


gagcctgccg agcctgggcg 


150 


gcctcgccct 


gttgtgctgc 


gccgccgccg 


ccgccgccgt 


cgcctcagcc 


200 


gcctcggcgg 


ggaatgtcac 


cggtggcggc 


ggggccgcgg ggcaggtgga 


250 


cgcgtcgccg 


ggccccgggt 


tgcggggcga 


gcccagccac 


cccttcccta 


3 00 


gggcgacggc 


tcccacggcc 


caggccccga 


ggaccgggcc 


cccgcgcgcc 


350 


accgtccacc 


gacccctggc 


tgcgacttct 


ccagcccagt 


ccccggagac 


400 


cacccctctt 


tgggcgactg ctggaccctc 


ttccaccacc 


tttcaggcgc 


450 


cgctcggccc 


ctcgccgacc 


acccctccgg 


cggcggaacg 


cacttcgacc 


500 


acctctcagg 


cgccgaccag 


acccgcgccg 


accacccttt 


cgacgaccac 


550 


tggcccggcg 


ccgaccaccc 


ctgtagcgac 


caccgtaccg 


gcgcccacga 


600 


ctccccggac 


cccgaccccc 


gatctcccca 


gcagcagcaa 


cagcagcgtc 


650 


ctccccaccc 


cacctgccac 


cgaggccccc 


tcttcgcctc 


ctccagagta 


700 


tgtatgtaac 


tgctctgtgg 


ttggaagcct 


gaatgtgaat 


cgctgcaacc 


750 


agaccacagg 


gcagtgtgag 


tgtcggccag 


gttatcaggg gcttcactgt 


800 


gaaacctgca 


aagagggctt 


ttacctaaat 


tacacttctg 


ggctctgtca 


850 


gccatgtgac 


tgtagtccac 


atggagctct 


cagcataccg 


tgcaacaggt 


900 


aagcaacaga 


gggtggaact 


gaagtttatt 


ttattttagc 


aagggaaaaa 


950 
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aaaaggctgc 


tactctcaag 


gaccatactg 


gtttaaacaa 


aggaggatga 


1000 




gggtcataga 


tttacaaaat 


attttatata 


cttttattct 


cttactttat 


1050 




atgttatatt 


taatgtcagg 


atttaaaaac 


atctaattta 


ctgatttagt 


1100 




tcttcaaaag 


cactagagtc 


gccaattttt 


ctctgggata 


atttctgtaa 


1150 




atttcatggg 


aaaaaattat 


tgaagaataa 


atctgctttc 


tggaagggct 


1200 




ttcaggcatg 


aaacctgcta 


ggaggtttag 


aaatgttctt 


atgtttatta 


1250 




atataccatt 


ggagtttgag 


gaaatttgtt 


gtttggttta 


tttttctctc 


1300 




taatcaaaat 


tctacatttg 


tttctttgga 


catctaaagc 


ttaacctggg 


1350 




ggtaccctaa 


tttatttaac 


tagtggtaag 


tagactggtt 


ttactctatt 


1400 




taccagtaca 


tttttgagac 


caaaagtaga 


ttaagcagga 


attatcttta 


1450 




aactattatg 


ttatttggag 


gtaatttaat 


ctagtggaat 


aatgtactgt 


1500 




tatctaagca 


tttgccttgt 


actgcactga 


aagtaattat 


tctttgacct 


1550 


o 


tatgtgaggc 


acttggcttt 


ttgtggaccc 


caagtcaaaa 


aactgaagag 


1600 


ffi 


acagtattaa 


ataatgaaaa 


aaataatgac 


aggttatact 


cagtgtaacc 


1650 


fri 
^ • 


tgggtataac 


ccaagatctg 


ctgccactta 


cgagctgtgt 


tccttgggca 


1700 


agtaatttcc 


tttcactgag 


cttgtttctt 


ctcaaggttg 


ttgtgaagat 


1750 


s 


taaatgagtt 


gatatatata 


aaatgcctag 


cacatgtcac 


tcaataaatt 


1800 




ctggtttgtt 


ttaatttcaa 


aggaatatta 


tggactgaaa 


tgagagaaca 


1850 


VI 


tgttttaaga 


acttttagct 


ccttgacaaa 


gaagtgcttt 


atactttagc 


1900 


II' 


actaaatatt 


ttaaatgctt 


tataaatgat 


attatactgt 


tatggaatat 


1950 




tgtatcatat 


tgtagtttat 


taaaaatgta 


gaagaggctg 


ggcgcggtgg 


2000 




ctcacgcctg 


taatcctagc 


actttgggag 


gccaaggcgg 


gtggatcact 


2050 




tgaggccagg 


agttctagat 


gagcctggcc 


agcacagtga 


aaccccgtct 


2100 




ctactaaaaa 


tacaaacaaa 


ttagctgggc 


gtggtggcac 


acacctgtag 


2150 




tcccagctac 


tcgggaggct 


gaggcaggag 


aatcggttga 


acccgggagg 


2200 




tggaggttgc 


agtgagctga 


gatcgcgcca 


ctgcactcca 


gcctggtgag 


2250 




agagggagac 


tctgtcttaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaa 22 94 





<210> 284 
<211> 258 
<212> PRT 
<213> Homo Sapien 
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<400> 284 

Met Arg Ser Leu Pro Ser Leu Gly Gly Leu Ala Leu Leu Cys Cys 
1 5 10 15 

Ala Ala Ala Ala Ala Ala Val Ala Ser Ala Ala Ser Ala Gly Asn 
20 25 30 

Val Thr Gly Gly Gly Gly Ala Ala Gly Gin Val Asp Ala Ser Pro 
35 40 45 

Gly Pro Gly Leu Arg Gly Glu Pro Ser His Pro Phe Pro Arg Ala 
50 55 60 

Thr Ala Pro Thr Ala Gin Ala Pro Arg Thr Gly Pro Pro Arg Ala 
65 70 75 

Thr Val His Arg Pro Leu Ala Ala Thr Ser Pro Ala Gin Ser Pro 
80 85 90 

Glu Thr Thr Pro Leu Trp Ala Thr Ala Gly Pro Ser Ser Thr Thr 
95 100 105 

Phe Gin Ala Pro Leu Gly Pro Ser Pro Thr Thr Pro Pro Ala Ala 
110 115 120 

Glu Arg Thr Ser Thr Thr Ser Gin Ala Pro Thr Arg Pro Ala Pro 
125 130 135 

Thr Thr Leu Ser Thr Thr Thr Gly Pro Ala Pro Thr Thr Pro Val 
140 145 150 

Ala Thr Thr Val Pro Ala Pro Thr Thr Pro Arg Thr Pro Thr Pro 
155 160 165 

Asp Leu Pro Ser Ser Ser Asn Ser Ser Val Leu Pro Thr Pro Pro 
170 175 180 

Ala Thr Glu Ala Pro Ser Ser Pro Pro Pro Glu Tyr Val Cys Asn 
185 190 195 

Cys Ser Val Val Gly Ser Leu Asn Val Asn Arg Cys Asn Gin Thr 
200 205 210 

Thr Gly Gin Cys Glu Cys Arg Pro Gly Tyr Gin Gly Leu His Cys 
215 220 225 

Glu Thr Cys Lys Glu Gly Phe Tyr Leu Asn Tyr Thr Ser Gly Leu 
230 235 240 

Cys Gin Pro Cys Asp Cys Ser Pro His Gly Ala Leu Ser lie Pro 
245 250 255 

Cys Asn Arg 



<210> 285 
<211> 1665 
<212> DNA 
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<213> Homo Sapien 
<400> 285 



aacagacgtt 


ccctcgcggc 


cctggcacct 


ctaaccccag 


acatgctgct 


50 


gctgctgctg 


cccctgctct 


gggggaggga 


gagggcggaa 


ggacagacaa 


100 


gtaaactgct 


gacgatgcag 


agttccgtga 


cggtgcagga 


aggcctgtgt 


150 


gtccatgtgc 


cctgctcctt 


ctcctacccc 


tcgcatggct 


ggatttaccc 


200 


tggcccagta 


gttcatggct 


actggttccg 


ggaaggggcc 


aatacagacc 


250 


aggatgctcc 


agtggccaca 


aacaacccag 


ctcgggcagt 


gtgggaggag 


300 


actcgggacc 


gattccacct 


ccttggggac 


ccacatacca 


agaattgcac 


350 


cctgagcatc 


agagatgcca 


gaagaagtga 


tgcggggaga 


tacttctttc 


400 


gtatggagaa 


aggaagtata 


aaatggaatt 


ataaacatca 


ccggctctct 


450 


gtgaatgtga 


cagccttgac 


ccacaggccc 


aacatcctca 


tcccaggcac 


500 


cctggagtcc 


ggctgccccc 


agaatctgac 


ctgctctgtg 


ccctgggcct 


550 


gtgagcaggg 


gacaccccct 


atgatctcct 


ggatagggac 


ctccgtgtcc 


600 


cccctggacc 


cctccaccac 


ccgctcctcg 


gtgctcaccc 


tcatcccaca 


650 


gccccaggac 


catggcacca 


gcctcacctg 


tcaggtgacc 


ttccctgggg 


700 


ccagcgtgac 


cacgaacaag 


accgtccatc 


tcaacgtgtc 


ctacccgcct 


750 


cagaacttga 


ccatgactgt 


cttccaagga 


gacggcacag 


tatccacagt 


800 


cttgggaaat 


ggctcatctc 


tgtcactccc 


agagggccag 


tctctgcgcc 


850 


tggtctgtgc 


agttgatgca 


gttgacagca 


atccccctgc 


caggctgagc 


900 


ctgagctgga 


gaggcctgac 


cctgtgcccc 


tcacagccct 


caaacccggg 


950 


ggtgctggag 


ctgccttggg 


tgcacctgag 


ggatgcagct 


gaattcacct 


1000 


gcagagctca 


gaaccctctc 


ggctctcagc 


aggtctacct 


gaacgtctcc 


1050 


ctgcagagca 


aagccacatc 


aggagtgact 


cagggggtgg 


tcgggggagc 


1100 


tggagccaca 


gccctggtct 


tcctgtcctt 


ctgcgtcatc 


ttcgttgtag 


1150 


tgaggtcctg 


caggaagaaa 


tcggcaaggc 


cagcagcggg 


cgtgggagat 


1200 


acgggcatag 


aggatgcaaa 


cgctgtcagg 


ggttcagcct 


ctcaggggcc 


1250 


cctgactgaa 


ccttgggcag 


aagacagtcc 


cccagaccag 


cctcccccag 


1300 


cttctgcccg 


ctcctcagtg 


ggggaaggag 


agctccagta 


tgcatccctc 


1350 


agcttccaga 


tggtgaagcc 


ttgggactcg 


cggggacagg 


aggccactga 


1400 
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caccgagtac 


tcggagatca 


agatccacag 


atgagaaact 


gcagagactc 


1450 


accctgattg 


agggatcaca 


gcccctccag 


gcaagggaga 


agtcagaggc 


1500 


tgattcttgt 


agaattaaca 


gccctcaacg 


tgatgagcta 


tgataacact 


1550 


atgaattatg 


tgcagagtga 


aaagcacaca 


ggctttagag 


tcaaagtatc 


1600 


tcaaacctga 


atccacactg 


tgccctccct 


tttatttttt 


taactaaaag 


1650 


acagacaaat 


tccta 1665 











:210> 286 
:211> 463 
;212> PRT 
:213> Homo Sapien 

;400> 286 

Met Leu Leu Leu Leu Leu Pro Leu Leu Trp Gly Arg Glu Arg Ala 

15 10 15 

Glu Gly Gin Thr Ser Lys Leu Leu Thr Met Gin Ser Ser Val Thr 

20 ~ 25 30 

Val Gin Glu Gly Leu Cys Val His Val Pro Cys Ser Phe Ser Tyr 

35 40 45 

Pro Ser His Gly Trp He Tyr Pro Gly Pro Val Val His Gly Tyr 

50 55 60 

Trp Phe Arg Glu Gly Ala Asn Thr Asp Gin Asp Ala Pro Val Ala 

65 70 75 

Thr Asn Asn Pro Ala Arg Ala Val Trp Glu Glu Thr Arg Asp Arg 

80 85 90 

Phe His Leu Leu Gly Asp Pro His Thr Lys Asn Cys Thr Leu Ser 

95 100 105 

He Arg Asp Ala Arg Arg Ser Asp Ala Gly Arg Tyr Phe Phe Arg 

110 115 120 

Met Glu Lys Gly Ser He Lys Trp Asn Tyr Lys His His Arg Leu 

125 13 0 13 5 

Ser Val Asn Val Thr Ala Leu Thr His Arg Pro Asn He Leu He 

140 145 150 

Pro Gly Thr Leu Glu Ser Gly Cys Pro Gin Asn Leu Thr Cys Ser 

155 160 165 

Val Pro Trp Ala Cys Glu Gin Gly Thr Pro Pro Met He Ser Trp 

170 175 180 

He Gly Thr Ser Val Ser Pro Leu Asp Pro Ser Thr Thr Arg Ser 

185 190 195 

Ser Val Leu Thr Leu He Pro Gin Pro Gin Asp His Gly Thr Ser 
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200 205 210 

Leu Thr Cys Gin Val Thr Phe Pro Gly Ala Ser Val Thr Thr Asn 
215 220 225 

Lys Thr Val His Leu Asn Val Ser Tyr Pro Pro Gin Asn Leu Thr 
230 235 240 

Met Thr Val Phe Gin Gly Asp Gly Thr Val Ser Thr Val Leu Gly 
245 250 255 

Asn Gly Ser Ser Leu Ser Leu Pro Glu Gly Gin Ser Leu Arg Leu 
260 265 270 

Val Cys Ala Val Asp Ala Val Asp Ser Asn Pro Pro Ala Arg Leu 
275 280 285 

Ser Leu Ser Trp Arg Gly Leu Thr Leu Cys Pro Ser Gin Pro Ser 
290 295 300 

Asn Pro Gly Val Leu Glu Leu Pro Trp Val His Leu Arg Asp Ala 
305 310 315 

« Ala Glu Phe Thr Cys Arg Ala Gin Asn Pro Leu Gly Ser Gin Gin 

jS 320 325 330 

If! Val Tyr Leu Asn Val Ser Leu Gin Ser Lys Ala Thr Ser Gly Val 

flj ~ 335 340 345 

m Thr Gin Gly Val Val Gly Gly Ala Gly Ala Thr Ala Leu Val Phe 

S; ' 350 355 360 



Leu Ser Phe Cys Val He Phe Val Val Val Arg Ser Cys Arg Lys 
365 370 375 

Lys Ser Ala Arg Pro Ala Ala Gly Val Gly Asp Thr Gly He Glu 
380 385 3 90 

Asp Ala Asn Ala Val Arg Gly Ser Ala Ser Gin Gly Pro Leu Thr 
395 400 405 

Glu Pro Trp Ala Glu Asp Ser Pro Pro Asp Gin Pro Pro Pro Ala 
410 415 420 

Ser Ala Arg Ser Ser Val Gly Glu Gly Glu Leu Gin Tyr Ala Ser 
42 5 43 0 43 5 

Leu Ser Phe Gin Met Val Lys Pro Trp Asp Ser Arg Gly Gin Glu 
440 445 450 

Ala Thr Asp Thr Glu Tyr Ser Glu He Lys He His Arg 
455 460 



<210> 287 

<211> 2210 

<212> DNA 

<213> Homo Sapien 
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<400> 287 





cgcgagctga 


gaggagcagg 


tagaggggca 


gaggcgggac 


tgtcgtctgg 


50 




gggagccgcc 


caggaggctc 


ctcaggccga 


ccccagaccc 


tggctggcca 


100 




ggatgaagta 


tctccggcac 


cggcggccca 


atgccaccct 


cattctggcc 


150 




atcggcgctt 


tcaccctcct 


cctcttcagt 


ctgctagtgt 


caccacccac 


200 




ctgcaaggtc 


caggagcagc 


caccggcgat 


ccccgaggcc 


ctggcctggc 


250 




ccactccacc 


cacccgccca 


gccccggccc 


cgtgccatgc 


caacacctct 


300 




atggtcaccc 


acccggactt 


cgccacgcag 


ccgcagcacg 


ttcagaactt 


350 




cctcctgtac 


agacactgcc 


gccactttcc 


cctgctgcag 


gacgtgcccc 


400 




cctctaagtg 


cgcgcagccg 


gtcttcctgc 


tgctggtgat 


caagtcctcc 


450 




cctagcaact 


atgtgcgccg 


cgagctgctg 


cggcgcacgt 


ggggccgcga 


500 




gcgcaaggta 


cggggtttgc 


agctgcgcct 


cctcttcctg 


gtgggcacag 


550 


u 


cctccaaccc 


gcacgaggcc 


cgcaaggtca 


accggctgct 


ggagctggag 


600 




gcacagactc 


acggagacat 


cctgcagtgg 


gacttccacg 


actccttctt 


650 


IF* 1 

:; 


caacctcacg 


ctcaagcagg 


tcctgttctt 


acagtggcag 


gagacaaggt 


700 


^ ! 


gcgccaacgc 


cagcttcgtg 


ctcaacgggg 


atgatgacgt 


ctttgcacac 


750 


S 


acagacaaca 


tggtcttcta 


cctgcaggac 


catgaccctg 


gccgccacct 


800 




cttcgtgggg 


caactgatcc 


aaaacgtggg 


ccccatccgg 


gctttttgga 


850 




gcaagtacta 


tgtgccagag 


gtggtgactc 


agaatgagcg 


gtacccaccc 


900 


ill 


tattgtgggg 


gtggtggctt 


cttgctgtcc 


cgcttcacgg 


ccgctgccct 


950 




gcgccgtgct 


gcccatgtct 


tggacatctt 


ccccattgat 


gatgtcttcc 


1000 




tgggtatgtg 


tctggagctt 


gagggactga 


agcctgcctc 


ccacagcggc 


1050 




atccgcacgt 


ctggcgtgcg 


ggctccatcg 


caacacctgt 


cctcctttga 


1100 




cccctgcttc 


taccgagacc 


tgctgctggt 


gcaccgcttc 


ctaccttatg 


1150 




agatgctgct 


catgtgggat 


gcgctgaacc 


agcccaacct 


cacctgcggc 


1200 




aatcagacac 


agatctactg 


agtcagcatc 


agggtcccca 


gcctctgggc 


1250 




tcctgtttcc 


ataggaaggg 


gcgacacctt 


cctcccagga 


agctgagacc 


1300 




tttgtggtct 


gagcataagg 


gagtgccagg 


gaaggtttga 


ggtttgatga 


1350 




gtgaatattc 


tggctggcga 


actcctacac 


atccttcaaa 


acccacctgg 


1400 




tactgttcca 


gcatcttccc 


tggatggctg 


gaggaactcc 


agaaaatatc 


1450 



448 



catcttcttt 


ttgtggctgc 


taatggcaga 


agtgcctgtg 


ctagagttcc 


1500 


aactgtggat 


gcatccgtcc 


cgtttgagtc 


aaagtcttac 


ttccctgctc 


1550 


tcacctactc 


acagacggga 


tgctaagcag 


tgcacctgca 


gtggtttaat 


1600 


ggcagataag 


ctccgtctgc 


agttccaggc 


cagccagaaa 


ctcctgtgtc 


1650 


cacatagagc 


tgacgtgaga 


aatatctttc 


agcccaggag 


agaggggtcc 


1700 


tgatcttaac 


cctttcctgg 


gtctcagaca 


actcagaagg 


ttggggggat 


1750 


accagagagg 


tggtggaata 


ggaccgcccc 


ctccttactt 


gtgggatcaa 


1800 


atgctgtaat 


ggtggaggtg 


tgggcagagg 


agggaggcaa 


gtgtctttga 


1850 


aagttgtgag 


agctcagagt 


ttctggggtc 


ctcattagga 


gcccccatcc 


1900 


ctgtgttccc 


caagaattca 


gagaacagca 


ctggggctgg 


aatgatcttt 


1950 


aatgggccca 


aggccaacag 


gcatatgcct 


cactactgcc 


tggagaaggg 


2000 


agagattcag 


gtcctccagc 


agcctccctc 


acccagtatg 


ttttacagat 


2050 


tacgggggga 


ccgggtgagc 


cagngacccc 


cxgcay cccc 




Z1UU 


cctcagtgtc 


tgccagtcaa 


gcttcacagg 


cattgtgatg 


gggcagcctt 


2150 


ggggaatata 


aaattttgtg 


aagaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2200 


aaaaaaaaaa 


2210 











<210> 288 
<211> 372 
<212> PRT 
<213> Homo Sapien 

<400> 288 

Met Lys Tyr Leu Arg His Arg Arg Pro Asn Ala Thr Leu lie Leu 
1 ^ 5 10 15 

Ala lie Gly Ala Phe Thr Leu Leu Leu Phe Ser Leu Leu Val Ser 
20 25 30 

Pro Pro Thr Cys Lys Val Gin Glu Gin Pro Pro Ala lie Pro Glu 
35 40 45 

Ala Leu Ala Trp Pro Thr Pro Pro Thr Arg Pro Ala Pro Ala Pro 
50 55 60 

Cys His Ala Asn Thr Ser Met Val Thr His Pro Asp Phe Ala Thr 
65 70 75 

Gin Pro Gin His Val Gin Asn Phe Leu Leu Tyr Arg His Cys Arg 
80 85 90 

His Phe Pro Leu Leu Gin Asp Val Pro Pro Ser Lys Cys Ala Gin 
95 100 105 
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Pro Val Phe Leu Leu Leu Val lie Lys Ser Ser Pro Ser Asn Tyr 
110 115 120 



Val Arg Arg Glu Leu Leu Arg Arg Thr Trp Gly Arg Glu Arg Lys 
125 130 135 

Val Arg Gly Leu Gin Leu Arg Leu Leu Phe Leu Val Gly Thr Ala 
140 145 150 

Ser Asn Pro His Glu Ala Arg Lys Val Asn Arg Leu Leu Glu Leu 
155 160 165 

Glu Ala Gin Thr His Gly Asp He Leu Gin Trp Asp Phe His Asp 
170 175 180 

Ser Phe Phe Asn Leu Thr Leu Lys Gin Val Leu Phe Leu Gin Trp 
185 190 195 

Gin Glu Thr Arg Cys Ala Asn Ala Ser Phe Val Leu Asn Gly Asp 
200 205 210 

Asp Asp Val Phe Ala His Thr Asp Asn Met Val Phe Tyr Leu Gin 
215 220 225 

Asp His Asp Pro Gly Arg His Leu Phe Val Gly Gin Leu He Gin 
230 235 240 

Asn Val Gly Pro He Arg Ala Phe Trp Ser Lys Tyr Tyr Val Pro 
245 250 255 

Glu Val Val Thr Gin Asn Glu Arg Tyr Pro Pro Tyr Cys Gly Gly 
260 265 270 

Gly Gly Phe Leu Leu Ser Arg Phe Thr Ala Ala Ala Leu Arg Arg 
275 280 285 

Ala Ala His Val Leu Asp He Phe Pro He Asp Asp Val Phe Leu 
290 295 300 

Gly Met Cys Leu Glu Leu Glu Gly Leu Lys Pro Ala Ser His Ser 
305 310 315 

Gly He Arg Thr Ser Gly Val Arg Ala Pro Ser Gin His Leu Ser 
320 325 330 

Ser Phe Asp Pro Cys Phe Tyr Arg Asp Leu Leu Leu Val His Arg 
335 340 345 

Phe Leu Pro Tyr Glu Met Leu Leu Met Trp Asp Ala Leu Asn Gin 
350 355 360 

Pro Asn Leu Thr Cys Gly Asn Gin Thr Gin He Tyr 
365 370 



<210> 289 

<211> 4842 

<212> DNA 

<213> Homo Sapien 



450 



<400> 289 



cgcgctcccc 


gcgcgcctcc 


tcgggctcca 


cgcgtcttgc 


cccgcagagg 


50 


cagcctcctc 


caggagcggg 


gccctgcaca 


ccatggcccc 


cgggtgggca 


100 


ggggtcggcg 


ccgccgtgcg 


cgcccgcctg 


gcgctggcct 


tggcgctggc 


150 


gagcgtcctg 


agtgggcctc 


cagccgtcgc 


ctgccccacc 


aagtgtacct 


200 


gctccgctgc 


cagcgtggac 


tgccacgggc 


tgggectccg 


cgcggttcct 


250 


cggggcatcc 


cccgcaacgc 


tgagcgcctt 


gacctggaca 


gaaataatat 


300 


caccaggatc 


accaagatgg 


acttcgctgg 


gctcaagaac 


ctccgagtct 


350 


tgcatctgga 


agacaaccag 


gtcagcgtca 


tcgagagagg 


cgccttccag 


400 


gacctgaagc 


agctagagcg 


actgcgcctg 


aacaagaata 


agctgcaagt 


450 


ccttccagaa 


ttgcttttcc 


agagcacgcc 


gaagctcacc 


agactagatt 


500 


tgagtgaaaa 


ccagatccag 


gggatcccga 


ggaaggcgtt 


ccgcggcatc 


550 


accgatgtga 


agaacctgca 


actggacaac 


aaccacatca 


gctgcattga 


600 


agatggagcc 


ttccgagcgc 


tgcgcgattt 


ggagatcctt 


accctcaaca 


650 


acaacaacat 


cagtcgcatc 


ctggtcacca 


gcttcaacca 


catgccgaag 


700 


atccgaactc 


tgcgcctcca 


ctccaaccac 


ctctactgcg 


actgccacct 


750 


ggcctggctc 


tcggattggc 


tgcgacagcg 


acggacagtt 


ggccagttca 


800 


cactctgcat 


ggctcctgtg 


catttgaggg 


gcttcaacgt 


ggcggatgtg 


850 


cagaagaagg 


agtacgtgtg 


cccagccccc 


cactcggagc 


ccccatcctg 


900 


caatgccaac 


tccatctcct 


gcccttcgcc 


ctgcacgtgc 


agcaataaca 


950 


tcgtggactg 


tcgaggaaag 


ggcttgatgg 


agattcctgc 


caacttgccg 


1000 


gagggcatcg 


tcgaaatacg 


cctagaacag 


aactccatca 


aagccatccc 


1050 


tgcaggagcc 


ttcacccagt 


acaagaaact 


gaagcgaata 


gacatcagca 


1100 


agaatcagat 


atcggatatt 


gctccagatg 


ccttccaggg 


cctgaaatca 


1150 


ctcacatcgc 


tggtcctgta 


tgggaacaag 


atcaccgaga 


ttgccaaggg 


1200 


actgtttgat 


gggctggtgt 


ccctacagct 


gctcctcctc 


aatgccaaca 


1250 


agatcaactg 


cctgcgggtg 


aacacgtttc 


aggacctgca 


gaacctcaac 


1300 


ttgctctccc 


tgtatgacaa 


caagctgcag 


accatcagca 


aggggctctt 


1350 


cgcccctctg 


cagtccatcc 


agacactcca 


cttagcccaa 


aacccatttg 


1400 


tgtgcgactg 


ccacttgaag 


tggctggccg 


actacctcca 


ggacaacccc 


1450 
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atcgagacaa 


gcggggcccg 


ctgcagcagc 


ccgcgccgac 


tcgccaacaa 


1500 


gcgcatcagc 


cagatcaaga 


gcaagaagtt 


ccgctgctca 


ggctccgagg 


1550 


attaccgcag 


caggttcagc 


agcgagtgct 


tcatggacct 


cgtgtgcccc 


1600 


gagaagtgtc 


gctgtgaggg 


cacgattgtg 


gactgctcca 


accagaagct 


1650 


ggtccgcatc 


ccaagccacc 


tccctgaata 


tgtcaccgac 


ctgcgactga 


1700 


atgacaatga 


ggtatctgtt 


ctggaggcca 


ctggcatctt 


caagaagttg 


1750 


cccaacctgc 


ggaaaataaa 


tctgagtaac 


aataagatca 


aggaggtgcg 


1S00 


agagggagct 


ttcgatggag 


cagccagcgt 


gcaggagctg 


atgctgacag 


1850 


ggaaccagct 


ggagaccgtg 


cacgggcgcg 


tgttccgtgg 


cctcagtggc 


1900 


ctcaaaacct 


tgatgctgag 


gagtaacttg 


atcagctgtg 


tgagtaatga 


1950 


cacctttgcc 


ggcctgagtt 


cggtgagact 


gctgtccctc 


tatgacaatc 


2000 


f*i ggatcaccac 


catcacccct 


ggggccttca 


ccacgcttgt 


ctccctgtcc 


2050 


accataaacc 


tcctgtccaa 


ccccttcaac 


tgcaactgcc 


acctggcctg 


2100 


HI gctcggcaag 


tggttgagga 


agaggcgg^t 


cgtcagtggg 


aaccctaggt 


2150 


m 

ff\ gccagaagcc 


atttttcctc 


aaggagattc 


ccatccagga 


tgtggccatc 


2200 


caggacttca 


cctgtgatgg 


caacgaggag 


agtagctgcc 


agctgagccc 


2250 


O gcgctgcccg 


gagcagtgca 


cctgtatgga 


gacagtggtg 


cgatgcagca 


2300 


U acaaggggct 


ccgcgccctc 


cccagaggca 


tgcccaagga 


tgtgaccgag 


2350 


i:- ctgtacctgg 


aaggaaacca 


cctaacagcc 


gtgcccagag 


agctgtccgc 


2400 


n i 

1%?; cctccgacac 


ctgacgctta 


ttgacctgag 


caacaacagc 


atcagcatgc 


2450 


tgaccaatta 


caccttcagt 


aacatgtctc 


acctctccac 


tctgatcctg 


2500 


agctacaacc 


ggctgaggtg 


catccccgtc 


cacgccttca 


acgggctgcg 


2550 


gtccctgcga 


gtgctaaccc 


tccatggcaa 


tgacatttcc 


agcgttcctg 


2600 


aaggctcctt 


caacgacctc 


acatctcttt 


cccatctggc 


gctgggaacc 


2650 


aacccactcc 


actgtgactg 


cagtcttcgg 


tggctgtcgg 


agtgggtgaa 


2700 


yy ^-yyyy l-cic 


dayy a.y co uy 




c_ uyLdy Lciy o 






tggctgacag 


gctcctgctc 


accaccccaa 


cccaccgctt 


ccagtgcaaa 


2800 


gggccagtgg 


acatcaacat 


tgtggccaaa 


tgcaatgcct 


gcctctccag 


2850 


cccgtgcaag 


aataacggga 


catgcaccca 


ggaccctgtg 


gagctgtacc 


2900 
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gctgtgcctg 


cccctacagc 


tacaagggca 


aggactgeae 


tgtgcccatc 


2950 


aacacctgca 


tccagaaccc 


ctgtcagcat 


ggaggcacct 


gccacctgag 


3000 


tgacagccac 


aaggatgggt 


tcagctgctc 


ctgccctctg 


ggctttgagg 


3050 


ggcagcggtg 


tgagatcaac 


ccagatgact 


gtgaggacaa 


egactgegaa 


3100 


aacaatgcca 


cctgcgtgga 


egggatcaac 


aactacgtgt 


gtatctgtcc 


3150 


gcctaactac 


acaggtgagc 


tatgegaega 


ggtgattgac 


cactgtgtgc 


3200 


ctgagctgaa 


cctctgtcag 


catgaggeca 


agtgcatccc 


cctggacaaa 


3250 


ggattcagct 


gcgagtgtgt 


ccctggctac 


agegggaage 


tctgtgagac 


3300 


agacaatgat 


gactgtgtgg 


cccacaagtg 


ccgccacggg 


gcccagtgcg 


3350 


tggacacaat 


caatggctac 


acatgcacct 


gcccccaggg 


cttcagtgga 


3400 


cccttctgtg 


aacacccccc 


acccatggtc 


etactgeaga 


ccagcccatg 


3450 


cgaccagtac 


gagtgecaga 


acggggccca 


gtgcatcgtg 


gtgeagcagg 


3500 


agcccacctg 


ccgctgccca 


ccaggcttcg 


ccggccccag 


atgcgagaag 


3550 


ctcatcactg 


teaacttegt 


gggcaaagac 


tcctacgtgg 


aactggcctc 


3600 


cgccaaggtc 


cgaccccagg 


ccaacatctc 


ectgeaggtg 


gccactgaca 


3650 


aggacaacgg 


catccttctc 


tacaaaggag 


acaatgaccc 


cctggcactg 


3700 


gagctgtacc 


agggecaegt 


gcggctggtc 


tatgacagee 


tgagttcccc 


3750 


tccaaccaca 


gtgtacagtg 


tggagacagt 


gaatgatggg 


cagtttcaca 


3800 


gtgtggagct 


ggtgacgcta 


aaccagaccc 


tgaacctagt 


agtggacaaa 


3850 


ggaactccaa 


agagcctggg 


gaagctccag 


aagcagccag 


cagtgggcat 


3900 


caacagcccc 


ctctaccttg 


gaggcatccc 


cacctccacc 


ggcctctccg 


3950 


ccttgcgcca 


gggcaeggae 


cggcctctag 


gcggcttcca 


eggatgeate 


4000 


catgaggtgc 


gcatcaacaa 


egagctgeag 


gacttcaagg 


ccctcccacc 


4050 


acagtccctg 


ggggtgtcac 


caggctgeaa 


gtcctgca.ee 


gtgtgcaagc 


4100 


acggcctgtg 


ccgctccgtg 


gagaaggaca 


gcgtggtgtg 


cgagtgccgc 


4150 


c cz* cicic +~ ciciz* 

y y y ci 


/~i (~\ crn c c* c* f~ 

y y 




cszi cicic^cc^cicici 


CX\-j v_ V — L- y L- 


4200 


cggccacaga 


tgccaccatg 


gaaaatgtgt 


ggcaactggg 


acctcataca 


4250 


tgtgcaagtg 


tgecgaggge 


tatggagggg 


acttgtgtga 


caacaagaat 


4300 


gactctgcca 


atgcctgctc 


agecttcaag 


tgtcaccatg 


ggcagtgcca 


4350 
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catctcagac 


caaggggagc 


cctactgcct 


gtgccagccc 


ggctttagcg 


4400 


gcgagcactg 


ccaacaagag 


aatccgtgcc 


tgggacaagt 


agtccgagag 


4450 


gtgatccgcc 


gccagaaagg 


ttatgcatca 


tgtgccacag 


cctccaaggt 


4500 


gcccatcatg 


gaatgtcgtg 


ggggctgtgg 


gccccagtgc 


tgccagccca 


4550 


cccgcagcaa 


gcggcggaaa 


tacgtcttcc 


agtgcacgga 


cggctcctcg 


4600 


tttgtagaag 


aggtggagag 


acacttagag 


tgcggctgcc 


tcgcgtgttc 


4650 


pt-^scrppppt" 

L, CI >— V- l_ 


cr r* c p o c* p t~ cr p 


rtaccacctc 


tcggact cca 


gcttgatgga 


4700 


gttgggacag 


ccatgtggga 


ccccctggtg 


attcagcatg 


aaggaaatga 


4750 


agctggagag 


gaaggtaaag 


aagaagagaa 


tattaagtat 


attgtaaaat 


4800 


aaacaaaaaa 


tagaacttaa 


aaaaaaaaaa 


aaaaaaaaaa 


aa 4842 





<210> 290 

<211> 1523 

<212> PRT 

<213> Homo Sapien 

<400> 290 

Met Ala Pro Gly Trp Ala Gly Val Gly Ala Ala Val Arg Ala Arg 

1 5 10 15 

Leu Ala Leu Ala Leu Ala Leu Ala Ser Val Leu Ser Gly Pro Pro 

20 25 30 

Ala Val Ala Cys Pro Thr Lys Cys Thr Cys Ser Ala Ala Ser Val 

35 40 45 

Asp Cys His Gly Leu Gly Leu Arg Ala Val Pro Arg Gly lie Pro 

5 0 55 60 

Arg Asn Ala Glu Arg Leu Asp Leu Asp Arg Asn Asn He Thr Arg 

65 70 75 

He Thr Lys Met Asp Phe Ala Gly Leu Lys Asn Leu Arg Val Leu 

80 85 90 

His Leu Glu Asp Asn Gin Val Ser Val He Glu Arg Gly Ala Phe 

95 100 105 

Gin Asp Leu Lys Gin Leu Glu Arg Leu Arg Leu Asn Lys Asn Lys 

110 115 120 

Leu Gin Val Leu Pro Glu Leu Leu Phe Gin Ser Thr Pro Lys Leu 

125 130 135 

Thr Arg Leu Asp Leu Ser Glu Asn Gin He Gin Gly He Pro Arg 

140 145 150 

Lys Ala Phe Arg Gly He Thr Asp Val Lys Asn Leu Gin Leu Asp 

155 160 165 
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Asn Asn His lie Ser Cys lie Glu Asp Gly Ala Phe Arg Ala Leu 
170 175 180 

Arg Asp Leu Glu lie Leu Thr Leu Asn Asn Asn Asn lie Ser Arg 
185 190 195 

lie Leu Val Thr Ser Phe Asn His Met Pro Lys lie Arg Thr Leu 
200 205 210 

Arg Leu His Ser Asn His Leu Tyr Cys Asp Cys His Leu Ala Trp 
215 220 225 

Leu Ser Asp Trp Leu Arg Gin Arg Arg Thr Val Gly Gin Phe Thr 
230 235 240 

Leu Cys Met Ala Pro Val His Leu Arg Gly Phe Asn Val Ala Asp 
245 250 255 

Val Gin Lys Lys Glu Tyr Val Cys Pro Ala Pro His Ser Glu Pro 
260 265 270 

Pro Ser Cys Asn Ala Asn Ser He Ser Cys Pro Ser Pro Cys Thr 
H; " 275 280 285 

Q Cys Ser Asn Asn He Val Asp Cys Arg Gly Lys Gly Leu Met Glu 

m 290 295 300 

IPs \ 

jjS; He Pro Ala Asn Leu Pro Glu Gly He Val Glu He Arg Leu Glu 

JfJ 305 310 315 

:: S ; 

Sfs Gin Asn Ser He Lys Ala He Pro Ala Gly Ala Phe Thr Gin Tyr 

320 325 330 



Lys Lys Leu Lys Arg He Asp He Ser Lys Asn Gin He Ser Asp 
335 340 345 

He Ala Pro Asp Ala Phe Gin Gly Leu Lys Ser Leu Thr Ser Leu 
350 355 360 

Val Leu Tyr Gly Asn Lys He Thr Glu He Ala Lys Gly Leu Phe 
365 370 375 

Asp Gly Leu Val Ser Leu Gin Leu Leu Leu Leu Asn Ala Asn Lys 
380 385 390 

He Asn Cys Leu Arg Val Asn Thr Phe Gin Asp Leu Gin Asn Leu 
395 400 405 

Asn Leu Leu Ser Leu Tyr Asp Asn Lys Leu Gin Thr He Ser Lys 
410 415 420 

Gly Leu Phe Ala Pro Leu Gin Ser He Gin Thr Leu His Leu Ala 
425 430 435 

Gin Asn Pro Phe Val Cys Asp Cys His Leu Lys Trp Leu Ala Asp 
440 445 450 

Tyr Leu Gin Asp Asn Pro He Glu Thr Ser Gly Ala Arg Cys Ser 
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455 460 465 

Ser Pro Arg Arg Leu Ala Asn Lys Arg lie Ser Gin lie Lys Ser 
470 475 480 

Lys Lys Phe Arg Cys Ser Gly Ser Glu Asp Tyr Arg Ser Arg Phe 
485 490 495 

Ser Ser Glu Cys Phe Met Asp Leu Val Cys Pro Glu Lys Cys Arg 
500 505 510 

Cys Glu Gly Thr lie Val Asp Cys Ser Asn Gin Lys Leu Val Arg 
515 520 525 

lie Pro Ser His Leu Pro Glu Tyr Val Thr Asp Leu Arg Leu Asn 
530 535 540 

Asp Asn Glu Val Ser Val Leu Glu Ala Thr Gly lie Phe Lys Lys 
545 550 555 

Leu Pro Asn Leu Arg Lys lie Asn Leu Ser Asn Asn Lys lie Lys 
560 ^ 565 570 

Glu Val Arg Glu Gly Ala Phe Asp Gly Ala Ala Ser Val Gin Glu 
575 580 585 

Leu Met Leu Thr Gly Asn Gin Leu Glu Thr Val His Gly Arg Val 
590 595 600 

Phe Arg Gly Leu Ser Gly Leu Lys Thr Leu Met Leu Arg Ser Asn 
605 610 615 

Leu lie Ser Cys Val Ser Asn Asp Thr Phe Ala Gly Leu Ser Ser 
620 625 630 

Val Arg Leu Leu Ser Leu Tyr Asp Asn Arg lie Thr Thr lie Thr 
635 640 645 

Pro Gly Ala Phe Thr Thr Leu Val Ser Leu Ser Thr lie Asn Leu 
650 655 660 

Leu Ser Asn Pro Phe Asn Cys Asn Cys His Leu Ala Trp Leu Gly 
665 670 675 

Lys Trp Leu Arg Lys Arg Arg lie Val Ser Gly Asn Pro Arg Cys 
680 " 685 690 

Gin Lys Pro Phe Phe Leu Lys Glu lie Pro lie Gin Asp Val Ala 
695 700 705 

lie Gin Asp Phe Thr Cys Asp Gly Asn Glu Glu Ser Ser Cys Gin 
710 " 715 720 

Leu Ser Pro Arg Cys Pro Glu Gin Cys Thr Cys Met Glu Thr Val 
725 730 735 

Val Arg Cys Ser Asn Lys Gly Leu Arg Ala Leu Pro Arg Gly Met 
740 745 750 
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Pro 


Lys Asp 


Val 


Thr 
755 


Glu 


Leu 


Tyr 


Leu 


Glu 

760 


Gly Asn His Leu Thr 
765 




Ala 


Val 


Pro Arg 


Glu 
770 


Leu 


Ser 


Ala 


Leu 


Arg 
775 


His Leu Thr Leu He 
780 




Asp 


Leu 


Ser 


Asn 


Asn 
785 


Ser 


He 


Ser 


Met 


Leu 
790 


Thr Asn Tyr Thr Phe 
795 




Ser 


Asn 


Met 


Ser 


His 
800 


Leu 


Ser 


Thr 


Leu 


He 
805 


Leu Ser Tyr Asn Arg 

810 




Leu Arg 


Cys 


He 


Pro 
815 


Val 


His 


Ala 


Phe 


Asn 
820 


Gly Leu Arg Ser Leu 
825 




Arg 


Val 


Leu 


Thr 


Leu 
830 


His 


Gly Asn Asp 


He 
835 


Ser Ser Val Pro Glu 
840 




Gly Ser 


Phe 


Asn 


Asp 
845 


Leu 


Thr 


Ser 


Leu 


Ser 
850 


His Leu Ala Leu Gly 
855 




Thr 


Asn 


Pro 


Leu 


His 
860 


Cys 


Asp 


Cys 


Ser 


Leu 

865 


Arg Trp Leu Ser Glu 
870 


; F'-" 


Trp Val 


Lys Ala 


Gly 
875 


Tyr 


Lys 


Glu 


Pro 


Gly 
880 


He Ala Arg Cys Ser 
885 


Sr.: i 
!^ 

i: ?' ; 


Ser 


Pro 


Glu 


Pro 


Met 
890 


Ala 


Asp Arg 


Leu 


Leu 
895 


Leu Thr Thr Pro Thr 
900 


iff; 
: ~ « 


His 


Arg 


Phe 


Gin 


Cys 
905 


Lys 


Gly 


Pro 


Val 


Asp 
910 


He Asn He Val Ala 
915 


W 


Lys 


Cys 


Asn 


Ala 


Cys 
920 


Leu 


Ser 


Ser 


Pro 


Cys 
925 


Lys Asn Asn Gly Thr 

93 0 


J* 


Cys 


Thr Gin Asp 


Pro 
935 


Val 


Glu 


Leu Tyr 


Arg 
940 


Cys Ala Cys Pro Tyr 
945 


flj 

:: 


Ser Tyr Lys Gly 


Lys 
950 


Asp 


Cys 


Thr 


Val 


Pro 
955 


He Asn Thr Cys He 
960 




Gin 


Asn 


Pro 


Cys 


Gin 

965 


His 


Gly Gly Thr 


Cys 
970 


His Leu Ser Asp Ser 
975 




His 


Lys Asp Gly 


Phe 
980 


Ser 


Cys 


Ser 


Cys 


Pro 
985 


Leu Gly Phe Glu Gly 
990 




Gin Arg Cys Glu 


He 
995 


Asn 


Pro 


Asp Asp 


Cys 
1000 


Glu Asp Asn Asp Cys 
1005 




Glu 


Asn 


Asn 


Ala Thr 
1010 


Cys 


Val Asp Gly He 
1015 


Asn Asn lyr vai Lys 
1020 




He 


Cys 


Pro 


Pro Asn 
1025 


Tyr 


Thr Gly Glu Leu 
103 0 


Cys Asp Glu Val He 
1035 




Asp 


His 


Cys 


Val 


Pro 


Glu 


Leu 


Asn 


Leu 


Cys 


Gin His Glu Ala Lys 
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1040 1045 1050 

Cys lie Pro Leu Asp Lys Gly Phe Ser Cys Glu Cys Val Pro Gly 
1055 1060 1065 

Tyr Ser Gly Lys Leu Cys Glu Thr Asp Asn Asp Asp Cys Val Ala 
1070 1075 1080 

His Lys Cys Arg His Gly Ala Gin Cys Val Asp Thr lie Asn Gly 
1085 1090 1095 

Tyr Thr Cys Thr Cys Pro Gin Gly Phe Ser Gly Pro Phe Cys Glu 
1100 1105 1110 

His Pro Pro Pro Met Val Leu Leu Gin Thr Ser Pro Cys Asp Gin 
1115 1120 1125 

Tyr Glu Cys Gin Asn Gly Ala Gin Cys He Val Val Gin Gin Glu 
1130 1135 1140 

Pro Thr Cys Arg Cys Pro Pro Gly Phe Ala Gly Pro Arg Cys Glu 
1145 1150 1155 

Lys Leu He Thr Val Asn Phe Val Gly Lys Asp Ser Tyr Val Glu 
1160 1165 1170 

Leu Ala Ser Ala Lys Val Arg Pro Gin Ala Asn He Ser Leu Gin 
1175 1180 1185 

Val Ala Thr Asp Lys Asp Asn Gly He Leu Leu Tyr Lys Gly Asp 
1190 1195 1200 

Asn Asp Pro Leu Ala Leu Glu Leu Tyr Gin Gly His Val Arg Leu 
1205 1210 1215 

Val Tyr Asp Ser Leu Ser Ser Pro Pro Thr Thr Val Tyr Ser Val 
1220 1225 1230 

Glu Thr Val Asn Asp Gly Gin Phe His Ser Val Glu Leu Val Thr 
1235 1240 1245 

Leu Asn Gin Thr Leu Asn Leu Val Val Asp Lys Gly Thr Pro Lys 
1250 1255 1260 

Ser Leu Gly Lys Leu Gin Lys Gin Pro Ala Val Gly He Asn Ser 
1265 1270 1275 

Pro Leu Tyr Leu Gly Gly He Pro Thr Ser Thr Gly Leu Ser Ala 
1280 1285 1290 

Leu Arg Gin Gly Thr Asp Arg Pro Leu Gly Gly Phe His Gly Cys 
1295 1300 1305 

He His Glu Val Arg He Asn Asn Glu Leu Gin Asp Phe Lys Ala 
1310 1315 1320 

Leu Pro Pro Gin Ser Leu Gly Val Ser Pro Gly Cys Lys Ser Cys 
1325 1330 1335 
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Thr Val Cys Lys His Gly Leu Cys Arg Ser Val Glu Lys Asp Ser 

1340 1345 1350 

Val Val Cys Glu Cys Arg Pro Gly Trp Thr Gly Pro Leu Cys Asp 

1355 1360 1365 

Gin Glu Ala Arg Asp Pro Cys Leu Gly His Arg Cys His His Gly 

1370 1375 1380 

Lys Cys Val Ala Thr Gly Thr Ser Tyr Met Cys Lys Cys Ala Glu 

13 85 13 90 13 95 

Gly Tyr Gly Gly Asp Leu Cys Asp Asn Lys Asn Asp Ser Ala Asn 

1400 1405 * 1410 

Ala Cys Ser Ala Phe Lys Cys His His Gly Gin Cys His lie Ser 

1415 1420 1425 

Asp Gin Gly Glu Pro Tyr Cys Leu Cys Gin Pro Gly Phe Ser Gly 

1430 1435 1440 

Glu His Cys Gin Gin Glu Asn Pro Cys Leu Gly Gin Val Val Arg 

H s 1445 1450 1455 

£3 Glu Val He Arg Arg Gin Lys Gly Tyr Ala Ser Cys Ala Thr Ala 

|jf| 1460 1465 1470 

!" Ser Lys Val Pro He Met Glu Cys Arg Gly Gly Cys Gly Pro Gin 

JfJ ~ 1475 1480 1485 

01 Cys Cys Gin Pro Thr Arg Ser Lys Arg Arg Lys Tyr Val Phe Gin 

* ~ ^ 1490 1495 1500 

J*? Cys Thr Asp Gly Ser Ser Phe Val Glu Glu Val Glu Arg His Leu 

^ 1505 1510 1515 

ill Glu Cys Gly Cys Leu Ala Cys Ser 

152 0 



rr I 



<210> 291 
<211> 753 
<212> DNA 
<213> Homo Sapien 

<400> 291 



ggatgcagga 


cgctcccctg 


agctgcctgt 


caccgactag gtggagcagt 


50 


gtttcttccg 


cagactcaac 


tgagaagtca 


gcctctgggg 


caggcaccag 


100 


gaatctgcct 


tttcagttct 


gtctccggca 


ggctttgagg 


atgaaggctg 


150 


cgggcattct 


gaccctcatt 


ggctgcctgg 


tcacaggcgc 


cgagtccaaa 


200 


atctacactc 


gttgcaaact 


ggcaaaaata 


ttctcgaggg 


ctggcctgga 


250 


caattactgg 


ggcttcagcc 


ttggaaactg 


gatctgcatg 


gcatattatg 


300 


agagcggcta 


caacaccaca 


gccccgacgg 


tcctggatga 


cggcagcatc 


350 



459 



gactatggca 


tcttccagat 


caacagcttc 


gcgtggtgca gacgcggaaa 


400 


gctgaaggag 


aacaaccact 


gccatgtcgc 


ctgctcagcc 


ttgatcactg 


450 


atgacctcac 


agatgcaatt 


atctgtgcca 


ggaaaattgt 


taaagagaca 


500 


caaggaatga 


actattggca 


aggctggaag 


aaacattgtg 


agggcagaga 


550 


cctgtccgag 


tggaaaaaag 


gctgtgaggt 


ttcctaaact 


ggaactggac 


600 


ccaggatgct 


ttgcagcaac 


gccctaggat 


ttgcagtgaa 


tgtccaaatg 


650 


cctgtgtcat 


cttgtcccgt 


ttcctcccaa 


tattccttct 


caaacttgga 


700 


gagggaaaat 


taagctatac 


ttttaagaaa 


ataaatattt 


ccatttaaat 


750 



gtc 753 



<210> 292 
<211> 148 
<212> PRT 
<213> Homo Sapien 

<400> 292 

Met Lys Ala Ala Gly He Leu Thr Leu He Gly Cys Leu Val Thr 
15 10 15 

Gly Ala Glu Ser Lys He Tyr Thr Arg Cys Lys Leu Ala Lys He 
20 25 30 

Phe Ser Arg Ala Gly Leu Asp Asn Tyr Trp Gly Phe Ser Leu Gly 
35 40 45 

Asn Trp He Cys Met Ala Tyr Tyr Glu Ser Gly Tyr Asn Thr Thr 
50 55 60 

Ala Pro Thr Val Leu Asp Asp Gly Ser He Asp Tyr Gly He Phe 
65 70 75 

Gin He Asn Ser Phe Ala Trp Cys Arg Arg Gly Lys Leu Lys Glu 
80 85 90 

Asn Asn His Cys His Val Ala Cys Ser Ala Leu He Thr Asp Asp 
95 100 105 

Leu Thr Asp Ala He He Cys Ala Arg Lys He Val Lys Glu Thr 
110 115 120 

Gin Gly Met Asn Tyr Trp Gin Gly Trp Lys Lys His Cys Glu Gly 
125 130 135 

Arg Asp Leu Ser Glu Trp Lys Lys Gly Cys Glu Val Ser 
140 145 

<210> 293 

<211> 1176 

<212> DNA 

<213> Homo Sapien 
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<400> 293 



agaaagctgc 


actctgttga 


gctccagggc 


gcagtggagg 


gagggagtga 


50 


aggagctctc 


tgtacccaag 


gaaagtgcag 


ctgagactca 


gacaagatta 


100 


caatgaacca 


actcagcttc 


ctgctgtttc 


tcatagcgac 


caccagagga 


150 


tggagtacag 


atgaggctaa 


tacttacttc 


aaggaatgga 


cctgttcttc 


200 


gtctccatct 


ctgcccagaa 


gctgcaagga 


aatcaaagac 


gaatgtccta 


250 


gtgcatttga 


tggcctgtat 


tttctccgca 


ctgagaatgg 


tgttatctac 


300 


cagaccttct 


gtgacatgac 


ctctgggggt 


ggcggctgga 


ccctggtggc 


350 


cagcgtgcat 


gagaatgaca 


tgcgtgggaa 


gtgcacggtg 


ggcgatcgct 


400 


ggtccagtca 


gcagggcagc 


aaagcagact 


acccagaggg 


ggacggcaac 


450 


tgggccaact 


acaacacctt 


tggatctgca 


gaggcggcca 


cgagcgatga 


500 


ctacaagaac 


cctggctact 


acgacatcca 


ggccaaggac 


ctgggcatct 


550 


ggcacgtgcc 


caataagtcc 


cccatgcagc 


actggagaaa 


cagctccctg 


600 


ctgaggtacc 


gcacggacac 


tggcttcctc 


cagacactgg 


gacataatct 


650 


gtttggcatc 


taccagaaat 


atccagtgaa 


atatggagaa 


ggaaagtgtt 


700 


ggactgacaa 


cggcccggtg 


atccctgtgg 


tctatgattt 


tggcgacgcc 


750 


cagaaaacag 


catcttatta 


ctcaccctat 


ggccagcggg 


aattcactgc 


800 


gggatttgtt 


cagttcaggg 


tatttaataa 


cgagagagca 


gccaacgcct 


850 


tgtgtgctgg 


aatgagggtc 


accggatgta 


acactgagca 


tcactgcatt 


900 


ggtggaggag 


gatactttcc 


agaggccagt 


ccccagcagt 


gtggagattt 


950 


ttctggtttt 


gattggagtg 


gatatggaac 


tcatgttggt 


tacagcagca 


1000 


gccgtgagat 


aactgaggca 


gctgtgcttc 


tattctatcg 


ttgagagttt 


1050 


tgtgggaggg 


aacccagacc 


tctcctccca 


accatgagat 


cccaaggatg 


1100 


gagaacaact 


tacccagtag 


ctagaatgtt 


aatggcagaa 


gagaaaacaa 


1150 


taaatcatat 


tgactcaaga 


aaaaaa 1176 







<210> 294 
<211> 313 
<212> PRT 
<213> Homo Sapien 



<400> 294 

Met Asn Gin Leu Ser Phe Leu Leu Phe Leu lie Ala Thr Thr Arg 
15 10 15 
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Gly Trp Ser Thr Asp Glu Ala Asn Thr Tyr Phe Lys Glu Trp Thr 
20 25 30 



Cys Ser Ser Ser Pro Ser Leu Pro Arg Ser Cys Lys Glu lie Lys 
35 40 45 

Asp Glu Cys Pro Ser Ala Phe Asp Gly Leu Tyr Phe Leu Arg Thr 
50 55 6 0 

Glu Asn Gly Val lie Tyr Gin Thr Phe Cys Asp Met Thr Ser Gly 
65 70 75 

Gly Gly Gly Trp Thr Leu Val Ala Ser Val His Glu Asn Asp Met 
80 85 90 

Arg Gly Lys Cys Thr Val Gly Asp Arg Trp Ser Ser Gin Gin Gly 
95 100 105 

Ser Lys Ala Asp Tyr Pro Glu Gly Asp Gly Asn Trp Ala Asn Tyr 
110 115 120 

Asn Thr Phe Gly Ser Ala Glu Ala Ala Thr Ser Asp Asp Tyr Lys 
125 130 135 

Asn Pro Gly Tyr Tyr Asp lie Gin Ala Lys Asp Leu Gly lie Trp 
140 145 150 

His Val Pro Asn Lys Ser Pro Met Gin His Trp Arg Asn Ser Ser 
155 160 165 

Leu Leu Arg Tyr Arg Thr Asp Thr Gly Phe Leu Gin Thr Leu Gly 
170 175 180 

His Asn Leu Phe Gly lie Tyr Gin Lys Tyr Pro Val Lys Tyr Gly 
185 190 195 

Glu Gly Lys Cys Trp Thr Asp Asn Gly Pro Val lie Pro Val Val 
200 205 210 

Tyr Asp Phe Gly Asp Ala Gin Lys Thr Ala Ser Tyr Tyr Ser Pro 
215 220 22 5 

Tyr Gly Gin Arg Glu Phe Thr Ala Gly Phe Val Gin Phe Arg Val 
230 235 240 

Phe Asn Asn Glu Arg Ala Ala Asn Ala Leu Cys Ala Gly Met Arg 
245 250 255 

Val Thr Gly Cys Asn Thr Glu His His Cys lie Gly Gly Gly Gly 
260 265 270 

Tyr Phe Pro Glu Ala Ser Pro Gin Gin Cys Gly Asp Phe Ser Gly 
275 280 ' 285 

Phe Asp Trp Ser Gly Tyr Gly Thr His Val Gly Tyr Ser Ser Ser 
290 ~ 295 300 

Arg Glu lie Thr Glu Ala Ala Val Leu Leu Phe Tyr Arg 
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305 310 

<210> 295 

<211> 1648 

<212> DNA 

<213> Homo Sapien 

<400> 295 

caggccattt gcatcccact gtccttgtgt tcggagccag gccacaccgt 50 
cctcagcagt gtcatgtgtt aaaaacgcca agctgaatat atcatgcccc 100 
tattaaaact tgtacatggc tccccattgg tttttggaga aaagttcaag 150 
ctttttacct tggtgtctgc ctgtatccca gtgttcaggc tggctagacg 200 
gcggaagaag atcctatttt actgtcactt cccagatctg cttctcacca 250 
agagagattc ttttcttaaa cgactataca gggccccaat tgactggata 3 00 
gaggaataca ccacaggcat ggcagactgc atcttagtca acagccagtt 3 50 
cacagctgct gtttttaagg aaacattcaa gtccctgtct cacatagacc 400 
ctgatgtcct ctatccatct ctaaatgtca ccagctttga ctcagttgtt 450 
cctgaaaagc tggatgacct agtccccaag gggaaaaaat tcctgctgct 500 
ctccatcaac agatacgaaa ggaagaaaaa tctgactttg gcactggaag 550 
ccctagtaca gctgcgtgga agattgacat cccaagattg ggagagggtt 600 
catctgatcg tggcaggtgg ttatgacgag agagtcctgg agaatgtgga 65 0 
acattatcag gaattgaaga aaatggtcca acagtccgac cttggccagt 700 
atgtgacctt cttgaggtct ttctcagaca aacagaaaat ctccctcctc 750 
cacagctgca cgtgtgtgct ttacacacca agcaatgagc actttggcat 800 
tgtccctctg gaagccatgt acatgcagtg cccagtcatt gctgttaatt 850 
cgggtggacc cttggagtcc attgaccaca gtgtcacagg gtttctgtgt 900 
gagcctgacc cggtgcactt ctcagaagca atagaaaagt tcatccgtga 950 
accttcctta aaagccacca tgggcctggc tggaagagcc agagtgaagg 1000 
aaaaattttc ccctgaagca tttacagaac agctctaccg atatgttacc 1050 
aaactgctgg tataatcaga ttgtttttaa gatctccatt aatgtcattt 1100 
ttatggattg tagacccagt tttgaaacca aaaaagaaac ctagaatcta 1150 
atgcagaaga gatcttttaa aaaataaact tgagtcttga atgtgagcca 12 00 
ctttcctata taccacacct ccctgtccac ttttcagaaa aaccatgtct 1250 
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tttatgctat 


aatcattcca 


aattttgcca 


gtgttaagtt 


acaaatgtgg 


1300 


tgtcattcca 


tgttcagcag 


agtattttaa 


ttatattttc 


tcgggattat 


1350 


tgctcttctg 


tctataaatt 


ttgaatgata 


ctgtgcctta 


attggttttc 


1400 


atagtttaag 


tgtgtatcat 


tatcaaagtt 


gattaatttg gcttcatagt 


1450 


ataatgagag 


cagggctatt 


gtagttccca 


gattcaatcc 


accgaagtgt 


1500 


tcactgtcat 


ctgttaggga 


atttttgttt 


gtcctgtctt 


tgcctggatc 


1550 


catagcgaga 


gtgctctgta 


ttttttttaa 


gataatttgt atttttgcac 


1600 


actgagatat 


aataaaaggt 


gtttatcata 


aaaaaaaaaa 


aaaaaaaa 164 8 



;210> 296 
:211> 323 
;212> PRT 
:213> Homo Sapien 

:400> 296 

Met Pro Leu Leu Lys Leu Val His Gly Ser Pro Leu Val Phe Gly 

15 10 15 

Glu Lys Phe Lys Leu Phe Thr Leu Val Ser Ala Cys He Pro Val 

20 25 30 

Phe Arg Leu Ala Arg Arg Arg Lys Lys He Leu Phe Tyr Cys His 

35 40 45 

Phe Pro Asp Leu Leu Leu Thr Lys Arg Asp Ser Phe Leu Lys Arg 

50 55 60 

Leu Tyr Arg Ala Pro He Asp Trp He Glu Glu Tyr Thr Thr Gly 

65 70 75 

Met Ala Asp Cys He Leu Val Asn Ser Gin Phe Thr Ala Ala Val 

80 85 90 

Phe Lys Glu Thr Phe Lys Ser Leu Ser His He Asp Pro Asp Val 

95 100 105 

Leu Tyr Pro Ser Leu Asn Val Thr Ser Phe Asp Ser Val Val Pro 

110 115 120 

Glu Lys Leu Asp Asp Leu Val Pro Lys Gly Lys Lys Phe Leu Leu 

125 130 135 

Leu Ser He Asn Arg Tyr Glu Arg Lys Lys Asn Leu Thr Leu Ala 

140 J 145 150 

Leu Glu Ala Leu Val Gin Leu Arg Gly Arg Leu Thr Ser Gin Asp 

155 160 165 

Trp Glu Arg Val His Leu He Val Ala Gly Gly Tyr Asp Glu Arg 

170 175 180 
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Val Leu Glu Asn Val Glu His Tyr Gin Glu Leu Lys Lys Met Val 

185 190 195 

Gin Gin Ser Asp Leu Gly Gin Tyr Val Thr Phe Leu Arg Ser Phe 

200 205 210 

Ser Asp Lys Gin Lys lie Ser Leu Leu His Ser Cys Thr Cys Val 

215 220 225 

Leu Tyr Thr Pro Ser Asn Glu His Phe Gly lie Val Pro Leu Glu 

230 235 240 

Ala Met Tyr Met Gin Cys Pro Val He Ala Val Asn Ser Gly Gly 

245 250 255 

Pro Leu Glu Ser He Asp His Ser Val Thr Gly Phe Leu Cys Glu 

260 265 270 

Pro Asp Pro Val His Phe Ser Glu Ala He Glu Lys Phe He Arg 

275 280 285 

Glu Pro Ser Leu Lys Ala Thr Met Gly Leu Ala Gly Arg Ala Arg 

290 295 300 

Val Lys Glu Lys Phe Ser Pro Glu Ala Phe Thr Glu Gin Leu Tyr 

305 310 315 

Arg Tyr Val Thr Lys Leu Leu Val 
320 

<210> 297 

<211> 1554 

<212> DNA 

<213> Homo Sapien 

<400> 297 



gactacgccg 


atccgagacg 


tggctccctg 


ggcggcagaa 


ccatgttgga 


50 


cttcgcgatc 


ttcgccgtta 


ccttcttgct 


ggcgttggtg 


ggagccgtgc 


100 


tctacctcta 


tccggcttcc 


agacaagctg 


caggaattcc 


agggattact 


150 


ccaactgaag 


aaaaagatgg 


taatcttcca 


gatattgtga 


atagtggaag 


200 


tttgcatgag 


ttcctggtta 


atttgcatga 


gagatatggg 


cctgtggtct 


250 


ccttctggtt 


tggcaggcgc 


ctcgtggtta 


gtttgggcac 


tgttgatgta 


300 


ctgaagcagc 


atatcaatcc 


caataagaca 


tcggaccctt 


ttgaaaccat 


350 


gctgaagtca 


ttattaaggt 


atcaatctgg 


tggtggcagt 


gtgagtgaaa 


400 


accacatgag 


gaaaaaattg 


tatgaaaatg 


gtgtgactga 


ttctctgaag 


450 


agtaactttg 


ccctcctcct 


aaagctttca 


gaagaattat 


tagataaatg 


500 


gctctcctac 


ccagagaccc 


agcacgtgcc 


cctcagccag 


catatgcttg 


550 
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gttttgctat 


gaagtctgtt 


acacagatgg 


taatgggtag 


tacatttgaa 


600 




gatgatcagg aagtcattcg 


cttccagaag 


aatcatggca 


cagtttggtc 


650 




tgagattgga 


aaaggctttc 


tagatgggtc 


acttgataaa 


aacatgactc 


700 




ggaaaaaaca 


atatgaagat 


gccctcatgc 


aactggagtc 


tgttttaagg 


750 




aacatcataa 


aagaacgaaa 


aggaaggaac 


ttcagtcaac 


atattttcat 


800 




tgactcctta 


gtacaaggga 


accttaatga 


ccaacagatc 


ctagaagaca 


850 




gtatgatatt 


ttctctggcc 


agttgcataa 


taactgcaaa 


attgtgtacc 


900 




tgggcaatct 


gttttttaac 


cacctctgaa 


gaagttcaaa 


aaaaattata 


950 




tgaagagata 


aaccaagttt 


ttggaaatgg 


tcctgttact 


ccagagaaaa 


1000 




ttgagcagct 


cagatattgt 


cagcatgtgc 


tttgtgaaac 


tgttcgaact 


1050 




gccaaactga 


ctccagtttc 


tgcccagctt 


caagatattg 


aaggaaaaat 


1100 


y, 


tgaccgattt 


attattccta 


gagagaccct 


cgtcctttat gcccttggtg 


1150 


n— 


tggtacttca 


ggatcctaat 


acttggccat 


ctccacacaa gtttgatcca 


1200 


y i 


gatcggtttg 


atgatgaatt 


agtaatgaaa 


actttttcct 


cacttggatt 


1250 


V! 


ctcaggcaca 


caggagtgtc 


cagagttgag 


gtttgcatat 


atggtgacca 


1300 




cagtacttct 


tagtgtattg 


gtgaagagac 


tgcacctact 


ttctgtggag 


1350 




ggacaggtta 


ttgaaacaaa 


gtatgaactg 


gtaacatcat 


caagggaaga 


1400 


N 1 


agcttggatc 


actgtctcaa 


agagatatta 


aaattttata 


catttaaaat 


1450 




cattgttaaa 


ttgattgagg 


aaaacaacca 


tttaaaaaaa 


atctatgttg 


1500 


H ; 


aatcctttta 


taaaccagta 


tcactttgta 


atataaacac 


ctatttgtac 


1550 



ttaa 1554 



<210> 298 
<211> 462 
<212> PRT 
<213> Homo Sapien 

<400> 298 

Met Leu Asp Phe Ala He Phe Ala Val Thr Phe Leu Leu Ala Leu 
1 * 5 10 15 

Val Gly Ala Val Leu Tyr Leu Tyr Pro Ala Ser Arg Gin Ala Ala 
20 25 3 0 

Gly He Pro Gly He Thr Pro Thr Glu Glu Lys Asp Gly Asn Leu 

35 • 40 45 

Pro Asp He Val Asn Ser Gly Ser Leu His Glu Phe Leu Val Asn 
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50 55 60 

Leu His Glu Arg Tyr Gly Pro Val Val Ser Phe Trp Phe Gly Arg 
65 " 70 75 

Arg Leu Val Val Ser Leu Gly Thr Val Asp Val Leu Lys Gin His 
80 85 90 

lie Asn Pro Asn Lys Thr Ser Asp Pro Phe Glu Thr Met Leu Lys 
95 100 105 

Ser Leu Leu 'Arg Tyr Gin Ser Gly Gly Gly Ser Val Ser Glu Asn 
110 115 ' 120 

His Met Arg Lys Lys Leu Tyr Glu Asn Gly Val Thr Asp Ser Leu 
125 130 135 

Lys Ser Asn Phe Ala Leu Leu Leu Lys Leu Ser Glu Glu Leu Leu 
14 0 145 150 

Asp Lys Trp Leu Ser Tyr Pro Glu Thr Gin His Val Pro Leu Ser 
155 ' 160 165 

Gin His Met Leu Gly Phe Ala Met Lys Ser Val Thr Gin Met Val 
170 175 180 

Met Gly Ser Thr Phe Glu Asp Asp Gin Glu Val He Arg Phe Gin 
185 190 195 

Lys Asn His Gly Thr Val Trp Ser Glu He Gly Lys Gly Phe Leu 
200 205 210 

Asp Gly Ser Leu Asp Lys Asn Met Thr Arg Lys Lys Gin Tyr Glu 
215 220 225 

Asp Ala Leu Met Gin Leu Glu Ser Val Leu Arg Asn He He Lys 
230 235 240 

Glu Arg Lys Gly Arg Asn Phe Ser Gin His He Phe He Asp Ser 
245 250 255 

Leu Val Gin Gly Asn Leu Asn Asp Gin Gin He Leu Glu Asp Ser 
260 265 270 

Met He Phe Ser Leu Ala Ser Cys He He Thr Ala Lys Leu Cys 
275 280 285 

Thr Trp Ala He Cys Phe Leu Thr Thr Ser Glu Glu Val Gin Lys 

290 295 300 

Lys Leu Tyr Glu Glu He Asn Gin Val Phe Gly Asn Gly Pro Val 
305 310 315 

Thr Pro Glu Lys He Glu Gin Leu Arg Tyr Cys Gin His Val Leu 
320 325 330. 

Cys Glu Thr Val Arg Thr Ala Lys Leu Thr Pro Val Ser Ala Gin 
335 340 345 
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Leu Gin Asp lie Glu 
350 

Glu Thr Leu Val Leu 
365 

Asn Thr Trp Pro Ser 
380 

Asp Glu Leu Val Met 
395 

Thr Gin Glu Cys Pro 
410 

Val Leu Leu Ser Val 
425 

Glu Gly Gin Val He 
440 

Arg Glu Glu Ala Trp 
455 

:210> 299 
:211> 759 
:212> DNA 
:213> Homo Sapien 

:400> 299 



ctagatttgt 


cggcttgcgg 


ggagacttca 


ggagtcgctg 


tctctgaact 


50 


tccagcctca 


gagaccgccg 


cccttgtccc 


cgagggccat 


gggccgggtc 


100 


tcagggcttg 


tgccctctcg 


cttcctgacg 


ctcctggcgc 


atctggtggt 


150 


cgtcatcacc 


ttattctggt 


cccgggacag 


caacatacag 


gcctgcctgc 


200 


ctctcacgtt 


cacccccgag 


gagtatgaca 


agcaggacat 


tcagctggtg 


250 


gccgcgctct 


ctgtcaccct 


gggcctcttt 


gcagtggagc 


tggccggttt 


300 


cctctcagga 


gtctccatgt 


tcaacagcac 


ccagagcctc 


atctccattg 


350 


gggctcactg 


tagtgcatcc 


gtggccctgt 


ccttcttcat 


attcgagcgt 


400 


tgggagtgca 


ctacgtattg 


gtacattttt 


gtcttctgca 


gtgcccttcc 


450 


agctgtcact 


gaaatggctt 


tattcgtcac 


cgtctttggg 


ctgaaaaaga 


500 


aacccttctg 


attaccttca 


tgacgggaac 


ctaaggacga 


agcctacagg 


550 


ggcaagggcc 


gcttcgtatt 


cctggaagaa 


ggaaggcata 


ggcttcggtt 


600 


ttcccctcgg 


aaactgcttc 


tgctggagga 


tatgtgttgg 


aataattacg 


650 


tcttgagtct 


gggattatcc 


gcattgtatt 


tagtgctttg 


taataaaata 


700 



Gly Lys He Asp Arg Phe He He Pro Arg 
355 360 

Tyr Ala Leu Gly Val Val Leu Gin Asp Pro 
370 375 

Pro His Lys Phe Asp Pro Asp Arg Phe Asp 
385 390 

Lys Thr Phe Ser Ser Leu Gly Phe Ser Gly 
400 405 

Glu Leu Arg Phe Ala Tyr Met Val Thr Thr 
415 420 

Leu Val Lys Arg Leu His Leu Leu Ser Val 
430 435 

Glu Thr Lys Tyr Glu Leu Val Thr Ser Ser 
445 45 0 



He Thr Val Ser Lys Arg Tyr 
460 
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O 

Ms 
If! 



tgttttgtag taacattaag acttatatac agttttaggg gacaattaaa 750 

aaaaaaaaa 759 

<210> 300 
<211> 140 
<212> PRT 
<213> Homo Sapien 

<400> 300 

Met Gly Arg Val Ser Gly Leu Val Pro Ser Arg Phe Leu Thr Leu 
1^5 10 15 

Leu Ala His Leu Val Val Val He Thr Leu Phe Trp Ser Arg Asp 

20 25 30 

Ser Asn He Gin Ala Cys Leu Pro Leu Thr Phe Thr Pro Glu Glu 
35 40 45 

Tyr Asp Lys Gin Asp He Gin Leu Val Ala Ala Leu Ser Val Thr 
50 55 60 

Leu Gly Leu Phe Ala Val Glu Leu Ala Gly Phe Leu Ser Gly Val 
65 70 75 

Ser Met Phe Asn Ser Thr Gin Ser Leu He Ser He Gly Ala His 
80 85 90 

Cys Ser Ala Ser Val Ala Leu Ser Phe Phe He Phe Glu Arg Trp 
95 100 105 

Glu Cys Thr Thr Tyr Trp Tyr He Phe Val Phe Cys Ser Ala Leu 
110 ' ~ 115 120 

Pro Ala Val Thr Glu Met Ala Leu Phe Val Thr Val Phe Gly Leu 
125 130 135 

Lys Lys Lys Pro Phe 
140 

<210> 301 

<211> 1871 

<212> DNA 

<213> Homo Sapien 

<400> 301 

ctgggacccc gaaaagagaa ggggagagcg aggggacgag agcggaggag 50 
gaagatgcaa ctgactcgct gctgcttcgt gttcctggtg cagggtagcc 100 
tctatctggt catctgtggc caggatgatg gtcctcccgg ctcagaggac 15 0 
cctgagcgtg atgaccacga gggccagccc cggccccggg tgcctcggaa 2 00 
gcggggccac atctcaccta agtcccgccc catggccaat tccactctcc 250 
tagggctgct ggccccgcct ggggaggctt ggggcattct tgggcagccc 3 00 
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cccaaccgcc 


cgaaccacag 


ccccccaccc 


tcagccaagg 


tgaagaaaat 


350 


ctttggctgg 


ggcgacttct 


actccaacat 


caagacggtg 


gccctgaacc 


400 


tgctcgtcac 


agggaagatt 


gtggaccatg 


gcaatgggac 


cttcagcgtc 


450 


cacttccaac 


acaatgccac 


aggccaggga 


aacatctcca 


tcagcctcgt 


500 


gccccccagt 


aaagctgtag 


agttccacca 


ggaacagcag 


atcttcatcg 


550 


aagccaaggc 


ctccaaaatc 


ttcaactgcc 


ggatggagtg 


ggagaaggta 


600 


gaacggggcc 


gccggacctc 


gctttgcacc 


cacgacccag 


ccaagatctg 


650 


ctcccgagac 


cacgctcaga 


gctcagccac 


ctggagctgc 


tcccagccct 


700 


tcaaagtcgt 


ctgtgtctac 


atcgccttct 


acagcacgga 


ctatcggctg 


750 


gtccagaagg 


tgtgcccaga 


ttacaactac 


catagtgata 


ccccctacta 


800 


cccatctggg 


tgacccgggg 


caggccacag 


aggccaggcc 


agggctggaa 


850 


ggacaggcct 


gcccatgcag 


gagaccatct 


ggacaccggg 


ca ggg aa ggg 


900 


gttgggcctc 


aggcagggag 


gggggtggag 


acgaggagat 


gccaagtggg 


950 


gccagggcca 


agtctcaagt 


ggcagagaaa 


gggtcccaag 


tgctggtccc 


1000 


aacctgaagc 


tgtggagtga 


ctagatcaca 


ggagcactgg 


aggaggagtg 


1050 


ggctctctgt 


gcagcctcac 


agggctttgc 


cacggagcca 


cagagagatg 


1100 


ctgggtcccc 


gaggcctgtg 


ggcaggccga 


tcagtgtggc 


cccagatcaa 


1150 


gtcatgggag 


gaagctaagc 


ccttggttct 


tgccatcctg 


aggaaagata 


1200 


gcaacaggga 


gggggagatt 


tcatcagtgt 


ggacagcctg 


tcaacttagg 


1250 


atggatggct 


gagagggctt 


cctaggagcc 


agtcagcagg 


gtggggtggg 


1300 


gccagaggag 


ctctccagcc 


ctgcctagtg 


ggcgccctga 


gccccttgtc 


1350 


gtgtgctgag 


catggcatga 


ggctgaagtg 


gcaaccctgg 


ggtctttgat 


1400 


gtcttgacag 


attgaccatc 


tgtctccagc 


caggccaccc 


ctttccaaaa 


1450 


ttccctcttc 


tgccagtact 


ccccctgtac 


cacccattgc 


tgatggcaca 


1500 


cccatcctta 


agctaagaca 


ggacgattgt 


ggtcctccca 


cactaaggcc 


1550 












1600 


ctcctctggg 


agcatccatg 


tcccggagag 


gggtccctca 


acagtcagcc 


1650 


tcacctgtca 


gaccggggtt 


ctcccggatc 


tggatggcgc 


cgccctctca 


1700 


gcagcgggca 


cgggtggggc 


ggggccgggc 


cgcagagcat 


gtgctggatc 


1750 
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tgttctgtgt gtctgtctgt gggtgggggg aggggaggga agtcttgtga 1800 



aaccgctgat tgctgacttt tgtgtgaaga atcgtgttct tggagcagga 1850 

aataaagctt gccccggggc a 1871 

<210> 302 

<211> 252 

<212> PRT 

<213> Homo Sapien 

<400> 302 

Met Gin Leu Thr Arg Cys Cys Phe Val Phe Leu Val Gin Gly Ser 
15 10 15 

Leu Tyr Leu Val He Cys Gly Gin Asp Asp Gly Pro Pro Gly Ser 
20 25 30 

Glu Asp Pro Glu Arg Asp Asp His Glu Gly Gin Pro Arg Pro Arg 
35 40 45 

Val Pro Arg Lys Arg Gly His He Ser Pro Lys Ser Arg Pro Met 
50 55 60 

Ala Asn Ser Thr Leu Leu Gly Leu Leu Ala Pro Pro Gly Glu Ala 

|i! 65 70 75 

III 



Trp Gly He Leu Gly Gin Pro Pro Asn Arg Pro Asn His Ser Pro 
80 85 90 

Pro Pro Ser Ala Lys Val Lys Lys He Phe Gly Trp Gly Asp Phe 
95 100 105 

Tyr Ser Asn He Lys Thr Val Ala Leu Asn Leu Leu Val Thr Gly 
110 115 120 

Lys He Val Asp His Gly Asn Gly Thr Phe Ser Val His Phe Gin 
125 130 135 

His Asn Ala Thr Gly Gin Gly Asn He Ser He Ser Leu Val Pro 
140 145 150 

Pro Ser Lys Ala Val Glu Phe His Gin Glu Gin Gin He Phe He 
155 160 165 

Glu Ala Lys Ala Ser Lys He Phe Asn Cys Arg Met Glu Trp Glu 
170 175 180 

Lys Val Glu Arg Gly Arg Arg Thr Ser Leu Cys Thr His Asp Pro 
185 190 195 

Ala Lys He Cys Ser Arg Asp His Ala Gin Ser Ser Ala Thr Trp 
200 205 210 

Ser Cys Ser Gin Pro Phe Lys Val Val Cys Val Tyr He Ala Phe 
215 220 225 

Tyr Ser Thr Asp Tyr Arg Leu Val Gin Lys Val Cys Pro Asp Tyr 
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230 235 240 

Asn Tyr His Ser Asp Thr Pro Tyr Tyr Pro Ser Gly 
245 250 

<210> 303 
<211> 902 
<212> DNA 
<213> Homo Sapien 



<400> 303 





cggtggccat 


gactgcggcc 


gtgttcttcg 


gctgcgcctt 


cattgccttc 


50 




gggcctgcgc 


tcgcccttta 


tgtcttcacc 


atcgccatcg 


agccgttgcg 


100 




tatcatcttc 


ctcatcgccg 


gagctttctt 


ctggttggtg 


tctctactga 


150 




tttcgtccct 


tgtttggttc 


atggcaagag 


tcattattga 


caacaaagat 


200 




ggaccaacac 


agaaatatct 


gctgatcttt 


ggagcgtttg 


tctctgtcta 


250 


ir~*" 


tatccaagaa 


atgttccgat 


ttgcatatta 


taaactctta 


aaaaaagcca 


300 




gtgaaggttt 


gaagagtata 


aacccaggtg 


agacag-cacc 


ctctatgcga 


350 


y \ 


ctgctggcct 


atgtttctgg 


cttgggcttt 


ggaatcatga 


gtggagtatt 


400 




ttcctttgtg 


aataccctat 


ctgactcctt 


ggggccaggc 


acagtgggca 


450 


ffi 


ttcatggaga 


ttctcctcaa 


ttcttccttt 


attcagcttt 


catgacgctg 


500 




gtcattatct 


tgctgcatgt 


attctggggc 


attgtatttt 


ttgatggctg 


550 




tgagaagaaa 


aagtggggca 


tcctccttat 


cgttctcctg 


acccacctgc 


600 


" - : 

y ! 


tggtgtcagc 


ccagaccttc 


ataagttctt 


attatggaat 


aaacctggcg 


650 


w 


tcagcattta 


taatcctggt 


gctcatgggc 


acctgggcat 


tcttagctgc 


700 




gggaggcagc 


tgccgaagcc 


tgaaactctg 


cctgctctgc 


caagacaaga 


750 




actttcttct 


ttacaaccag 


cgctccagat 


aacctcaggg 


aaccagcact 


800 




tcccaaaccg 


cagactacat 


ctttagagga agcacaactg tgcctttttc 


850 




tgaaaatccc 


tttttctggt 


ggaattgaga 


aagaaataaa 


actatgcaga 


900 




ta 902 













<210> 304 
<211> 257 
<212> PRT 
<213> Homo Sapien 

<400> 304 

Met Thr Ala Ala Val Phe Phe Gly Cys Ala Phe He Ala Phe Gly 
15 10 15 
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Pro Ala Leu Ala Leu Tyr Val Phe Thr He Ala He Glu Pro Leu 
20 25 30 

Arg He He Phe Leu He Ala Gly Ala Phe Phe Trp Leu Val Ser 
35 40 45 

Leu Leu He Ser Ser Leu Val Trp Phe Met Ala Arg Val He He 
50 55 60 

Asp Asn Lys Asp Gly Pro Thr Gin Lys Tyr Leu Leu He Phe Gly 
65 70 75 

Ala Phe Val Ser Val Tyr He Gin Glu Met Phe Arg Phe Ala Tyr 
80 85 90 

Tyr Lys Leu Leu Lys Lys Ala Ser Glu Gly Leu Lys Ser He Asn 
95 100 105 

Pro Gly Glu Thr Ala Pro Ser Met Arg Leu Leu Ala Tyr Val Ser 
110 115 120 

Gly Leu Gly Phe Gly He Met Ser Gly Val Phe Ser Phe Val Asn 
125 130 135 

Thr Leu Ser Asp Ser Leu Gly Pro Gly Thr Val Gly He His Gly 
140 145 150 

Asp Ser Pro Gin Phe Phe Leu Tyr Ser Ala Phe Met Thr Leu Val 
155 160 165 

He He Leu Leu His Val Phe Trp Gly He Val Phe Phe Asp Gly 
170 175 180 

Cys Glu Lys Lys Lys Trp Gly He Leu Leu He Val Leu Leu Thr 
185 ~ 190 195 

His Leu Leu Val Ser Ala Gin Thr Phe He Ser Ser Tyr Tyr Gly 
200 205 210 

He Asn Leu Ala Ser Ala Phe He He Leu Val Leu Met Gly Thr 
215 220 225 

Trp Ala Phe Leu Ala Ala Gly Gly Ser Cys Arg Ser Leu Lys Leu 
230 235 240 

Cys Leu Leu Cys Gin Asp Lys Asn Phe Leu Leu Tyr Asn Gin Arg 
245 250 255 

Ser Arg 



c210> 305 

=211> 1073 

c212> DNA 

c213> Homo Sapien 

c400> 305 

aatttttcac cagagtaaac ttgagaaacc aactggacct tgagtattgt 50 
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acattttgcc 


tcgtggaccc 


aaaggtagca 


atctgaaaca 


tgaggagtac 


100 




gattctactg 


ttttgtcttc 


taggatcaac 


tcggtcatta 


ccacagctca 


150 




aacctgcttt 


gggactccct 


cccacaaaac 


tggctccgga 


tcagggaaca 


200 




ctaccaaacc 


aacagcagtc 


aaatcaggtc 


tttccttctt 


taagtctgat 


250 




accattaaca 


cagatgctca 


cactggggcc 


agatctgcat 


ctgttaaatc 


300 




ctgctgcagg 


aatgacacct 


ggtacccaga 


cccacccatt 


gaccctggga 


350 




gggttgaatg 


tacaacagca 


actgcaccca 


catgtgttac 


caatttttgt 


400 




cacacaactt 


ggagcccagg 


gcactatcct 


aagctcagag 


gaattgccac 


450 




aaatcttcac 


gagcctcatc 


atccattcct 


tgttcccggg 


aggcatcctg 


500 




cccaccagtc 


aggcaggggc 


taatccagat 


gtccaggatg 


gaagccttcc 


550 




agcaggagga 


gcaggtgtaa 


atcctgccac 


ccagggaacc 


ccagcaggcc 


600 




gcctcccaac 


tcccagtggc 


acagatgacg 


actttgcagt 


gaccacccct 


650 




gcaggcatcc 


aaaggagcac 


acatgccatc 


gaggaagcca 


ccacagaatc 


700 




agcaaatgga 


attcagtaag 


ctgtttcaaa 


ttttttcaac 


taagctgcct 


750 


i y 


cgaatttggt 


gatacatgtg 


aatctttatc 


attgattata 


ttatggaata 


800 




gattgagaca 


cattggatag 


tcttagaaga 


aattaattct 


taatttacct 


850 




gaaaatattc 


ttgaaatttc 


agaaaatatg 


ttctatgtag 


agaatcccaa 


900 


■Iks* 


ctt ttaaaaa 


caataattca 


atggataaat 


ccgu.cuuu.ga 


clci U & U CLcL U a. U 


_/ ZJ vj 




tatgctgcct 


ggatgatatg 


catattaaaa 


catatttgga 


aaactggaaa 


1000 


: : 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


1050 


« J 


aaaaaaaaaa 


aaaaaaaaaa 


aaa 1073 









<210> 306 
<211> 209 
<212> PRT 
<213> Homo Sapien 

<400> 306 

Met Arg Ser Thr lie Leu Leu Phe Cys Leu Leu Gly Ser Thr Arg 
1 5 10 15 

Ser Leu Pro Gin Leu Lys Pro Ala Leu Gly Leu Pro Pro Thr Lys 
20 25 30 

Leu Ala Pro Asp Gin Gly Thr Leu Pro Asn Gin Gin Gin Ser Asn 
35 40 45 

Gin Val Phe Pro Ser Leu Ser Leu lie Pro Leu Thr Gin Met Leu 
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50 55 60 

Thr Leu Gly Pro Asp Leu His Leu Leu Asn Pro Ala Ala Gly Met 
65 70 75 

Thr Pro Gly Thr Gin Thr His Pro Leu Thr Leu Gly Gly Leu Asn 
80 85 90 

Val Gin Gin Gin Leu His Pro His Val Leu Pro He Phe Val Thr 
95 100 105 

Gin Leu Gly Ala Gin Gly Thr He Leu Ser Ser Glu Glu Leu Pro 
110 " 115 12 0 

Gin He Phe Thr Ser Leu He He His Ser Leu Phe Pro Gly Gly 
125 130 135 

He Leu Pro Thr Ser Gin Ala Gly Ala Asn Pro Asp Val Gin Asp 
140 145 150 

Gly Ser Leu Pro Ala Gly Gly Ala Gly Val Asn Pro Ala Thr Gin 
155 " 160 165 

Gly Thr Pro Ala Gly Arg Leu Pro Thr Pro Ser Gly Thr Asp Asp 
170 175 180 

Asp Phe Ala Val Thr Thr Pro Ala Gly He Gin Arg Ser Thr His 
185 190 195 

Ala He Glu Glu Ala Thr Thr Glu Ser Ala Asn Gly He Gin 
200 205 

:210> 307 

;211> 2786 

;212> DNA 

:213> Homo Sapien 

:400> 307 



ccggggacat 


gaggtggata 


ctgttcattg 


gggcccttat 


tgggtccagc 


50 


atctgtggcc 


aagaaaaatt 


ttttggggac 


caagttttga 


ggattaatgt 


100 


cagaaatgga 


gacgagatca 


gcaaattgag 


tcaactagtg 


aattcaaaca 


150 


aottgaagct 


caatttctgg 


aaatctccct 


cctccttcaa 


tcggcctgtg 


200 


gatgtcctgg 


tcccatctgt 


cagtctgcag 


gcatttaaat 


ccttcctgag 


250 


atcccagggc 


ttagagtacg 


cagtgacaat 


tgaggacctg 


caggcccttt 


300 


tagacaatga 


agatgatgaa 


atgcaacaca 


atgaagggca 


agaacggagc 


350 


agtaataact 


tcaactacgg 


ggcttaccat 


tccctggaag 


ctatttacca 


400 


cgagatggac 


aacattgccg 


cagactttcc 


tgacctggcg 


aggagggtga 


450 


agattggaca 


ttcgtttgaa 


aaccggccga 


tgtatgtact 


gaagttcagc 


500 
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actgggaaag 


gcgtgaggcg 


gccggccgtt 


tggctgaatg 


caggcatcca 


550 


ttcccgagag 


tggatctccc 


aggccactgc 


aatctggacg 


gcaaggaaga 


600 


ttgtatctga 


ttaccagagg 


gatccagcta 


tcacctccat 


cttggagaaa 


650 


atggatattt 


tcttgttgcc 


tgtggccaat 


cctgatggat 


atgtgtatac 


700 


tcaaactcaa 


aaccgattat 


ggaggaagac 


gcggtcccga 


aatcctggaa 


750 


gctcctgcat 


tggtgctgac 


ccaaatagaa 


actggaacgc 


tagttttgca 


800 


ggaaagggag 


ccagcgacaa 


cccttgctcc 


gaagtgtacc 


atggacccca 


850 


cgccaattcg 


gaagtggagg 


tgaaatcagt 


ggtagatttc 


atccaaaaac 


900 


atgggaattt 


caagggcttc 


atcgacctgc 


acagctactc 


gcagctgctg 


950 


atgtatccat 


atgggtactc 


agtcaaaaag 


gccccagatg 


ccgaggaact 


1000 


cgacaaggtg 


gcgaggcttg 


cggccaaagc 


tctggcttct 


gtgtcgggca 


1050 


ctgagtacca 


agtgggtccc 


acctgcacca 


ctgtctatcc 


agctagcggg 


1100 


agcagcatcg 


actgggcgta 


tgacaacggc 


atcaaatttg 


cattcacatt 


1150 


tgagttgaga 


gataccggga 


cctatggctt 


cctcctgcca 


gctaaccaga 


1200 


tcatccccac 


tgcagaggag 


acgtggctgg 


ggctgaagac 


catcatggag 


1250 


catgtgcggg 


acaacctcta 


ctaggcgatg 


gctctgctct 


gtctacattt 


1300 


atttgtaccc 


acacgtgcac 


gcactgaggc 


cattgttaaa 


ggagctcttt 


1350 


cctacctgtg 


tgagtcagag 


ccctctgggt 


ttgtggagca 


cacaggcctg 


1400 


cccctctcca 


gccagctccc 


tggagtcgtg 


tgtcctggcg 


gtgtccctgc 


1450 


aagaactggt 


tctgccagcc 


tgctcaattt 


tggtcctgct 


gtttttgatg 


1500 


agccttttgt 


ctgtttctcc 


ttccaccctg 


ctggctgggc 


ggctgcactc 


1550 


agcatcaccc 


cttcctgggt 


ggcatgtctc 


tctctacctc 


atttttagaa 


1600 


ccaaagaaca 


tctgagatga 


ttctctaccc 


tcatccacat 


ctagccaagc 


1650 


cagtgacctt 


gctctggtgg 


cactgtggga 


gacaccactt 


gtctttaggt 


1700 


gggtctcaaa 


gatgatgtag 


aatttccttt 


aatttctcgc 


agtcttcctg 


1750 


gaaaatattt 


tcctttgagc 


agcaaatctt 


gtagggatat 


cagtgaaggt 


1800 


ctctccctcc 


ctcctctcct 


gttttttttt 


tttttgagac 


agagttttgc 


1850 


tcttgttgcc 


caggctggag 


tgtgatggct 


cgatcttggc 


tcaccacaac 


1900 


ctctgcctcc 


tgggttcaag 


caattctcct 


gcctcagcct 


cttgagtagc 


1950 
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ttggtttata 


ggcgcatgcc 


accatgcctg 


gctaattttg 


tgtttttagt 


2000 


agagacaggg 


tttctccatg 


ttggtcaggc 


tggtctcaaa 


ctcccaacct 


2050 


caggtgatct 


gccctccttg 


gcctcccaga 


gtgctgggat 


tacaggtgtg 


2100 


agccactgtg 


ccgggcccgt 


cccctccttt 


tttaggcctg 


aatacaaagt 


2150 


agaagatcac 


tttccttcac 


tgtgctgaga 


atttctagat 


actacagttc 


2200 


ttactcctct 


cttccctttg 


ttattcagtg 


tgaccaggat 


ggcgggaggg 


2250 


gatctgtgtc 


actgtaggta 


ctgtgcccag 


gaaggctggg 


tgaagtgacc 


2300 


atctaaattg 


caggatggtg 


aaattatccc 


catctgtcct 


aatgggctta 


2350 


cctcctcttt 


gccttttgaa 


ctcacttcaa 


agatctaggc 


ctcatcttac 


2400 


aggtcctaaa 


tcactcatct 


ggcctggata 


atctcactgc 


cctggcacat 


2450 


tcccatttgt 


gctgtggtgt 


atcctgtgtt 


tccttgtcct 


ggtttgtgtg 


2500 


tgtgtgtgtg 


tgtgtgtgtg 


tgtgtgtgtt 


tgtgtgtgtg 


tgtctgtcta 


2550 


ttttgtatcc 


tggaccacaa 


gttcctaagt 


agagcaagaa 


ttcatcaacc 


2600 


f~\ 4— f~* t~\ f~% 4— /—I -f— 




d. l_ L. L- CLV-j d 


cgtaccatct 


gtccttttgt 


O ~J \J 


tgttgttgtt 


ttgtttttgt 


ttttttgctt 


ttaccaaaca 


tgtctgtaaa 


2700 


tcttaacctc 


ctgcctagga 


tttgtacagc 


atctggtgtg 


tgcttataag 


2750 


ccaataaata 


ttcaatgtga 


aaaaaaaaaa 


aaaaaa 2786 





<210> 308 
<211> 421 
<212> PRT 
<213> Homo Sapien 

<400> 308 

Met Arg Trp lie Leu Phe lie Gly Ala Leu lie Gly Ser Ser lie 

1 5 10 15 

Cys Gly Gin Glu Lys Phe Phe Gly Asp Gin Val Leu Arg lie Asn 

20 25 30 

Val Arg Asn Gly Asp Glu lie Ser Lys Leu Ser Gin Leu Val Asn 

35 40 45 

Ser Asn Asn Leu Lys Leu Asn Phe Trp Lys Ser Pro Ser Ser Phe 

50 55 60 

Asn Arg Pro Val Asp Val Leu Val Pro Ser Val Ser Leu Gin Ala 

65 70 75 

Phe Lys Ser Phe Leu Arg Ser Gin Gly Leu Glu Tyr Ala Val Thr 

80 85 90 
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lie Glu Asp Leu Gin Ala Leu Leu Asp Asn Glu Asp Asp Glu Met 
95 100 105 



Gin His Asn Glu Gly Gin Glu Arg Ser Ser Asn Asn Phe Asn Tyr 
110 115 120 

Gly Ala Tyr His Ser Leu Glu Ala lie Tyr His Glu Met Asp Asn 
125 130 135 

lie Ala Ala Asp Phe Pro Asp Leu Ala Arg Arg Val Lys lie Gly 
140 145 150 

His Ser Phe Glu Asn Arg Pro Met Tyr Val Leu Lys Phe Ser Thr 
155 160 165 

Gly Lys Gly Val Arg Arg Pro Ala Val Trp Leu Asn Ala Gly lie 
170 175 180 

His Ser Arg Glu Trp lie Ser Gin Ala Thr Ala He Trp Thr Ala 
185 190 195 

Arg Lys He Val Ser Asp Tyr Gin Arg Asp Pro Ala He Thr Ser 
200 205 210 

He Leu Glu Lys Met Asp He Phe Leu Leu Pro Val Ala Asn Pro 
215 ~ 220 225 

Asp Gly Tyr Val Tyr Thr Gin Thr Gin Asn Arg Leu Trp Arg Lys 
23 0 23 5 240 

Thr Arg Ser Arg Asn Pro Gly Ser Ser Cys He Gly Ala Asp Pro 
245 250 255 

Asn Arg Asn Trp Asn Ala Ser Phe Ala Gly Lys Gly Ala Ser Asp 
260 265 270 

Asn Pro Cys Ser Glu Val Tyr His Gly Pro His Ala Asn Ser Glu 
275 280 285 

Val Glu Val Lys Ser Val Val Asp Phe He Gin Lys His Gly Asn 
290 295 300 

Phe Lys Gly Phe He Asp Leu His Ser Tyr Ser Gin Leu Leu Met 
305 310 315 

Tyr Pro Tyr Gly Tyr Ser Val Lys Lys Ala Pro Asp Ala Glu Glu 
320 325 33 0 

Leu Asp Lys Val Ala Arg Leu Ala Ala Lys Ala Leu Ala Ser Val 
335 340 345 

Ser Gly Thr Glu Tyr Gin Val Gly Pro Thr Cys Thr Thr Val Tyr 
350 355 360 

Pro Ala Ser Gly Ser Ser He Asp Trp Ala Tyr Asp Asn Gly He 
365 370 375 

Lys Phe Ala Phe Thr Phe Glu Leu Arg Asp Thr Gly Thr Tyr Gly 



478 



380 385 390 

Phe Leu Leu Pro Ala Asn Gin lie lie Pro Thr Ala Glu Glu Thr 
395 400 405 

Trp Leu Gly Leu Lys Thr lie Met Glu His Val Arg Asp Asn Leu 
410 415 420 

Tyr 

210> 309 

211> 2436 

212> DNA 

213> Homo Sapien 

400> 309 



ggctgaccgt 


gctacattgc 


ctggaggaag 


cctaaggaac 


ccaggcatcc 


50 


agctgcccac 


gcctgagtcc 


aagattcttc 


ccaggaacac 


aaacgtagga 


100 


gacccacgct 


cctggaagca 


ccagccttta 


tctcttcacc 


ttcaagtccc 


150 


ctttctcaag 


aatcctctgt 


tctttgccct 


ctaaagtctt 


ggtacatcta 


200 


ggacccaggc 


atcttgcttt 


ccagccacaa 


agagacagat 


gaagatgcag 


250 


aaaggaaatg 


ttctccttat 


gtttggtcta 


ctattgcatt 


tagaagctgc 


300 


aacaaattcc 


aatgagacta 


gcacctctgc 


caacactgga 


tccagtgtga 


350 


tctccagtgg 


agccagcaca 


gccaccaact 


ctgggtccag 


tgtgacctcc 


400 


agtggggtca 


gcacagccac 


catctcaggg 


tccagcgtga 


cctccaatgg 


450 


ggtcagcata 


gtcaccaact 


ctgagttcca 


tacaacctcc 


agtgggatca 


500 


gcacagccac 


caactctgag 


ttcagcacag 


cgtccagtgg 


gatcagcata 


550 


gccaccaact 


ctgagtccag 


cacaacctcc 


agtggggcca 


gcacagccac 


600 


caactctgag 


tccagcacac 


cctccagtgg 


ggccagcaca 


gtcaccaact 


650 


ctgggtccag 


tgtgacctcc 


agtggagcca 


gcactgccac 


caactctgag 


700 


tccagcacag 


tgtccagtag 


ggccagcact 


gccaccaact 


ctgagtctag 


750 


cacactctcc 


agtggggcca 


gcacagccac 


caactctgac 


tccagcacaa 


800 


cctccagtgg 


ggctagcaca 


gccaccaact 


ctgagtccag 


cacaacctcc 


850 


agtggggcca 


gcacagccac 


caactctgag 


tccagcacag 


tgtccagtag 


900 


ggccagcact 


gccaccaact 


ctgagtccag 


cacaacctcc 


agtggggcca 


950 


gcacagccac 


caactctgag 


tccagaacga 


cctccaatgg 


ggctggcaca 


1000 


gccaccaact 


ctgagtccag 


cacgacctcc 


agtggggcca 


gcacagccac 


1050 
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caactctgac 


tccagcacag 


tgtccagtgg 


ggccagcact 


gccaccaact 


1100 


ctgagtccag 


cacgacctcc 


agtggggcca 


gcacagccac 


caactctgag 


1150 


tccagcacga 


cctccagtgg 


ggctagcaca 


gccaccaact 


ctgactccag 


1200 


cacaacctcc 


a gtggggccg 


gcacagccac 


caactctgag 


tccagcacag 


1250 


tgtccagtgg 


gatcagcaca 


gtcaccaatt 


ctgagtccag 


cacaccctcc 


1300 


agtggggcca 


acacagccac 


caactctgag 


tccagtacga 


cctccagtgg 


1350 


ggccaacaca 


gccaccaact 


ctgagtccag 


cacagtgtcc 


agtggggcca 


1400 


gcactgccac 


caactctgag 


tccagcacaa 


cctccagtgg 


ggtcagcaca 


1450 


gccaccaact 


ctgagtccag 


cacaacctcc 


agtggggcta 


gcacagccac 


1500 


caactctgac 


tccagcacaa 


cctccagtga 


ggccagcaca 


gccaccaact 


1550 


ctgagtctag 


cacagtgtcc 


agtgggatca 


gcacagtcac 


caattctgag 


1600 


tccagcacaa 


cctccagtgg 


ggccaacaca 


gccaccaact 


ctgggtccag 


1650 


tgtgacctct 


gcaggctctg 


gaacagcagc 


tctgactgga 


atgcacacaa 


1700 


cttcccatag 


tgcatctact 


gcagtgagtg 


aggcaaagcc 


tggtgggtcc 


1750 


ctggtgccgt 


gggaaatctt 


cctcatcacc 


ctggtctcgg 


ttgtggcggc 


1800 


cgtggggctc 


tttgctgggc 


tcttcttctg 


tgtgagaaac 


agcctgtccc 


1850 


tgagaaacac 


ctttaacaca 


gctgtctacc 


accctcatgg 


cctcaaccat 


1900 


ggccttggtc 


caggccctgg 


agggaatcat 


ggagcccccc 


acaggcccag 


1950 


gtggagtcct 


aactggttct 


ggaggagacc 


agtatcatcg 


atagccatgg 


2000 


agatgagcgg 


gaggaacagc 


gggccctgag 


cagccccgga 


agcaagtgcc 


2050 


gcattcttca 


ggaaggaaga 


gacctgggca 


cccaagacct 


ggtttccttt 


2100 


cattcatccc 


aggagacccc 


tcccagcttt 


gtttgagatc 


ctgaaaatct 


2150 


tgaagaaggt 


attcctcacc 


tttcttgcct 


ttaccagaca 


ctggaaagag 


2200 


aatactatat 


tgctcattta 


gctaagaaat 


aaatacatct 


catctaacac 


2250 


acacgacaaa 


gagaagctgt 


gcttgccccg 


gggtgggtat 


ctagctctga 


o i n n 

Z O u u 


gatgaactca 


gttataggag 


aaaacctcca 


tgctggactc 


catctggcat 


2350 


tcaaaatctc 


cacagtaaaa 


tccaaagacc 


tcaaaaaaaa 


aaaaaaaaaa 


2400 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaa 243 6 





<210> 310 
<211> 596 
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<212> PRT 

<213> Homo Sapien 



<400> 310 

Met Lys Met Gin Lys Gly Asn Val Leu Leu Met Phe Gly Leu Leu 

1 5 10 15 

Leu His Leu Glu Ala Ala Thr Asn Ser Asn Glu Thr Ser Thr Ser 

20 25 30 

Ala Asn Thr Gly Ser Ser Val He Ser Ser Gly Ala Ser Thr Ala 

35 40 45 

Thr Asn Ser Gly Ser Ser Val Thr Ser Ser Gly Val Ser Thr Ala 

50 55 60 

Thr lie Ser Gly Ser Ser Val Thr Ser Asn Gly Val Ser He Val 

65 70 75 

Thr Asn Ser Glu Phe His Thr Thr Ser Ser Gly He Ser Thr Ala 

80 85 90 

Thr Asn Ser Glu Phe Ser Thr Ala Ser Ser Gly He Ser He Ala 

95 100 105 

Thr Asn Ser Glu Ser Ser Thr Thr Ser Ser Gly Ala Ser Thr Ala 

110 115 120 

Thr Asn Ser Glu Ser Ser Thr Pro Ser Ser Gly Ala Ser Thr Val 

125 130 135 

Thr Asn Ser Gly Ser Ser Val Thr Ser Ser Gly Ala Ser Thr Ala 

14 0 145 15 0 

Thr Asn Ser Glu Ser Ser Thr Val Ser Ser Arg Ala Ser Thr Ala 

155 160 165 

Thr Asn Ser Glu Ser Ser Thr Leu Ser Ser Gly Ala Ser Thr Ala 

170 175 180 

Thr Asn Ser Asp Ser Ser Thr Thr Ser Ser Gly Ala Ser Thr Ala 

185 190 195 

Thr Asn Ser Glu Ser Ser Thr Thr Ser Ser Gly Ala Ser Thr Ala 

200 205 210 

Thr Asn Ser Glu Ser Ser Thr Val Ser Ser Arg Ala Ser Thr Ala 

215 220 225 

Thr Asn Ser Glu Ser Ser Thr Thr Ser Ser Gly Ala Ser Thr Ala 

230 235 240 

Thr Asn Ser Glu Ser Arg Thr Thr Ser Asn Gly Ala Gly Thr Ala 

245 250 255 

Thr Asn Ser Glu Ser Ser Thr Thr Ser Ser Gly Ala Ser Thr Ala 

260 265 270 
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Thr Asn Ser Asp Ser Ser Thr Val Ser Ser Gly Ala Ser Thr Ala 
275 280 285 



Thr Asn Ser Glu Ser Ser Thr Thr Ser Ser Gly Ala Ser Thr Ala 

290 295 300 

Thr Asn Ser Glu Ser Ser Thr Thr Ser Ser Gly Ala Ser Thr Ala 

305 310 315 

Thr Asn Ser Asp Ser Ser Thr Thr Ser Ser Gly Ala Gly Thr Ala 

320 325 330 

Thr Asn Ser Glu Ser Ser Thr Val Ser Ser Gly lie Ser Thr Val 

335 340 345 

Thr Asn Ser Glu Ser Ser Thr Pro Ser Ser Gly Ala Asn Thr Ala 

350 355 360 

Thr Asn Ser Glu Ser Ser Thr Thr Ser Ser Gly Ala Asn Thr Ala 

365 370 375 

Thr Asn Ser Glu Ser Ser Thr Val Ser Ser Gly Ala Ser Thr Ala 

y, 380 385 390 

JSi Thr Asn Ser Glu Ser Ser Thr Thr Ser Ser Gly Val Ser Thr Ala 

*S 395 400 405 

IU Thr Asn Ser Glu Ser Ser Thr Thr Ser Ser Gly Ala Ser Thr Ala 

tfi 410 415 420 

m Thr Asn Ser Asp Ser Ser Thr Thr Ser Ser Glu Ala Ser Thr Ala 

425 430 435 

Ci Thr Asn Ser Glu Ser Ser Thr Val Ser Ser Gly lie Ser Thr Val 

Mr 440 445 450 

jfi Thr Asn Ser Glu Ser Ser Thr Thr Ser Ser Gly Ala Asn Thr Ala 

i! 455 460 465 
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Thr Asn Ser Gly Ser Ser Val Thr Ser Ala Gly Ser Gly Thr Ala 
470 475 480 

Ala Leu Thr Gly Met His Thr Thr Ser His Ser Ala Ser Thr Ala 
485 490 495 

Val Ser Glu Ala Lys Pro Gly Gly Ser Leu Val Pro Trp Glu lie 
500 505 510 

Phe Leu lie Thr Leu Val Ser Val Val Ala Ala Val Gly Leu Phe 
515 520 525 

Ala Gly Leu Phe Phe Cys Val Arg Asn Ser Leu Ser Leu Arg Asn 
530 535 540 

Thr Phe Asn Thr Ala Val Tyr His Pro His Gly Leu Asn His Gly 
545 550 ~ 555 

Leu Gly Pro Gly Pro Gly Gly Asn His Gly Ala Pro His Arg Pro 
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560 565 570 

Arg Trp Ser Pro Asn Trp Phe Trp Arg Arg Pro Val Ser Ser lie 
575 580 585 

Ala Met Glu Met Ser Gly Arg Asn Ser Gly Pro 
590 595 

;210> 311 

:211> 4563 

:212> DNA 

:213> Homo Sapien 

:220> 

:221> unsure 

:222> 3635 

:223> unknown base 

:400> 311 



ctaagccgga 


ggatgtgcag 


ctgcggcggc 


ggcgccggct 


acgaagagga 


50 


cggggacagg 


cgccgtgcga 


accgagccca 


gccagccgga 


ggacgcgggc 


100 


agggcgggac 


gggagcccgg 


actcgtctgc 


cgccgccgtc 


gtcgccgtcg 


150 


tgccggcccc 


gcgtccccgc 


gcgcgagcgg 


gaggagccgc 


cgccacctcg 


200 


cgcccgagcc 


gccgctagcg 


cgcgccgggc 


atggtcccct 


cttaaaggcg 


250 


caggccgcgg 


cggcgggggc 


gggtgtgcgg 


aacaaagcgc 


cggcgcgggg 


300 


cctgcgggcg 


gctcgggggc 


cgcgatgggc 


gcggcgggcc 


cgcggcggcg 


350 


gcggcgctgc 


ccgggccggg 


cctcgcggcg 


ctagggcggg 


ctggcctccg 


400 


tgggcggggg 


cagcgggctg 


agggcgcgcg 


gagcctgcgg 


cggcggcggc 


450 


ggcggcggcg 


gcggcccggc 


gggcggagcg gcgcgggcat 


ggccgcgcgc 


500 


ggccggcgcg 


cctggctcag 


cgtgctgctc 


gggctcgtcc 


tgggcttcgt 


550 


gctggcctcg 


cggctcgtcc 


tgccccgggc 


ttccgagctg 


aagcgagcgg 


600 


gcccacggcg 


ccgcgccagc 


cccgagggct 


gccggtccgg 


gcaggcggcg 


650 


gcttcccagg 


ccggcggggc 


gcgcggcgat 


gcgcgcgggg 


cgcagctctg 


700 


gccgcccggc 


tcggacccag 


atggcggccc 


gcgcgacagg 


aactttctct 


750 


tcgtgggagt 


catgaccgcc 


cagaaatacc 


tgcagactcg 


ggccgtggcc 


800 


gcctacagaa 


catggtccaa 


gacaattcct 


gggaaagttc 


agttcttctc 


850 


aagtgagggt 


tctgacacat 


ctgtaccaat 


tccagtagtg 


ccactacggg 


900 


gtgtggacga 


ctcctacccg 


ccccagaaga 


agtccttcat 


gatgctcaag 


950 


tacatgcacg 


accactactt 


ggacaagtat 


gaatggttta 


tgagagcaga 


1000 
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tgatgacgtg 


tacatcaaag 


gagaccgtct 


ggagaacttc 


ctgaggagtt 


1050 


tgaacagcag 


cgagcccctc 


tttcttgggc 


agacaggcct 


gggcaccacg 


1100 


gaagaaatgg 


gaaaactggc 


cctggagcct 


ggtgagaact 


tctgcatggg 


1150 


ggggcctggc 


gtgatcatga 


gccgggaggt 


gcttcggaga 


atggtgccgc 


1200 


acattggcaa 


gtgtctccgg 


gagatgtaca 


ccacccatga 


ggacgtggag 


1250 


gtgggaaggt 


gtgtccggag 


gtttgcaggg 


gtgcagtgtg 


tctggtctta 


1300 


tgagatgcgg 


cagctttttt 


atgagaatta 


cgagcagaac 


aaaaaggggt 


1350 


acattagaga 


tctccataac 


agtaaaattc 


accaagctat 


cacattacac 


1400 


cccaacaaaa 


acccacccta 


ccagtacagg 


ctccacagct 


acatgetgag 


1450 


ccgcaagata 


tccgagctcc 


gccatcgcac 


aatacagctg 


caccgcgaaa 


1500 


ttgtcctgat 


gagcaaatac 


agcaacacag 


aaattcataa 


agaggacctc 


1550 


cagctgggaa 


tccctccctc 


cttcatgagg 


tttcagcccc 


gecagegaga 


1600 


ggagattctg 


gaatgggagt 


ttctgactgg 


aaaatacttg 


tatteggcag 


1650 


ttgacggcca 


gccccctcga 


a 9 a 99 aa tgg 


actccgccca 


gagggaagee 


1700 


ttggacgaca 


ttgtcatgca 


ggtcatggag 


atgatcaatg 


ccaacgccaa 


1750 


gaccagaggg 


cgcatcattg 


acttcaaaga 


gatccagtac 


ggctaccgcc 


1800 


gggtgaaccc 


catgtatggg 


gctgagtaca 


tcctggacct 


getgettctg 


1850 


tacaaaaagc 


acaaagggaa 


gaaaatgacg 


gtccctgtga 


ggaggcaege 


1900 


gtatttacag 


cagactttca 


gcaaaatcca 


gtttgtggag 


catgaggagc 


1950 


tggatgcaca 


agagttggcc 


aagagaatca 


atcaggaatc 


tggatccttg 


2000 


tcctttctct 


caaactccct 


gaagaagctc 


gtcccctttc 


agctccctgg 


2050 


gtcgaagagt 


gagcacaaag 


aacccaaaga 


taaaaagata 


aacatactga 


2100 


ttcctttgtc 


tgggcgtttc 


gacatgtttg 


tgagatttat 


gggaaacttt 


2150 


gagaagacgt 


gtcttatccc 


caatcagaac 


gtcaagctcg 


tggttctgct 


2200 


tttcaattct 


gactccaacc 


ctgacaaggc 


caaacaagtt 


gaactgatga 


2250 


/— T ~J (~r — i ■{- 4- -a (~\ (~\ (-r 
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2300 


tctggagagt 


tttcaagagc 


cctggccctg 


gaagtaggat 


cctcccagtt 


2350 


taacaatgaa 


tctttgctct 


tcttctgcga 


cgtcgacctc 


gtgtttacta 


2400 


cagaattcct 


tcagcgatgt 


cgagcaaata 


cagttctggg 


ccaacaaata 


2450 
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tattttccaa 


tcatcttcag 


ccagtatgac 


ccaaagattg 


tttatagtgg 


2500 


gaaagttccc 


agtgacaacc 


attttgcctt 


tactcagaaa 


actggcttct 


2550 


ggagaaacta 


tgggtttggc 


atcacgtgta 


tttataaggg 


agatcttgtc 


2600 


cgagtgggtg 


gctttgatgt 


ttccatccaa 


ggctgggggc 


tggaggatgt 


2650 


ggaccttttc 


aacaaggttg 


tccaggcagg 


tttgaagacg 


tttaggagcc 


2700 


aggaagtagg 


agtagtccac 


gtccaccatc 


ctgtcttttg 


tgatcccaat 


2750 


cttgacccca 


aacagtacaa 


aatgtgcttg 


gggtccaaag 


catcgaccta 


2800 


tgggtccacc 


cagcagctgg 


ctgagatgtg 


gctggaaaaa 


aatgatccaa 


2850 


gttacagtaa 


aagcagcaat 


aataatggct 


cagtgaggac 


agcctaatgt 


2900 


ccagctttgc 


tggaaaagac 


gtttttaatt 


atctaattta 


tttttcaaaa 


2950 


attttttgta 


tgatcagttt 


ttgaagtccg 


tatacaagga 


tatattttac 


3000 


aagtggtttt 


cttacatagg 


actcctttaa 


gattgagctt 


tctgaacaag 


3050 


aaggtgatca 


gtgtttgcct 


ttgaacacat 


cttcttgctg 


aacattatgt 


3100 


agcagacctg 


cttaactttg 


acttgaaatg 


tacctgatga 


acaaaacttt 


3150 


tttaaaaaaa 


tgttttcttt 


tgagaccctt 


tgctccagtc 


ctatggcaga 


3200 


aaacgtgaac 


attcctgcaa 


agtattattg 


taacaaaaca 


ctgtaactct 


3250 


ggtaaatgtt 


ctgttgtgat 


tgttaacatt 


ccacagattc 


taccttttgt 


3300 


gttttgtttt 


ttttttttac 


aattgtttta 


aagccatttc 


atgttccagt 


3350 


tgtaagataa 


ggaaatgtga 


taatagctgt 


ttcatcattg 


tcttcaggag 


3400 


agctttccag 


agttgatcat 


ttcctctcat 


ggtactctgc 


tcagcatggc 


3450 


cacgtaggtt 


ttttgtttgt 


tttgttttgt 


tctttttttg 


agacggagtc 


3500 


tcactctgtt 


acccaggctg 


gaatgcagtg 


gcgcaatctt 


ggctcacttt 


3550 


aacctccact 


tccctggttc 


aagcaattcc 


cctgcctttg 


cctcccgagt 


3600 


agctgggatt 


acaggcacac 


accaccacgc 


ccagntagtt 


tttttgtatt 


3650 


tttagtagag 


acggggtttc 


accatgcaag 


cccagctggc 


cacgtaggtt 


3700 


ULaaayCaag 


gy 9 c 3 9 a ag 
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tggtagttca 


ttcggcctaa 


atagacctgg 


cattaaattt 


caagaaggat 


3800 


ttggcatttt 


ctcttcttga 


cccttctctt 


taaagggtaa 


aatattaatg 


3850 


tttagaatga 


caaagatgaa 


ttattacaat 


aaatctgatg 


tacacagact 


3900 
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gaaacataca 


cacatacacc 


ctaatcaaaa 


cgttggggaa 


aaatgtattt 


3950 


ggttttgttc 


ctttcatcct 


gtctgtgtta 


tgtgggtgga gatggttttc 


4000 


attctttcat 


tactgttttg 


ttttatcctt 


tgtatctgaa 


atacctttaa 


4050 


tttatttaat 


atctgttgtt 


cagagctctg 


ccatttcttg 


agtacctgtt 


4100 


agttagtatt 


atttatgtgt 


atcgggagtg 


tgtttagtct 


gttttatttg 


4150 


cagtaaaccg 


atctccaaag 


atttcctttt 


ggaaacgctt 


tttcccctcc 


4200 


ttaattttta 


tattccttac 


tgttttacta 


aatattaagt 


gttctttgac 


4250 


aattttggtg 


ctcatgtgtt 


ttggggacaa 


aagtgaaatg 


aatctgtcat 


4300 


tataccagaa 


agttaaattc 


tcagatcaaa 


tgtgccttaa 


taaatttgtt 


4350 


ttcatttaga 


tttcaaacag 


tgatagactt 


gccattttaa 


tacacgtcat 


4400 
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aafcagccfcga 


tgctcatttg 


gaaaaataaa 


4450 


ccagtgaaca 


atatttttct 


attgtacttt 


tcgaaccatt 


ttgtctcatt 


4500 


attcctgttt 


tagctgaaga 


attgtattac 


atttggagag 


taaaaaactt 


4550 


aaacacgaaa 


aaa 4563 











<210> 312 
<211> 802 
<212> PRT 
<213> Homo Sapien 

<400> 312 

Met Ala Ala Arg Gly Arg Arg Ala Trp Leu Ser Val Leu Leu Gly 

15 10 15 

Leu Val Leu Gly Phe Val Leu Ala Ser Arg Leu Val Leu Pro Arg 

20 25 30 

Ala Ser Glu Leu Lys Arg Ala Gly Pro Arg Arg Arg Ala Ser Pro 

35 40 45 

Glu Gly Cys Arg Ser Gly Gin Ala Ala Ala Ser Gin Ala Gly Gly 

50 55 60 

Ala Arg Gly Asp Ala Arg Gly Ala Gin Leu Trp Pro Pro Gly Ser 

65 70 75 

Asp Pro Asp Gly Gly Pro Arg Asp Arg Asn Phe Leu Phe Val Gly 

80 85 90 

Val Met Thr Ala Gin Lys Tyr Leu Gin Thr Arg Ala Val Ala Ala 

95 100 105 

Tyr Arg Thr Trp Ser Lys Thr lie Pro Gly Lys Val Gin Phe Phe 

110 115 120 
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Ser Ser Glu Gly Ser Asp Thr Ser Val Pro lie Pro Val Val Pro 
125 130 135 

Leu Arg Gly Val Asp Asp Ser Tyr Pro Pro Gin Lys Lys Ser Phe 
140 145 150 

Met Met Leu Lys Tyr Met His Asp His Tyr Leu Asp Lys Tyr Glu 
155 ~ 16 0 165 

Trp Phe Met Arg Ala Asp Asp Asp Val Tyr lie Lys Gly Asp Arg 
170 175 180 

Leu Glu Asn Phe Leu Arg Ser Leu Asn Ser Ser Glu Pro Leu Phe 
185 "* 190 195 

Leu Gly Gin Thr Gly Leu Gly Thr Thr Glu Glu Met Gly Lys Leu 
200 205 210 

Ala Leu Glu Pro Gly Glu Asn Phe Cys Met Gly Gly Pro Gly Val 
215 220 225 

lie Met Ser Arg Glu Val Leu Arg Arg Met Val Pro His lie Gly 
230 235 240 

Lys Cys Leu Arg Glu Met Tyr Thr Thr His Glu Asp Val Glu Val 
245 250 255 

Gly Arg Cys Val Arg Arg Phe Ala Gly Val Gin Cys Val Trp Ser 
260 265 270 

Tyr Glu Met Arg Gin Leu Phe Tyr Glu Asn Tyr Glu Gin Asn Lys 
275 280 285 

Lys Gly Tyr lie Arg Asp Leu His Asn Ser Lys lie His Gin Ala 
290 ~ 295 300 

lie Thr Leu His Pro Asn Lys Asn Pro Pro Tyr Gin Tyr Arg Leu 
305 310 315 

His Ser Tyr Met Leu Ser Arg Lys lie Ser Glu Leu Arg His Arg 
320 325 330 

Thr lie Gin Leu His Arg Glu He Val Leu Met Ser Lys Tyr Ser 
335 340 345 

Asn Thr Glu He His Lys Glu Asp Leu Gin Leu Gly He Pro Pro 
350 355 360 

Ser Phe Met Arg Phe Gin Pro Arg Gin Arg Glu Glu He Leu Glu 
365 370 375 

Trp Glu Phe Leu Thr Gly Lys Tyr Leu Tyr Ser Ala Val Asp Gly 
380 385 390 

Gin Pro Pro Arg Arg Gly Met Asp Ser Ala Gin Arg Glu Ala Leu 
395 400 405 

Asp Asp He Val Met Gin Val Met Glu Met He Asn Ala Asn Ala 
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410 415 420 

Lys Thr Arg Gly Arg lie lie Asp Phe Lys Glu lie Gin Tyr Gly 
425 430 435 

Tyr Arg Arg Val Asn Pro Met Tyr Gly Ala Glu Tyr lie Leu Asp 
440 445 450 

Leu Leu Leu Leu Tyr Lys Lys His Lys Gly Lys Lys Met Thr Val 
455 460 465 

Pro Val Arg Arg His Ala Tyr Leu Gin Gin Thr Phe Ser Lys lie 
470 475 480 

Gin Phe Val Glu His Glu Glu Leu Asp Ala Gin Glu Leu Ala Lys 
485 490 495 

Arg lie Asn Gin Glu Ser Gly Ser Leu Ser Phe Leu Ser Asn Ser 
500 505 510 

Leu Lys Lys Leu Val Pro Phe Gin Leu Pro Gly Ser Lys Ser Glu 
515 520 525 

His Lys Glu Pro Lys Asp Lys Lys lie Asn lie Leu lie Pro Leu 
530 535 540 

Ser Gly Arg Phe Asp Met Phe Val Arg Phe Met Gly Asn Phe Glu 
545 550 555 

Lys Thr Cys Leu lie Pro Asn Gin Asn Val Lys Leu Val Val Leu 
560 565 570 

Leu Phe Asn Ser Asp Ser Asn Pro Asp Lys Ala Lys Gin Val Glu 
575 580 585 

Leu Met Arg Asp Tyr Arg lie Lys Tyr Pro Lys Ala Asp Met Gin 
590 595 600 

lie Leu Pro Val Ser Gly Glu Phe Ser Arg Ala Leu Ala Leu Glu 
605 610 615 

Val Gly Ser Ser Gin Phe Asn Asn Glu Ser Leu Leu Phe Phe Cys 
620 625 630 

Asp Val Asp Leu Val Phe Thr Thr Glu Phe Leu Gin Arg Cys Arg 
635 640 645 

Ala Asn Thr Val Leu Gly Gin Gin He Tyr Phe Pro He He Phe 
650 655 660 

Ser Gin Tyr Asp Pro Lys He Val Tyr Ser Gly Lys Val Pro Ser 

665 670 675 

Asp Asn His Phe Ala Phe Thr Gin Lys Thr Gly Phe Trp Arg Asn 
680 685 690 

Tyr Gly Phe Gly He Thr Cys He Tyr Lys Gly Asp Leu Val Arg 
695 700 705 
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Val Gly Gly Phe Asp Val Ser He Gin Gly Trp Gly Leu Glu Asp 
710 715 720 

Val Asp Leu Phe Asn Lys Val Val Gin Ala Gly Leu Lys Thr Phe 
72 5 73 0 735 

Arg Ser Gin Glu Val Gly Val Val His Val His His Pro Val Phe 
740 745 750 

Cys Asp Pro Asn Leu Asp Pro Lys Gin Tyr Lys Met Cys Leu Gly 
755 760 765 

Ser Lys Ala Ser Thr Tyr Gly Ser Thr Gin Gin Leu Ala Glu Met 
770 775 780 

Trp Leu Glu Lys Asn Asp Pro Ser Tyr Ser Lys Ser Ser Asn Asn 
785 790 795 

Asn Gly Ser Val Arg Thr Ala 
800 

<210> 313 

<211> 1728 

<212> DNA 

<213> Homo Sapien 

<400> 313 



ggccggacgc 


ctccgcgtta 


cgggatgaat 


taacggcggg 


ttccgcacgg 


50 


aggttgtgac 


ccctacggag 


ccccagcttg 


cccacgcacc 


ccactcggcg 


100 


tcgcgcggcg 


tgccctgctt 


gtcacaggtg 


ggaggctgga 


actatcaggc 


150 


tgaaaaacag 


agtgggtact 


ctcttctggg 


aagctggcaa 


caaatggatg 


200 


atgtgatata 


tgcattccag 


gggaagggaa 


attgtggtgc 


ttctgaaccc 


250 


atggtcaatt 


aacgaggcag 


tttctagcta 


ctgcacgtac 


ttcataaagc 


300 


aggactctaa 


aagctttgga 


atcatggtgt 


catggaaagg 


gatttacttt 


350 


atactgactc 


tgttttgggg 


aagctttttt 


ggaagcattt 


tcatgctgag 


400 


tcccttttta 


cctttgatgt 


ttgtaaaccc 


atcttggtat 


cgctggatca 


450 


acaaccgcct 


tgtggcaaca 


tggctcaccc 


tacctgtggc 


attattggag 


500 


accatgtttg 


gtgtaaaagt 


gattataact 


ggggatgcat 


ttgttcctgg 


550 


agaaagaagt 


gtcattatca 


tgaaccatcg 


gacaagaatg 


gactggatgt 


600 


tcctgtggaa 


ttgcctgatg 


cgatatagct 


acctcagatt 


ggagaaaatt 


650 


tgcctcaaag 


cgagtctcaa 


aggtgttcct 


ggatttggtt 


gggccatgca 


700 


ggctgctgcc 


tatatcttca 


ttcataggaa 


atggaaggat 


gacaagagcc 


750 


atttcgaaga 


catgattgat 


tacttttgtg 


atattcacga 


accacttcaa 


800 
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ctcctcatat 


tcccagaagg 


gactgatctc 


acagaaaaca 


gcaagtctcg 


850 


aagtaatgca 


tttgctgaaa 


aaaatggact 


tcagaaatat 


gaatatgttt 


900 


tacatccaag 


aactacaggc 


tttacttttg 


tggtagaccg 


tctaagagaa 


950 


ggtaagaacc 


ttgatgctgt 


ccatgatatc 


actgtggcgt 


atcctcacaa 


1000 


cattcctcaa 


tcagagaagc 


acctcctcca 


aggagacttt 


cccagggaaa 


1050 


tccactttca 


cgtccaccgg 


tatccaatag 


acaccctccc 


cacatccaag 


1100 


gaggaccttc 


aactctggtg 


ccacaaacgg 


tgggaagaga 


aagaagagag 


1150 


gctgcgttcc 


ttctatcaag 


gggagaagaa 


tttttatttt 


accggacaga 


1200 


gtgtcattcc 


accttgcaag 


tctgaactca 


gggtccttgt 


ggtcaaattg 


1250 


ctctctatac 


tgtattggac 


cctgttcagc 


cctgcaatgt 


gcctactcat 


1300 


atatttgtac 


agtcttgtta 


agtggtattt 


tataatcacc 


attgtaatct 


1350 


ttgtgctgca 


agagagaata 


tttggtggac 


tggagatcat 


agaacttgca 


1400 


tgttaccgac 


ttttacacaa 


acagccacat 


ttaaattcaa 


agaaaaatga 


'1450 


gtaagattat 


aaggtttgcc 


atgtgaaaac 


ctagagcata 


ttttggaaat 


1500 


gttctaaacc 


tttctaagct 


cagatgcatt 


tttgcatgac 


tatgtcgaat 


1550 


pi f- f- t- n f- f- p\ r* t- 
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tttgttaaag 


atattttgca 


cttaattttg 


1600 


tgggaaaaat 


attgctacaa 


ttttttttaa 


tctctgaatg 


taatttcgat 


1650 


actgtgtaca 


tagcagggag 


tgatcggggt 


gaaataactt 


gggccagaat 


1700 


attattaaac 


aatcatcagg 


cttttaaa 1728 







<210> 314 
<211> 414 
<212> PRT 
<213> Homo Sapien 

<400> 314 

Met His Ser Arg Gly Arg Glu lie Val Val Leu Leu Asn Pro Trp 

1 " 5 10 15 

Ser lie Asn Glu Ala Val Ser Ser Tyr Cys Thr Tyr Phe lie Lys 

20 25 30 

Gin Asp Ser Lys Ser Phe Gly lie Met Val Ser Trp Lys Gly lie 

35 40 45 

Tyr Phe lie Leu Thr Leu Phe Trp Gly Ser Phe Phe Gly Ser lie 

50 55 60 

Phe Met Leu Ser Pro Phe Leu Pro Leu Met Phe Val Asn Pro Ser 

65 70 75 
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Trp Tyr Arg Trp lie Asn Asn Arg Leu Val Ala Thr Trp Leu Thr 
80 85 90 



Leu Pro Val Ala Leu Leu Glu Thr Met Phe Gly Val Lys Val He 
95 100 105 

He Thr Gly Asp Ala Phe Val Pro Gly Glu Arg Ser Val He He 
110 115 120 

Met Asn His Arg Thr Arg Met Asp Trp Met Phe Leu Trp Asn Cys 
125 130 135 

Leu Met Arg Tyr Ser Tyr Leu Arg Leu Glu Lys He Cys Leu Lys 
140 145 150 

Ala Ser Leu Lys Gly Val Pro Gly Phe Gly Trp Ala Met Gin Ala 
155 160 165 

Ala Ala Tyr He Phe He His Arg Lys Trp Lys Asp Asp Lys Ser 
170 175 180 

His Phe Glu Asp Met He Asp Tyr Phe Cys Asp He His Glu Pro 
185 190 195 

Leu Gin Leu Leu He Phe Pro Glu Gly Thr Asp Leu Thr Glu Asn 
200 205 210 

Ser Lys Ser Arg Ser Asn Ala Phe Ala Glu Lys Asn Gly Leu Gin 
215 220 225 

Lys Tyr Glu Tyr Val Leu His Pro Arg Thr Thr Gly Phe Thr Phe 
230 235 240 

Val Val Asp Arg Leu Arg Glu Gly Lys Asn Leu Asp Ala Val His 
245 250 255 

Asp He Thr Val Ala Tyr Pro His Asn He Pro Gin Ser Glu Lys 
260 265 270 

His Leu Leu Gin Gly Asp Phe Pro Arg Glu He His Phe His Val 
275 280 285 

His Arg Tyr Pro He Asp Thr Leu Pro Thr Ser Lys Glu Asp Leu 
2 90 2 95 3 00 

Gin Leu Trp Cys His Lys Arg Trp Glu Glu Lys Glu Glu Arg Leu 
305 310 315 

Arg Ser Phe Tyr Gin Gly Glu Lys Asn Phe Tyr Phe Thr Gly Gin 
320 "* 325 330 

Ser Val He Pro Pro Cys Lys Ser Glu Leu Arg Val Leu Val Val 
335 340 345 

Lys Leu Leu Ser He Leu Tyr Trp Thr Leu Phe Ser Pro Ala Met 
350 355 360 

Cys Leu Leu He Tyr Leu Tyr Ser Leu Val Lys Trp Tyr Phe He 
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365 370 375 

He Thr He Val He Phe Val Leu Gin Glu Arg He Phe Gly Gly 
380 385 390 

Leu Glu He He Glu Leu Ala Cys Tyr Arg Leu Leu His Lys Gin 
395 400 405 

Pro His Leu Asn Ser Lys Lys Asn Glu 
410 

:210> 315 

:211> 2403 

:212> DNA 

:213> Homo Sapien 

:400> 315 



cggctcgagc 


ggctcgagtg 


aagagcctct 


ccacggctcc 


tgcgcctgag 


50 


acagctggcc 


tgacctccaa 


atcatccatc 


cacccctgct 


gtcatctgtt 


100 


ttcatagtgt 


gagatcaacc 


cacaggaata 


tccatggctt 


ttgtgctcat 


150 


tttggttctc 


agtttctacg 


agctggtgtc 


aggacagtgg 


caagtcactg 


200 


gaccgggcaa 


gtttgtccag 


gccttggtgg 


gggaggacgc 


cgtgttctcc 


250 


tgctccctct 


ttcctgagac 


cagtgcagag 


gctatggaag 


tgcggttctt 


300 


caggaatcag 


ttccatgctg 


tggtccacct 


ctacagagat 


ggggaagact 


350 


gggaatctaa 


gcagatgcca 


cagtatcgag 


ggagaactga 


gtttgtgaag 


400 


gactccattg 


caggggggcg 


tgtctctcta 


aggctaaaaa 


acatcactcc 


450 


ctcggacatc 


ggcctgtatg 


ggtgctggtt 


cagttcccag 


atttacgatg 


500 


aggaggccac 


ctgggagctg 


cgggtggcag 


cactgggctc 


acttcctctc 


550 


atttccatcg 


tgggatatgt 


tgacggaggt 


atccagttac 


tctgcctgtc 


600 


ctcaggctgg 


ttcccccagc 


ccacagccaa 


gtggaaaggt 


ccacaaggac 


650 


aggatttgtc 


ttcagactcc 


agagcaaatg 


cagatgggta 


cagcctgtat 


700 


gatgtggaga 


tctccattat 


agtccaggaa 


aatgctggga 


gcatattgtg 


750 


ttccatccac 


cttgctgagc 


agagtcatga 


ggtggaatcc 


aaggtattga 


800 


taggagagac 


gtttttccag 


ccctcacctt 


ggcgcctggc 


ttctatttta 


850 


ctcgggttac 


tctgtggtgc 


cctgtgtggt 


gttgtcatgg 


ggatgataat 


900 


tgttttcttc 


aaatccaaag 


ggaaaatcca 


ggccjcjcicLCtg 


gactggagaa 


950 


gaaagcacgg 


acaggcagaa 


ttgagagacg 


cccggaaaca 


cgcagtggag 


1000 


gtgactctgg 


atccagagac 


ggctcacccg 


aagctctgcg 


tttctgatct 


1050 
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gaaaactgta 


acccatagaa 


aagctcccca 


ggaggtgcct 


cactctgaga 


1100 




agagatttac 


aaggaagagt 


gtggtggctt 


ctcagggttt 


ccaagcaggg 


1150 




agacattact 


gggaggtgga 


cgtgggacaa 


aatgtagggt 


ggtatgtggg 


1200 




agtgtgtcgg 


gatgacgtag 


acagggggaa 


gaacaatgtg 


actttgtctc 


1250 




ccaacaatgg 


gtattgggtc 


ctcagactga 


caacagaaca 


tttgtatttc 


1300 




acattcaatc 


cccattttat 


cagcctcccc 


cccagcaccc 


ctcctacacg 


1350 




agtaggggtc 


ttcctggact 


atgagggtgg 


gaccatctcc 


ttcttcaata 


1400 




caaatgacca 


gtcccttatt 


tataccctgc 


tgacatgtca 


gtttgaaggc 


1450 




ttgttgagac 


cctatatcca 


gcatgcgatg 


tatgacgagg 


aaaaggggac 


1500 




tcccatattc 


atatgtccag 


tgtcctgggg 


atgagacaga 


gaagaccctg 


1550 




cttaaagggc 


cccacaccac 


agacccagac 


acagccaagg 


gagagtgctc 


1600 




ccgacaggtg 


gccccagctt 


cctctccgga 


gcctgcgcac 


agagagtcac 


1650 


G 


gccccccact 


ctcctttagg 


gagctgaggt 


tcttctgccc 


tgagccctgc 


1700 


r : : 

m • 


agcagcggca 


gtcacagctt 


ccagatgagg 


ggggattggc 


ctgaccctgt 


1750 


if! 

'«F • 


gggagtcaga 


agccatggct 


gccctgaagt 


ggggacggaa 


tagactcaca 


1800 


ttaggtttag 


tttgtgaaaa 


ctccatccag 


ctaagcgatc 


ttgaacaagt 


1850 


M 


cacaacctcc 


caggctcctc 


atttgctagt 


cacggacagt 


gattcctgcc 


1900 


- ■; 


tcacaggtga 


agattaaaga 


gacaacgaat 


gtgaatcatg 


cttgcaggtt 


1950 


ifi 


tgagggcaca 


gtgtttgcta 


atgatgtgtt 


tttatattat 


acattttccc 


2000 


\&\ 
*M 


accataaact 


ctgtttgctt 


attccacatt 


aatttacttt 


tctctatacc 


2050 




aaatcaccca 


tggaatagtt 


attgaacacc 


tgctttgtga 


ggctcaaaga 


2100 




ataaagagga 


ggtaggattt 


ttcactgatt 


ctataagccc 


agcattacct 


2150 




gataccaaaa 


ccaggcaaag 


aaaacagaag 


aagaggaagg 


aaaactacag 


2200 




Cff- ppaf at" CO 


\— • l— ^ O. 1— U-ClClV^Cl 


OL^-j CL U ClU C3.C1.CL 


a at* t" pi" aaat 


aaaat t ttaa 


2250 




caaattaaac 


taaacaatat 


atttaaagat 


gatatataac 


tactcagtgt 


2300 




ggtttgtccc 


acaaatgcag 


agttggttta 


atatttaaat 


atcaaccagt 


2350 




gtaattcagc 


acattaataa 


agtaaaaaag 


aaaaccataa 


aaaaaaaaaa 


2400 



aaa 24 03 

<210> 316 
<211> 466 



493 



<212> PRT 

<213> Homo Sapien 



<400> 316 

Met Ala Phe Val Leu He Leu Val Leu Ser Phe Tyr Glu Leu Val 
15 10 15 

Ser Gly Gin Trp Gin Val Thr Gly Pro Gly Lys Phe Val Gin Ala 
20 25 30 

Leu Val Gly Glu Asp Ala Val Phe Ser Cys Ser Leu Phe Pro Glu 
3 5 4 0 45 

Thr Ser Ala Glu Ala Met Glu Val Arg Phe Phe Arg Asn Gin Phe 
50 55 60 

His Ala Val Val His Leu Tyr Arg Asp Gly Glu Asp Trp Glu Ser 
65 70 75 

Lys Gin Met Pro Gin Tyr Arg Gly Arg Thr Glu Phe Val Lys Asp 
80 85 90 

Ser He Ala Gly Gly Arg Val Ser Leu Arg Leu Lys Asn He Thr 
95 100 105 

Pro Ser Asp He Gly Leu Tyr Gly Cys Trp Phe Ser Ser Gin He 
110 115 120 

Tyr Asp Glu Glu Ala Thr Trp Glu Leu Arg Val Ala Ala Leu Gly 
125 13 0 135 

Ser Leu Pro Leu He Ser He Val Gly Tyr Val Asp Gly Gly He 
140 145 150 

Gin Leu Leu Cys Leu Ser Ser Gly Trp Phe Pro Gin Pro Thr Ala 
155 160 165 

Lys Trp Lys Gly Pro Gin Gly Gin Asp Leu Ser Ser Asp Ser Arg 
170 175 180 

Ala Asn Ala Asp Gly Tyr Ser Leu Tyr Asp Val Glu He Ser He 
185 190 195 

He Val Gin Glu Asn Ala Gly Ser He Leu Cys Ser He His Leu 
200 205 210 

Ala Glu Gin Ser His Glu Val Glu Ser Lys Val Leu He Gly Glu 
215 220 225 

Thr Phe Phe Gin Pro Ser Pro Trp Arg Leu Ala Ser He Leu Leu 
230 235 240 

Gly Leu Leu Cys Gly Ala Leu Cys Gly Val Val Met Gly Met He 
245 * ' 250 255 

He Val Phe Phe Lys Ser Lys Gly Lys He Gin Ala Glu Leu Asp 
260 265 270 
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Trp Arg Arg Lys His Gly Gin Ala Glu Leu Arg Asp Ala Arg Lys 
275 280 285 



His Ala Val Glu Val Thr Leu Asp Pro Glu Thr Ala His Pro Lys 
290 295 300 

Leu Cys Val Ser Asp Leu Lys Thr Val Thr His Arg Lys Ala Pro 
305 310 315 

Gin Glu Val Pro His Ser Glu Lys Arg Phe Thr Arg Lys Ser Val 
320 325 330 

Val Ala Ser Gin Gly Phe Gin Ala Gly Arg His Tyr Trp Glu Val 
335 340 345 

Asp Val Gly Gin Asn Val Gly Trp Tyr Val Gly Val Cys Arg Asp 
350 355 360 

Asp Val Asp Arg Gly Lys Asn Asn Val Thr Leu Ser Pro Asn Asn 
365 370 375 

Gly Tyr Trp Val Leu Arg Leu Thr Thr Glu His Leu Tyr Phe Thr 
380 385 390 

Phe Asn Pro His Phe lie Ser Leu Pro Pro Ser Thr Pro Pro Thr 
395 400 405 

Arg Val Gly Val Phe Leu Asp Tyr Glu Gly Gly Thr He Ser Phe 
410 415 420 

Phe Asn Thr Asn Asp Gin Ser Leu He Tyr Thr Leu Leu Thr Cys 
425 430 435 

Gin Phe Glu Gly Leu Leu Arg Pro Tyr He Gin His Ala Met Tyr 
440 445 450 

Asp Glu Glu Lys Gly Thr Pro He Phe He Cys Pro Val Ser Trp 
455 460 465 

Gly 



:210> 317 

:211> 681 

:212> DNA 

:213> Homo Sapien 

:400> 317 

gcacctgcga ccaccgtgag cagtcatggc gtactccaca gtgcagagag 50 

tcgctctggc ttctgggctt gtcctggctc tgtcgctgct gctgcccaag 100 

gccttcctgt cccgcgggaa gcggcaggag ccgccgccga cacctgaagg 150 

aaaattgggc cgatttccac ctatgatgca tcatcaccag gcaccctcag 200 

atggccagac tcctggggct cgtttccaga ggtctcacct tgccgaggca 250 
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tttgcaaagg 


ccaaaggatc 


aggtggaggt 


gctggaggag gaggtagtgg 


300 


aagaggtctg 


atggggcaga 


ttattccaat 


ctacggtttt gggatttttt 


350 


tatatatact 


gtacattcta 


tttaaggtaa 


gtagaatcat 


cctaatcata 


400 


ttacatcaat 


gaaaatctaa 


tatggcgata 


aaaatcattg 


tctacattaa 


450 


aacttcttat 


agttcataaa 


attatttcaa 


atccatcatc 


tctttaaatc 


500 




llcu uy cty y l 


cLC L Lay y ctUa. 


gccattattt 


cagtttcaca 


J Ju 


taagaatgtt 


tactcaatgt 


ttaagtgttt 


tgccccaaaa 


ttcacaacta 


600 


acaaggcaga 


actaggactt 


gaacatggat 


cttttggttc 


ttaatccagt 


650 


gagtgataca 


attcaatgca 


ctcccctgcc 


a 681 







<210> 318 
<211> 128 
<212> PRT 
<213> Homo Sapien 

Q <400> 318 

X Met Ala Tyr Ser Thr Val Gin Arg Val Ala Leu Ala Ser Gly Leu 

IS 15 10 15 

Val Leu Ala Leu Ser Leu Leu Leu Pro Lys Ala Phe Leu Ser Arg 

111 20 25 30 

m Gly Lys Arg Gin Glu Pro Pro Pro Thr Pro Glu Gly Lys Leu Gly 
_ 35 40 45 

Ld Arg Phe Pro Pro Met Met His His His Gin Ala Pro Ser Asp Gly 
¥* J 50 55 60 

m Gin Thr Pro Gly Ala Arg Phe Gin Arg Ser His Leu Ala Glu Ala 
M 65 70 75 

J* 3 Phe Ala Lys Ala Lys Gly Ser Gly Gly Gly Ala Gly Gly Gly Gly 

80 85 90 

Ser Gly Arg Gly Leu Met Gly Gin lie lie Pro lie Tyr Gly Phe 
95 ~ 100 105 

Gly lie Phe Leu Tyr lie Leu Tyr lie Leu Phe Lys Val Ser Arg 
110 115 120 

lie lie Leu lie lie Leu His Gin 
125 

<210> 319 

<211> 2103 

<212> DNA 

<213> Homo Sapien 

<400> 319 

ccttcacagg actcttcatt gctggttggc aatgatgtat cggccagatg 50 
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tggtgagggc 


taggaaaaga 


gtttgttggg 


aaccctgggt 


tatcggcctc 


100 


gtcatcttca 


tatccctgat 


tgtcctggca 


gtgtgcattg 


gactcactgt 


150 


tcattatgtg 


agatataatc 


aaaagaagac 


ctacaattac 


tatagcacat 


200 


tgtcatttac 


aactgacaaa 


ctatatgctg 


agtttggcag 


agaggcttct 


250 


aacaatttta 


cagaaatgag 


ccagagactt 


gaatcaatgg 


tgaaaaatgc 


300 


attttataaa 


tctccattaa 


gggaagaatt 


tgtcaagtct 


caggttatca 


350 


agttcagtca 


acagaagcat 


ggagtgttgg 


ctcatatgct 


gttgatttgt 


400 


agatttcact 


ctactgagga 


tcctgaaact 


gtagataaaa 


ttgttcaact 


450 


tgttttacat 


gaaaagctgc 


aagatgctgt 


aggaccccct 


aaagtagatc 


500 


ctcactcagt 


taaaattaaa 


aaaatcaaca 


agacagaaac 


agacagctat 


550 


ctaaaccatt 


gctgcggaac 


acgaagaagt 


aaaactctag 


gtcagagtct 


600 


caggatcgtt 


ggtgggacag 


aagtagaaga 


gggtgaatgg 


ccctggcagg 


650 


ctagcctgca 


gtgggatggg 


agtcatcgct 


gtggagcaac 


cttaattaat 


700 


gccacatggc 


ttgtgagtgc 


tgctcactgt 


tttacaacat 


ataagaaccc 


750 


tgccagatgg 


actgcttcct 


ttggagtaac 


aataaaacct 


tcgaaaatga 


800 


aacggggtct 


ccggagaata 


attgtccatg 


aaaaatacaa 


acacccatca 


850 


catgactatg 


atatttctct 


tgcagagctt 


tctagccctg 


ttccctacac 


900 


aaatgcagta 


catagagttt 


gtctccctga 


tgcatcctat 


gagtttcaac 


950 


caggtgatgt 


gatgtttgtg 


acaggatttg 


gagcactgaa 


aaatgatggt 


1000 


tacagtcaaa 


atcatcttcg 


acaagcacag 


gtgactctca 


tagacgctac 


1050 


aacttgcaat 


gaacctcaag 


cttacaatga 


cgccataact 


cctagaatgt 


1100 


tatgtgctgg 


ctccttagaa 


ggaaaaacag 


atgcatgcca 


gggtgactct 


1150 


ggaggaccac 


tggttagttc 


agatgctaga 


gatatctggt 


accttgctgg 


1200 


aatagtgagc 


tggggagatg 


aatgtgcgaa 


acccaacaag 


cctggtgttt 


1250 


atactagagt 


tacggccttg 


cgggactgga 


ttacttcaaa 


aactggtatc 


1300 


U ddy dy d(_ dd 


ddy LL.d uy 


y ddv^dy ci l. dd 


na f- t- M- 1" +* t* t" 

L^dUL-t—L-L-L-L-L. 


»— y t— u L- L- u uyy 


1350 


gtgtggaggc 


catttttaga 


gatacagaat 


tggagaagac 


ttgcaaaaca 


1400 


gctagatttg 


actgatctca 


ataaactgtt 


tgcttgatgc 


atgtattttc 


1450 


ttcccagctc 


tgttccgcac 


gtaagcatcc 


tgcttctgcc 


agatcaactc 


1500 
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tgtcatctgt 


gagcaatagt 


tgaaacttta 


tgtacataga 


gaaatagata 


1550 


atacaatatt 


acattacagc 


ctgtattcat 


ttgttctcta 


gaagttttgt 


1600 


cagaattttg 


acttgttgac 


ataaatttgt 


aatgcatata 


tacaatttga 


1650 


agcactcctt 


ttcttcagtt 


cctcagctcc 


tctcatttca 


gcaaatatcc 


1700 


attttcaagg 


tgcagaacaa 


ggagtgaaag 


aaaatataag 


aagaaaaaaa 


1750 


tcccctacat 


tttattggca 


cagaaaagta 


ttaggtgttt 


ttcttagtgg 


1800 


aatattagaa 


atgatcatat 


tcattatgaa 


aggtcaagca 


aagacagcag 


1850 


aataccaatc 


acttcatcat 


ttaggaagta 


tgggaactaa 


gttaaggaag 


1900 




cty v_- ctciy ct l. ci 




f-'|-{-iat~1~1~r , r , Pi 

L. U-^CtL- L- t_ ^ Ct 


O-Cl CIO- U- O. 


1950 


atgataaatg 


tgaagaagat 


tctgtttttt 


tgtgacctat 


aataattata 


2000 


caaacttcat 


gcaatgtact 


tgttctaagc 


aaattaaagc 


aaatatttat 


2050 


ttaacattgt 


tactgaggat 


gtcaacatat 


aacaataaaa 


tataaatcac 


2100 



cca 2103 



<210> 320 
<211> 423 
<212> PRT 
<213> Homo Sapien 

<400> 320 

Met Met Tyr Arg Pro Asp Val Val Arg Ala Arg Lys Arg Val Cys 

15 10 15 

Trp Glu Pro Trp Val He Gly Leu Val He Phe He Ser Leu He 

20 25 30 

Val Leu Ala Val Cys He Gly Leu Thr Val His Tyr Val Arg Tyr 

35 40 45 

Asn Gin Lys Lys Thr Tyr Asn Tyr Tyr Ser Thr Leu Ser Phe Thr 

50 55 60 

Thr Asp Lys Leu Tyr Ala Glu Phe Gly Arg Glu Ala Ser Asn Asn 

65 70 75 

Phe Thr Glu Met Ser Gin Arg Leu Glu Ser Met Val Lys Asn Ala 

80 85 90 

Phe Tyr Lys Ser Pro Leu Arg Glu Glu Phe Val Lys Ser Gin Val 

95 100 105 

He Lys Phe Ser Gin Gin Lys His Gly Val Leu Ala His Met Leu 

110 115 120 

Leu He Cys Arg Phe His Ser Thr Glu Asp Pro Glu Thr Val Asp 

125 130 135 
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Lys lie Val Gin Leu Val Leu His Glu Lys Leu Gin Asp Ala Val 
140 145 150 



Gly Pro Pro Lys Val Asp Pro His Ser Val Lys lie Lys Lys lie 

155 " 160 165 

Asn Lys Thr Glu Thr Asp Ser Tyr Leu Asn His Cys Cys Gly Thr 

170 175 180 

Arg Arg Ser Lys Thr Leu Gly Gin Ser Leu Arg lie Val Gly Gly 

185 190 195 

Thr Glu Val Glu Glu Gly Glu Trp Pro Trp Gin Ala Ser Leu Gin 

200 205 210 

Trp Asp Gly Ser His Arg Cys Gly Ala Thr Leu lie Asn Ala Thr 

215 220 225 

Trp Leu Val Ser Ala Ala His Cys Phe Thr Thr Tyr Lys Asn Pro 

230 235 240 

Ala Arg Trp Thr Ala Ser Phe Gly Val Thr lie Lys Pro Ser Lys 

y, 245 250 255 

Met Lys Arg Gly Leu Arg Arg lie lie Val His Glu Lys Tyr Lys 

y " ~ 260 265 270 

HI His Pro Ser His Asp Tyr Asp lie Ser Leu Ala Glu Leu Ser Ser 

m 275 280 285 

jfN Pro Val Pro Tyr Thr Asn Ala Val His Arg Val Cys Leu Pro Asp 

^ ~ 290 295 300 

O Ala Ser Tyr Glu Phe Gin Pro Gly Asp Val Met Phe Val Thr Gly 

H< 305 310 315 



Phe Gly Ala Leu Lys Asn Asp Gly Tyr Ser Gin Asn His Leu Arg 
320 325 330 



m 

W Gin Ala Gin Val Thr Leu lie Asp Ala Thr Thr Cys Asn Glu Pro 

335 340 345 

Gin Ala Tyr Asn Asp Ala lie Thr Pro Arg Met Leu Cys Ala Gly 

350 355 360 

Ser Leu Glu Gly Lys Thr Asp Ala Cys Gin Gly Asp Ser Gly Gly 

365 370 375 

Pro Leu Val Ser Ser Asp Ala Arg Asp lie Trp Tyr Leu Ala Gly 

380 " 385 390 

lie Val Ser Trp Gly Asp Glu Cys Ala Lys Pro Asn Lys Pro Gly 

395 400 405 

Val Tyr Thr Arg Val Thr Ala Leu Arg Asp Trp lie Thr Ser Lys 

410 415 420 

Thr Gly lie 
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<210> 321 

<211> 1034 

<212> DNA 

<213> Homo Sapien 



<400> 321 



ccgggctcct 


gggtgaggcc 


ggcaagtttg 


gagcgtggtc 


agacaatagg 


50 


ggcgtggcta 


cggctcgcgg 


agcgcaacca 


acgctctaga 


ccagacctgg 


100 


gctcgagacc 


ataactgttt 


ggctttaaca 


gtacgtgggc 


ggccggaatc 


150 


cgggagtccg 


gtgacccggg 


ctgtggtcta 


gcataaaggc 


ggagcccaga 


200 


agaaggggcg 


gggtatggga 


gaagcctccc 


cacctgcccc 


cgcaaggcgg 


250 


catctgctgg 


tcctgctgct 


gctcctctct 


accctggtga 


tcccctccgc 


300 


tgcagctcct 


atccatgatg 


ctgacgccca 


agagagctcc 


ttgggtctca 


350 


caggcctcca 


gagcctactc 


caaggcttca 


gccgactttt 


cctgaaaggt 


400 


aacctgcttc 


ggggcataga 


cagcttattc 


tctgccccca 


tggacttccg 


450 


gggcctccct 


gggaactacc 


acaaagagga 


gaaccaggag 


caccagctgg 


500 


ggaacaacac 


cctctccagc 


cacctccaga 


tcgacaagat 


gaccgacaac 


550 


aagacaggag 


aggtgctgat 


ctccgagaat 


gtggtggcat 


ccattcaacc 


600 


agcggagggg 


agcttcgagg 


gtgatttgaa 


ggtacccagg 


atggaggaga 


650 


aggaggccct 


ggtacccatc 


cagaaggcca 


cggacagctt 


ccacacagaa 


700 


ctccatcccc 


gggtggcctt 


ctggatcatt 


aagctgccac 


ggcggaggtc 


750 


ccaccaggat 


gccctggagg 


gcggccactg 


gctcagcgag 


aagcgacacc 


800 


gcctgcaggc 


catccgggat 


ggactccgca 


aggggaccca 


caaggacgtc 


850 


ctagaagagg 


ggaccgagag 


ctcctcccac 


tccaggctgt 


ccccccgaaa 


900 


gacccactta 


ctgtacatcc 


tcaggccctc 


tcggcagctg 


taggggtggg 


950 


gaccggggag 


cacctgcctg 


tagcccccat 


cagaccctgc 


cccaagcacc 


1000 


atatggaaat 


aaagttcttt 


cttacatcta 


aaaa 1034 







<210> 322 
<211> 242 
<212> PRT 
<213> Homo Sapien 

<400> 322 

Met Gly Glu Ala Ser Pro Pro Ala Pro Ala Arg Arg His Leu Leu 
1*5 10 15 



500 



Val Leu Leu Leu Leu Leu Ser Thr Leu Val lie Pro Ser Ala Ala 
20 25 30 



If! 



Ala Pro He His Asp Ala Asp Ala Gin Glu Ser Ser Leu Gly Leu 
35 40 45 

Thr Gly Leu Gin Ser Leu Leu Gin Gly Phe Ser Arg Leu Phe Leu 
50 55 60 

Lys Gly Asn Leu Leu Arg Gly He Asp Ser Leu Phe Ser Ala Pro 
65 70 75 

Met Asp Phe Arg Gly Leu Pro Gly Asn Tyr His Lys Glu Glu Asn 
8 0 85 90 

Gin Glu His Gin Leu Gly Asn Asn Thr Leu Ser Ser His Leu Gin 
95 ~ 100 105 

He Asp Lys Met Thr Asp Asn Lys Thr Gly Glu Val Leu He Ser 
110 " 115 120 

Glu Asn Val Val Ala Ser He Gin Pro Ala Glu Gly Ser Phe Glu 
125 130 135 

Gly Asp Leu Lys Val Pro Arg Met Glu Glu Lys Glu Ala Leu Val 
140 145 150 

Pro He Gin Lys Ala Thr Asp Ser Phe His Thr Glu Leu His Pro 
155 160 165 



iff' 

: 2; Arg Val Ala Phe Trp He He Lys Leu Pro Arg Arg Arg Ser His 

tfi 170 175 180 

**S Gin Asp Ala Leu Glu Gly Gly His Trp Leu Ser Glu Lys Arg His 

It *" 185 190 195 

Arg Leu Gin Ala He Arg Asp Gly Leu Arg Lys Gly Thr His Lys 

111 200 205 210 

HI Asp Val Leu Glu Glu Gly Thr Glu Ser Ser Ser His Ser Arg Leu 

215 220 225 

Ser Pro Arg Lys Thr His Leu Leu Tyr He Leu Arg Pro Ser Arg 

230 235 240 

Gin Leu 



<210> 323 

<211> 2397 

<212> DNA 

<213> Homo Sapien 

<400> 323 

agagaaagaa gcgtctccag ctgaagccaa tgcagccctc cggctctccg 50 
cgaagaagtt ccctgccccg atgagccccc gccgtgcgtc cccgactatc 100 
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cccaggcggg 


cgtggggcac 


cgggcccagc 


gccgacgatc 


gctgccgttt 


150 


tgcccttggg 


agtaggatgt 


ggtgaaagga 


tggggcttct 


cccttacggg 


200 


gctcacaatg 


gccagagaag 


attccgtgaa 


gtgtctgcgc 


tgcctgctct 


250 


acgccctcaa 


tctgctcttt 


tggttaatgt 


ccatcagtgt 


gttggcagtt 


300 


tctgcttgga 


tgagggacta 


cctaaataat 


gttctcactt 


taactgcaga 


350 


aacgagggta 


gaggaagcag 


tcattttgac 


ttactttcct 


gtggttcatc 


400 


cggtcatgat 


tgctgtttgc 


tgtttcctta 


tcattgtggg 


gatgttagga 


450 


tattgtggaa 


cggtgaaaag 


aaatctgttg 


cttcttgcat 


ggtactttgg 


500 


aagtttgctt 


gtcattttct 


gtgtagaact 


ggcttgtggc 


gtttggacat 


550 


atgaacagga 


acttatggtt 


ccagtacaat 


ggtcagatat 


ggtcactttg 


600 


aaagccagga 


tgacaaatta 


tggattacct 


agatatcggt 


ggcttactca 


650 


tgcttggaat 


ttttttcaga gagagtttaa 


gtgctgtgga 


gtagtatatt 


700 


tcactgactg 


gttggaaatg 


acagagatgg 


actggccccc 


agattcctgc 


750 


tgtgttagag 


aattcccagg 


atgttccaaa 


caggcccacc 


aggaagatct 


800 


cagtgacctt 


tatcaagagg 


gttgtgggaa 


gaaaatgtat 


tcctttttga 


850 


gaggaaccaa 


acaactgcag 


gtgctgaggt 


ttctgggaat 


ctccattggg 


900 


gtgacacaaa 


tcctggccat 


gattctcacc 


attactctgc 


tctgggctct 


950 


gtattatgat 


agaagggagc 


ctgggacaga 


ccaaatgatg 


tccttgaaga 


1000 


atgacaactc 


tcagcacctg 


tcatgtccct 


cagtagaact 


gttgaaacca 


1050 


agcctgtcaa 


gaatctttga 


acacacatcc 


atggcaaaca 


gctttaatac 


1100 


acactttgag 


atggaggagt 


tataaaaaga 


aatgtcacag 


aagaaaacca 


1150 


caaacttgtt 


ttattggact 


tgtgaatttt 


tgagtacata 


ctatgtgttt 


1200 


cagaaatatg 


tagaaataaa 


aatgttgcca 


taaaataaca 


cctaagcata 


1250 


tactattcta 


tgctttaaaa 


tgaggatgga 


aaagtttcat 


gtcataagtc 


1300 


accacctgga 


caataattga tgcccttaaa 


atgctgaaga 


cagatgtcat 


1350 


acccactafa 


tagcctgtgt 


atgactttta 


^_ L,ydctv_.CiC ciy 




i /inn 


aggcagcatg 


gtttgattag 


catttccgca 


tccatgcaaa 


cgagtcacat 


1450 


atggtgggac 


tggagccata 


gtaaaggttg 


atttacttct 


accaactagt 


1500 


atataaagta 


ctaattaaat 


gctaacatag 


gaagttagaa 


aatactaata 


1550 
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acttttatta ctcagcgatc tattcttctg atgctaaata aattatatat 1600 
cagaaaactt tcaatattgg tgactaccta aatgtgattt ttgctggtta 1650 
ctaaaatatt cttaccactt aaaagagcaa gctaacacat tgtcttaagc 1700 
tgatcaggga ttttttgtat ataagtctgt gttaaatctg tataattcag 1750 
tcgatttcag ttctgataat gttaagaata accattatga aaaggaaaat 1800 
ttgtcctgta tagcatcatt atttttagcc tttcctgtta ataaagcttt 1850 
actattctgt cctgggctta tattacacat ataactgtta tttaaatact 1900 
taaccactaa ttttgaaaat taccagtgtg atacatagga atcattattc 1950 
agaatgtagt ctggtcttta ggaagtatta ataagaaaat ttgcacataa 2000 
cttagttgat tcagaaagga cttgtatgct gtttttctcc caaatgaaga 2050 
ctctttttga cactaaacac tttttaaaaa gcttatcttt gccttctcca 2100 
aacaagaagc aatagtctcc aagtcaatat aaattctaca gaaaatagtg 2150 
ttctttttct ccagaaaaat gcttgtgaga atcattaaaa catgtgacaa 2200 
tttagagatt ctttgtttta tttcactgat taatatactg tggcaaatta 2250 
cacagattat taaatttttt tacaagagta tagtatattt atttgaaatg 23 00 
ggaaaagtgc attttactgt attttgtgta ttttgtttat ttctcagaat 2350 
atggaaagaa aattaaaatg tgtcaataaa tattttctag agagtaa 23 97 

<210> 324 
<211> 305 
<212> PRT 
<213> Homo Sapien 

<400> 324 

Met Ala Arg Glu Asp Ser Val Lys Cys Leu Arg Cys Leu Leu Tyr 
1 5 10 15 

Ala Leu Asn Leu Leu Phe Trp Leu Met Ser He Ser Val Leu Ala 
20 25 30 

Val Ser Ala Trp Met Arg Asp Tyr Leu Asn Asn Val Leu Thr Leu 
35 40 45 

Thr Ala Glu Thr Arg Val Glu Glu Ala Val He Leu Thr Tyr Phe 
50 55 60 

Pro Val Val His Pro Val Met He Ala Val Cys Cys Phe Leu He 
65 70 ' " 75 

He Val Gly Met Leu Gly Tyr Cys Gly Thr Val Lys Arg Asn Leu 
80 85 90 
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U 3 



Leu Leu Leu Ala Trp Tyr Phe Gly Ser Leu Leu Val He Phe Cys 
95 100 105 

Val Glu Leu Ala Cys Gly Val Trp Thr Tyr Glu Gin Glu Leu Met 
110 115 120 

Val Pro Val Gin Trp Ser Asp Met Val Thr Leu Lys Ala Arg Met 
125 130 " ~ 135 

Thr Asn Tyr Gly Leu Pro Arg Tyr Arg Trp Leu Thr His Ala Trp 
140 145 150 

Asn Phe Phe Gin Arg Glu Phe Lys Cys Cys Gly Val Val Tyr Phe 
155 160 165 

Thr Asp Trp Leu Glu Met Thr Glu Met Asp Trp Pro Pro Asp Ser 
170 175 " 180 

Cys Cys Val Arg Glu Phe Pro Gly Cys Ser Lys Gin Ala His Gin 
185 190 ~ 195 

Glu Asp Leu Ser Asp Leu Tyr Gin Glu Gly Cys Gly Lys Lys Met 
200 205 ~ " 210 

Tyr Ser Phe Leu Arg Gly Thr Lys Gin Leu Gin Val Leu Arg Phe 
215 220 225 

Leu Gly He Ser He Gly Val Thr Gin He Leu Ala Met He Leu 
230 235 240 

Thr He Thr Leu Leu Trp Ala Leu Tyr Tyr Asp Arg Arg Glu Pro 
245 250 255 

Gly Thr Asp Gin Met Met Ser Leu Lys Asn Asp Asn Ser Gin His 
260 265 270 

Leu Ser Cys Pro Ser Val Glu Leu Leu Lys Pro Ser Leu Ser Arg 
275 280 285 

He Phe Glu His Thr Ser Met Ala Asn Ser Phe Asn Thr His Phe 
290 295 300 

Glu Met Glu Glu Leu 

305 

<210> 325 

<211> 2212 

<212> DNA 

<213> Homo Sapien 

<400> 325 

agcagtgcat tgctggagcg aggagaagct cacgaatcag ctgcaggtct 50 

ctgttttgaa aaagcagaga tacagaggca gaggaaaagg gtggactcct 100 

atgtgacctg ttcttagagc aagacaatca ccatctgaat tccagaagcc 150 

ctgttcatgg ttggggatat tttctcgact gcatggaatc agaaagaagc 2 00 
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aaaaggatgg 


gaaatgcctg 


cattcccctg 


aaaagaattg 


cttatttcct 


250 


atgtctctta 


tctgcgcttt 


tgctgactga ggggaagaaa 


ccagcgaagc 


300 


caaaatgccc 


tgccgtgtgt 


acttgtacca 


aagataatgc 


tttatgtgag 


350 


aatgccagat 


ccattccacg 


caccgttcct 


cctgatgtta 


tctcattatc 


400 


ctttgtgaga 


tctggtttta 


ctgaaatctc 


agaagggagt 


tttttattca 


450 


cgccatcgct 


gcagctcttg 


ttattcacat 


cgaactcctt 


tgatgtgatc 


500 


agtgatgatg 


cttttattgg 


tcttccacat 


ctagagtatt 


tattcataga 


550 


aaacaacaac 


atcaagtcaa 


tttcaagaca 


tactttccgg 


ggactaaagt 


600 


cattaattca 


cttgagcctt 


gcaaacaaca atctccagac 


actcccaaaa 


650 


gatattttca 


aaggcctgga 


ttctttaaca 


aatgtggacc 


tgaggggtaa 


700 


ttcatttaat 


tgtgactgta 


aactgaaatg 


gctagtggaa 


tggcttggcc 


750 


acaccaatgc 


aactgttgaa 


gacatctact 


gcgaaggccc 


cccagaatac 


800 


aagaagcgca 


aaatcaatag 


tctctcctcg 


aaggatttcg 


attgcatcat 


850 


tacagaattt 


gcaaagtctc 


aagacctgcc 


ttatcaatca 


ttgtccatag 


900 


acactttttc 


ttatttgaat 


gatgagtatg 


tagtcatcgc 


tcagcctttt 


950 


actggaaaat 


gcattttcct 


tgaatgggac 


catgtggaaa 


agaccttccg 


1000 


gaattatgac 


aacattacag 


gcacatccac 


tgtagtatgc 


aagcctatag 


1050 


tcattgaaac 


tcagctctat 


gttattgtgg 


cccagctgtt 


tggtggctct 


1100 


cacatctata 


agcgagacag 


ttttgcaaat 


aaattcataa 


aaatccagga 


1150 


tattgaaatt 


ctcaaaatcc 


gaaaacccaa 


tgacattgaa 


acattcaaga 


1200 


ttgaaaacaa 


ctggtacttt 


gttgttgctg 


acagttcaaa 


agctggtttt 


1250 


actaccattt 


acaaatggaa 


cggaaacgga 


ttctactccc 


atcaatcctt 


1300 


acacgcgtgg 


tacagggaca 


ctgatgtgga 


atatctagaa 


atagtcagaa 


1350 


cacctcagac 


actcagaacg 


cctcatttaa 


ttctgtctag 


tagttcccag 


1400 


cgtcctgtaa 


tttatcagtg 


gaacaaagca 


acacaattat 


tcactaacca 


1450 


aactgacatt 


cctaacatgg 


aggatgtgta 


cgcagtgaag 


cact" t~ ft" PACT 


1500 


tgaaagggga 


cgtgtacatt 


tgcttgacaa 


gattcattgg 


tgattccaaa 


1550 


gtcatgaaat 


ggggaggctc 


ctcgttccag 


gatattcaga 


ggatgccatc 


1600 


gcgaggatcc 


atggtgttcc 


agcctcttca 


aataaataat 


taccaatatg 


1650 
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caattcttgg 


aagtgattac 


tcctttactc 


aagtgtataa 


ctgggatgca 


1700 


gagaaagcca 


aatttgtgaa 


atttcaggaa 


ttaaatgttc 


aggcaccaag 


1750 


atcattcaca 


catgtgtcca 


ttaataagcg 


taattttctt 


tttgcttcca 


1800 


gttttaaggg 


aaatacacag 


atttacaaac 


atgtcatagt 


tgacttaagc 


1850 


gcatgagaca 


ccaaattctg 


tggctgccat 


cagaaatttt 


ctacagtaca 


1900 


tgacccggat 


gaactcaatg 


catgatgact 


cttcttatca 


cacttgcaaa 


1950 


tgaatgcctt 


tcaaacattg 


agactgctag 


aaccaagcac 


taccagtatc 


2000 


tccatcctta 


actgtccagt 


ccagtgatgt 


gggaagttac 


cttttataag 


2050 


acaaaattta 


attgtgtaac 


tgttctttgc 


a 9tgaagatg 


tgtaaataag 


2100 


cgtttaatgg 


tatctgttac 


tccaaaaaga 


aatattaata 


tgtacttttc 


2150 


catttattta 


ttcatgtgta 


cagaaacaac 


tgccaaataa 


aatgtttaca 


2200 


ttttctttca 


ta 2212 































cap? 


<210> 326 




















<211> 557 


















m 


<212> PRT 




















<213> Homo Sapien 
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<400> 326 


















m 


Met Glu Ser Glu 


Arg 


Ser 


Lys 


Arg Met 


Gly 


Asn 


Ala 


Cys He Pro 


m 


1 


5 








10 






15 




Leu Lys Arg lie 


Ala 


Tyr 


Phe 


Leu Cys 


Leu 


Leu 


Ser 


Ala Leu Leu 






20 








25 






30 


a 


Leu Thr Glu Gly 


Lys 


Lys 


Pro 


Ala Lys 


Pro 


Lys 


Cys 


Pro Ala Val 


m 




35 








40 






45 






















fy 


Cys Thr Cys Thr 


Lys 


Asp 


Asn 


Ala Leu 


Cys 


Glu 


Asn Ala Arg Ser 






50 








55 






60 




lie Pro Arg Thr 


Val 


Pro 


Pro Asp Val 


He 


Ser 


Leu 


Ser Phe Val 






65 








70 






75 




Arg Ser Gly Phe 


Thr 


Glu 


He 


Ser Glu 


Gly 


Ser 


Phe 


Leu Phe Thr 






80 








85 






90 




Pro Ser Leu Gin 


Leu 


Leu 


Leu 


Phe Thr 


Ser 


Asn 


Ser 


Phe Asp Val 






95 








100 






105 




lie Ser Asp Asp 


Ala 


Phe 


He 


Gly Leu 


Pro 


His 


Leu 


Glu Tyr Leu 






110 








115 






120 




Phe lie Glu Asn 


Asn 


Asn 


He 


Lys Ser 


He 


Ser 


Arg 


His Thr Phe 






125 








130 






135 




Arg Gly Leu Lys 


Ser 


Leu 


He 


His Leu 


Ser 


Leu 


Ala 


Asn Asn Asn 
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140 145 150 

Leu Gin Thr Leu Pro Lys Asp lie Phe Lys Gly Leu Asp Ser Leu 
155 160 165 

Thr Asn Val Asp Leu Arg Gly Asn Ser Phe Asn Cys Asp Cys Lys 
170 175 J 180 

Leu Lys Trp Leu Val Glu Trp Leu Gly His Thr Asn Ala Thr Val 
185 190 195 

Glu Asp lie Tyr Cys Glu Gly Pro Pro Glu Tyr Lys Lys Arg Lys 
200 205 ~ ^ 210 

lie Asn Ser Leu Ser Ser Lys Asp Phe Asp Cys lie lie Thr Glu 
215 220 225 

Phe Ala Lys Ser Gin Asp Leu Pro Tyr Gin Ser Leu Ser lie Asp 
230 235 240 

Thr Phe Ser Tyr Leu Asn Asp Glu Tyr Val Val lie Ala Gin Pro 
245 250 255 

Phe Thr Gly Lys Cys He Phe Leu Glu Trp Asp His Val Glu Lys 
260 265 270 

Thr Phe Arg Asn Tyr Asp Asn He Thr Gly Thr Ser Thr Val Val 
275 280 285 

Cys Lys Pro He Val He Glu Thr Gin Leu Tyr Val He Val Ala 
290 295 300 

Gin Leu Phe Gly Gly Ser His He Tyr Lys Arg Asp Ser Phe Ala 
305 310 315 

Asn Lys Phe He Lys He Gin Asp He Glu He Leu Lys He Arg 
320 325 330 

Lys Pro Asn Asp He Glu Thr Phe Lys He Glu Asn Asn Trp Tyr 
335 340 345 

Phe Val Val Ala Asp Ser Ser Lys Ala Gly Phe Thr Thr He Tyr 
350 355 360 

Lys Trp Asn Gly Asn Gly Phe Tyr Ser His Gin Ser Leu His Ala 
365 370 375 

Trp Tyr Arg Asp Thr Asp Val Glu Tyr Leu Glu He Val Arg Thr 
380 385 390 

Pro Gin Thr Leu Arg Thr Pro His Leu He Leu Ser Ser Ser Ser 
395 400 405 

Gin Arg Pro Val He Tyr Gin Trp Asn Lys Ala Thr Gin Leu Phe 
410 415 420 

Thr Asn Gin Thr Asp He Pro Asn Met Glu Asp Val Tyr Ala Val 
425 430 ~ 435 



Lys His Phe Ser Val 
440 

Phe lie Gly Asp Ser 
455 

Gin Asp lie Gin Arg 
470 

Pro Leu Gin lie Asn 
485 

Tyr Ser Phe Thr Gin 
500 

Phe Val Lys Phe Gin 
515 

Thr His Val Ser He 

530 

Phe Lys Gly Asn Thr 
545 

Ser Ala 



:210> 327 

:211> 2339 

:212> DNA 

213 > Homo Sapien 

400> 327 



ccaaggccag 


agctgtggac 


accttatccc 


actcatcctc 


atcctcttcc 


50 


tctgataaag 


cccctaccag 


tgctgataaa 


gtctttctcg 


tgagagccta 


100 


gaggccttaa 


aaaaaaaagt 


gcttgaaaga 


gaaggggaca 


aaggaacacc 


150 


agtattaaga 


ggattttcca 


gtgtttctgg 


cagttggtcc 


agaaggatgc 


200 


ctccattcct 


gcttctcacc 


tgcctcttca 


tcacaggcac 


ctccgtgtca 


250 


cccgtggccc 


tagatccttg 


ttctgcttac 


atcagcctga 


atgagccctg 


300 


gaggaacact 


gaccaccagt 


tggatgagtc 


tcaaggtcct 


cctctatgtg 


350 


acaaccatgt 


gaatggggag 


tggtaccact 


tcacgggcat 


ggcgggagat 


400 


gccatgccta 


ccttctgcat 


accagaaaac 


cactgtggaa 


cccacgcacc 


450 


tgtctggctc 


aatggcagcc 


accccctaga 


aggcgacggc 


attgtgcaac 


500 


gccaggcttg 


tgccagcttc 


aatgggaact 


gctgtctctg 


gaacaccacg 


550 


gtggaagtca 


aggcttgccc 


tggaggctac 


tatgtgtatc 


gtctgaccaa 


600 


gcccagcgtc 


tgcttccacg 


tctactgtgg 


tcatttttat 


gacatctgcg 


650 



Lys Gly Asp Val Tyr He Cys Leu Thr Arg 
445 450 

Lys Val Met Lys Trp Gly Gly Ser Ser Phe 
460 465 

Met Pro Ser Arg Gly Ser Met Val Phe Gin 
475 480 

Asn Tyr Gin Tyr Ala He Leu Gly Ser Asp 
490 495 

Val Tyr Asn Trp Asp Ala Glu Lys Ala Lys 
505 510 

Glu Leu Asn Val Gin Ala Pro Arg Ser Phe 
520 525 

Asn Lys Arg Asn Phe Leu Phe Ala Ser Ser 
535 540 

Gin He Tyr Lys His Val He Val Asp Leu 
550 555 
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acgaggactg 


ccatggcagc 


tgctcagata 


ccagcgagtg 


cacatgcgct 


700 


ccaggaactg 


tgctaggccc 


tgacaggcag acatgctttg 


atgaaaatga 


750 


atgtgagcaa aacaacggtg 


gctgcagtga gatctgtgtg 


aacctcaaaa 


800 


actcctaccg 


ctgtgagtgt 


ggggttggcc 


gtgtgctaag 


aagtgatggc 


850 


aagacttgtg 


aagacgttga 


aggatgccac 


aataacaatg 


gtggctgcag 


900 


ccactcttgc 


cttggatctg 


agaaaggcta 


ccagtgtgaa 


tgtccccggg 


950 


gcctggtgct 


gtctgaggat 


aaccacactt 


gccaagtccc 


tgtgttgtgc 


1000 


aaatcaaatg 


ccattgaagt 


gaacatcccc 


agggagctgg 


ttggtggcct 


1050 


ggagctcttc 


ctgaccaaca 


cctcctgccg 


aggagtgtcc 


aacggcaccc 


1100 


atgtcaacat 


cctcttctct 


ctcaagacat 


gtggtacagt 


ggtcgatgtg 


1150 


gtgaatgaca 


agattgtggc 


cagcaacctc 


gtgacaggtc 


tacccaagca 


1200 


gaccccgggg 


agcagcgggg 


acttcatcat 


ccgaaccagc 


aagctgctga 


1250 


tcccggtgac 


ctgcgagttt 


ccacgcctgt 


acaccatttc 


tgaaggatac 


1300 


gttcccaacc 


ttcgaaactc 


cccactggaa 


atcatgagcc 


gaaatcatgg 


1350 


gatcttccca 


ttcactctgg 


agatcttcaa 


ggacaatgag 


tttgaagagc 


1400 


cttaccggga 


agctctgccc 


accctcaagc 


ttcgtgactc 


cctctacttt 


1450 


ggcattgagc 


ccgtggtgca 


cgtgagcggc 


ttggaaagct 


tggtggagag 


1500 


ctgctttgcc 


acccccacct 


ccaagatcga 


cgaggtcctg 


aaatactacc 


1550 


tcatccggga 


tggctgtgtt 


tcagatgact 


cggtaaagca 


gtacacatcc 


1600 


cgggatcacc 


tagcaaagca 


cttccaggtc 


cctgtcttca 


agtttgtggg 


1650 


caaagaccac 


aaggaagtgt 


ttctgcactg 


ccgggttctt 


gtctgtggag 


1700 


tgttggacga 


gcgttcccgc 


tgtgcccagg 


gttgccaccg 


gcgaatgcgt 


1750 


cgtggggcag 


gaggagagga 


ctcagccggt 


ctacagggcc 


agacgctaac 


1800 


aggcggcccg 


atccgcatcg 


actgggagga 


ctagttcgta 


gccatacctc 


1850 


gagtccctgc 


attggacggc 


tctgctcttt 


ggagcttctc 


cccccaccgc 


1900 


cctctaagaa 


catctgccaa 


cagctgggtt 


cagacttcac 


dL. i_y uy ay u u 


_L _7 Z> U 


cagactccca 


gcaccaactc 


actctgattc 


tggtccattc 


agtgggcaca 


2000 


ggtcacagca 


ctgctgaaca 


atgtggcctg 


ggtggggttt 


catctttcta 


2050 


gggttgaaaa 


ctaaactgtc 


cacccagaaa 


gacactcacc 


ccatttccct 


2100 
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catttctttc ctacacttaa atacctcgtg tatggtgcaa tcagaccaca 2150 

aaatcagaag ctgggtataa tatttcaagt tacaaaccct agaaaaatta 2200 

aacagttact gaaattatga cttaaatacc caatgactcc ttaaatatgt 2250 

aaattatagt tataccttga aatttcaatt caaatgcaga ctaattatag 2300 

ggaatttgga agtgtatcaa taaaacagta tataatttt 233 9 

<210> 328 
<211> 545 
<212> PRT 
<213> Homo Sapien 

<400> 328 

Met Pro Pro Phe Leu Leu Leu Thr Cys Leu Phe lie Thr Gly Thr 
1 5 10 15 

Ser Val Ser Pro Val Ala Leu Asp Pro Cys Ser Ala Tyr lie Ser 
20 25 1 30 

Leu Asn Glu Pro Trp Arg Asn Thr Asp His Gin Leu Asp Glu Ser 
35 40 45 

Gin Gly Pro Pro Leu Cys Asp Asn His Val Asn Gly Glu Trp Tyr 
50 55 ~ 60 

His Phe Thr Gly Met Ala Gly Asp Ala Met Pro Thr Phe Cys He 
65 70 75 

Pro Glu Asn His Cys Gly Thr His Ala Pro Val Trp Leu Asn Gly 
80 85 ~ 90 

Ser His Pro Leu Glu Gly Asp Gly He Val Gin Arg Gin Ala Cys 
95 100 105 

Ala Ser Phe Asn Gly Asn Cys Cys Leu Trp Asn Thr Thr Val Glu 
110 115 120 

Val Lys Ala Cys Pro Gly Gly Tyr Tyr Val Tyr Arg Leu Thr Lys 
125 " 130 * * 135 

Pro Ser Val Cys Phe His Val Tyr Cys Gly His Phe Tyr Asp He 
140 145 150 

Cys Asp Glu Asp Cys His Gly Ser Cys Ser Asp Thr Ser Glu Cys 
155 160 165 

Thr Cys Ala Pro Gly Thr Val Leu Gly Pro Asp Arg Gin Thr Cys 
170 175 180 

Phe Asp Glu Asn Glu Cys Glu Gin Asn Asn Gly Gly Cys Ser Glu 
185 190 " 195 

He Cys Val Asn Leu Lys Asn Ser Tyr Arg Cys Glu Cys Gly Val 
200 205 210 
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Gly Arg Val Leu Arg Ser Asp Gly Lys Thr Cys Glu Asp Val Glu 
215 220 " 225 



Gly Cys His Asn Asn Asn Gly Gly Cys Ser His Ser Cys Leu Gly 
230 235 240 

Ser Glu Lys Gly Tyr Gin Cys Glu Cys Pro Arg Gly Leu Val Leu 
245 250 255 

Ser Glu Asp Asn His Thr Cys Gin Val Pro Val Leu Cys Lys Ser 
260 265 270 

Asn Ala lie Glu Val Asn lie Pro Arg Glu Leu Val Gly Gly Leu 
275 280 285 

Glu Leu Phe Leu Thr Asn Thr Ser Cys Arg Gly Val Ser Asn Gly 
290 " 295 ~ 300 

Thr His Val Asn lie Leu Phe Ser Leu Lys Thr Cys Gly Thr Val 
305 310 315 

Val Asp Val Val Asn Asp Lys lie Val Ala Ser Asn Leu Val Thr 
320 325 330 

M Gly Leu Pro Lys Gin Thr Pro Gly Ser Ser Gly Asp Phe He He 

M 335 340 " 345 

HI 

fy Arg Thr Ser Lys Leu Leu He Pro Val Thr Cys Glu Phe Pro Arg 

|ff 350 355 360 

m 

2; Leu Tyr Thr He Ser Glu Gly Tyr Val Pro Asn Leu Arg Asn Ser 
0 1 365 370 375 

Q Pro Leu Glu He Met Ser Arg Asn His Gly He Phe Pro Phe Thr 

§2 380 385 390 

Leu Glu He Phe Lys Asp Asn Glu Phe Glu Glu Pro Tyr Arg Glu 
Wj 395 400 405 



Ala Leu Pro Thr Leu Lys Leu Arg Asp Ser Leu Tyr Phe Gly He 
410 415 420 

Glu Pro Val Val His Val Ser Gly Leu Glu Ser Leu Val Glu Ser 
425 430 435 

Cys Phe Ala Thr Pro Thr Ser Lys He Asp Glu Val Leu Lys Tyr 
440 445 450 

Tyr Leu He Arg Asp Gly Cys Val Ser Asp Asp Ser Val Lys Gin 
455 460 465 

Tyr Thr Ser Arg Asp His Leu Ala Lys His Phe Gin Val Pro Val 
470 475 480 

Phe Lys Phe Val Gly Lys Asp His Lys Glu Val Phe Leu His Cys 
485 490 495 

Arg Val Leu Val Cys Gly Val Leu Asp Glu Arg Ser Arg Cys Ala 
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500 505 510 

Gin Gly Cys His Arg Arg Met Arg Arg Gly Ala Gly Gly Glu Asp 
515 520 " 525 

Ser Ala Gly Leu Gin Gly Gin Thr Leu Thr Gly Gly Pro lie Arg 
530 535 1 540 

lie Asp Trp Glu Asp 
545 

<210> 329 

<211> 2063 

<212> DNA 

<213> Homo Sapien 

<400> 329 



gagagaggca 


gcagcttgct 


cagcggacaa ggatgctggg 


cgtgagggac 


50 


caaggcctgc 


cctgcactcg 


ggcctcctcc 


agccagtgct 


gaccagggac 


100 


ttctgacctg 


ctggccagcc 


aggacctgtg 


tggggaggcc 


ctcctgctgc 


150 


cttggggtga 


caatctcagc 


tccaggctac 


agggagaccg 


ggaggatcac 


200 


agagccagca 


tgttacagga 


tcctgacagt 


gatcaacctc 


tgaacagcct 


250 


cgatgtcaaa 


cccctgcgca 


aaccccgtat 


ccccatggag 


accttcagaa 


300 


aggtggggat 


ccccatcatc 


atagcactac 


tgagcctggc 


gagtatcatc 


350 


attgtggttg 


tcctcatcaa 


ggtgattctg 


gataaatact 


acttcctctg 


400 


cgggcagcct 


ctccacttca 


tcccgaggaa 


gcagctgtgt 


gacggagagc 


450 


tggactgtcc 


cttgggggag 


gacgaggagc 


actgtgtcaa 


gagcttcccc 


500 


gaagggcctg 


cagtggcagt 


ccgcctctcc 


aaggaccgat 


ccacactgca 


550 


ggtgctggac 


tcggccacag 


ggaactggtt 


ctctgcctgt 


ttcgacaact 


600 


tcacagaagc 


tctcgctgag 


acagcctgta 


ggcagatggg 


ctacagcaga 


650 


gctgtggaga 


ttggcccaga 


ccaggatctg 


gatgttgttg 


aaatcacaga 


700 


aaacagccag 


gagcttcgca 


tgcggaactc 


aagtgggccc 


tgtctctcag 


750 


gctccctggt 


ctccctgcac 


tgtcttgcct 


gtgggaagag 


cctgaagacc 


800 


ccccgtgtgg 


tgggtgggga 


ggaggcctct 


gtggattctt 


ggccttggca 


850 


ggtcagcatc 


cagtacgaca 


aacagcacgt 


ctgtggaggg 


agcatcctgg 


900 


acccccactg 


ggtcctcacg 


gcagcccact 


gcttcaggaa 


acataccgat 


950 


gtgttcaact 


ggaaggtgcg 


ggcaggctca 


gacaaactgg 


gcagcttccc 


1000 


atccctggct 


gtggccaaga 


tcatcatcat 


tgaattcaac 


cccatgtacc 


1050 
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ccaaagacaa 


tgacatcgcc 


ctcatgaagc 


tgcagttccc 


actcactttc 


1100 




tcaggcacag 


tcaggcccat 


ctgtctgccc 


ttctttgatg 


aggagctcac 


1150 




tccagccacc 


ccactctgga 


tcattggatg 


gggctttacg 


aagcagaatg 


1200 




gagggaagat 


gtctgacata 


ctgctgcagg 


cgtcagtcca 


ggtcattgac 


1250 




agcacacggt 


gcaatgcaga 


cgatgcgtac 


cagggggaag 


tcaccgagaa 


1300 




gatgatgtgt 


gcaggcatcc 


cggaaggggg 


tgtggacacc 


tgccagggtg 


1350 




acagtggtgg 


gcccctgatg 


taccaatctg 


accagtggca 


tgtggtgggc 


1400 




atcgttagct 


ggggctatgg 


ctgcgggggc 


ccgagcaccc 


caggagtata 


1450 




caccaaggtc 


tcagcctatc 


tcaactggat 


ctacaatgtc 


tggaaggctg 


1500 




agctgtaatg 


ctgctgcccc 


tttgcagtgc 


tgggagccgc 


ttccttcctg 


1550 




ccctgcccac 


ctggggatcc 


cccaaagtca 


gacacagagc 


aagagtcccc 


1600 


C) 


ttgggtacac 


ccctctgccc 


acagcctcag 


catttcttgg 


agcagcaaag 


1650 


ggcctcaatt 


cctgtaagag 


accctcgcag 


cccagaggcg 


cccagaggaa 


1700 


II! 

•Pi : 


gtcagcagcc 


ctagctcggc 


cacacttggt 


gctcccagca 


tcccagggag 


1750 




agacacagcc 


cactgaacaa 


ggtctcaggg 


gtattgctaa 


gccaagaagg 


1800 




aactttccca 


cactactgaa 


tggaagcagg 


ctgtcttgta 


aaagcccaga 


1850 




f~_cir~> ct~ cr1~ ocfcr 


^ *-y y a y a y y cL 






ci c c* c*i~ ai~ c ccr 


1900 




tcttcaccca 


tccccaagcc 


tactagagca 


agaaaccagt 


tgtaatataa 


1950 


L : 

V I 


aatgcactgc 


cctactgttg 


gtatgactac 


cgttacctac 


tgttgtcatt 


2000 


III 


gttattacag 


ctatggccac 


tattattaaa 


gagctgtgta 


acatctctgg 


2050 



caaaaaaaaa aaa 2 063 

<210> 330 

<211> 432 

<212> PRT 

<213> Homo Sapien 

<400> 330 

Met Leu Gin Asp Pro Asp Ser Asp Gin Pro Leu Asn Ser Leu Asp 
1 5 10 . 15 

Val Lys Pro Leu Arg Lys Pro Arg lie Pro Met Glu Thr Phe Arg 

20 25 30 

Lys Val Gly lie Pro lie lie lie Ala Leu Leu Ser Leu Ala Ser 
35 40 45 

He He He Val Val Val Leu He Lys Val He Leu Asp Lys Tyr 
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50 55 60 

Tyr Phe Leu Cys Gly Gin Pro Leu His Phe lie Pro Arg Lys Gin 

65 70 75 

Leu Cys Asp Gly Glu Leu Asp Cys Pro Leu Gly Glu Asp Glu Glu 

80 85 90 

His Cys Val Lys Ser Phe Pro Glu Gly Pro Ala Val Ala Val Arg 

95 100 105 

Leu Ser Lys Asp Arg Ser Thr Leu Gin Val Leu Asp Ser Ala Thr 

110 115 120 

Gly Asn Trp Phe Ser Ala Cys Phe Asp Asn Phe Thr Glu Ala Leu 

125 130 135 

Ala Glu Thr Ala Cys Arg Gin Met Gly Tyr Ser Arg Ala Val Glu 

140 145 150 

lie Gly Pro Asp Gin Asp Leu Asp Val Val Glu lie Thr Glu Asn 

155 ~ 160 165 

Ser Gin Glu Leu Arg Met Arg Asn Ser Ser Gly Pro Cys Leu Ser 

170 175 " " 180 

Gly Ser Leu Val Ser Leu His Cys Leu Ala Cys Gly Lys Ser Leu 

185 * 190 " ~ 195 

Lys Thr Pro Arg Val Val Gly Gly Glu Glu Ala Ser Val Asp Ser 

200 205 210 

Trp Pro Trp Gin Val Ser lie Gin Tyr Asp Lys Gin His Val Cys 

215 " 220 225 

Gly Gly Ser lie Leu Asp Pro His Trp Val Leu Thr Ala Ala His 

230 235 240 

Cys Phe Arg Lys His Thr Asp Val Phe Asn Trp Lys Val Arg Ala 

245 250 255 

Gly Ser Asp Lys Leu Gly Ser Phe Pro Ser Leu Ala Val Ala Lys 

260 265 270 

lie lie lie lie Glu Phe Asn Pro Met Tyr Pro Lys Asp Asn Asp 

275 280 " ^ 285 

lie Ala Leu Met Lys Leu Gin Phe Pro Leu Thr Phe Ser Gly Thr 

290 295 ^ 300 

Val Arg Pro lie Cys Leu Pro Phe Phe Asp Glu Glu Leu Thr Pro 

305 310 315 

Ala Thr Pro Leu Trp He He Gly Trp Gly Phe Thr Lys Gin Asn 

320 325 330 

Gly Gly Lys Met Ser Asp He Leu Leu Gin Ala Ser Val Gin Val 

335 340 345 
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lie Asp Ser Thr Arg 
350 

Val Thr Glu Lys Met 

365 

Asp Thr Cys Gin Gly 
380 

Asp Gin Trp His Val 
395 

Gly Gly Pro Ser Thr 
410 

Leu Asn Trp lie Tyr 
425 

<210> 331 
<211> 1797 
<212> DNA 
<213> Homo Sapien 



■P : i 


<400> 331 
agtggttcga 


tgggaaggat 


ctttctccaa 


gtggttcctc 


ttgaggggag 


50 


W\ 

i 

IpS 


catttctgct 


ggctccagga 


ctttggccat 


ctataaagct 


tggcaatgag 


100 


s p; 


aaataagaaa 


attctcaagg 


aggacgagct 


cttgagtgag 


acccaacaag 


150 


ffii 


ctgcttttca 


ccaaattgca 


atggagcctt 


tcgaaatcaa 


tgttccaaag 


200 


Q 


cccaagagga 


gaaatggggt 


gaacttctcc 


ctagctgtgg 


tggtcatcta 


250 


si , : 


cctgatcctg 


ctcaccgctg 


gcgctgggct 


gctggtggtc 


caagttctga 


300 




atctgcaggc 


gcggctccgg 


gtcctggaga 


tgtatttcct 


caatgacact 


350 


in 1 


ctggcggctg 


aggacagccc 


gtccttctcc 


ttgctgcagt 


cagcacaccc 


400 




tggagaacac 


ctggctcagg 


gtgcatcgag 


gctgcaagtc 


ctgcaggccc 


450 




aactcacctg 


ggtccgcgtc 


agccatgagc 


acttgctgca 


gcgggtagac 


500 




aacttcactc 


agaacccagg 


gatgttcaga 


atcaaaggtg 


aacaaggcgc 


550 




cccaggtctt 


caaggtcaca 


agggggccat 


gggcatgcct 


ggtgcccctg 


600 




gcccgccggg 


accacctgct 


gagaagggag 


ccaagggggc 


tatgggacga 


650 




gatggagcaa 


caggcccctc 


gggaccccaa 


ggcccaccgg 


gagtcaaggg 


700 




agaggcgggc 


ctccaaggac 


cccagggtgc 


tccagggaag 


caaggagcca 


750 




ctggcacccc 


aggaccccaa 


ggagagaagg 


gcagcaaagg 


cgatgggggt 


800 




ctcattggcc 


caaaagggga 


aactggaact 


aagggagaga 


aaggagacct 


850 
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Cys Asn Ala Asp Asp Ala Tyr Gin Gly Glu 
3 55 3 60 

Met Cys Ala Gly lie Pro Glu Gly Gly Val 
370 375 

Asp Ser Gly Gly Pro Leu Met Tyr Gin Ser 
385 390 

Val Gly lie Val Ser Trp Gly Tyr Gly Cys 
400 405 

Pro Gly Val Tyr Thr Lys Val Ser Ala Tyr 
415 420 

Asn Val Trp Lys Ala Glu Leu 
43 0 



gggtctccca 


ggaagcaaag 


gggacagggg 


catgaaagga 


gatgcagggg 


900 


tcatggggcc 


tcctggagcc 


caggggagta 


aaggtgactt 


cgggaggcca 


950 


ggcccaccag 


gtttggctgg 


ttttcctgga 


gctaaaggag 


atcaaggaca 


1000 


acctggactg 


cagggtgttc 


cgggccctcc 


tggtgcagtg 


ggacacccag 


1050 


gtgccaaggg 


tgagcctggc 


agtgctggct 


cccctgggcg 


agcaggactt 


1100 


ccagggagcc 


ccgggagtcc 


aggagccaca 


ggcctgaaag 


gaagcaaagg 


1150 


ggacacagga 


cttcaaggac 


agcaaggaag 


aaaaggagaa 


tcaggagttc 


1200 


caggccctgc 


aggtgtgaag 


ggagaacagg 


ggagcccagg 


gctggcaggt 


1250 


cccaagggag 


cccctggaca 


agctggccag 


aagggagacc 


agggagtgaa 


1300 


aggatcttct 


ggggagcaag 


gagtaaaggg 


agaaaaaggt 


gaaagaggtg 


1350 


aaaactcagt 


gtccgtcagg 


attgtcggca 


gtagtaaccg 


aggccgggct 


1400 


gaagtttact 


acagtggtac 


ctgggggaca 


atttgcgatg 


acgagtggca 


1450 


aaattctgat 


gccattgtct 


tctgccgcat 


gctgggttac 


tccaaaggaa 


1500 


gggccctgta 


caaagtggga 


gctggcactg 


ggcagatctg 


gctggataat 


1550 


gttcagtgtc 


ggggcacgga 


gagtaccctg 


tggagctgca 


ccaagaatag 


1600 


cfccrcicrcrr'ps t~ 

j ^jy y v. ■ ^ 04- 


r i r5t~cfr5r , t~crr , 3 

Cl y G4.V_ -y V — d 


y ^v^ct^y cy y o. 


y y GL^y ^.ciy y \^ 


gtggagtgca 


1650 


gcgtctgacc 


cggaaaccct 


ttcacttctc 


tgctcccgag 


gtgtcctcgg 


1700 


gctcatatgt 


gggaaggcag 


aggatctctg 


aggagttccc 


tggggacaac 


1750 


tgagcagcct 


ctggagaggg 


gccattaata 


aagctcaaca 


tcattga 1797 



<210> 332 
<211> 520 
<212> PRT 
<213> Homo Sapien 

<400> 332 

Met Arg Asn Lys Lys lie Leu Lys Glu Asp Glu Leu Leu Ser Glu 

1 5 10 15 

Thr Gin Gin Ala Ala Phe His Gin lie Ala Met Glu Pro Phe Glu 

20 25 30 

lie Asn Val Pro Lys Pro Lys Arg Arg Asn Gly Val Asn Phe Ser 

35 40 45 

Leu Ala Val Val Val He Tyr Leu He Leu Leu Thr Ala Gly Ala 

50 55 60 

Gly Leu Leu Val Val Gin Val Leu Asn Leu Gin Ala Arg Leu Arg 

65 70 " 75 
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Val Leu Glu Met Tyr Phe Leu Asn Asp Thr Leu Ala Ala Glu Asp 
80 85 90 



Ser Pro Ser Phe Ser Leu Leu Gin Ser Ala His Pro Gly Glu His 
95 100 105 

Leu Ala Gin Gly Ala Ser Arg Leu Gin Val Leu Gin Ala Gin Leu 
110 115 120 

Thr Trp Val Arg Val Ser His Glu His Leu Leu Gin Arg Val Asp 
125 130 135 

Asn Phe Thr Gin Asn Pro Gly Met Phe Arg lie Lys Gly Glu Gin 
140 145 150 

Gly Ala Pro Gly Leu Gin Gly His Lys Gly Ala Met Gly Met Pro 
155 160 165 

Gly Ala Pro Gly Pro Pro Gly Pro Pro Ala Glu Lys Gly Ala Lys 
170 175 180 

Gly Ala Met Gly Arg Asp Gly Ala Thr Gly Pro Ser Gly Pro Gin 
185 190 195 

Gly Pro Pro Gly Val Lys Gly Glu Ala Gly Leu Gin Gly Pro Gin 

O 2 00 2 05 210 

s 

yi 

Rj Gly Ala Pro Gly Lys Gin Gly Ala Thr Gly Thr Pro Gly Pro Gin 

If! 215 220 225 

J£ Gly Glu Lys Gly Ser Lys Gly Asp Gly Gly Leu lie Gly Pro Lys 

" 230 235 240 

a 

p Gly Glu Thr Gly Thr Lys Gly Glu Lys Gly Asp Leu Gly Leu Pro 

245 250 255 

[IT Gly Ser Lys Gly Asp Arg Gly Met Lys Gly Asp Ala Gly Val Met 
Ul " 260 265 270 

fl : { Gly Pro Pro Gly Ala Gin Gly Ser Lys Gly Asp Phe Gly Arg Pro 

275 280 285 

Gly Pro Pro Gly Leu Ala Gly Phe Pro Gly Ala Lys Gly Asp Gin 
290 295 300 

Gly Gin Pro Gly Leu Gin Gly Val Pro Gly Pro Pro Gly Ala Val 
305 310 315 

Gly His Pro Gly Ala Lys Gly Glu Pro Gly Ser Ala Gly Ser Pro 
320 ^ 325 ~ 330 

Gly Arg Ala Gly Leu Pro Gly Ser Pro Gly Ser Pro Gly Ala Thr 
335 340 345 

Gly Leu Lys Gly Ser Lys Gly Asp Thr Gly Leu Gin Gly Gin Gin 
350 355 360 

Gly Arg Lys Gly Glu Ser Gly Val Pro Gly Pro Ala Gly Val Lys 
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365 

Gly Glu Gin Gly Ser 
380 

Gly Gin Ala Gly Gin 
395 

Gly Glu Gin Gly Val 
410 

Ser Val Ser Val Arg 
425 

Glu Val Tyr Tyr Ser 
440 

Trp Gin Asn Ser Asp 
455 

Ser Lys Gly Arg Ala 
470 

lie Trp Leu Asp Asn 
485 

Trp Ser Cys Thr Lys 
500 

Glu Glu Asp Ala Gly 
515 

:210> 333 

:211> 2340 

212> DNA 

213 > Homo Sapien 

400> 333 



gggctgttga 


tttgtggggg 


attttgaaga 


gaggaggaat 


aggaggaagg 


50 


ggttgagggg 


ctgcctctgg 


catatgcaca 


cactcacaca 


ttctgtcaca 


100 


cccgtcacac 


acacatacca 


tgttctccat 


ccccccaggt 


ccagccctca 


150 


gtgctgtccc 


atccagcagg 


gctaccctga 


agctctggct 


gcagccctcc 


200 


cgtccagtgg 


gcaggcggct 


tcatccctcc 


tttctctccc 


aaagcccaac 


250 


tgctgtcact 


gcatgctctg 


ccaaggagga 


gggaactgca 


gtgacagcag 


300 


gagtaagagt 


gggaggcagg 


acagagctgg 


gacacaggta 


tggagagggg 


350 


gttcagcgag 


cctagagagg 


gcagactatc 


agggtgccgg 


cggtgagaat 


400 


ccagggagag 


gagcggaaac 


agaagagggg 


cagaagaccg 


gggcacttgt 


450 


gggttgcaga 


gcccctcagc 


catgttggga 


gccaagccac 


actggctacc 


500 



518 



370 375 

Pro Gly Leu Ala Gly Pro Lys Gly Ala Pro 
385 ~ " 390 

Lys Gly Asp Gin Gly Val Lys Gly Ser Ser 
400 405 

Lys Gly Glu Lys Gly Glu Arg Gly Glu Asn 
415 420 

lie Val Gly Ser Ser Asn Arg Gly Arg Ala 
430 435 

Gly Thr Trp Gly Thr lie Cys Asp Asp Glu 
445 450 

Ala lie Val Phe Cys Arg Met Leu Gly Tyr 
460 465 

Leu Tyr Lys Val Gly Ala Gly Thr Gly Gin 
475 480 

Val Gin Cys Arg Gly Thr Glu Ser Thr Leu 
490 495 

Asn Ser Trp Gly His His Asp Cys Ser His 
505 510 

Val Glu Cys Ser Val 
520 



aggtccccta 


cacagtcccg 


ggctgccctt 


ggttctggtg 


cttctggccc 


550 


tgggggccgg 


gtgggcccag 


gaggggtcag 


agcccgtcct 


gctggagggg 


600 


gagtgcctgg 


tggtctgtga 


gcctggccga 


gctgctgcag 


gggggcccgg 


650 


gggagcagcc 


ctgggagagg 


caccccctgg 


gcgagtggca 


tttgctgcgg 


700 


tccgaagcca 


ccaccatgag 


ccagcagggg 


aaaccggcaa 


tggcaccagt 


750 


ggggccatct 


acttcgacca 


ggtcctggtg 


aacgagggcg 


gtggctttga 


800 


ccgggcctct 


ggctccttcg 


tagcccctgt 


ccggggtgtc 


tacagcttcc 


850 


ggttccatgt 


ggtgaaggtg 


tacaaccgcc 


aaactgtcca 


ggtgagcctg 


900 


atgctgaaca 


cgtggcctgt 


catctcagcc 


tttgccaatg 


atcctgacgt 


950 


gacccgggag 


gcagccacca 


gctctgtgct 


actgcccttg 


gaccctgggg 


1000 


accgagtgtc 


tctgcgcctg 


cgtcggggga 


atctactggg 


tggttggaaa 


1050 


tactcaagtt 


tctctggctt 


cctcatcttc 


cctctctgag 


gacccaagtc 


1100 


tttcaagcac 


aagaatccag 


cccctgacaa 


ctttcttctg 


ccctctcttg 


1150 


ccccagaaac 


agcagaggca 


ggagagagac 


tccctctggc 


tcctatccca 


1200 


cctctttgca 


tgggaccctg 


tgccaaacac 


ccaagtttaa 


gagaagagta 


1250 


gagctgtggc 


atctccagac 


caggcctttc 


cacccaccca 


cccccagtta 


1300 


ccctcccagc 


cacctgctgc 


atctgttcct 


gcctgcagcc 


ctaggatcag 


1350 


ggcaaggttt 


ggcaagaagg 


aagatctgca 


ctactttgcg 


gcctctgctc 


1400 


ctccggttcc 


cccaccccag 


cttcctgctc 


aatgctgatc 


agggacaggt 


1450 


ggcgcaggtg 


agcctgacag 


gcccccacag 


gagcccagat 


ggacaagcct 


1500 


cagcgtaccc 


tgcaggcttc 


ttcctgtgag 


gaaagccagc 


atcacggatc 


1550 


tcagccagca 


ccgtcagaag 


ctgagccagc 


accgtatggg 


ctagggtggg 


1600 


aggctcagcc 


acaggcagaa 


gggtgggaag 


ggcctggagt 


ctgtggctgg 


1650 


tgaggaagga 


aggagggtgt 


attgtctaga 


ctgaacatgg 


tacacattct 


1700 


gcatgtatag 


cagagcagcc 


agcaggtagc 


aatcctggct 


gtccttctat 


1750 


/T/"1 "f - /T/~f "Zi "}"" /~1 /~l /"I 

y^tyydLCCC 


/— r —j 4— f-ys-r -s> /"i ¥• /"i 

agatyyaCLC 


4- /T f** f~\ /~i »— i 4— 4— 

LyyCCCLtaC 


/"i 4~ /"i /~i *~\ /~i /~i ^ 

CLCCCCdCCL 


gagau uaggg 




tgagtgtgtt 


tgctctggct 


gagagcagag 


ctgagagcag 


gtatacagag 


1850 


ctggaagtgg 


accatggaaa 


acatcgataa 


ccatgcatcc 


tcttgcttgg 


1900 


ccacctcctg 


aaactgctcc 


acctttgaag 


tttgaacttt 


agtccctcca 


1950 
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cactctgact gctgcctcct tcctcccagc tctctcactg agttatcttc 2000 

actgtacctg ttccagcata tccccactat ctctctttct cctgatctgt 2050 

gctgtcttat tctcctcctt aggcttccta ttacctggga ttccatgatt 2100 

cattccttca gaccctctcc tgccagtatg ctaaaccctc cctctctctt 2150 

tcttatcccg ctgtcccatt ggcccagcct ggatgaatct atcaataaaa 22 00 

caactagaga atggtggtca gtgagacact atagaattac taaggagaag 2250 

atgcctctgg agtttggatc gggtgttaca ggtacaagta ggtatgttgc 23 00 

agaggaaaat aaatatcaaa ctgtatacta aaattaaaaa 234 0 

<210> 334 
<211> 205 
<212> PRT 
<213> Homo Sapien 

<400> 334 

Met Leu Gly Ala Lys Pro His Trp Leu Pro Gly Pro Leu His Ser 
15 10 15 

Pro Gly Leu Pro Leu Val Leu Val Leu Leu Ala Leu Gly Ala Gly 
20 25 30 

Trp Ala Gin Glu Gly Ser Glu Pro Val Leu Leu Glu Gly Glu Cys 
35 40 45 

Leu Val Val Cys Glu Pro Gly Arg Ala Ala Ala Gly Gly Pro Gly 
50 55 60 

Gly Ala Ala Leu Gly Glu Ala Pro Pro Gly Arg Val Ala Phe Ala 
65 70 75 

Ala Val Arg Ser His His His Glu Pro Ala Gly Glu Thr Gly Asn 
80 85 90 

Gly Thr Ser Gly Ala He Tyr Phe Asp Gin Val Leu Val Asn Glu 
95 100 105 

Gly Gly Gly Phe Asp Arg Ala Ser Gly Ser Phe Val Ala Pro Val 
110 115 120 

Arg Gly Val Tyr Ser Phe Arg Phe His Val Val Lys Val Tyr Asn 
125 ~ 130 " ~ 135 

Arg Gin Thr Val Gin Val Ser Leu Met Leu Asn Thr Trp Pro Val 
140 145 150 

He Ser Ala Phe Ala Asn Asp Pro Asp Val Thr Arg Glu Ala Ala 
155 160 165 

Thr Ser Ser Val Leu Leu Pro Leu Asp Pro Gly Asp Arg Val Ser 
170 175 180 
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Leu Arg Leu Arg Arg Gly Asn Leu Leu Gly Gly Trp Lys Tyr Ser 
185 190 195 

Ser Phe Ser Gly Phe Leu lie Phe Pro Leu 
200 205 

210> 335 
211> 1570 
212 > DNA 

213 > Homo Sapien 
400> 335 



gctgtttctc 


tcgcgccacc 


actggccgcc 


ggccgcagct 


ccaggtgtcc 


50 


tagccgccca 


gcctcgacgc 


cgtcccggga 


cccctgtgct 


ctgcgcgaag 


100 


ccctggcccc 


gggggccggg 


gcatgggcca 


ggggcgcggg 


gtgaagcggc 


150 


ttcccgcggg 


gccgtgactg 


ggcgggcttc 


agccatgaag 


accctcatag 


200 


ccgcctactc 


cggggtcctg 


cgcggcgagc 


gtcaggccga 


ggctgaccgg 


250 


agccagcgct 


ctcacggagg 
— > — > — > —> 


acctgcgctg 


tcgcgcgagg 


ggtctgggag 


300 


atggggcact 


ggatccagca 


tcctctccgc 


cctccaggac 


ctcttctctg 


350 


tcacctggct 


caataggtcc 


aaggtggaaa 


agcagctaca 


ggtcatctca 


400 


qtqctccaqt 


qqqtcctqtc 


cttccttgta 


Ctqqqaqtqq 

J J J J ZJ ZJ 


cctgcagtgc 


450 


catcctcatg 


tacatattct 


gcactgattg 


ctgqctcatc 
— i — * 


gctgtgctct 


500 


acttcacttg 


gctggtgttt 


gactggaaca 


cacccaagaa 
—> 


aggtggcagg 
— * — > — ' — * — ' — * 


550 


aggtcacagt 


gggtccgaaa 


ctgggctgtg 


tggcgctact 


ttcgagacta 


600 


ctttcccatc 


cagctggtga 


agacacacaa 


cctgctgacc 


accaggaact 


650 


atatctttgg 


ataccacccc 


catggtatca 


tgggcctggg 


tgccttctgc 


700 


aacttcagca 


cagaggccac 


agaagtgagc 


aagaagttcc 


caggcatacg 


750 


gccttacctg 


gctacactgg 


caggcaactt 


ccgaatgcct 


gtgttgaggg 


800 


agtacctgat 


gtctggaggt 


atctgccctg 


tcagccggga 


caccatagac 


850 


tatttgcttt 


caaagaatgg 


gagtggcaat 


gctatcatca 


tcgtggtcgg 


900 


gggtgcggct 


gagtctctga 


gctccatgcc 


tggcaagaat 


gcagtcaccc 


950 


tgcggaaccg 


caagggcttt 


gtgaaactgg 


ccctgcgtca 


tggagctgac 


1000 


ctggttccca 


tctactcctt 


tggagagaat 


gaagtgtaca 


agcaggtgat 


1050 


cttcgaggag 


ggctcctggg 


gccgatgggt 


ccagaagaag 


ttccagaaat 


1100 


acattggttt 


cgccccatgc 


atcttccatg 


gtcgaggcct 


cttctcctcc 


1150 
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gacacctggg ggctggtgcc ctactccaag cccatcacca ctgttgtggg 1200 

agagcccatc accatcccca agctggagca cccaacccag caagacatcg 1250 

acctgtacca caccatgtac atggaggccc tggtgaagct cttcgacaag 13 00 

cacaagacca agttcggcct cccggagact gaggtcctgg aggtgaactg 1350 

agccagcctt cggggccaat tccctggagg aaccagctgc aaatcacttt 1400 

tttgctctgt aaatttggaa gtgtcatggg tgtctgtggg ttatttaaaa 1450 

gaaattataa caattttgct aaaccaaaaa aaaaaaaaaa aaaaaaaaaa 1500 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1550 

aaaaaaaaaa aaaaaaaaaa 1570 

<210> 336 

<211> 388 

<212> PRT 

<213> Homo Sapien 

<400> 336 

Met Lys Thr Leu lie Ala Ala Tyr Ser Gly Val Leu Arg Gly Glu 
15 10 15 

Arg Gin Ala Glu Ala Asp Arg Ser Gin Arg Ser His Gly Gly Pro 
20 25 30 

Ala Leu Ser Arg Glu Gly Ser Gly Arg Trp Gly Thr Gly Ser Ser 
35 40 45 

lie Leu Ser Ala Leu Gin Asp Leu Phe Ser Val Thr Trp Leu Asn 
50 55 60 

Arg Ser Lys Val Glu Lys Gin Leu Gin Val lie Ser Val Leu Gin 
65 70 75 

Trp Val Leu Ser Phe Leu Val Leu Gly Val Ala Cys Ser Ala lie 
80 85 90 

Leu Met Tyr lie Phe Cys Thr Asp Cys Trp Leu lie Ala Val Leu 
95 ^ 100 105 

Tyr Phe Thr Trp Leu Val Phe Asp Trp Asn Thr Pro Lys Lys Gly 
110 115 120 

Gly Arg Arg Ser Gin Trp Val Arg Asn Trp Ala Val Trp Arg Tyr 
125 130 135 

Phe Arg Asp Tyr Phe Pro lie Gin Leu Val Lys Thr His Asn Leu 
140 145 150 

Leu Thr Thr Arg Asn Tyr lie Phe Gly Tyr His Pro His Gly lie 
155 160 165 

Met Gly Leu Gly Ala Phe Cys Asn Phe Ser Thr Glu Ala Thr Glu 
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170 175 180 

Val Ser Lys Lys Phe Pro Gly lie Arg Pro Tyr Leu Ala Thr Leu 
185 * 190 195 

Ala Gly Asn Phe Arg Met Pro Val Leu Arg Glu Tyr Leu Met Ser 
200 205 210 

Gly Gly lie Cys Pro Val Ser Arg Asp Thr lie Asp Tyr Leu Leu 
215 220 225 

Ser Lys Asn Gly Ser Gly Asn Ala He He He Val Val Gly Gly 
230 235 240 

Ala Ala Glu Ser Leu Ser Ser Met Pro Gly Lys Asn Ala Val Thr 
245 250 255 

Leu Arg Asn Arg Lys Gly Phe Val Lys Leu Ala Leu Arg His Gly 
260 265 270 

Ala Asp Leu Val Pro He Tyr Ser Phe Gly Glu Asn Glu Val Tyr 
275 280 285 

Lys Gin Val He Phe Glu Glu Gly Ser Trp Gly Arg Trp Val Gin 
290 295 300 

Lys Lys Phe Gin Lys Tyr He Gly Phe Ala Pro Cys He Phe His 
305 310 315 

Gly Arg Gly Leu Phe Ser Ser Asp Thr Trp Gly Leu Val Pro Tyr 
320 325 330 

Ser Lys Pro He Thr Thr Val Val Gly Glu Pro He Thr He Pro 
335 340 345 

Lys Leu Glu His Pro Thr Gin Gin Asp He Asp Leu Tyr His Thr 
350 355 360 

Met Tyr Met Glu Ala Leu Val Lys Leu Phe Asp Lys His Lys Thr 
365 370 375 

Lys Phe Gly Leu Pro Glu Thr Glu Val Leu Glu Val Asn 
380 385 

;210> 337 

:211> 3060 

;212> DNA 

:213> Homo Sapien 

:400> 337 

99g c g9 c ggg atgggggccg ggggcggcgg gcgccgcact cgctgaggcc 50 
ccgacgcagg gccgggccgg gcccagggcc gaggagcgcg gcggccagag 100 
cggggccgcg gaggcgacgc cggggacgcc cgcgcgacga gcaggtggcg 150 
gcggctgcag gcttgtccag ccggaagccc tgagggcagc tgttcccact 2 00 
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ggctctgctg 


accttgtgcc 


ttggacggct 


gtcctcagcg 


aggggccgtg 


250 


cacccgctcc 


tgagcagcgc 


catgggcctg 


ctggccttcc 


tgaagaccca 


300 


gttcgtgctg 


cacctgctgg 


tcggctttgt 


cttcgtggtg 


agtggtctgg 


350 


tcatcaactt 


cgtccagctg 


tgcacgctgg 


cgctctggcc 


ggtcagcaag 


400 


cagctctacc 


gccgcctcaa 


ctgccgcctc 


gcctactcac 


tctggagcca 


450 


actggtcatg 


ctgctggagt 


ggtggtcctg 


cacggagtgt 


acactgttca 


500 


cggaccaggc 


cacggtagag 


cgctttggga 


aggagcacgc 


agtcatcatc 


550 


ctcaaccaca 


acttcgagat 


cgacttcctc 


tgtgggtgga 


ccatgtgtga 


600 


gcgcttcgga 


gtgctgggga 


gctccaaggt 


cctcgctaag 


aaggagctgc 


650 


tctacgtgcc 


cctcatcggc 


tggacgtggt 


actttctgga 


gattgtgttc 


700 


tgcaagcgga 


agtgggagga 


ggaccgggac 


accgtggtcg 


aagggctgag 


750 


gcgcctgtcg 


gactaccccg 


agtacatgtg 


gtttctcctg 


tactgcgagg 


800 


ggacgcgctt 


cacggagacc 


aagcaccgcg 


ttagcatgga 


ggtggcggct 


850 


gctaaggggc 


ttcctgtcct 


caagtaccac 


ctgctgccgc 


ggaccaaggg 


900 


cttcaccacc 


gcagtcaagt 


gcctccgggg 


gacagtcgca 


gctgtctatg 


950 


atgtaaccct 


gaacttcaga 


ggaaacaaga 


acccgtccct 


gctggggatc 


1000 


ctctacggga 


agaagtacga 


ggcggacatg 


tgcgtgagga 


gatttcctct 


1050 


ggaagacatc 


ccgctggatg 


aaaaggaagc 


agctcagtgg 


cttcataaac 


1100 


tgtaccagga 


gaaggacgcg 


ctccaggaga 


tatataatca 


gaagggcatg 


1150 


tttccagggg 


agcagtttaa 


gcctgcccgg 


aggccgtgga 


ccctcctgaa 


1200 


cttcctgtcc 


tgggccacca 


ttctcctgtc 


tcccctcttc 


agttttgtct 


1250 


tgggcgtctt 


tgccagcgga 


tcacctctcc 


tgatcctgac 


tttcttgggg 


1300 


tttgtgggag 


cagcttcctt 


tggagttcgc 


agactgatag 


gagaatcgct 


1350 


tgaacctggg 


aggtggagat 


tgcagtgagc 


tgagatggca 


tcactgtact 


1400 


ccagcctagg 


caacagagca 


agactcagtc 


tcaaaaaaaa 


aaaaaaacaa 


1450 


aaaaacccca 


gaaafc tctgg 


agt tgaactg 


tat acrt tact 


gacatgaaaa 


1500 


attcactaga 


ggctgaacag 


cagatttgag 


caggcagaaa 


aaaatcagca 


1550 


agcttgaaga 


tggtaccttg 


agatttttca 


ggctaatgaa 


aaaagaatga 


1600 


aggaaaatta 


acagcctcag 


agacccatgg 


tgcaccgtca 


cacaaatcaa 


1650 
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catatgcatg 


atgagagtcc 


cagaaggaga 


ggagagaaag 


ggtcagaaag 


1700 


aatggccaca 


agctgatgaa 


aaacagtaac 


ctacccactc 


aggaagctca 


1750 


gtgaactcca 


atgaggatga 


atatcagaga 


tccacaccta 


gatatttcat 


1800 


aatcaaagtg 


tcaaatgaca 


aagaatcttg 


aaagcagcaa 


gagatgagca 


1850 


acttatcttg 


ttcaaaggat 


ctttgatcag 


attaacagct 


catttctcct 


1900 


cagaaatcat 


gggagccagg 


agatagtggg 


atgaacactg 


ttgaaggcaa 


1950 


aaccttcaac 


tgtaattatt 


ggacttttga 


gtcttagatg 


gtcctgacct 


2000 


ctttgtcttc 


agggacagtt 


tttcaattta 


atccctaata 


acaattagtc 


2050 


aagcttcctt 


gacctgtagg 


aaggcctgtc 


tttaggccgg 


gcacagtggc 


2100 


ttacacctgt 


aatcccagca 


ctttgggagg 


cccagacggg 


tggatcattt 


2150 


ggggtcaggc 


tgatctcaaa 


ctcctgagtt 


caggtgatct 


gcccgcctca 


2200 


gcctcccaaa 


gtgttgtgat 


tgcaggcgtg 


agccactgcg 


cctggccgga 


2250 


atttcttttt 


aaggctgaat 


gatgggggcc 


aggcacgatg 


gctcacgcct 


2300 


gtgatcccaa 


gtagcttgga 


ttgtaaacat 


gcaccaccat 


gcctggctaa 


2350 


tttttgtatt 


tttagtagag 


acgtgttagc 


caggctggtc 


tcgatctcct 


2400 


gacctcaagt 


gaccacctgc 


ctcagcctcc 


caaagtactg 


ggattacagg 


2450 


cgtgagccac 


tgtgcctggc 


cttgagcatc 


ttgtgatgtg 


cttattggcc 


2500 


atttgtatat 


cttctatctt 


ctttggggaa 


atgtctgttc 


aagtcctttg 


2550 


cctttttaaa 


tttttattat 


ttatttattt 


atttattttg 


agacagggtc 


2600 


ttgttctgtt 


gcccaggctg 


gagtacagtg 


gcacagtctt 


ggctcactgc 


2650 


agcctcgacc 


tcctgggctg 


cagtgatcct 


cccacctcag 


cctcccttgt 


2700 


agctgtattt 


ttttgtattt 


tgtattttgt 


agctgtagtt 


tttgtatttt 


2750 


ttgtggagac 


agcatttcac 


catgatgccc 


aggctggtct 


tgaactcctg 


2800 


agctcaagtg 


atctgcctgc 


ttcagcctcc 


caaagtgctg 


ggattacaga 


2850 


catgagccac 


tgcacctggc 


aaactcccaa 


aattcaacac 


acacacacaa 


2900 


a. 0.0. ex \s ci ^ <^ c- 




yyy^y^yyy 


y^^yyy *~y L y 


yL-^^V. CI. CI C CX. 


2950 


ccagggagac 


tgaagtggga 


ggatcgcttg 


ggcatgagaa 


gtcgaggctg 


3000 


cagtgagtcg 


aggttgtgcg 


actgcattcc 


agcctggaca 


acagagtgag 


3050 


accctgtctc 


3060 
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<210> 338 
<211> 368 
<212> PRT 
<213> Homo Sapien 

<400> 338 

Met Gly Leu Leu Ala Phe Leu Lys Thr Gin Phe Val Leu His Leu 

1 5 10 15 

Leu Val Gly Phe Val Phe Val Val Ser Gly Leu Val lie Asn Phe 

20 25 30 

Val Gin Leu Cys Thr Leu Ala Leu Trp Pro Val Ser Lys Gin Leu 

35 40 45 

Tyr Arg Arg Leu Asn Cys Arg Leu Ala Tyr Ser Leu Trp Ser Gin 

50 55 60 

Leu Val Met Leu Leu Glu Trp Trp Ser Cys Thr Glu Cys Thr Leu 

65 70 75 

Phe Thr Asp Gin Ala Thr Val Glu Arg Phe Gly Lys Glu His Ala 

80 85 90 

Val lie lie Leu Asn His Asn Phe Glu lie Asp Phe Leu Cys Gly 

95 100 105 

Trp Thr Met Cys Glu Arg Phe Gly Val Leu Gly Ser Ser Lys Val 

110 ~ 115 12 0 

Leu Ala Lys Lys Glu Leu Leu Tyr Val Pro Leu lie Gly Trp Thr 

125 130 135 

Trp Tyr Phe Leu Glu lie Val Phe Cys Lys Arg Lys Trp Glu Glu 

14 0 ^ 14 5 150 

Asp Arg Asp Thr Val Val Glu Gly Leu Arg Arg Leu Ser Asp Tyr 

155 160 165 

Pro Glu Tyr Met Trp Phe Leu Leu Tyr Cys Glu Gly Thr Arg Phe 

170 175 180 

Thr Glu Thr Lys His Arg Val Ser Met Glu Val Ala Ala Ala Lys 

185 190 195 

Gly Leu Pro Val Leu Lys Tyr His Leu Leu Pro Arg Thr Lys Gly 

200 205 210 

Phe Thr Thr Ala Val Lys Cys Leu Arg Gly Thr Val Ala Ala Val 

215 220 225 

Tyr Asp Val Thr Leu Asn Phe Arg Gly Asn Lys Asn Pro Ser Leu 

230 235 240 

Leu Gly lie Leu Tyr Gly Lys Lys Tyr Glu Ala Asp Met Cys Val 

245 250 ~ 255 

Arg Arg Phe Pro Leu Glu Asp lie Pro Leu Asp Glu Lys Glu Ala 
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260 265 270 

Ala Gin Trp Leu His Lys Leu Tyr Gin Glu Lys Asp Ala Leu Gin 
275 280 285 

Glu lie Tyr Asn Gin Lys Gly Met Phe Pro Gly Glu Gin Phe Lys 
290 295 300 

Pro Ala Arg Arg Pro Trp Thr Leu Leu Asn Phe Leu Ser Trp Ala 
3 05 310 315 

Thr lie Leu Leu Ser Pro Leu Phe Ser Phe Val Leu Gly Val Phe 

320 325 330 

Ala Ser Gly Ser Pro Leu Leu lie Leu Thr Phe Leu Gly Phe Val 
335 340 345 

Gly Ala Ala Ser Phe Gly Val Arg Arg Leu lie Gly Glu Ser Leu 
350 355 360 

Glu Pro Gly Arg Trp Arg Leu Gin 
365 

<210> 339 

<211> 1334 

<212> DNA 

<213> Homo Sapien 

<400> 339 



gatattcttt 


atttttaaga 


atctgaagta 


ctatgcatca 


ctccctccaa 


50 


tgtcctgggg 


cagccaccag 


gcatattcat 


ctttgtgtgt 


gtttttcttt 


100 


tgctttagca 


ctggggcact 


tcttgcttat 


ttctttggta 


ggaaaggggc 


150 


tcagtttgtc 


ttgtggggtt 


ggtggcaggc 


aggccggctt 


acgcctgata 


200 


cggccctggg 


ttagaaggga 


agggaagata 


aacttttata 


caaatgggga 


250 


tagctggggt 


ctgagacctg 


cttcctcagt 


aaaattcctg 


ggatctgcct 


300 


ataccttctt 


ttctctaacc 


tggcataccc 


tgcttaaagc 


ctctcagggc 


350 


ttctctctgt 


tcttaggatc 


aaagtattta 


gagctacaag 


agccctcatg 


400 


gtctggcccc 


tgcccccctg 


gccagcttca 


ttgtacatgt 


ggtgttctct 


450 


tgtcgttcct 


gtaatgtggt 


atgccatggg 


gtctttgcac 


aagcctttcc 


500 


tctttggctg 


gacactgttc 


cctgcccccc 


ccatactctt 


cctacttaat 


550 


atgtagtcat 


cctgcagatt 


tcaattctaa 


catcattttc 


tccagggatc 


600 


ctggcctgac 


agaatctcat 


cttgtttaat 


gctctcataa 


gaccacttgt 


650 


ttcccttttg 


cagcacttgc 


cactcagttg 


tatctttatg 


tgcgtttgtg 


700 


gttgtatggg 


ttgtgtctgt 


tccccagaat 


gcccagctct 


gagctgcgtg 


750 
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agggtcaagg 


gcattgctgt 


gcctgccagg 


tatagtgcct 


acatgtggtg 


800 


ggtgctcatg 


ttttagagac 


taaatggagg 


a 99 a 9 at gag 


gaaaagattg 


850 


aaatctctca 


gttcaccaga 


tggtgtaggg 


cccagcattg 


taaattcaca 


900 


cgttgactgt 


gcttgtgaat 


tatctgggga 


tgcaggtcct 


gattcagtag 


950 


gcccaggttg 


ggcatctcta 


acaaactccc 


acgtgatgct 


gatgctggtc 


1000 


ctatgaacta 


tactaaatag 


taagaatcta 


tggagccagg 


ctgggcatgg 


1050 


tggctcacac 


ctatgatccc 


agcactttgg 


gaggctgagg 


caggctgatc 


1100 


acctggagtc 


aggatttcaa 


gactagcctg 


gccaacatgg 


tggaacccca 


1150 


LL Ly L-Cl.OL.CtCl 


CtClCt UCiL^ClL^CiCL 


d u L-ciy v_ uy y y 


L-ciL-yy Ly y lq 


c;^i~£ir , r i 1~cri~ ^ 
^dL-y^v, uy u- a. 


1200 


gtcccagcta 


cttgggaggc 


tgaagcaaga 


gaatcgcttg 


aacctgggag 


1250 


gcggaggttg 


cagtgagccg 


agatcaggcc 


actgtattcc 


aaccagggtg 


1300 


acagagtgag 


actctatgtc 


caaaaaaaaa 


aaaa 1334 







<210> 340 
<211> 143 
<212> PRT 
<213> Homo Sapien 

<400> 340 

Met His His Ser Leu Gin Cys Pro Gly Ala Ala Thr Arg His lie 

15 10 15 

His Leu Cys Val Cys Phe Ser Phe Ala Leu Ala Leu Gly His Phe 

20 25 30 

Leu Leu lie Ser Leu Val Gly Lys Gly Leu Ser Leu Ser Cys Gly 

35 40 45 

Val Gly Gly Arg Gin Ala Gly Leu Arg Leu lie Arg Pro Trp Val 

50 55 60 

Arg Arg Glu Gly Lys lie Asn Phe Tyr Thr Asn Gly Asp Ser Trp 

65 70 75 

Gly Leu Arg Pro Ala Ser Ser Val Lys Phe Leu Gly Ser Ala Tyr 

80 85 90 

Thr Phe Phe Ser Leu Thr Trp His Thr Leu Leu Lys Ala Ser Gin 

95 100 105 

Gly Phe Ser Leu Phe Leu Gly Ser Lys Tyr Leu Glu Leu Gin Glu 



Pro Ser Trp Ser Gly Pro Cys Pro Pro Gly Gin Leu His Cys Thr 



110 



115 



120 



125 



130 



135 



Cys Gly Val 



Leu 



Leu 



Ser 



Phe Leu 
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140 



<210> 341 
<211> 783 
<212> DNA 
<213> Homo Sapien 

<400> 341 



cgccatggcc 


gggctatccc 


gcgggtccgc 


gcgcgcactg 


ctcgccgccc 


50 


tgctggcgtc 


gacgctgttg 


gcgctgctcg 


tgtcgcccgc 


gcggggtcgc 


100 


ggcggccggg 


accacgggga 


ctgggacgag 


gcctcccggc 


tgccgccgct 


150 


accaccccgc 


gaggacgcgg 


cgcgcgtggc 


ccgcttcgtg 


acgcacgtct 


200 


ccgactgggg 


cgctctggcc 


accatctcca 


cgctggaggc 


ggtgcgcggc 


250 


cggcccttcg 


ccgacgtcct 


ctcgctcagc 


gacgggcccc 


cgggcgcggg 


300 


cagcggcgtg 


ccctatttct 


acctgagccc 


gctgcagctc 


tccgtgagca 


350 


acctgcagga 


gaatccatat 


gctacactga 


ccatgacttt 


ggcacagacc 


400 


aacttctgca 


agaaacatgg 


atttgatcca 


caaagtcccc 


tttgtgttca 


450 


cataatgctg 


tcaggaactg 


tgaccaaggt 


gaatgaaaca 


gaaatggata 


500 


ttgcaaagca 


ttcgttattc 


attcgacacc 


ctgagatgaa 


aacctggcct 


550 


tccagccata 


attggttctt 


tgctaagttg 


aatataacca 


atatctgggt 


600 


cctggactac 


tttggtggac 


caaaaatcgt 


gacaccagaa 


gaatattata 


650 


atgtcacagt 


tcagtgaagc 


agactgtggt 


gaatttagca 


acacttatga 


700 


agtttcttaa 


agtggctcat 


acacacttaa 


aaggcttaat 


gtttctctgg 


750 


aaagcgtccc 


agaatattag 


ccagttttct 


gtc 783 







<210> 342 
<211> 220 
<212> PRT 
<213> Homo Sapien 

<400> 342 

Met Ala Gly Leu Ser Arg Gly Ser Ala Arg Ala Leu Leu Ala Ala 
15 10 15 

Leu Leu Ala Ser Thr Leu Leu Ala Leu Leu Val Ser Pro Ala Arg 
20 25 30 

Gly Arg Gly Gly Arg Asp His Gly Asp Trp Asp Glu Ala Ser Arg 
35 " " 40 " 45 

Leu Pro Pro Leu Pro Pro Arg Glu Asp Ala Ala Arg Val Ala Arg 
50 55 60 
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Phe Val Thr His Val 
65 

Thr Leu Glu Ala Val 
80 

Leu Ser Asp Gly Pro 
95 

Tyr Leu Ser Pro Leu 
110 

Pro Tyr Ala Thr Leu 
125 

Lys Lys His Gly Phe 
140 

Met Leu Ser Gly Thr 
155 

lie Ala Lys His Ser 
170 

Trp Pro Ser Ser His 
185 

Asn lie Trp Val Leu 
200 

Pro Glu Glu Tyr Tyr 
215 

<210> 343 

<211> 1768 

<212> DNA 

<213> Homo Sapien 

<400> 343 



ggctggactg 


gaactcctgg 


tcccaagtga 


tccacccgcc 


tcagcctccc 


50 


aaggtgctgt 


gattataggt 


gtaagccacc 


gtgtctggcc 


tctgaacaac 


100 


tttttcagca 


actaaaaaag 


ccacaggagt 


tgaactgcta 


ggattctgac 


150 


tatgctgtgg 


tggctagtgc 


tcctactcct 


acctacatta 


aaatctgttt 


200 


tttgttctct 


tgtaactagc 


ctttaccttc 


ctaacacaga 


ggatctgtca 


250 


ctgtggctct 


ggcccaaacc 


tgaccttcac 


tctggaacga 


gaacagaggt 


300 


ttctacccac 


accgtcccct 


cgaagccggg 


gacagcctca 


ccttgctggc 


350 


ctctcgctgg 


agcagtgccc 


tcaccaactg 


tctcacgtct 


ggaggcactg 


400 


actcgggcag 


tgcaggtagc 


tgagcctctt 


ggtagctgcg 


gctttcaagg 


450 


tgggccttgc 


cctggccgta 


gaagggattg 


acaagcccga 


agatttcata 


500 
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Ser Asp Trp Gly Ala Leu Ala Thr lie Ser 
70 75 

Arg Gly Arg Pro Phe Ala Asp Val Leu Ser 
85 ~ 90 

Pro Gly Ala Gly Ser Gly Val Pro Tyr Phe 
100 ~ 105 

Gin Leu Ser Val Ser Asn Leu Gin Glu Asn 
115 120 

Thr Met Thr Leu Ala Gin Thr Asn Phe Cys 
130 135 

Asp Pro Gin Ser Pro Leu Cys Val His lie 
145 150 

Val Thr Lys Val Asn Glu Thr Glu Met Asp 
160 165 

Leu Phe lie Arg His Pro Glu Met Lys Thr 
175 180 

Asn Trp Phe Phe Ala Lys Leu Asn lie Thr 
190 ^ 195 

Asp Tyr Phe Gly Gly Pro Lys lie Val Thr 
205 210 

Asn Val Thr Val Gin 
220 



ggcgatggct cccactgccc aggcatcagc 
ccctggggcc aggacgggcc gtggacacct 
acatcacgct gcccgcccat ctaacctttt 
atccatgggc taatctgaac tctgtcccaa 
gctgtggctc agacccagaa ggggtctgct 
acaggacttg cattctcctg gaacatgagg 
gtggcaggga aggaacttgt gccaaattat 
gttgggttat cacaaggcat cgagtctcct 
ggaagggctg ccgatggcgc atgacacact 
atcagacagc cgtttccgcc ccgatccacg 
ctgcaggccg atgctctcat cagccaggca 
ccagccaggg gcagccgtct gggaaggagc 

M 

M ctcccctcct tccctctgag aggccctcct 
||j agcaagacat agctgacagg ggctaatggc 

^ cagcaaggcc tgagagctga tcagaagggc 

m 

tgcctccagt aagcacaggc tgcaaaatcc 

Q ctcaatttaa atcatgttct agtaattgga 

y, agctagagct tggttcaaat gatctccaag 

j£J ctttgatttg aatttgaaac cccaaatcca 

f|| taagaatcag ttattgccgg gtgtggtggc 

gaggccgagg cgggtagatc acctgaggtc 

gccaacatgg tgaaacccct gtctctacta 

aggcatggtg gtgtgtgcct gtatcccagc 

gagaattact tgaacctggg aggtgaagga 

ttcagcctga gcaacacagc gagactctgt 

aattatggtt atttgtaa 1768 

<210> 344 
<211> 109 
<212> PRT 
<213> Homo Sapien 

<400> 344 



cttgctgtag 


tcaatcactg 


550 


gctcagaagc 


agtgggtgag 


600 


catgtcctgc 


acatcacctg 


650 


ggaacccaga 


gcttgagtga 


700 


tagaccacct 


ggtttatgtg 


750 


gaacgccgga 


ggaaagcaaa 


800 


gggtcagaaa 


agatggaggt 


850 


gcattcagtg 


gacatgtggg 


900 


cgggactcac 


ctctggggcc 


950 


taccagctgc 


tgaagggcaa 


1000 


gcagccaaaa 


tctgcgatca 


1050 


aagcaaagtg 


accatttctc 


1100 


atgtccctac 


taaagccacc 


1150 


tcagtgttgg 


cccaggaggt 


1200 


ctgctgtgcg 


aacacggaaa 


1250 


ccaggcaaag 


gactgtgtgg 


1300 


gctgtcccca 


agaccaaagg 


1350 


ggcccttata 


ccccaggaga 


1400 


aacctaagaa 


ccaggtgcat 


1450 


ctgtaatgcc 


aacattttgg 


1500 


aggagttcaa 


gaccagcctg 


1550 


aaaatacaaa 


aaaac uagcc 


J.OUU 


tactcgggag 


gctgagacag 


1650 


ggctgagaca 


ggagaatcac 


1700 


ctcagaaaaa 


ataaaaaaag 


1750 
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Met Leu Trp Trp Leu Val Leu Leu Leu Leu Pro Thr Leu Lys Ser 
15 10 15 



Val Phe Cys Ser Leu 
20 

Asp Leu Ser Leu Trp 

35 

Thr Arg Thr Glu Val 
50 

Thr Ala Ser Pro Cys 
65 

Thr Val Ser Arg Leu 
80 

Glu Pro Leu Gly Ser 
95 

Arg Arg Arg Asp 

<210> 345 

<211> 2272 

<212> DNA 

<213> Homo Sapien 

<400> 345 



ccgccgccgc 


agccgctacc 


gccgctgcag 


ccgctttccg 


cggcctgggc 


50 


ctctcgccgt 


cagcatgcca 


cacgccttca 


agcccgggga 


cttggtgttc 


100 


gctaagatga 


agggctaccc 


tcactggcct 


gccaggatcg 


acgacatcgc 


150 


ggatggcgcc 


gtgaagcccc 


cacccaacaa 


gtaccccatc 


tttttctttg 


200 


gcacacacga 


aacagccttc 


ctgggaccca 


aggacctgtt 


cccctacgac 


250 


aaatgtaaag 


acaagtacgg 


gaagcccaac 


aagaggaaag 


gcttcaatga 


300 


agggctgtgg 


gagatccaga 


acaaccccca 


cgccagctac 


agcgcccctc 


350 


cgccagtgag 


ctcctccgac 


agcgaggccc 


ccgaggccaa 


ccccgccgac 


400 


ggcagtgacg 


ctgacgagga 


cgatgaggac 


cggggggtca 


tggccgtcac 


450 


agcggtaacc 


gccacagctg 


ccagcgacag 


gatggagagc 


gactcagact 


500 


cagacaagag 


tagcgacaac 


agtggcctga 


agaggaagac 


gcctgcgcta 


550 


aagatgtcgg 


tctcgaaacg 


agcccgaaag 


gcctccagcg 


acctggatca 


600 


ggccagcgtg 


tccccatccg 


aagaggagaa 


ctcggaaagc 


tcatctgagt 


650 


cggagaagac 


cagcgaccag 


gacttcacac 


ctgagaagaa 


agcagcggtc 


700 



Val Thr Ser Leu Tyr Leu Pro Asn Thr Glu 
25 30 

Leu Trp Pro Lys Pro Asp Leu His Ser Gly 
40 " 45 

Ser Thr His Thr Val Pro Ser Lys Pro Gly 
55 ^ 60 

Trp Pro Leu Ala Gly Ala Val Pro Ser Pro 
70 75 

Glu Ala Leu Thr Arg Ala Val Gin Val Ala 
85 90 

Cys Gly Phe Gin Gly Gly Pro Cys Pro Gly 
100 105 



532 



cgggcgccac 


ggaggggccc 


tctgggggga 


cggaaaaaaa 


agaaggcgcc 


750 


gtcagcctcc 


gactccgact 


ccaaggccga 


ttcggacggg 


gccaagcctg 


800 


agccggtggc 


catggcgcgg 


tcggcgtcct 


cctcctcctc 


ttcctcctcc 


850 


tcctccgact 


ccgatgtgtc 


tgtgaagaag 


cctccgaggg 


gcaggaagcc 


900 


agcggagaag 


cctctcccga 


agccgcgagg 


gcggaaaccg 


aagcctgaac 


950 


ggcctccgtc 


cagctccagc 


agtgacagtg 


acagcgacga 


ggtggaccgc 


1000 


atcagtgagt 


ggaagcggcg 


ggacgaggcg 


cggaggcgcg 


agctggaggc 


1050 


ccggcggcgg 


cgagagcagg 


aggaggagct 


gcggcgcctg 


cgggagcagg 


1100 


agaaggagga 


gaaggagcgg 


aggcgcgagc 


gggccgaccg 


cggggaggct 


1150 


gagcggggca 


gcggcggcag 


cagcggggac 


gagctcaggg 


aggacgatga 


1200 


gcccgtcaag 


aagcggggac 


gcaagggccg 


gggccggggt 


cccccgtcct 


1250 


cctctgactc 


cgagcccgag 


gccgagctgg 


agagagaggc 


caagaaatca 


1300 


gcgaagaagc 


cgcagtcctc 


aagcacagag 


cccgccagga 


aacctggcca 


1350 


gaaggagaag 


agagtgcggc 


ccgaggagaa 


gcaacaagcc 


aagcccgtga 


1400 


aggtggagcg 


gacccggaag 


cggtccgagg 


gcttctcgat 


ggacaggaag 


1450 


gtagagaaga 


agaaagagcc 


ctccgtggag 


gagaagctgc 


agaagctgca 


1500 


cagtgagatc 


aagtttgccc 


taaaggtcga 


cagcccggac 


gtgaagaggt 


1550 


gcctgaatgc 


cctagaggag 


ctgggaaccc 


tgcaggtgac 


ctctcagatc 


1600 


ctccagaaga 


acacagacgt 


ggtggccacc 


ttgaagaaga 


ttcgccgtta 


1650 


caaagcgaac 


aaggacgtaa 


tggagaaggc 


agcagaagtc 


tatacccggc 


1700 


tcaagtcgcg 


ggtcctcggc 


ccaaagatcg 


aggcggtgca 


gaaagtgaac 


1750 


aaggctggga 


tggagaagga 


gaaggccgag 


gagaagctgg 


ccggggagga 


1800 


gctggccggg 


gaggaggccc 


cccaggagaa 


ggcggaggac 


aagcccagca 


1850 


ccgatctctc 


agccccagtg 


aatggcgagg 


ccacatcaca 


gaagggggag 


1900 


agcgcagagg 


acaaggagca 


cgaggagggt 


cgggactcgg 


aggaggggcc 


1950 


pt Pt cirri - ci'i~cicir' 


l-ppf r 1 i~ttPi Pitt 


Pi C* C* t" Cf C* Pi C^CSPl 


C PiCSCCif' Pi Htttt 


ttptcscici t c c ccr 


2000 


acctggacag 


gcctgggagc 


gaccggcagg 


agcgcgagag 


ggcacggggg 


2050 


gactcggagg 


ccctggacga 


ggagagctga 


gccgcgggca 


gccaggccca 


2100 


gcccccgccc 


gagctcaggc 


tgcccctctc 


cttccccggc 


tcgcaggaga 


2150 
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gcagagcaga gaactgtggg gaacgctgtg ctgtttgtat ttgttccctt 2200 

gggttttttt ttcctgccta atttctgtga tttccaacca acatgaaatg 2250 

actataaacg gttttttaat ga 2272 

<210> 346 
c211> 671 
c212> PRT 
c213> Homo Sapien 

^400> 346 

Met Pro His Ala Phe Lys Pro Gly Asp Leu Val Phe Ala Lys Met 
1 5 10 15 

Lys Gly Tyr Pro His Trp Pro Ala Arg lie Asp Asp lie Ala Asp 
2 0 25 3 0 

Gly Ala Val Lys Pro Pro Pro Asn Lys Tyr Pro lie Phe Phe Phe 
35 40 45 

Gly Thr His Glu Thr Ala Phe Leu Gly Pro Lys Asp Leu Phe Pro 
50 55 60 

Tyr Asp Lys Cys Lys Asp Lys Tyr Gly Lys Pro Asn Lys Arg Lys 
65 70 75 

Gly Phe Asn Glu Gly Leu Trp Glu lie Gin Asn Asn Pro His Ala 
80 85 90 

Ser Tyr Ser Ala Pro Pro Pro Val Ser Ser Ser Asp Ser Glu Ala 
95 100 105 

Pro Glu Ala Asn Pro Ala Asp Gly Ser Asp Ala Asp Glu Asp Asp 
110 115 120 

Glu Asp Arg Gly Val Met Ala Val Thr Ala Val Thr Ala Thr Ala 
125 130 135 

Ala Ser Asp Arg Met Glu Ser Asp Ser Asp Ser Asp Lys Ser Ser 
140 145 150 

Asp Asn Ser Gly Leu Lys Arg Lys Thr Pro Ala Leu Lys Met Ser 
155 160 165 

Val Ser Lys Arg Ala Arg Lys Ala Ser Ser Asp Leu Asp Gin Ala 
170 175 180 

Ser Val Ser Pro Ser Glu Glu Glu Asn Ser Glu Ser Ser Ser Glu 
185 190 195 

Ser Glu Lys Thr Ser Asp Gin Asp Phe Thr Pro Glu Lys Lys Ala 
200 " 205 ~ ~ 210 

Ala Val Arg Ala Pro Arg Arg Gly Pro Leu Gly Gly Arg Lys Lys 
215 " 220 * 225 

Lys Lys Ala Pro Ser Ala Ser Asp Ser Asp Ser Lys Ala Asp Ser 
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230 235 240 

Asp Gly Ala Lys Pro Glu Pro Val Ala Met Ala Arg Ser Ala Ser 
245 250 255 

Ser Ser Ser Ser Ser Ser Ser Ser Ser Asp Ser Asp Val Ser Val 
260 265 270 

Lys Lys Pro Pro Arg Gly Arg Lys Pro Ala Glu Lys Pro Leu Pro 
275 280 285 

Lys Pro Arg Gly Arg Lys Pro Lys Pro Glu Arg Pro Pro Ser Ser 
290 295 300 

Ser Ser Ser Asp Ser Asp Ser Asp Glu Val Asp Arg lie Ser Glu 
305 ' ~ 310 315 

Trp Lys Arg Arg Asp Glu Ala Arg Arg Arg Glu Leu Glu Ala Arg 
320 325 330 

Arg Arg Arg Glu Gin Glu Glu Glu Leu Arg Arg Leu Arg Glu Gin 
335 340 345 

Glu Lys Glu Glu Lys Glu Arg Arg Arg Glu Arg Ala Asp Arg Gly 
S 350 355 360 

yl Glu Ala Glu Arg Gly Ser Gly Gly Ser Ser Gly Asp Glu Leu Arg 

flj. 365 370 375 

III 

jS*J Glu Asp Asp Glu Pro Val Lys Lys Arg Gly Arg Lys Gly Arg Gly 

Sj! 380 385 390 

* Arg Gly Pro Pro Ser Ser Ser Asp Ser Glu Pro Glu Ala Glu Leu 

Q 395 400 405 

y L Glu Arg Glu Ala Lys Lys Ser Ala Lys Lys Pro Gin Ser Ser Ser 
Q 410 415 420 

y i 

M Thr Glu Pro Ala Arg Lys Pro Gly Gin Lys Glu Lys Arg Val Arg 

fU . 425 ' 43 0 435 

Pro Glu Glu Lys Gin Gin Ala Lys Pro Val Lys Val Glu Arg Thr 
440 445 450 

Arg Lys Arg Ser Glu Gly Phe Ser Met Asp Arg Lys Val Glu Lys 
455 460 465 

Lys Lys Glu Pro Ser Val Glu Glu Lys Leu Gin Lys Leu His Ser 
470 475 480 

Glu lie Lys Phe Ala Leu Lys Val Asp Ser Pro Asp Val Lys Arg 
485 490 ' ^ 4 95 

Cys Leu Asn Ala Leu Glu Glu Leu Gly Thr Leu Gin Val Thr Ser 

500 505 510 

Gin lie Leu Gin Lys Asn Thr Asp Val Val Ala Thr Leu Lys Lys 
515 520 525 
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lie Arg Arg Tyr Lys 
530 

Glu Val Tyr Thr Arg 
545 

Glu Ala Val Gin Lys 
560 

Ala Glu Glu Lys Leu 
575 

Pro Gin Glu Lys Ala 
590 

Pro Val Asn Gly Glu 
605 

Asp Lys Glu His Glu 
620 

Cys Gly Ser Ser Glu 
635 

Asp Leu Asp Arg Pro 
650 

Arg Gly Asp Ser Glu 
665 

<210> 347 

<211> 3871 

<212> DNA 

<213> Homo Sapien 

<400> 347 



gttggttctc 


ctggatcttc 


accttaccaa 


ctgcagatct 


tgggactcat 


50 


cagcctcaat 


aattatatta 


aattaacacc 


atttgaaaga 


gaacattgtt 


100 


ttcatcatga 


atgctaataa 


agatgaaaga 


cttaaagcca 


gaagccaaga 


150 


ttttcacctt 


tttcctgctt 


tgatgatgct 


aagcatgacc 


atgttgtttc 


200 


ttccagtcac 


tggcactttg 


aagcaaaata 


ttccaagact 


caagctaacc 


250 


tacaaagact 


tgctgctttc 


aaatagctgt 


attccctttt 


tgggttcatc 


300 


agaaggactg 


gattttcaaa 


ctcttctctt 


agatgaggaa 


agaggcaggc 


350 


tgctcttggg 


agccaaagac 


cacatctttc 


tactcagtct 


ggttgactta 


400 


aacaaaaatt 


ttaagaagat 


ttattggcct 


gctgcaaagg 


aacgggtgga 


450 


attatgtaaa 


ttagctggga 


aagatgccaa 


tacagaatgt 


gcaaatttca 


500 


tcagagtact 


tcagccctat 


aacaaaactc 


acatatatgt 


gtgtggaact 


550 



Ala Asn Lys Asp Val Met Glu Lys Ala Ala 
535 540 

Leu Lys Ser Arg Val Leu Gly Pro Lys lie 
550 555 

Val Asn Lys Ala Gly Met Glu Lys Glu Lys 
565 570 

Ala Gly Glu Glu Leu Ala Gly Glu Glu Ala 
580 585 

Glu Asp Lys Pro Ser Thr Asp Leu Ser Ala 
595 600 

Ala Thr Ser Gin Lys Gly Glu Ser Ala Glu 
610 ~ 615 

Glu Gly Arg Asp Ser Glu Glu Gly Pro Arg 
625 630 

Asp Leu His Asp Ser Val Arg Glu Gly Pro 
64 0 645 

Gly Ser Asp Arg Gin Glu Arg Glu Arg Ala 
655 660 



Ala Leu Asp Glu Glu Ser 
670 
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ggagcatttc 


atccaatatg 


tgggtatatt 


gatcttggag 


tctacaagga 


600 




ggatattata 


ttcaaactag 


acacacataa 


tttggagtct 


ggcagactga 


650 




aatgtccttt 


cgatcctcag 


cagecttttg 


cttcagtaat 


gacagatgag 


700 




tacctctact 


ctggaacagc 


ttctgatttc 


cttggcaaag 


atactgeatt 


750 




cactcgatcc 


cttgggccta 


ctcatgacca 


ccactacatc 


agaactgaca 


800 




tttcagagca 


ctactggctc 


aatggagcaa 


aatttattgg 


aactttcttc 


850 




ataccagaca 


cctacaatcc 


agatgatgat 


aaaatatatt 


tcttctttcg 


900 




tgaatcatct 


caagaaggca 


gtacctccga 


taaaaccatc 


ctttctcgag 


950 




ttggaagagt 


ttgtaagaat 


gatgtaggag 


gaeaaegcag 


cctgataaac 


1000 




aagtggacga 


cttttcttaa 


ggccagactg 


atttgetcaa 


ttcctggaag 


1050 




tgatggggca 


gatacttact 


ttgatgagct 


tcaagatatt 


tatttactcc 


1100 


2 ■:■ 


ccacaagaga 


tgaaagaaat 


cctgtagtat 


atggagtctt 


tactacaacc 


1150 




agctccatct 


tcaaaggctc 


tgctgtttgt 


gtgtatagca 


tggctgacat 


1200 


m 

I'll 


cagagcagtt 


tttaatggtc 


catatgetea 


taaggaaagt 


gcagaccatc 


1250 


gttgggtgca 


gtatgatggg 


agaattcctt 


atccacggcc 


tggtacatgt 


1300 




ccaagcaaaa 


cctatgaccc 


actgattaag 


tccacccgag 


attttccaga 


1350 


£ 


tgatgtcatc 


agtttcataa 


agcggcactc 


tgtgatgtat 


aagtcegtat 


1400 




acccagttgc 


aggaggacca 


aegttcaaga 


gaatcaatgt 


ggattacaga 


1450 




ctgacacaga 


tagtggtgga 


tcatgtcatt 


gcagaagatg 


gecagtaega 


1500 


■is:-:: 

=y 


tgtaatgttt 


cttggaacag 


acattggaac 


tgtcctcaaa 


gttgtcagca 


1550 


tttcaaagga 


aaagtggaat 


atggaagagg 


tagtgctgga 


ggagttgcag 


1600 




atattcaagc 


actcatcaat 


catcttgaac 


atggaattgt 


ctctgaagca 


1650 




gcaacaattg 


tacattggtt 


cccgagatgg 


attagttcag 


ctctccttgc 


1700 




acagatgcga 


cacttatggg 


aaagcttgcg 


cagactgttg 


tettgecaga 


1750 




gacccctact 


gtgcctggga 


tggaaatgea 


tgctctcgat 


atgctcctac 


1800 




t"t" c t" a a a a aa 


aaaact' acme 


a - c 1 c a a cr a t~ a 1~ 


a R a a t" a t" CSCfC 




1850 




cccagtgctg 


ggacatcgaa 


gacagcatta 


gtcatgaaac 


tgctgatgaa 


1900 




aaggtgattt 


ttggcattga 


atttaactca 


acctttctgg 


aatgtatacc 


1950 




taaatcccaa 


caagcaacta 


ttaaatggta 


tatccagagg 


tcaggggatg 


2000 
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agcatcgaga 


ggagttgaag 


cccgatgaaa 


gaatcatcaa 


aacggaatat 


2050 




gggctactga 


ttcgaagttt 


gcagaagaag 


gattctggga 


tgtattactg 


2100 




caaagcccag 


gagcacactt 


tcatccacac 


catagtgaag 


ctgactttga 


2150 




atgtcattga 


gaatgaacag 


atggaaaata 


cccagagggc 


agagcatgag 


2200 




gaggggcagg 


tcaaggatct 


attggctgag 


tcacggttga 


gatacaaaga 


2250 




ctacatccaa 


atccttagca 


gcccaaactt 


cagcctcgac 


cagtactgeg 


2300 




aacagatgtg 


gcacagggag 


aageggagae 


agagaaacaa 


ggggggecca 


2350 




aagtggaagc 


acatgeagga 


aatgaagaag 


aaacgaaatc 


gaagacatca 


2400 




cagagacctg 


gatgagctcc 


ctagagctgt 


agecaegtag 


ttttctactt 


2450 




aatttaaaga 


aaagaattcc 


ttacctataa 


aaacattgee 


ttctgttttg 


2500 




tatatccctt 


atagtaattc 


ataaatgett 


cccatggagt 


tttgetaagg 


2550 


hs£: 


cacaagacaa 


taatctgaat 


aagacaatat 


gtgatgaata 


taagaaaggg 


2600 


Ei 


caaaaaattc 


atttgaacca 


gttttccaag 


aacaaatctt 


gcacaagcaa 


2650 


5 L; 


agtataagaa 


ttatcctaaa 


aatagggggt 


ttacagttgt 


aaatgtttta 


2700 


iF: 

m 


tgttttgagt 


tttggaattt 


attgtcatgt 


aaatagttga 


gctaagcaag 


2750 


ff : \ 


ccccgaattt 


gatagtgtat 


aaggtgcttt 


attccctcga 


atgtccatta 


2800 




agcatggaat 


ttaccatgea 


gttgtgctat 


gttcttatga 


acagatatat 


2850 




cattcctatt 


gagaaccagc 


taccttgtgg 


tagggaataa 


gaggtcagac 


2900 


U1 
H! 


acaaattaag 


acaactccca 


ttatcaacag 


gaactttctc 


agtgagccat 


2950 


tcactcctgg 


agaatggtat 


aggaatttgg 


agaggtgeat 


tatttctttc 


3000 




tggccactgg 


ggttaaattt 


agtgtactac 


aacattgatt 


tactgaaggg 


3050 




cactaatgtt 


tcccccagga 


tttctattga 


ctagtcagga 


gtaacaggtt 


3100 




cacagagaga 


agttggtgct 


tagttatgtg 


ttttttagag 


tatatactaa 


3150 




gctctacagg 


gaeagaatge 


ttaataaata 


ctttaataag 


atatgggaaa 


3200 




atattttaat 


aaaacaagga 


aaacataatg 


atgtataatg 


catcctgatg 


3250 




yy aayy uauy 


o cty ci i_-y yy ctu 


i_ uy u ucty dcLy 


cl o cLy & cty y ct ct 


z$ n z$ r* a rr c* ?a t~ 
cty ct cty LLuL 


~K~K no 

o o U \J 




aaattctggc 


tttggggaaa 


actcatatcc 


ccatgaaaag 


gaagaacaat 


3350 




cacaaataaa 


gtgagagtaa 


tgtaatggag 


ctcttttcac 


tagggtataa 


3400 




gtagctgeca 


atttgtaatt 


catctgttaa 


aaaaaatcta 


gattataaca 


3450 
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aactgctagc aaaatctgag gaaacataaa ttcttctgaa gaatcatagg 3 5 00 

aagagtagac attttattta taaccaatga tatttcagta tatattttct 3 550 

ctcttttaaa aaatatttat catactctgt atattatttc tttttactgc 3 6 00 

ctttattctc tcctgtatat tggattttgt gattatattt gagtgaatag 3650 

gagaaaacaa tatataacac acagagaatt aagaaaatga catttctggg 3700 

gagtggggat atatatttgt tgaataacag aacgagtgta aaattttaac 3750 

aacggaaagg gttaaattaa ctctttgaca tcttcactca accttttctc 3 800 

attgctgagt taatctgttg taattgtagt attgtttttg taatttaaca 3850 

ataaataagc ctgctacatg t 3 871 

c210> 348 
:211> 777 
c212> PRT 
;213> Homo Sapien 

c400> 348 

Met Asn Ala Asn Lys Asp Glu Arg Leu Lys Ala Arg Ser Gin Asp 
15 10 15 

Phe His Leu Phe Pro Ala Leu Met Met Leu Ser Met Thr Met Leu 
20 25 30 

Phe Leu Pro Val Thr Gly Thr Leu Lys Gin Asn lie Pro Arg Leu 
35 40 45 

Lys Leu Thr Tyr Lys Asp Leu Leu Leu Ser Asn Ser Cys lie Pro 
50 55 60 

Phe Leu Gly Ser Ser Glu Gly Leu Asp Phe Gin Thr Leu Leu Leu 
65 70 75 

Asp Glu Glu Arg Gly Arg Leu Leu Leu Gly Ala Lys Asp His lie 
80 85 90 

Phe Leu Leu Ser Leu Val Asp Leu Asn Lys Asn Phe Lys Lys lie 
95 100 105 

Tyr Trp Pro Ala Ala Lys Glu Arg Val Glu Leu Cys Lys Leu Ala 
110 115 120 

Gly Lys Asp Ala Asn Thr Glu Cys Ala Asn Phe lie Arg Val Leu 
125 130 135 

Gin Pro Tyr Asn Lys Thr His lie Tyr Val Cys Gly Thr Gly Ala 
140 145 150 

Phe His Pro lie Cys Gly Tyr lie Asp Leu Gly Val Tyr Lys Glu 
155 ~ ' 160 165 

Asp lie lie Phe Lys Leu Asp Thr His Asn Leu Glu Ser Gly Arg 
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170 175 180 

Leu Lys Cys Pro Phe Asp Pro Gin Gin Pro Phe Ala Ser Val Met 
185 190 195 

Thr Asp Glu Tyr Leu Tyr Ser Gly Thr Ala Ser Asp Phe Leu Gly 
200 205 210 

Lys Asp Thr Ala Phe Thr Arg Ser Leu Gly Pro Thr His Asp His 
215 220 " 225 

His Tyr lie Arg Thr Asp lie Ser Glu His Tyr Trp Leu Asn Gly 
230 235 240 

Ala Lys Phe lie Gly Thr Phe Phe lie Pro Asp Thr Tyr Asn Pro 
245 250 255 

Asp Asp Asp Lys lie Tyr Phe Phe Phe Arg Glu Ser Ser Gin Glu 
260 265 270 

Gly Ser Thr Ser Asp Lys Thr lie Leu Ser Arg Val Gly Arg Val 
275 280 285 

^i! Cys Lys Asn Asp Val Gly Gly Gin Arg Ser Leu lie Asn Lys Trp 
W 290 ~ ~ 295 300 

III Thr Thr Phe Leu Lys Ala Arg Leu lie Cys Ser lie Pro Gly Ser 
ft; 3 05 310 315 

ifi 

J* Asp Gly Ala Asp Thr Tyr Phe Asp Glu Leu Gin Asp lie Tyr Leu 

^; 320 325 330 

b Leu Pro Thr Arg Asp Glu Arg Asn Pro Val Val Tyr Gly Val Phe 

Q 335 340 345 

14'- 

\ < Thr Thr Thr Ser Ser lie Phe Lys Gly Ser Ala Val Cys Val Tyr 

fl 5 350 355 360 

:: 

%£• 

O Ser Met Ala Asp lie Arg Ala Val Phe Asn Gly Pro Tyr Ala His 
JIJ 365 370 375 

Lys Glu Ser Ala Asp His Arg Trp Val Gin Tyr Asp Gly Arg lie 
380 385 390 

Pro Tyr Pro Arg Pro Gly Thr Cys Pro Ser Lys Thr Tyr Asp Pro 
395 400 405 

Leu lie Lys Ser Thr Arg Asp Phe Pro Asp Asp Val lie Ser Phe 
410 415 420 

lie Lys Arg His Ser Val Met Tyr Lys Ser Val Tyr Pro Val Ala 
425 430 435 

Gly Gly Pro Thr Phe Lys Arg lie Asn Val Asp Tyr Arg Leu Thr 
440 445 ^ ^ 450 

Gin He Val Val Asp His Val He Ala Glu Asp Gly Gin Tyr Asp 
455 460 465 
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Val Met Phe Leu Gly Thr Asp He Gly Thr Val Leu Lys Val Val 
470 475 480 



Ser He Ser Lys Glu Lys Trp Asn Met Glu Glu Val Val Leu Glu 
485 490 495 

Glu Leu Gin He Phe Lys His Ser Ser He He Leu Asn Met Glu 
500 505 510 

Leu Ser Leu Lys Gin Gin Gin Leu Tyr He Gly Ser Arg Asp Gly 
515 520 525 

Leu Val Gin Leu Ser Leu His Arg Cys Asp Thr Tyr Gly Lys Ala 
530 535 540 

Cys Ala Asp Cys Cys Leu Ala Arg Asp Pro Tyr Cys Ala Trp Asp 
545 550 555 

Gly Asn Ala Cys Ser Arg Tyr Ala Pro Thr Ser Lys Arg Arg Ala 
560 565 570 

Arg Arg Gin Asp Val Lys Tyr Gly Asp Pro He Thr Gin Cys Trp 
575 580 585 

Asp He Glu Asp Ser He Ser His Glu Thr Ala Asp Glu Lys Val 
590 595 600 

He Phe Gly He Glu Phe Asn Ser Thr Phe Leu Glu Cys He Pro 
605 610 615 

Lys Ser Gin Gin Ala Thr He Lys Trp Tyr He Gin Arg Ser Gly 
620 625 630 

Asp Glu His Arg Glu Glu Leu Lys Pro Asp Glu Arg He He Lys 
635 640 645 

Thr Glu Tyr Gly Leu Leu He Arg Ser Leu Gin Lys Lys Asp Ser 
650 655 660 

Gly Met Tyr Tyr Cys Lys Ala Gin Glu His Thr Phe He His Thr 
665 670 675 

He Val Lys Leu Thr Leu Asn Val He Glu Asn Glu Gin Met Glu 
680 685 690 

Asn Thr Gin Arg Ala Glu His Glu Glu Gly Gin Val Lys Asp Leu 
695 700 705 

Leu Ala Glu Ser Arg Leu Arg Tyr Lys Asp Tyr He Gin He Leu 
710 715 720 

Ser Ser Pro Asn Phe Ser Leu Asp Gin Tyr Cys Glu Gin Met Trp 
725 730 735 

His Arg Glu Lys Arg Arg Gin Arg Asn Lys Gly Gly Pro Lys Trp 
740 745 750 

Lys His Met Gin Glu Met Lys Lys Lys Arg Asn Arg Arg His His 
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755 760 765 

Arg Asp Leu Asp Glu Leu Pro Arg Ala Val Ala Thr 
770 775 

<210> 349 

<211> 3934 

<212> DNA 

<213> Homo Sapien 

<400> 349 



ccctgacctc 


cctgagccac 


actgagctgg 


aagccgcaga 


ggtcatcctg 


50 


gagcatgccc 


accgcgggga 


gcagacaacc 


tcccaggtaa 


gctgggagca 


100 


agacctgaag 


ctgtttcttc 


aggagcctgg 


tgtattttcc 


cccaccccac 


150 


ctcagcagtt 


tcagccagca gggactgatc 


aggtgtgtgt 


cctggagtgg 


200 


ggagcagaag 


gcgtggctgg 


caagagtggc 


ctggagaaag 


aggttcagcg 


250 


cttgaccagc 


cgagctgccc 


gtgactacaa 


gatccagaac 


catgggcatc 


300 


gggtgaggtg 


ggggggcaca 


ggtgtcatgt 


gcaccttctt 


gtctcagcaa 


350 


gaagagctga 


gagaggggat 


cttggagcca 


ttgagggtgt 


catggagcta 


400 


cagaggggag 


ggaaaggtat 


tttaaggtaa 


cagtgtggca 


caatagttaa 


450 


gagcacagtt 


tttggagcta 


gaccgacata 


ggttcaaatt 


ctcttctgtt 


500 


gcttcctagt 


tctgtagccc 


caggtaaggg 


agtgacttaa 


cctctctgga 


550 


cttcaatttc 


ctcatcacta 


aagtagggcc 


aataatagca 


cccacctcat 


600 


agggaagatt 


aaatgacata 


atgtatgtga 


tgcaactagc 


aaagtaccag 


650 


tcccatagta 


agtcatgccc 


cacagtattt 


ccacccaccc 


ctgttctctg 


700 


ccttcccaac 


caggtactgc 


aacgactgga 


gcagaggcgg 


cagcaggctt 


750 


cagagcggga 


ggctccaagc 


atagaacaga 


ggttacagga 


agtgcgagag 


800 


agcatccgcc 


gggcacaggt 


gagccaggtg 


aagggggctg 


cccggctggc 


850 


cctgctgcag 


ggggctggct 


tagatgtgga 


gcgctggctg 


aagccagcca 


900 


tgacccaggc 


ccaggatgag 


gtggagcagg 


agcggcggct 


cagtgaggct 


950 


cggctgtccc 


agagggacct 


ctctccaacc 


gctgaggatg 


ctgagctttc 


1000 


tgactttgag 


gaatgtgagg 


agacgggaga 


gctctttgag 


gagcctgccc 


1050 


cccaagccct 


ggccacgagg 


gccctcccct 


gccctgcaca 


cgtggtattt 


1100 


cgctatcagg 


cagggcgtga ggatgagctg 


acaatcacgg 


agggtgagtg 


1150 


gctggaggtc 


atagaggagg 


gagatgctga 


cgaatgggtc 


aaggctcgga 


1200 
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accagcacgg 


cgaggtaggc 


tttgtccctg 


agcgatatct 


caacttcccg 


1250 


gacctctccc 


tcccagagag 


cagccaagac 


agtgacaatc 


cctgcggggc 


1300 


agagcccaca 


gcattcctgg 


cacaggccct 


gtacagctac 


accggacaga 


1350 


gtgcagagga 


gctgagcttc 


cctgaggggg 


cactcatccg 


tctgctgccc 


1400 


cgggcccaag 


atggagtaga 


tgacggcttc 


tggaggggag 


aatttggggg 


1450 


ccgtgttggg 


gtcttcccct 


ccctgctggt 


ggaagagctg 


cttggccccc 


1500 


cagggccacc 


tgaactctct 


gaccctgaac 


agatgctgcc 


gtccccttct 


1550 


cctcccagct 


tctccccacc 


tgcacctacc 


tctgtgttgg 


atgggccccc 


1600 


tgcacctgtc 


ctgcctgggg 


acaaagccct 


ggacttccct 


gggttcctgg 


1650 


acatgatggc 


acctcgactc 


aggccgatgc 


gtccaccacc 


tcccccgccg 


1700 


gctaaagccc 


cggatcctgg 


ccacccagat 


cccctcacct 


gaaggccagg 


1750 


gaagccttga 


cccccagtga 


tgctgctgtc 


cctatcttca 


agctgtcaga 


1800 


ccacaccatc 


aatgatccag 


agcaacacag 


ccaaaagctg 


gaatcgccct 


1850 


tatttccacc 


ctcacctcca 


agggtggaaa 


cttgcccctt 


cccatttcta 


1900 


gagctggaac 


ccactccttt 


ttttcccatt 


gttctatcat 


ctctaggacc 


1950 


ggaactacta 


ccttctcttc 


tgtcatgacc 


ctatctaggg 


tggtgaaatg 


2000 


cctgaaatct 


ctggggctgg 


aaaccatcca 


tcaaggtctc 


tagtagttct 


2050 


ggcccacctc 


tttccccacc 


ctggctccat 


gacccacccc 


actctggatg 


2100 


ccagggtcac 


tggggttggg 


ctggggagag 


gaacaggcct 


tgggaatcag 


2150 


gagctggagc 


caggatgcga 


agcagctgta 


atggtctgag 


cggatttatt 


2200 


gacaatgaat 


aaagggcacg 


aaggccaggc 


cagggcctgg 


gcctcttgtg 


2250 


ctaagagggc 


agggggccta 


cggtgctatt 


gctttagggg 


cccaccacgg 


2300 


gcaggggcct 


gctcccagct 


gccacgctct 


atcatatgga 


gcgaggtgtt 


2350 


ggggaaggcg 


gggcaggcag 


cctgttgcag 


gcaggggaag 


gagaagagac 


2400 


tgaggggctg 


tgacctctcc 


tgaggccccc 


agcctgagac 


tgtgcaactc 


2450 


caqqtqqaaq 

w w * , ^3 ZJ ZJ Zj ZJ 


tagagctggt 


ccctcagctg 


gggggcagtg 


ctgtccagtg 


2500 


gaggggaggg 


ctttcacgcc 


cacccacccc 


ctggccctgc 


cagctggtag 


2550 


tccatcagca 


caatgaagga 


gacttggaga 


agaggaagaa 


taacactgtt 


2600 


gcttcctgtt 


caagctgtgt 


ccagcttttc 


ccctggggct 


ccaggacctt 


2650 
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ccctacctcc 


accaccaaac 


caagggattt 


atagcaaagg 


ctaagcctgc 


2700 


agtttactct 


gggggttcag ggagccgaaa 


ggcttaaata 


gtttaagtag 


2750 


gtgatgggaa 


gatgagatta 


cctcatttag 


ggctcaggca 


gactcacctc 


2800 


acatactccc 


tgctccctgt 


ggtagagaca 


cctgagagaa 


aggggagggg 


2850 


tcaacaatga 


gagaccagga gtaggtccta 


tcagtgcccc 


ccagagtaga 


2900 


gagcaataag 


agcccagccc 


agtgcagtcc 


cggctgtgtt 


ttcctacctg 


2950 


gtgatcagaa 


gtgtctggtt 


tgcttggctg 


cccatttgcc 


tcttgagtgg 


3000 


gcagccctgg 


gcttgggccc 


ctccctccgg 


ccctcagtgt 


tggctctgca 


3050 


gaagctctgg 


ggttcccttc 


aagtgcacga 


ggggttaggc 


tgctgtccct 


3100 


gagtcctcca 


ttctgtactg 


gggggctggc 


taggacctgg 


ggctgtggcc 


3150 


tctcaggggg 


cagcctctcc 


atggcaggca 


tccctgcctt 


gggctgccct 


3200 


cccccagacc 


cctgaccacc 


ccctgggtcc 


tgtcccccac 


cagagcccca 


3250 


gctcctgtct 


gtgggggagc 


catcacggtg 


ttcgtgcagt 


ccatagcgct 


3300 


tctcaatgtg 


tgtcacccgg 


aacctgggag 


gggagggaac 


actggggttt 


3350 


aggaccacaa 


ctcagaggct 


gcttggccct 


cccctctgac 


cagggacatc 


3400 


ctgagtttgg 


tggctacttc 


cctctggcct 


aaggtagggg 


aggccttctc 


3450 


agattgtggg 


gcacattgtg 


tagcctgact 


tctgctggag 


ctcccagtcc 


3500 


aggaggaaag 


agccaaggcc 


cacttttggg 


atcaggtgcc 


tgatcactgg 


3550 


gccccctacc 


tcagcccccc 


tttccctgga 


gcacctgccc 


cacctgccca 


3600 


cagagaacac 


agtggtctcc 


cctgtccggg 


ggcggctttt 


tccttccttg 


3650 


gagcgtccct 


gacggacaag 


tggaggcctc 


ttgctgcggc 


tgcaatggat 


3700 


gcaaggggct 


gcagagccca 


ggtgcactgt 


gtgatgatgg 


gagggggctc 


3750 


p cr t" o o t~ cr c a Cf 


gctggaggtg gcatccacac 


taaacacfcaq 


qaqqaqqqqa 


3800 


gtgagggtaa 


catttccatt 


tcccttcatg 


ttttgtttct 


tacgttcttt 


3850 


cagcatgctc 


cttaaaaccc 


cagaagcccc 


aatttcccca 


agccccattt 


3900 


tttcttgtct 


ttatctaata 


aactcaatat 


taag 3934 







<210> 350 
<211> 370 
<212> PRT 
<213> Homo Sapien 

<400> 350 
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Met Gin Leu Ala Lys Tyr Gin Ser His Ser Lys Ser Cys Pro Thr 
15 10 15 



Val Phe Pro Pro Thr Pro Val Leu Cys Leu Pro Asn Gin Val Leu 
20 25 30 

Gin Arg Leu Glu Gin Arg Arg Gin Gin Ala Ser Glu Arg Glu Ala 
35 40 45 

Pro Ser lie Glu Gin Arg Leu Gin Glu Val Arg Glu Ser lie Arg 
50 55 60 

Arg Ala Gin Val Ser Gin Val Lys Gly Ala Ala Arg Leu Ala Leu 
65 70 75 

Leu Gin Gly Ala Gly Leu Asp Val Glu Arg Trp Leu Lys Pro Ala 
80 85 90 

Met Thr Gin Ala Gin Asp Glu Val Glu Gin Glu Arg Arg Leu Ser 
95 100 105 

Glu Ala Arg Leu Ser Gin Arg Asp Leu Ser Pro Thr Ala Glu Asp 
110 115 120 

Ala Glu Leu Ser Asp Phe Glu Glu Cys Glu Glu Thr Gly Glu Leu 
125 130 135 

Phe Glu Glu Pro Ala Pro Gin Ala Leu Ala Thr Arg Ala Leu Pro 
140 145 150 

Cys Pro Ala His Val Val Phe Arg Tyr Gin Ala Gly Arg Glu Asp 
155 160 165 

Glu Leu Thr lie Thr Glu Gly Glu Trp Leu Glu Val He Glu Glu 
170 175 180 

Gly Asp Ala Asp Glu Trp Val Lys Ala Arg Asn Gin His Gly Glu 
185 190 195 

Val Gly Phe Val Pro Glu Arg Tyr Leu Asn Phe Pro Asp Leu Ser 
200 205 210 

Leu Pro Glu Ser Ser Gin Asp Ser Asp Asn Pro Cys Gly Ala Glu 
215 220 225 

Pro Thr Ala Phe Leu Ala Gin Ala Leu Tyr Ser Tyr Thr Gly Gin 
230 235 240 

Ser Ala Glu Glu Leu Ser Phe Pro Glu Gly Ala Leu He Arg Leu 
245 250 255 

Leu Pro Arg Ala Gin Asp Gly Val Asp Asp Gly Phe Trp Arg Gly 
260 265 270 

Glu Phe Gly Gly Arg Val Gly Val Phe Pro Ser Leu Leu Val Glu 
275 280 285 

Glu Leu Leu Gly Pro Pro Gly Pro Pro Glu Leu Ser Asp Pro Glu 
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290 295 300 

Gin Met Leu Pro Ser Pro Ser Pro Pro Ser Phe Ser Pro Pro Ala 
305 310 315 

Pro Thr Ser Val Leu Asp Gly Pro Pro Ala Pro Val Leu Pro Gly 
320 " ~ 325 330 

Asp Lys Ala Leu Asp Phe Pro Gly Phe Leu Asp Met Met Ala Pro 
335 340 345 

Arg Leu Arg Pro Met Arg Pro Pro Pro Pro Pro Pro Ala Lys Ala 
350 355 360 

Pro Asp Pro Gly His Pro Asp Pro Leu Thr 
365 3 70 

<210> 351 

<211> 4407 

<212> DNA 

<213> Homo Sapien 

<400> 351 



cacagggaga 


cccacagaca 


catatgcacg 


agagagacag 


aggaggaaag 


50 


agacagagac 


aaaggcacag 


cggaagaagg 


cagagacagg 


gcaggcacag 


100 


aagcggccca 


gacagagtcc 


tacagaggga 


gaggccagag 


aagctgcaga 


150 


agacacaggc 


agggagagac 


aaagatccag 


gaaaggaggg 


ctcaggagga 


200 


gagtttggag 


aagccagacc 


cctgggcacc 


tctcccaagc 


ccaaggacta 


250 


agttttctcc 


atttccttta 


acggtcctca 


gcccttctga 


aaactttgcc 


300 


tctgaccttg 


gcaggagtcc 


aagcccccag 


gctacagaga 


ggagctttcc 


350 


aaagctaggg 


tgtggaggac 


ttggtgccct 


agacggcctc 


agtccctccc 


400 


agctgcagta 


ccagtgccat 


gtcccagaca 


ggctcgcatc 


ccgggagggg 


450 


cttggcaggg 


cgctggctgt 


ggggagccca 


accctgcctc 


ctgctcccca 


500 


ttgtgccgct 


ctcctggctg 


gtgtggctgc 


ttctgctact 


gctggcctct 


550 


ctcctgccct 


cagcccggct 


ggccagcccc 


ctcccccggg 


aggaggagat 


600 


cgtgtttcca 


gagaagctca 


acggcagcgt 


cctgcctggc 


tcgggcgccc 


650 


ctgccaggct 


gttgtgccgc 


ttgcaggcct 


ttggggagac 


gctgctacta 


700 


gagctggagc 


aggactccgg 


tgtgcaggtc 


gaggggctga 


cagtgcagta 


750 


cctgggccag 


gcgcctgagc 


tgctgggtgg 


agcagagcct 


ggcacctacc 


800 


tgactggcac 


catcaatgga 


gatccggagt 


cggtggcatc 


tctgcactgg 


850 


gatgggggag 


ccctgttagg 


cgtgttacaa 


tatcgggggg 


ctgaactcca 


900 
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cctccagccc 


ctggagggag 


gcacccctaa 


ctctgctggg 


ggacctgggg 


950 


ctcacatcct 


acgccggaag 


agtcctgcca 


gcggtcaagg 


tcccatgtgc 


1000 


aacgtcaagg 


ctcctcttgg 


aagccccagc 


cccagacccc 


gaagagccaa 


1050 


gcgctttgct 


tcactgagta 


gatttgtgga 


gacactggtg 


gtggcagatg 


1100 


acaagatggc 


cgcattccac 


ggtgcggggc 


taaagcgcta 


cctgctaaca 


1150 


gtgatggcag 


cagcagccaa 


ggccttcaag 


cacccaagca 


tccgcaatcc 


1200 


tgtcagcttg 


gtggtgactc 


ggctagtgat 


cctggggtca 


ggcgaggagg 


1250 


ggccccaagt 


ggggcccagt 


gctgcccaga 


ccctgcgcag 


cttctgtgcc 


1300 


tggcagcggg 


gcctcaacac 


ccctgaggac 


tcgggccctg 


accactttga 


1350 


cacagccatt 


ctgtttaccc 


gtcaggacct 


gtgtggagtc 


tccacttgcg 


1400 


acacgctggg 


tatggctgat 


gtgggcaccg 


tctgtgaccc 


ggctcggagc 


1450 


tgtgccattg 


tggaggatga 


tgggctccag 


tcagccttca 


ctgctgctca 


1500 


tgaactgggt 


catgtcttca 


acatgctcca 


tgacaactcc 


aagccatgca 


1550 


tcagtttgaa 


tgggcctttg 


agcacctctc 


gccatgtcat 


ggcccctgtg 


1600 


atggctcatg 


tggatcctga 


ggagccctgg 


tccccctgca 


gtgcccgctt 


1650 


catcactgac 


ttcctggaca 


atggctatgg 


gcactgtctc 


ttagacaaac 


1700 


cagaggctcc 


attgcatctg 


cctgtgactt 


tccctggcaa 


ggactatgat 


1750 


gctgaccgcc 


agtgccagct 


gaccttcggg 


cccgactcac 


gccattgtcc 


1800 


acagctgccg 


ccgccctgtg 


ctgccctctg 


gtgctctggc 


cacctcaatg 


1850 


gccatgccat 


gtgccagacc 


aaacactcgc 


cctgggccga 


tggcacaccc 


1900 


tgcgggcccg 


cacaggcctg 


catgggtggt 


cgctgcctcc 


acatggacca 


1950 


gctccaggac 


ttcaatattc 


cacaggctgg 


tggctggggt 


ccttggggac 


2000 


catggggtga 


ctgctctcgg 


acctgtgggg 


gtggtgtcca 


gttctcctcc 


2050 


cgagactgca 


cgaggcctgt 


cccccggaat 


ggtggcaagt 


actgtgaggg 


2100 


ccgccgtacc 


cgcttccgct 


cctgcaacac 


tgaggactgc 


ccaactggct 


2150 


cagccctgac 


cttccgcgag 


qaqcaqtqtq 

ZJ ZJ ZJ ZJ ZD 


ctgcctacaa 


ccaccgcacc 


2200 


gacctcttca 


agagcttccc 


agggcccatg 


gactgggttc 


ctcgctacac 


2250 


aggcgtggcc 


ccccaggacc 


agtgcaaact 


cacctgccag 


gcccgggcac 


2300 


tgggctacta 


ctatgtgctg 


gagccacggg 


tggtagatgg 


gaccccctgt 


2350 
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tccccggaca 


gctcctcggt 


ctgtgtccag 


ggccgatgca 


tccatgctgg 


2400 


ctgtgatcgc 


atcattggct 


ccaagaagaa 


gtttgacaag 


tgcatggtgt 


2450 


gcggagggga 


cggttctggt 


tgcagcaagc 


agtcaggctc 


cttcaggaaa 


2500 


ttcaggtacg 


gatacaacaa 


tgtggtcact 


atccccgcgg 


gggccaccca 


2550 


cattcttgtc 


cggcagcagg 


gaaaccctgg 


ccaccggagc 


atctacttgg 


2600 


ccctgaagct 


gccagatggc 


tcctatgccc 


tcaatggtga 


atacacgctg 


2650 


atgccctccc 


ccacagatgt 


ggtactgcct 


ggggcagtca 


gcttgcgcta 


2700 


cagcggggcc 


actgcagcct 


cagagacact 


gtcaggccat 


gggccactgg 


2750 


cccagccttt 


gacactgcaa 


gtcctagtgg 


ctggcaaccc 


ccaggacaca 


2800 


cgcctccgat 


acagcttctt 


cgtgccccgg 


ccgacccctt 


caacgccacg 


2850 


ccccactccc 


caggactggc 


tgcaccgaag 


agcacagatt 


ctggagatcc 


2900 


ttcggcggcg 


cccctgggcg 


ggcaggaaat 


aacctcacta 


tcccggctgc 


2950 


cctttctggg 


caccggggcc 


tcggacttag 


ctgggagaaa 


gagagagctt 


3000 


ctgttgctgc 


ctcatgctaa 


gactcagtgg 


ggaggggctg 


tgggcgtgag 


3050 


acctgcccct 


cctctctgcc 


ctaatgcgca 


ggctggccct 


gccctggttt 


3100 


cctgccctgg 


gaggcagtga 


tgggttagtg 


gatggaaggg 


gctgacagac 


3150 


agccctccat 


ctaaactgcc 


ccctctgccc 


tgcgggtcac 


aggagggagg 


3200 


gggaaggcag 


ggagggcctg 


ggccccagtt 


gtatttattt 


agtatttatt 


3250 


cacttttatt 


tagcaccagg 


gaaggggaca 


aggactaggg 


tcctggggaa 


3300 


cctgacccct 


gacccctcat 


agccctcacc 


ctggggctag 


gaaatccagg 


3350 


gtggtggtga 


taggtataag 


tggtgtgtgt 


atgcgtgtgt 


gtgtgtgtgt 


3400 


gaaaatgtgt 


gtgtgcttat 


gtatgaggta 


caacctgttc 


tgctttcctc 


3450 


ttcctgaatt 


ttattttttg 


ggaaaagaaa 


agtcaagggt 


agggtgggcc 


3500 


ttcagggagt 


gagggattat 


cttttttttt 


ttttctttct 


ttctttcttt 


3550 


tttttttttg 


agacagaatc 


tcgctctgtc 


gcccaggctg 


gagtgcaatg 


3600 


gcacaatctc 


ggctcactgc 


atcctccgcc 


tcccgggttc 


aagtgattct 


3650 


catgcctcag 


cctcctgagt 


agctgggatt 


acaggctcct 


gccaccacgc 


3700 


ccagctaatt 


tttgttttgt 


tttgtttgga 


gacagagtct 


cgctattgtc 


3750 


accagggctg 


gaatgatttc 


agctcactgc 


aaccttcgcc 


acctgggttc 


3800 
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cagcaattct 


cctgcctcag 


cctcccgagt 


agctgagatt 


ataggcacct 


3850 


accaccacgc 


ccggctaatt 


tttgtatttt 


tagtagagac 


ggggtttcac 


3900 


catgttggcc 


aggctggtct 


cgaactcctg 


accttaggtg 


atccactcgc 


3950 


cttcatctcc 


caaagtgctg 


ggattacagg 


cgtgagccac 


cgtgcctggc 


4000 


cacgcccaac 


taatttttgt 


atttttagta 


gagacagggt 


ttcaccatgt 


4050 


tggccaggct 


gctcttgaac 


tcctgacctc 


aggtaatcga 


cctgcctcgg 


4100 


cctcccaaag 


tgctgggatt 


acaggtgtga 


gccaccacgc 


ccggtacata 


4150 


ttttttaaat 


tgaattctac 


tatttatgtg 


atccttttgg 


agtcagacag 


4200 


-~\ -f— f~r 4— /— r s-T-{— ■)— An 

atytyy ttyc 






a rr r -1 ;=i 1 - f- anal" 




4250 


ccaataataa 


tacctccctt 


agaagtttgt 


tgtgaggatt 


aaataatgta 


4300 


aataaagaac 


tagcataaca 


ctcaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


4350 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


4400 



aaggaaa 4407 

;210> 352 

:211> 837 

:212> PRT 

213 > Homo Sapien 

:400> 352 

Met Ser Gin Thr Gly Ser His Pro Gly Arg Gly Leu Ala Gly Arg 
15 10 15 

Trp Leu Trp Gly Ala Gin Pro Cys Leu Leu Leu Pro lie Val Pro 
20 25 3 0 

Leu Ser Trp Leu Val Trp Leu Leu Leu Leu Leu Leu Ala Ser Leu 
35 40 45 

Leu Pro Ser Ala Arg Leu Ala Ser Pro Leu Pro Arg Glu Glu Glu 
50 55 60 

lie Val Phe Pro Glu Lys Leu Asn Gly Ser Val Leu Pro Gly Ser 
65 ' 70 75 

Gly Ala Pro Ala Arg Leu Leu Cys Arg Leu Gin Ala Phe Gly Glu 
80 85 90 

Thr Leu Leu Leu Glu Leu Glu Gin Asp Ser Gly Val Gin Val Glu 
95 100 105 

Gly Leu Thr Val Gin Tyr Leu Gly Gin Ala Pro Glu Leu Leu Gly 
110 115 120 

Gly Ala Glu Pro Gly Thr Tyr Leu Thr Gly Thr lie Asn Gly Asp 
125 130 135 
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Pro Glu Ser Val Ala Ser Leu His Trp Asp Gly Gly Ala Leu Leu 
140 145 150 



m 



Gly Val Leu Gin Tyr Arg Gly Ala Glu Leu His Leu Gin Pro Leu 
155 160 165 

Glu Gly Gly Thr Pro Asn Ser Ala Gly Gly Pro Gly Ala His He 
170 175 180 

Leu Arg Arg Lys Ser Pro Ala Ser Gly Gin Gly Pro Met Cys Asn 
185 190 195 

Val Lys Ala Pro Leu Gly Ser Pro Ser Pro Arg Pro Arg Arg Ala 
200 205 210 

Lys Arg Phe Ala Ser Leu Ser Arg Phe Val Glu Thr Leu Val Val 
215 220 225 

Ala Asp Asp Lys Met Ala Ala Phe His Gly Ala Gly Leu Lys Arg 
230 235 240 

Tyr Leu Leu Thr Val Met Ala Ala Ala Ala Lys Ala Phe Lys His 
245 250 255 

Pro Ser He Arg Asn Pro Val Ser Leu Val Val Thr Arg Leu Val 
26-0 265 270 

He Leu Gly Ser Gly Glu Glu Gly Pro Gin Val Gly Pro Ser Ala 
275 280 285 



Ala Gin Thr Leu Arg Ser Phe Cys Ala Trp Gin Arg Gly Leu Asn 

CP 290 295 300 

Si 

O Thr Pro Glu Asp Ser Gly Pro Asp His Phe Asp Thr Ala He Leu 

£ 305 310 315 

Phe Thr Arg Gin Asp Leu Cys Gly Val Ser Thr Cys Asp Thr Leu 

U1 ~ 320 325 330 



Gly Met Ala Asp Val Gly Thr Val Cys Asp Pro Ala Arg Ser Cys 
335 340 345 

Ala He Val Glu Asp Asp Gly Leu Gin Ser Ala Phe Thr Ala Ala 
350 355 360 

His Glu Leu Gly His Val Phe Asn Met Leu His Asp Asn Ser Lys 
365 370 375 

Pro Cys He Ser Leu Asn Gly Pro Leu Ser Thr Ser Arg His Val 
380 385 390 

Met Ala Pro Val Met Ala His Val Asp Pro Glu Glu Pro Trp Ser 
395 400 405 

Pro Cys Ser Ala Arg Phe He Thr Asp Phe Leu Asp Asn Gly Tyr 
410 415 420 

Gly His Cys Leu Leu Asp Lys Pro Glu Ala Pro Leu His Leu Pro 
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425 430 435 

Val Thr Phe Pro Gly Lys Asp Tyr Asp Ala Asp Arg Gin Cys Gin 
440 445 450 

Leu Thr Phe Gly Pro Asp Ser Arg His Cys Pro Gin Leu Pro Pro 
455 460 465 

Pro Cys Ala Ala Leu Trp Cys Ser Gly His Leu Asn Gly His Ala 
470 475 480 

Met Cys Gin Thr Lys His Ser Pro Trp Ala Asp Gly Thr Pro Cys 
485 490 495 

Gly Pro Ala Gin Ala Cys Met Gly Gly Arg Cys Leu His Met Asp 
500 505 510 

Gin Leu Gin Asp Phe Asn lie Pro Gin Ala Gly Gly Trp Gly Pro 
515 520 525 

Trp Gly Pro Trp Gly Asp Cys Ser Arg Thr Cys Gly Gly Gly Val 
530 ~ ^ 535 540 

Gin Phe Ser Ser Arg Asp Cys Thr Arg Pro Val Pro Arg Asn Gly 
545 550 555 

Gly Lys Tyr Cys Glu Gly Arg Arg Thr Arg Phe Arg Ser Cys Asn 
560 ^ 565 570 

Thr Glu Asp Cys Pro Thr Gly Ser Ala Leu Thr Phe Arg Glu Glu 
575 580 585 

Gin Cys Ala Ala Tyr Asn His Arg Thr Asp Leu Phe Lys Ser Phe 
590 595 600 

Pro Gly Pro Met Asp Trp Val Pro Arg Tyr Thr Gly Val Ala Pro 
605 610 615 

Gin Asp Gin Cys Lys Leu Thr Cys Gin Ala Arg Ala Leu Gly Tyr 
620 625 630 

Tyr Tyr Val Leu Glu Pro Arg Val Val Asp Gly Thr Pro Cys Ser 
635 640 645 

Pro Asp Ser Ser Ser Val Cys Val Gin Gly Arg Cys lie His Ala 
650 655 660 

Gly Cys Asp Arg lie lie Gly Ser Lys Lys Lys Phe Asp Lys Cys 
665 670 675 

Met Val Cys Gly Gly Asp Gly Ser Gly Cys Ser Lys Gin Ser Gly 
680 685 690 

Ser Phe Arg Lys Phe Arg Tyr Gly Tyr Asn Asn Val Val Thr lie 
695 700 705 

Pro Ala Gly Ala Thr His He Leu Val Arg Gin Gin Gly Asn Pro 
710 715 720 
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Gly His Arg Ser lie Tyr Leu Ala Leu Lys Leu Pro Asp Gly Ser 

725 730 735 

Tyr Ala Leu Asn Gly Glu Tyr Thr Leu Met Pro Ser Pro Thr Asp 

740 745 750 

Val Val Leu Pro Gly Ala Val Ser Leu Arg Tyr Ser Gly Ala Thr 

755 760 765 

Ala Ala Ser Glu Thr Leu Ser Gly His Gly Pro Leu Ala Gin Pro 

770 775 780 

Leu Thr Leu Gin Val Leu Val Ala Gly Asn Pro Gin Asp Thr Arg 

785 790 795 

Leu Arg Tyr Ser Phe Phe Val Pro Arg Pro Thr Pro Ser Thr Pro 

800 805 810 

Arg Pro Thr Pro Gin Asp Trp Leu His Arg Arg Ala Gin lie Leu 

815 820 825 

Glu Tie Leu Arg Arg Arg Pro Trp Ala Gly Arg Lys 
830 835 

<210> 353 

<211> 1174 

<212> DNA 

<213> Homo Sapien 

<400> 353 



gcggaactgg 


ctccggctgg 


cacctgagga 


gcggcgtgac 


cccgagggcc 


50 


cagggagctg 


cccggctggc 


ctaggcaggc 


agccgcacca 


tggccagcac 


100 


ggccgtgcag 


cttctgggct 


tcctgctcag 


cttcctgggc 


atggtgggca 


150 


cgttgatcac 


caccatcctg 


ccgcactggc 


ggaggacagc 


gcacgtgggc 


200 


accaacatcc 


tcacggccgt 


gtcctacctg 


aaagggctct 


ggatggagtg 


250 


tgtgtggcac 


agcacaggca 


tctaccagtg 


ccagatctac 


cgatccctgc 


300 


tggcgctgcc 


ccaagacctc 


caggctgccc 


gcgccctcat 


ggtcatctcc 


350 


tgcctgctct 


cgggcatagc 


ctgcgcctgc 


gccgtcatcg 


ggatgaagtg 


400 


cacgcgctgc 


gccaagggca 


cacccgccaa 


gaccaccttt 


gccatcctcg 


450 


gcggcaccct 


cttcatcctg 


gccggcctcc 


tgtgcatggt 


ggccgtctcc 


500 


tggaccacca 


acgacgtggt 


gcagaacttc 


tacaacccgc 


tgctgcccag 


550 


cggcatgaag 


tttgagattg 


gccaggccct 


gtacctgggc 


ttcatctcct 


600 


cgtccctctc 


gctcattggt 


ggcaccctgc 


tttgcctgtc 


ctgccaggac 


650 


gaggcaccct 


acaggcccta 


ccaggccccg 


cccagggcca 


ccacgaccac 


700 
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tgcaaacacc 


gcacctgcct 


accagccacc 


agctgcctac 


aaagacaatc 


750 


gggccccctc 


agtgacctcg 


gccacgcaca 


gcgggtacag 


gctgaacgac 


800 


tacgtgtgag 


tccccacagc 


ctgcttctcc 


cctgggctgc 


tgtgggctgg 


850 


gtccccggcg 


ggactgtcaa 


tggaggcagg 


ggttccagca 


caaagtttac 


900 


ttctgggcaa 


tttttgtatc 


caaggaaata 


atgtgaatgc 


gaggaaatgt 


950 


ctttagagca 


cagggacaga 


gggggaaata 


a g a gg a gga-g 


aaagctctct 


1000 


ataccaaaga 


ctgaaaaaaa 


aaatcctgtc 


tgtttttgta 


tttattatat 


1050 


atatttatgt 


gggtgatttg 


ataacaagtt 


taatataaag 


tgacttggga 


1100 


gtttggtcag 


tggggttggt 


ttgtgatcca 


ggaataaacc 


ttgcggatgt 


1150 


ggctgtttat 


gaaaaaaaaa 


aaaa 1174 









c210> 354 

c211> 239 

;212> PRT 

c213> Homo Sapien 

c400> 354 

Met Ala Ser Thr Ala Val Gin Leu Leu Gly Phe Leu Leu Ser Phe 
15 10 15 

Leu Gly Met Val Gly Thr Leu lie Thr Thr lie Leu Pro His Trp 
20 25 30 

Arg Arg Thr Ala His Val Gly Thr Asn lie Leu Thr Ala Val Ser 
35 40 45 

Tyr Leu Lys Gly Leu Trp Met Glu Cys Val Trp His Ser Thr Gly 
50 55 60 

lie Tyr Gin Cys Gin lie Tyr Arg Ser Leu Leu Ala Leu Pro Gin 
65 70 75 

Asp Leu Gin Ala Ala Arg Ala Leu Met Val lie Ser Cys Leu Leu 
80 85 90 

Ser Gly lie Ala Cys Ala Cys Ala Val lie Gly Met Lys Cys Thr 
95 100 105 

Arg Cys Ala Lys Gly Thr Pro Ala Lys Thr Thr Phe Ala lie Leu 
110 115 120 

Gly Gly Thr Leu Phe lie Leu Ala Gly Leu Leu Cys Met Val Ala 
125 130 135 

Val Ser Trp Thr Thr Asn Asp Val Val Gin Asn Phe Tyr Asn Pro 
140 145 150 

Leu Leu Pro Ser Gly Met Lys Phe Glu lie Gly Gin Ala Leu Tyr 
155 160 165 
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Leu Gly Phe lie Ser Ser Ser Leu Ser Leu lie Gly Gly Thr Leu 

170 175 180 

Leu Cys Leu Ser Cys Gin Asp Glu Ala Pro Tyr Arg Pro Tyr Gin 

185 190 ~ ~ 195 

Ala Pro Pro Arg Ala Thr Thr Thr Thr Ala Asn Thr Ala Pro Ala 

200 205 210 

Tyr Gin Pro Pro Ala Ala Tyr Lys Asp Asn Arg Ala Pro Ser Val 

215 220 ~ 225 

Thr Ser Ala Thr His Ser Gly Tyr Arg Leu Asn Asp Tyr Val 

230 235 

<210> 355 

<211> 2121 

<212> DNA 

<213> Homo Sapien 



<400> 355 





gagctcccct 


caggagcgcg 


ttagcttcac 


accttcggca 


gcaggagggc 


50 




ggcagcttct 


cgcaggcggc 


agggcgggcg 


gccaggatca 


tgtccaccac 


100 


: 

: -.v..: : 

y \ 


cacatgccaa 


gtggtggcgt 


tcctcctgtc 


catcctgggg 


ctggccggct 


150 




gcatcgcggc 


caccgggatg 


gacatgtgga 


gcacccagga 


cctgtacgac 


200 




aaccccgtca 


cctccgtgtt 


ccagtacgaa 


gggctctgga 


ggagctgcgt 


250 


m 


gaggcagagt 


tcaggcttca 


ccgaatgcag 


gccctatttc 


accatcctgg 


300 


pit; 


gacttccagc 


catgctgcag 


gcagtgcgag 


ccctgatgat 


cgtaggcatc 


350 




gtcctgggtg 


ccattggcct 


cctggtatcc 


atctttgccc 


tgaaatgcat 


400 


HI 


ccgcattggc 


agcatggagg 


actctgccaa 


agcoaacatg 


acactgacct 


450 


3 & 


ccgggatcat 


gttcattgtc 


tcaggtcttt 


gtgcaattgc 


tggagtgtct 


500 




gtgtttgcca 


acatgctggt 


gactaacttc 


tggatgtcca 


cagctaacat 


550 




gtacaccggc 


atgggtggga 


tggtgcagac 


tgttcagacc 


aggtacacat 


600 




ttggtgcggc 


tctgttcgtg 


ggctgggtcg 


ctggaggcct 


cacactaatt 


650 




gggggtgtga 


tgatgtgcat 


cgcctgccgg 


ggcctggcac 


cagaagaaac 


700 




caactacaaa 


gccgtttctt 


atcatgcctc 


aggccacagt 


gttgcctaca 


750 




agcctggagg 


cttcaaggcc 


agcactggct 


ttgggtccaa 


caccaaaaac 


800 




aagaagatat 


acgatggagg 


tgcccgcaca 


gaggacgagg 


tacaatctta 


850 




tccttccaag 


cacgactatg 


tgtaatgctc 


taagacctct 


cagcacgggc 


900 




ggaagaaact 


cccggagagc 


tcacccaaaa 


aacaaggaga 


tcccatctag 


950 
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atttcttctt 


gcttttgact 


cacagctgga 


agttagaaaa 


gcctcgattt 


1000 


catctttgga 


gaggccaaat 


ggtcttagcc 


tcagtctctg 


tctctaaata 


1050 


ttccaccata 


aaacagctga 


gttatttatg 


aattagaggc 


tatagctcac 


1100 


attttcaatc 


ctctatttct 


ttttttaaat 


ataactttct 


actctgatga 


1150 


gagaatgtgg 


ttttaatctc 


tctctcacat 


tttgatgatt 


tagacagact 


1200 


ccccctcttc 


ctcctagtca 


ataaacccat 


tgatgatcta 


tttcccagct 


1250 


tatccccaag 


aaaacttttg 


aaaggaaaga 


gtagacccaa 


agatgttatt 


1300 


ttctgctgtt 


tgaattttgt 


ctccccaccc 


ccaacttggc 


tagtaataaa 


1350 


cacttactga 


agaagaagca 


ataagagaaa 


gatatttgta 


atctctccag 


1400 


cccatgatct 


cggttttctt 


acactgtgat 


cttaaaagtt 


accaaaccaa 


1450 


agtcattttc 


agtttgaggc 


aaccaaacct 


ttctactgct 


gttgacatct 


1500 


tcttattaca 


gcaacaccat 


tctaggagtt 


tcctgagctc 


tccactggag 


1550 


tcctctttct 


gtcgcgggtc 


agaaattgtc 


cctagatgaa 


tgagaaaatt 


1600 


atttttttta 


atttaagtcc 


taaatatagt 


taaaataaat 


aatgttttag 


1650 


taaaatgata 


cactatctct 


gtgaaatagc 


ctcaccccta 


catgtggata 


1700 


gaaggaaatg 


aaaaaataat 


tgctttgaca 


ttgtctatat 


ggtactttgt 


1750 


aaagtcatgc 


ttaagtacaa 


attccatgaa 


aagctcacac 


ctgtaatcct 


1800 


agcactttgg 


gaggctgagg 


aggaaggatc 


acttgagccc 


agaagttcga 


1850 


gactagcctg 


ggcaacatgg 


agaagccctg 


tctctacaaa 


atacagagag 


1900 


aaaaaatcag 


ccagtcatgg 


tggcatacac 


ctgtagtccc 


agcattccgg 


1950 


gaggctgagg 


tgggaggatc 


acttgagccc 


agggaggttg 


gggctgcagt 


o n n r\ 

^uuu 


gagccatgat 


cacaccactg 


cactccagcc 


aggtgacata 


gcgagatcct 


2050 


gtctaaaaaa 


ataaaaaata 


aataatggaa 


cacagcaagt 


cctaggaagt 


2100 


aggttaaaac 


taattcttta 


a 2121 









<210> 356 
<211> 261 
<212> PRT 
<213> Homo Sapien 



<400> 356 

Met Ser Thr Thr Thr Cys Gin Val Val Ala Phe Leu Leu Ser lie 
1 5 10 15 

Leu Gly Leu Ala Gly Cys lie Ala Ala Thr Gly Met Asp Met Trp 
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20 25 30 

Ser Thr Gin Asp Leu Tyr Asp Asn Pro Val Thr Ser Val Phe Gin 
35 40 45 

Tyr Glu Gly Leu Trp Arg Ser Cys Val Arg Gin Ser Ser Gly Phe 
50 55 60 

Thr Glu Cys Arg Pro Tyr Phe Thr lie Leu Gly Leu Pro Ala Met 
65 70 75 

Leu Gin Ala Val Arg Ala Leu Met He Val Gly He Val Leu Gly 
80 85 90 

Ala He Gly Leu Leu Val Ser He Phe Ala Leu Lys Cys He Arg 
95 100 105 

He Gly Ser Met Glu Asp Ser Ala Lys Ala Asn Met Thr Leu Thr 
110 115 120 

Ser Gly He Met Phe He Val Ser Gly Leu Cys Ala He Ala Gly 
125 130 135 

Q Val Ser Va -1 phe Ala Asn Met Leu Val Thr Asn phe Tr P Met Ser 
q 140 145 150 

Zl Thr Ala Asn Met Tyr Thr Gly Met Gly Gly Met Val Gin Thr Val 
|y 155 160 165 

ill 

ttj Gin Thr Arg Tyr Thr Phe Gly Ala Ala Leu Phe Val Gly Trp Val 
m 170 175 180 



G 



Ala Gly Gly Leu Thr Leu He Gly Gly Val Met Met Cys He Ala 
185 190 195 



Cys Arg Gly Leu Ala Pro Glu Glu Thr Asn Tyr Lys Ala Val Ser 
|f| ' 200 205 ~ 210 



Tyr His Ala Ser Gly His Ser Val Ala Tyr Lys Pro Gly Gly Phe 



y 

j M 215 220 225 

Lys Ala Ser Thr Gly Phe Gly Ser Asn Thr Lys Asn Lys Lys He 
230 235 240 

Tyr Asp Gly Gly Ala Arg Thr Glu Asp Glu Val Gin Ser Tyr Pro 
245 250 255 

Ser Lys His Asp Tyr Val 
260 

<210> 357 

<211> 2010 

<212> DNA 

<213> Homo Sapien 

<400> 357 

ggaaaaactg ttctcttctg tggcacagag aaccctgctt caaagcagaa 50 
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gtagcagttc 


cggagtccag 


ctggctaaaa 


ctcatcccag 


aggataatgg 


100 




caacccatgc 


cttagaaatc 


gctgggctgt 


ttcttggtgg 


tgttggaatg 


150 




gtgggcacag 


tggctgtcac 


tgtcatgcct 


cagtggagag 


tgtcggcctt 


200 




cattgaaaac 


aacatcgtgg 


tttttgaaaa 


cttctgggaa 


ggactgtgga 


250 




tgaattgcgt 


gaggcaggct 


aacatcagga 


tgcagtgcaa 


aatctatgat 


300 




tccctgctgg 


ctctttctcc 


ggacctacag 


gcagccagag 


gactgatgtg 


350 




tgctgcttcc 


gtgatgtcct 


tcttggcttt 


catgatggcc 


atccttggca 


400 




tgaaatgcac 


caggtgcacg 


ggggacaatg 


agaaggtgaa 


ggctcacatt 


450 




ctgctgacgg 


ctggaatcat 


cttcatcatc 


ac 999 cat 99 


tggtgctcat 


500 




ccctgtgagc 


tgggttgcca 


atgccatcat 


cagagatttc 


tataactcaa 


550 




tagtgaatgt 


tgcccaaaaa 


cgtgagcttg 


gagaagctct 


ctacttagga 


600 




tggaccacgg 


cactggtgct 


gattgttgga 


ggagctctgt 


tctgctgcgt 


650 




tttttgttgc 


aacgaaaaga 


gcagtagcta 


cagatactcg 


ataccttccc 


700 




atcgcacaac 


ccaaaaaagt 


tatcacaccg 


gaaagaagtc 


accgagcgtc 


750 


an 


tactccagaa 


gtcagtatgt 


gtagttgtgt 


atgttttttt 


aactttacta 


800 


: : 

.isr..*.': 

' s 


taaagccatg 


caaatgacaa 


aaatctatat 


tactttctca 


aaatggaccc 


850 




caaagaaact 


ttgatttact 


gttcttaact 


gcctaatctt 


aattacagga 


900 




actgtgcatc 


agctatttat 


gattctataa 


gctatttcag 


cagaatgaga 


950 


H* 


tattaaaccc 


aatgctttga 


ttgttctaga 


aagtatagta 


atttgttttc 


1000 


m 
HI 


taaggtggtt 


caagcatcta 


ctctttttat 


catttacttc 


aaaatgacat 


1050 




tgctaaagac 


tgcattattt 


tactactgta 


atttctccac 


gacatagcat 


1100 




tatgtacata 


gatgagtgta 


acatttatat 


ctcacataga 


gacatgctta 


1150 




tatggtttta 


tttaaaatga 


aatgccagtc 


cattacactg 


aataaataga 


1200 




actcaactat 


tgcttttcag 


ggaaatcatg 


gatagggttg 


aagaaggtta 


1250 




ctattaattg 


tttaaaaaca 


gcttagggat 


taatgtcctc 


catttataat 


1300 




gaagattaaa 


atgaaggctt 


taatcagcat 


tgtaaaggaa 


attgaatggc 


1350 




tttctgatat 


gctgtttttt 


agcctaggag 


ttagaaatcc 


taacttcttt 


1400 




atcctcttct 


cccagaggct 


ttttttttct 


tgtgtattaa 


attaacattt 


1450 




ttaaaacgca 


gatattttgt 


caaggggctt 


tgcattcaaa 


ctgcttttcc 


1500 
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agggctatac tcagaagaaa gataaaagtg tgatctaaga aaaagtgatg 1550 

gttttaggaa agtgaaaata tttttgtttt tgtatttgaa gaagaatgat 1600 

gcattttgac aagaaatcat atatgtatgg atatatttta ataagtattt 1650 

gagtacagac tttgaggttt catcaatata aataaaagag cagaaaaata 1700 

tgtcttggtt ttcatttgct taccaaaaaa acaacaacaa aaaaagttgt 1750 

cctttgagaa cttcacctgc tcctatgtgg gtacctgagt caaaattgtc 1800 

atttttgttc tgtgaaaaat aaatttcctt cttgtaccat ttctgtttag 1850 

ttttactaaa atctgtaaat actgtatttt tctgtttatt ccaaatttga 1900 

tgaaactgac aatccaattt gaaagtttgt gtcgacgtct gtctagctta 1950 

aatgaatgtg ttctatttgc tttatacatt tatattaata aattgtacat 2 000 

ttttctaatt 2010 

:210> 358 
:211> 225 
:212> PRT 
:213> Homo Sapien 

:400> 358 

Met Ala Thr His Ala Leu Glu lie Ala Gly Leu Phe Leu Gly Gly 
15 10 15 

Val Gly Met Val Gly Thr Val Ala Val Thr Val Met Pro Gin Trp 
20 25 30 

Arg Val Ser Ala Phe lie Glu Asn Asn lie Val Val Phe Glu Asn 
35 40 45 

Phe Trp Glu Gly Leu Trp Met Asn Cys Val Arg Gin Ala Asn lie 
50 55 60 

Arg Met Gin Cys Lys lie Tyr Asp Ser Leu Leu Ala Leu Ser Pro 
65 " ~ 70 75 

Asp Leu Gin Ala Ala Arg Gly Leu Met Cys Ala Ala Ser Val Met 
80 85 90 

Ser Phe Leu Ala Phe Met Met Ala lie Leu Gly Met Lys Cys Thr 
95 100 " 105 

Arg Cys Thr Gly Asp Asn Glu Lys Val Lys Ala His lie Leu Leu 
110 " 115 120 

Thr Ala Gly He He Phe He He Thr Gly Met Val Val Leu He 
125 130 135 

Pro Val Ser Trp Val Ala Asn Ala He He Arg Asp Phe Tyr Asn 
140 145 150 
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Ser lie Val Asn Val Ala Gin Lys Arg Glu Leu Gly Glu 
155 160 

Tyr Leu Gly Trp Thr Thr Ala Leu Val Leu lie Val Gly 
170 175 

Leu Phe Cys Cys Val Phe Cys Cys Asn Glu Lys Ser Ser 
185 190 

Arg Tyr Ser lie Pro Ser His Arg Thr Thr Gin Lys Ser 
200 205 

Thr Gly Lys Lys Ser Pro Ser Val Tyr Ser Arg Ser Gin 
215 220 

:210> 359 
:211> 742 
:212> DNA 
:213> Homo Sapien 

:400> 359 



cccgcgcccg 


gttctccctc 


gcagcacctc 


gaagtgcgcc 


cctcgccctc 


50 


ctgctcgcgc 


cccgccgcca 


tggctgcctc 


ccccgcgcgg 


cctgctgtcc 


100 


tggccctgac 


cgggctggcg 


ctgctcctgc 


tcctgtgctg 


gggcccaggt 


150 


ggcataagtg 


gaaataaact 


caagctgatg 


cttcaaaaac 


gagaagcacc 


200 


tgttccaact 


aagactaaag 


tggccgttga 


tgagaataaa 


gccaaagaat 


250 


tccttggcag 


cctgaagcgc 


cagaagcggc 


agctgtggga 


ccggactcgg 


300 


cccgaggtgc 


agcagtggta 


ccagcagttt 


ctctacatgg 


gctttgatga 


350 


agcgaaattt 


gaagatgaca 


tcacctattg 


gcttaacaga 


gatcgaaatg 


400 


gacatgaata 


ctatggcgat 


tactaccaac 


gtcactatga 


tgaagactct 


450 


gcaattggtc 


cccggagccc 


ctacggcttt 


aggcatggag 


ccagcgtcaa 


500 


ctacgatgac 


tactaaccat 


gacttgccac 


acgctgtaca 


agaagcaaat 


550 


agcgattctc 


ttcatgtatc 


tcctaatgcc 


ttacactact 


tggtttctga 


600 


tttgctctat 


ttcagcagat 


cttttctacc 


tactttgtgt 


gatcaaaaaa 


650 


gaagagttaa 


aacaacacat 


gtaaatgcct 


tttgatattt 


catgggaatg 


700 


cctctcattt 


aaaaatagaa 


ataaagcatt 


ttgttaaaaa 


ga 742 





:210> 360 
:211> 148 
:212> PRT 
:213> Homo Sapien 

:400> 360 

Met Ala Ala Ser Pro Ala Arg Pro Ala Val Leu Ala Leu Thr Gly 



Ala Leu 
165 

Gly Ala 
180 

Ser Tyr 
195 

Tyr His 
210 

Tyr Val 
225 



Leu Ala Leu Leu Leu 
20 

Gly Asn Lys Leu Lys 
35 

Pro Thr Lys Thr Lys 
50 

Phe Leu Gly Ser Leu 
65 

Thr Arg Pro Glu Val 
80 

Gly Phe Asp Glu Ala 
95 

Asn Arg Asp Arg Asn 
110 

Arg His Tyr Asp Glu 
125 

Gly Phe Arg His Gly 
140 

:210> 361 
:211> 849 
:212> DNA 
:213> Homo Sapien 

:400> 361 



gagattggaa 


acagccaggt 


tggagcagtg 


agtgagtaag 


gaaacctggc 


50 


tgccctctcc 


agattcccca 


ggctctcaga 


gaagatcagc 


agaaagtctg 


100 


caagacccta 


agaaccatca 


gccctcagct 


gcacctcctc 


ccctccaagg 


150 


atgacaaagg 


cgctactcat 


ctatttggtc 


agcagctttc 


ttgccctaaa 


200 


tcaggccagc 


ctcatcagtc 


gctgtgactt 


ggcccaggtg 


ctgcagctgg 


250 


aggacttgga 


tgggtttgag 


ggttactccc 


tgagtgactg 


gctgtgcctg 


300 


gcttttgtgg 


aaagcaagtt 


caacatatca 


aagataaatg 


aaaatgcgga 


350 


tggaagcttt 


gactatggcc 


tcttccagat 


caacagccac 


tactggtgca 


400 


acgattataa 


gagttactcg 


gaaaaccttt 


gccacgtaga 


ctgtcaagat 


450 


ctgctgaatc 


ccaaccttct 


tgcaggcatc 


cactgcgcaa 


aaaggattgt 


500 


gtccggagca 


cgggggatga 


acaactgggt 


agaatggagg 


ttgcactgtt 


550 


caggccggcc 


actctcctac 


tggctgacag 


gatgccgcct 


gagatgaaac 


600 



560 



10 15 

Leu Leu Cys Trp Gly Pro Gly Gly lie Ser 
25 30 

Leu Met Leu Gin Lys Arg Glu Ala Pro Val 
40 45 

Val Ala Val Asp Glu Asn Lys Ala Lys Glu 
55 ~ ~ 60 

Lys Arg Gin Lys Arg Gin Leu Trp Asp Arg 
70 75 

Gin Gin Trp Tyr Gin Gin Phe Leu Tyr Met 
85 90 

Lys Phe Glu Asp Asp lie Thr Tyr Trp Leu 
100 105 

Gly His Glu Tyr Tyr Gly Asp Tyr Tyr Gin 
115 * 120 

Asp Ser Ala lie Gly Pro Arg Ser Pro Tyr 
130 135 

Ala Ser Val Asn Tyr Asp Asp Tyr 
145 



agggtgcggg tgcaccgtgg agtcattcca agactcctgt cctcactcag 650 

ggattcttca tttcttcttc ctactgcctc cacttcatgt tattttcttc 700 

ccttcccatt tacaactaaa actgaccaga gccccaggaa taaatggttt 750 

tcttggcttc ctccttactc ccatctggac ccagtcccct ggttcctgtc 8 00 

tgttatttgt aaactgagga ccacaataaa gaaatcttta tatttatcg 84 9 

;210> 362 
c211> 148 
c212> PRT 
:213> Homo Sapien 

:400> 362 

Met Thr Lys Ala Leu Leu lie Tyr Leu Val Ser Ser Phe Leu Ala 
1 ~ 5 10 15 

Leu Asn Gin Ala Ser Leu lie Ser Arg Cys Asp Leu Ala Gin Val 
20 25 30 

Leu Gin Leu Glu Asp Leu Asp Gly Phe Glu Gly Tyr Ser Leu Ser 
35 40 45 

Asp Trp Leu Cys Leu Ala Phe Val Glu Ser Lys Phe Asn lie Ser 
50 55 60 

Lys He Asn Glu Asn Ala Asp Gly Ser Phe Asp Tyr Gly Leu Phe 
65 70 75 

Gin He Asn Ser His Tyr Trp Cys Asn Asp Tyr Lys Ser Tyr Ser 
80 85 90 

Glu Asn Leu Cys His Val Asp Cys Gin Asp Leu Leu Asn Pro Asn 
95 100 105 

Leu Leu Ala Gly He His Cys Ala Lys Arg He Val Ser Gly Ala 
110 115 120 

Arg Gly Met Asn Asn Trp Val Glu Trp Arg Leu His Cys Ser Gly 
125 130 135 

Arg Pro Leu Ser Tyr Trp Leu Thr Gly Cys Arg Leu Arg 
140 145 

c210> 363 

:211> 2575 

:212> DNA 

:213> Homo Sapien 

:400> 363 

tctgacctga ctggaagcgt ccaaagaggg acggctgtca gccctgcttg 50 
actgagaacc caccagctca tcccagacac ctcatagcaa cctatttata 100 
caaaggggga aagaaacacc tgagcagaat ggaatcatta tttttttccc 15 0 
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aaggagaaaa 


ccggggtaaa 


gggagggaag 


caattcaatt 


tgaagtccct 


200 


gtgaatgggc 


tttcagaagg 


caattaaaga 


aatccactca 


gagaggactt 


250 


ggggtgaaac 


ttgggtcctg 


tggttttctg 


attgtaagtg 


gaagcaggtc 


300 


ttgcacacgc 


tgttggcaaa 


tgtcaggacc 


aggttaagtg 


actggcagaa 


350 


aaacttccag 


gtggaacaag 


caacccatgt 


tctgctgcaa 


gcttgaagga 


400 


gcctggagcg 


ggagaaagct 


aacttgaaca 


tgacctgttg 


catttggcaa 


450 


gttctagcaa 


catgctccta 


aggaagcgat 


acaggcacag 


accatgcaga 


500 


ctccagttcc 


tcctgctgct 


cctgatgctg 


ggatgcgtcc 


tgatgatggt 


550 


ggcgatgttg 


caccctcccc 


accacaccct 


gcaccagact 


gtcacagccc 


600 


aagccagcaa 


gcacagccct 


gaagccaggt 


accgcctgga 


ctttggggaa 


650 


tcccaggatt 


gggtactgga 


agctgaggat 


gagggtgaag 


agtacagccc 


700 


tctggagggc 


ctgccaccct 


ttatctcact 


gcgggaggat 


cagctgctgg 


750 


tggccgtggc 


cttaccccag 


gccagaagga 


accagagcca 


gggcaggaga 


800 


ggtgggagct 


accgcctcat 


caagcagcca 


aggaggcagg 


ataaggaagc 


850 


cccaaagagg 


gactgggggg 


ctgatgagga 


cggggaggtg 


tctgaagaag 


900 


aggagttgac 


cccgttcagc 


ctggacccac 


gtggcctcca 


ggaggcactc 


950 


agtgcccgca 


tccccctcca 


gagggctctg 


cccgaggtgc 


ggcacccact 


1000 


gtgtctgcag 


cagcaccctc 


aggacagcct 


gcccacagcc 


agcgtcatcc 


1050 


tctgtttcca 


tgatgaggcc 


tggtccactc 


tcctgcggac 


tgtacacagc 


1100 


atcetcgaca 


cagtgcccag 


ggccttcctg 


aaggagatca 


tcctcgtgga 


1150 


cgacctcagc 


cagcaaggac 


aactcaagtc 


tgctctcagc 


gaatatgtgg 


1200 


ccaggctgga 


gggggtgaag 


ttactcagga 


gcaacaagag 


gctgggtgcc 


1250 


atcagggccc 


ggatgctggg 


ggccaccaga 


gccaccgggg 


atgtgctcgt 


1300 


cttcatggat 


gcccactgcg 


agtgccaccc 


aggctggctg 


gagcccctcc 


1350 


tcagcagaat 


agctggtgac 


aggagccgag 


tggtatctcc 


ggtgatagat 


1400 


gtgattgac t 


ggaagacttt 


ccagtattac 


ccctcaaagg 


acctgcagcg 


1 / r A 


tggggtgttg 


gactggaagc 


tggatttcca 


ctgggaacct 


ttgccagagc 


1500 


atgtgaggaa 


ggccctccag 


tcccccataa 


gccccatcag 


gagccctgtg 


1550 


gtgcccggag 


aggtggtggc 


catggacaga 


cattacttcc 


aaaacactgg 


1600 
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agcgtatgac 


tctcttatgt 


cgctgcgagg 


tggtgaaaac 


ctcgaactgt 


1650 


ctttcaaggc 


ctggctctgt 


ggtggctctg 


ttgaaatcct 


tccctgctct 


1700 


cgggtaggac 


acatctacca 


aaatcaggat 


tcccattccc 


ccctcgacca 


1750 


ggaggccacc 


ctgaggaaca 


gggttcgcat 


tgctgagacc 


tggctggggt 


1800 


cattcaaaga 


aaccttctac 


aagcatagcc 


cagaggcctt 


ctccttgagc 


1850 


aaggctgaga 


agccagactg 


catggaacgc 


ttgcagctgc 


aaaggagact 


1900 


gggttgtcgg 


acattccact 


ggtttctggc 


taatgtctac 


cctgagctgt 


1950 


acccatctga 


acccaggccc 


agtttctctg 


gaaagctcca 


caacactgga 


2000 


cttgggctct 


gtgcagactg 


ccaggcagaa 


ggggacatcc 


tgggctgtcc 


2050 


catggtgttg 


gctccttgca 


gtgacagccg 


gcagcaacag 


tacctgcagc 


2100 


acaccagcag 


gaaggagatt 


cactttggca 


gcccacagca 


cctgtgcttt 


2150 


gctgtcaggc 


aggagcaggt 


gattcttcag 


aactgcacgg 


aggaaggcct 


2200 


ggccatccac 


cagcagcact 


gggacttcca 


ggagaatggg 


atgattgtcc 


2250 


acattctttc 


tgggaaatgc 


atggaagctg 


tggtgcaaga 


aaacaataaa 


2300 


gatttgtacc 


tgcgtccgtg 


tgatggaaaa 


gcccgccagc 


agtggcgatt 


2350 


tgaccagata 


aatgctgtgg 


atgaacgatg 


aatgtcaatg 


tcagaaggaa 


2400 


aagagaattt 


tggccatcaa 


aatccagctc 


caagtgaacg 


taaagagctt 


2450 


atatatttca 


tgaagctgat 


ccttttgtgt 


gtgtgctcct 


tgtgttagga 


2500 


gagaaaaaag 


ctctatgaaa 


gaatatagga 


agtttctcct 


tttcacacct 


2550 


tatttcattg 


actgctggct 


gctta 2575 









:210> 364 
:211> 639 
:212> PRT 
;213> Homo Sapien 

:400> 364 

Met Leu Leu Arg Lys Arg Tyr Arg His Arg Pro Cys Arg Leu Gin 
15 10 15 

Phe Leu Leu Leu Leu Leu Met Leu Gly Cys Val Leu Met Met Val 
20 25 30 

Ala Met Leu His Pro Pro His His Thr Leu His Gin Thr Val Thr 
35 40 45 

Ala Gin Ala Ser Lys His Ser Pro Glu Ala Arg Tyr Arg Leu Asp 
50 55 60 



563 



Phe Gly Glu Ser Gin Asp Trp Val Leu Glu Ala Glu Asp Glu Gly 
65 70 75 



Glu Glu Tyr Ser Pro Leu Glu Gly Leu Pro Pro Phe lie Ser Leu 

80 85 90 

Arg Glu Asp Gin Leu Leu Val Ala Val Ala Leu Pro Gin Ala Arg 

95 100 105 

Arg Asn Gin Ser Gin Gly Arg Arg Gly Gly Ser Tyr Arg Leu lie 

110 " 115 " 120 

Lys Gin Pro Arg Arg Gin Asp Lys Glu Ala Pro Lys Arg Asp Trp 

125 130 135 

Gly Ala Asp Glu Asp Gly Glu Val Ser Glu Glu Glu Glu Leu Thr 

140 145 150 

Pro Phe Ser Leu Asp Pro Arg Gly Leu Gin Glu Ala Leu Ser Ala 

155 160 165 

Arg lie Pro Leu Gin Arg Ala Leu Pro Glu Val Arg His Pro Leu 

170 175 180 

Cys Leu Gin Gin His Pro Gin Asp Ser Leu Pro Thr Ala Ser Val 

185 190 195 

lie Leu Cys Phe His Asp Glu Ala Trp Ser Thr Leu Leu Arg Thr 

200 205 210 

Val His Ser lie Leu Asp Thr Val Pro Arg Ala Phe Leu Lys Glu 

215 220 225 

lie lie Leu Val Asp Asp Leu Ser Gin Gin Gly Gin Leu Lys Ser 

230 " 235 ^ 240 

Ala Leu Ser Glu Tyr Val Ala Arg Leu Glu Gly Val Lys Leu Leu 

245 250 255 

Arg Ser Asn Lys Arg Leu Gly Ala lie Arg Ala Arg Met Leu Gly 

260 265 270 

Ala Thr Arg Ala Thr Gly Asp Val Leu Val Phe Met Asp Ala His 

275 ~ 280 285 

Cys Glu Cys His Pro Gly Trp Leu Glu Pro Leu Leu Ser Arg lie 

290 295 300 

Ala Gly Asp Arg Ser Arg Val Val Ser Pro Val lie Asp Val lie 

305 310 315 

Asp Trp Lys Thr Phe Gin Tyr Tyr Pro Ser Lys Asp Leu Gin Arg 

320 325 330 

Gly Val Leu Asp Trp Lys Leu Asp Phe His Trp Glu Pro Leu Pro 

335 340 345 

Glu His Val Arg Lys Ala Leu Gin Ser Pro lie Ser Pro lie Arg 
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350 355 360 

Ser Pro Val Val Pro Gly Glu Val Val Ala Met Asp Arg His Tyr 

365 370 375 

Phe Gin Asn Thr Gly Ala Tyr Asp Ser Leu Met Ser Leu Arg Gly 

380 385 390 

Gly Glu Asn Leu Glu Leu Ser Phe Lys Ala Trp Leu Cys Gly Gly 

395 400 405 

Ser Val Glu lie Leu Pro Cys Ser Arg Val Gly His lie Tyr Gin 

410 415 420 

Asn Gin Asp Ser His Ser Pro Leu Asp Gin Glu Ala Thr Leu Arg 

425 430 435 

Asn Arg Val Arg lie Ala Glu Thr Trp Leu Gly Ser Phe Lys Glu 

440 445 450 

Thr Phe Tyr Lys His Ser Pro Glu Ala Phe Ser Leu Ser Lys Ala 

455 460 465 

Glu Lys Pro Asp Cys Met Glu Arg Leu Gin Leu Gin Arg Arg Leu 

470 475 480 

Gly Cys Arg Thr Phe His Trp Phe Leu Ala Asn Val Tyr Pro Glu 

485 490 495 

Leu Tyr Pro Ser Glu Pro Arg Pro Ser Phe Ser Gly Lys Leu His 

500 505 510 

Asn Thr Gly Leu Gly Leu Cys Ala Asp Cys Gin Ala Glu Gly Asp 

515 520 525 

lie Leu Gly Cys Pro Met Val Leu Ala Pro Cys Ser Asp Ser Arg 

530 535 540 

Gin Gin Gin Tyr Leu Gin His Thr Ser Arg Lys Glu lie His Phe 

545 550 555 

Gly Ser Pro Gin His Leu Cys Phe Ala Val Arg Gin Glu Gin Val 

560 565 570 

lie Leu Gin Asn Cys Thr Glu Glu Gly Leu Ala lie His Gin Gin 

575 580 585 

His Trp Asp Phe Gin Glu Asn Gly Met lie Val His lie Leu Ser 

590 595 600 

Gly Lys Cys Met Glu Ala Val Val Gin Glu Asn Asn Lys Asp Leu 

605 610 ~ 615 

Tyr Leu Arg Pro Cys Asp Gly Lys Ala Arg Gin Gin Trp Arg Phe 

620 625 630 

Asp Gin lie Asn Ala Val Asp Glu Arg 
635 
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<210> 365 

<211> 1257 

<212> DNA 

<213> Homo Sapien 



<400> 365 





ggagagaggc 


gcgcgggtga 


aaggcgcatt 


gatgcagcct 


gcggcggcct 


50 




cggagcgcgg 


cggagccaga 


cgctgaccac 


gttcctctcc 


tcggtctcct 


100 




ccgcctccag 


ctccgcgctg 


cccggcagcc 


gggagccatg 


cgaccccagg 


150 




gccccgccgc 


ctccccgcag 


cggctccgcg 


gcctcctgct 


gctcctgctg 


200 




ctgcagctgc 


ccgcgccgtc 


gagcgcctct 


gagatcccca 


aggggaagca 


250 




aaaggcgcag 


ctccggcaga 


gggaggtggt 


ggacctgtat 


aatggaatgt 


300 




gcttacaagg 


gccagcagga 


gtgcctggtc 


gagacgggag 


ccctggggcc 


350 




aatgttattc 


cgggtacacc 


tgggatccca 


ggtcgggatg 


gattcaaagg 


400 




agaaaagggg 


gaatgtctga 


gggaaagctt 


tgaggagtcc 


tggacaccca 


450 




actacaagca 


gtgttcatgg 


agttcattga 


attatggcat 


agatcttggg 


500 


Ci 

U i 


aaaattgcgg 


agtgtacatt 


tacaaagatg 


cgttcaaata 


gtgctctaag 


550 


fl ! 

Ti : 


agttttgttc 


agtggctcac 


ttcggctaaa 


atgcagaaat 


gcatgctgtc 


600 


"T 


agcgttggta 


tttcacattc 


aatggagctg 


aatgttcagg 


acctcttccc 


650 




attgaagcta 


taatttattt 


ggaccaagga 


agccctgaaa 


tgaattcaac 


700 


w? 


aattaatatt 


catcgcactt 


cttctgtgga 


aggactttgt 


gaaggaattg 


750 




gtgctggatt 


agtggatgtt 


gctatctggg 


ttggcacttg 


ttcagattac 


800 


y i 
0 


ccaaaaggag 


atgcttctac 


tggatggaat 


tcagtttctc 


gcatcattat 


850 


B | 


tgaagaacta 


ccaaaataaa 


tgctttaatt 


ttcatttgct 


acctcttttt 


900 




ttattatgcc 


ttggaatggt 


tcacttaaat 


gacattttaa 


ataagtttat 


950 




gtatacatct 


gaatgaaaag 


caaagctaaa 


tatgtttaca 


gaccaaagtg 


1000 




tgatttcaca 


ctgtttttaa 


atctagcatt 


attcattttg 


cttcaatcaa 


1050 




aagtggtttc 


aatatttttt 


ttagttggtt 


agaatacttt 


cttcatagtc 


1100 




acattctctc 


aacctataat 


ttggaatatt 


gttgtggtct 


tttgtttttt 


1150 




ctcttagtat 


agcattttta 


aaaaaatata 


aaagctacca 


atctttgtac 


1200 




aatttgtaaa 


tgttaagaat 


tttttttata 


tctgttaaat 


aaaaattatt 


1250 



tccaaca 1257 
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<210> 366 
<211> 243 
<212> PRT 
<213> Homo Sapien 

<400> 366 

Met Arg Pro Gin Gly Pro Ala Ala Ser Pro Gin Arg Leu Arg Gly 
1 5 10 15 

Leu Leu Leu Leu Leu Leu Leu Gin Leu Pro Ala Pro Ser Ser Ala 
20 25 30 

Ser Glu lie Pro Lys Gly Lys Gin Lys Ala Gin Leu Arg Gin Arg 
35 40 45 

Glu Val Val Asp Leu Tyr Asn Gly Met Cys Leu Gin Gly Pro Ala 
50 55 60 

Gly Val Pro Gly Arg Asp Gly Ser Pro Gly Ala Asn Val lie Pro 
65 ~ 70 75 

Gly Thr Pro Gly lie Pro Gly Arg Asp Gly Phe Lys Gly Glu Lys 
80 85 90 

Gly Glu Cys Leu Arg Glu Ser Phe Glu Glu Ser Trp Thr Pro Asn 
95 100 105 

Tyr Lys Gin Cys Ser Trp Ser Ser Leu Asn Tyr Gly lie Asp Leu 
110 115 12 0 

Gly Lys lie Ala Glu Cys Thr Phe Thr Lys Met Arg Ser Asn Ser 
125 ~ 13 0 13 5 

Ala Leu Arg Val Leu Phe Ser Gly Ser Leu Arg Leu Lys Cys Arg 
140 145 150 

Asn Ala Cys Cys Gin Arg Trp Tyr Phe Thr Phe Asn Gly Ala Glu 
155 ~ ~ 160 165 

Cys Ser Gly Pro Leu Pro lie Glu Ala lie lie Tyr Leu Asp Gin 
170 175 180 

Gly Ser Pro Glu Met Asn Ser Thr lie Asn lie His Arg Thr Ser 
185 190 195 

Ser Val Glu Gly Leu Cys Glu Gly He Gly Ala Gly Leu Val Asp 
200 205 210 

Val Ala He Trp Val Gly Thr Cys Ser Asp Tyr Pro Lys Gly Asp 
215 220 225 

Ala Ser Thr Gly Trp Asn Ser Val Ser Arg He He He Glu Glu 
230 235 240 

Leu Pro Lys 



<210> 367 
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<211> 480 
<212> DNA 
<213> Homo Sapien 

<400> 367 



gttaaccagc 


gcagtcctcc 


gugcgucccg 




r n 

«J u 


cggccaggat 


ggcatcctgt 


ctggccctgc 




i no 

_L U W 


tccggggttc 


tggcccctgc 


ggugcxcaca 


yacgatyttc u a. ca.yya.y 


X -J u 


cgtgcccacg 


ctgtggaacg 


ay ccy y coy a 


yctyccgtcy yyciyciciyy 


2 00 


ccgtggagag 


caccagcccc 


ggccgggagc 


ccgtggacac cggtccccca 


250 


gcccccaccg 


tcgcgccagg 


acccgaggac 


agcaccgcgc aggagcggct 


300 


ggaccagggc 


ggcgggtcgc 


tggggcccgg 


cgctatcgcg gccatcgtga 


350 


tcgccgccct 


gctggccacc 


tgcgtggtgc 


tggcgctcgt ggtcgtcgcg 


400 


ctgagaaagt 


tttctgcctc 


ctgaagcgaa 


taaaggggcc gcgcccggcc 


450 


gcggcgcgac 


tcggcaaaaa 


aaaaaaaaaa 


480 





<210> 368 
<211> 121 
<212> PRT 
<213> Homo Sapien 

<400> 368 
Met Ala Ser Cys Leu 
1 5 

Gly Val Leu Ala Pro 

20 

Pro Val Pro Thr Leu 

35 

Glu Gly Pro Val Glu 
50 

Thr Gly Pro Pro Ala 
65 

Thr Ala Gin Glu Arg 
80 

Gly Ala lie Ala Ala 
95 

Val Val Leu Ala Leu 
110 

Ser 
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Ala Leu Arg Met Ala Leu Leu Leu Val Ser 
10 15 

Ala Val Leu Thr Asp Asp Val Pro Gin Glu 
25 30 

Trp Asn Glu Pro Ala Glu Leu Pro Ser Gly 
40 45 

Ser Thr Ser Pro Gly Arg Glu Pro Val Asp 
55 60 

Pro Thr Val Ala Pro Gly Pro Glu Asp Ser 
70 75 

Leu Asp Gin Gly Gly Gly Ser Leu Gly Pro 
85 90 

lie Val lie Ala Ala Leu Leu Ala Thr Cys 
100 105 

Val Val Val Ala Leu Arg Lys Phe Ser Ala 
115 120 



<210> 369 
<211> 2134 
<212> DNA 
<213> Homo Sapien 

<400> 369 



ggccgttggt 


tggtgcgcgg 


ctgaagggtg 


tggcgcgagc 


agcgtcgttg 


50 


gttggccggc 


ggcgggccgg 


gacgggcatg 


gccctgctgc 


tgtgcctggt 


100 


gtgcctgacg 


gcggcgctgg 


cccacggctg 


tctgcactgc 


cacagcaact 


150 


tctccaagaa 


gttctccttc 


taccgccacc 


atgtgaactt 


caagtcctgg 


200 


tgggtgggcg 


acatccccgt 


gtcaggggcg 


ctgctcaccg 


actggagcga 


250 


cgacacgatg 


aaggagctgc 


acctggccat 


ccccgccaag 


atcacccggg 


300 


agaagctgga 


ccaagtggcg 


acagcagtgt 


accagatgat 


ggatcagctg 


350 


taccagggga 


agatgtactt 


ccccgggtat 


ttccccaacg 


agctgcgaaa 


400 


catcttccgg 


gagcaggtgc 


acctcatcca 


gaacgccatc 


atcgaaaggc 


450 


acctggcacc 


aggcagctgg 


ggaggagggc 


agctctccag 


ggagggaccc 


500 


agcctagcac 


ctgaaggatc 


aatgccatca 


ccccgcgggg 


acctccccta 


550 


agtagccccc 


agaggcgctg 


ggagtgttgc 


caccgccctc 


ccctgaagtt 


600 


tgctccatct 


cacgctgggg 


gtcaacctgg 


ggaccccttc 


cctccgggcc 


650 


atggacacac 


atacatgaaa 


accaggccgc 


atcgactgtc 


agcaccgctg 


700 


tggcatcttc 


cagtacgaga 


ccatctcctg 


caacaactgc 


acagactcgc 


750 


acgtcgcctg 


ctttggctat 


aactgcgagt 


agggctcagg 


catcacaccc 


800 


acccgtgcca 


gggccctact 


gtccctgggg 


tcccaggctc 


tccttggagg 


850 


gggctccccg 


ccttccacct 


ggctgtcatc 


gggtagggcg 


gggccgtggg 


900 


ttcaggggcg 


caccacttcc 


aagcctgtgt 


cccacaggtc 


ctcggcgcag 


950 


tggaagtcag 


ctgtccaggg 


cctcctgaac 


tacataaata 


actggcacaa 


1000 


gtaagtcccc 


tcctcaaacc 


aacacaggca 


gtgtgtgtat 


gtgagcacct 


1050 


cgtgggtgag 


tatgtgtggg 


gcacaggctg 


gctccctcag 


ctcccacgtc 


1100 


ctagaggggc 


tcccgaggag 


gtggaacctc 


aacccagctc 


tgcgcaggag 


1150 


gcggctgcag 


tccttttctc 


cctcaaaggt 


ctccgaccct 


cagctggagg 


1200 


cgggcatctt 


tcctaaaggg 


tccccatagg 


gtctggttcc 


accccatccc 


1250 


aggtctgtgg 


tcagagcctg 


ggagggttcc 


ctacgatggt 


taggggtgcc 


1300 
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ccatggaggg 


gctgactgcc 


ccacattgcc 


tttcagacag 


gacacgagca 


1350 


tgaggtaagg 


ccgccctgac 


ctggacttca 


gggggagggg 


gtaaagggag 


1400 


agaggagggg 


ggctaggggg 


tcctctagat 


cagtgggggc 


actgcaggtg 


1450 


gggctctccc 


tatacctggg 


acacctgctg gatgtcacct 


ctgcaaccac 


1500 


acccatgtgg 


tggtttcatg 


aacagaccac 


gctcctctgc 


cttctcctgg 


1550 


cctgggacac 


acagagccac 


cccggccttg 


tgagtgaccc 


agagaaggga 


1600 


ggcctcggga 


gaaggggtgc 


tcgtaagcca 


acaccagcgt 


gccgcggcct 


1650 


gcacaccctt 


cggacatccc 


aggcacgagg gtgtcgtgga tgtggccaca 


1700 


cataggacca 


cacgtcccag 


ctgggaggag 


aggcctgggg 


cccccaggga 


1750 


gggaggcagg 


gggtggggga 


catggagagc 


tgaggcagcc 


tcgtctcccc 


1800 


gcagcctggt 


atcgccagcc 


ttaaggtgtc 


tggagccccc 


acacttggcc 


1850 


aacctgacct 


tggaagatgc 


tgctgagtgt 


ctcaagcagc 


actgacagca 


1900 


gctgggcctg 


ccccagggca 


acgtgggggc 


ggagactcag 


ctggacagcc 


1950 


cctgcctgtc 


actctggagc 


tgggctgctg 


ctgcctcagg 


accccctctc 


2000 


cgaccccgga 


cagagctgag 


ctggccaggg 


ccaggagggc 


gggagggagg 


2050 


gaatgggggt 


gggctgtgcg 


cagcatcagc 


gcctgggcag 


gtccgcagag 


2100 


ctgcgggatg 


tgattaaagt 


ccctgatgtt 


tctc 2134 







m 
pi 



ft <210> 370 

f" f <211> 157 

ff; <212> PRT 

tJ] <213> Homo Sapien 

r : i 

ni <400> 370 

Met Ala Leu Leu Leu Cys Leu Val Cys Leu Thr Ala Ala Leu Ala 
1 5 10 15 

His Gly Cys Leu His Cys His Ser Asn Phe Ser Lys Lys Phe Ser 
20 25 30 

Phe Tyr Arg His His Val Asn Phe Lys Ser Trp Trp Val Gly Asp 
35 40 45 

lie Pro Val Ser Gly Ala Leu Leu Thr Asp Trp Ser Asp Asp Thr 
50 55 60 

Met Lys Glu Leu His Leu Ala He Pro Ala Lys He Thr Arg Glu 
65 70 75 

Lys Leu Asp Gin Val Ala Thr Ala Val Tyr Gin Met Met Asp Gin 
80 85 90 



570 



Leu Tyr Gin Gly Lys Met Tyr Phe Pro Gly Tyr Phe Pro Asn Glu 
95 ~ 100 105 

Leu Arg Asn lie Phe Arg Glu Gin Val His Leu He Gin Asn Ala 
110 115 120 

He He Glu Arg His Leu Ala Pro Gly Ser Trp Gly Gly Gly Gin 
125 130 135 

Leu Ser Arg Glu Gly Pro Ser Leu Ala Pro Glu Gly Ser Met Pro 
140 145 150 

Ser Pro Arg Gly Asp Leu Pro 
155 

<210> 371 

<211> 1321 

<212> DNA 

<213> Homo Sapien 

<400> 371 



gccggctgtg 


cagagacgcc 


atgtaccggc 


tcctgtcagc 


agtgactgcc 


50 


cgggctgccg 


cccccggggg 


cttggcctca 


agctgcggac 


gacgcggggt 


100 


ccatcagcgc 


gccgggctgc 


cgcctctcgg 


ccacggctgg 


gtcgggggcc 


150 


tcgggctggg 


gctggggctg 


gcgctcgggg 


tgaagctggc 


aggtgggctg 


200 


aggggcgcgg 


ccccggcgca 


gtcccccgcg 


gcccccgacc 


ctgaggcgtc 


250 


gcctctggcc 


gagccgccac 


aggagcagtc 


cctcgccccg 


tggtctccgc 


300 


agaccccggc 


gccgccctgc 


tccaggtgct 


tcgccagagc 


oatcgagagc 


350 


agccgcgacc 


tgctgcacag 


gatcaaggat 


gaggtgggcg 


caccgggcat 


400 


agtggttgga 


gtttctgtag 


atggaaaaga 


agtctggtca 


gaaggtttag 


450 


gttatgctga 


tgttgagaac 


cgtgtaccat 


gtaaaccaga 


gacagttatg 


500 


cgaattgcta 


gcatcagcaa 


aagtctcacc 


atggttgctc 


ttgccaaatt 


550 


gtgggaagca 


gggaaactgg 


atcttgatat 


tccagtacaa 


cattatgttc 


600 


ccgaattccc 


agaaaaagaa 


tatgaaggtg 


aaaaggtttc 


tgtcacaaca 


650 


agattactga 


tttcccattt 


aagtggaatt 


cgtcattatg 


aaaaggacat 


700 


aaaaaaggtg 


aaagaagaga 


aagcttataa 


agccttgaag 


atgatgaaag 


750 


agaatgttgc 


atttgagcaa 


gaaaaagaag 


gcaaaagtaa 


tgaaaagaat 


800 


gattttacta 


aatttaaaac 


agagcaggag 


aatgaagcca 


aatgccggaa 


850 


ttcaaaacct 


ggcaagaaaa 


agaatgattt 


tgaacaaggc 


gaattatatt 


900 


tgagagaaaa 


gtttgaaaat 


tcaattgaat 


ccctaagatt 


atttaaaaat 


950 
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gatcctttgt 


tcttcaaacc 


tggtagtcag 


tttttgtatt 


caacttttgg 


1000 


ctatacccta 


ctggcagcca 


tagtagagag 


agcttcagga 


tgtaaatatt 


1050 


tggactatat 


gcagaaaata 


ttccatgact 


tggatatgct 


gacgactgtg 


1100 


caggaagaaa 


acgagccagt 


gatttacaat 


agagcaaggt 


aaatgaatac 


1150 


cttctgctgt 


gtctagctat 


atcgcatctt 


aacactattt 


tattaattaa 


1200 


aagtcaaatt 


ttctttgttt 


ccattccaaa 


atcaacctgc 


cacattttgg 


1250 


gagcttttct 


acatgtctgt 


tttctcatct 


gtaaagtgaa ggaagtaaaa 


1300 


catgtttata 


aagtaaaaaa 


a 1321 









:210> 372 
;211> 373 
c212> PRT 
:213> Homo Sapien 

c400> 372 

Met Tyr Arg Leu Leu Ser Ala Val Thr Ala Arg Ala Ala Ala Pro 
1 ' 5 10 15 

Gly Gly Leu Ala Ser Ser Cys Gly Arg Arg Gly Val His Gin Arg 
20 25 30 

Ala Gly Leu Pro Pro Leu Gly His Gly Trp Val Gly Gly Leu Gly 
35 40 45 

Leu Gly Leu Gly Leu Ala Leu Gly Val Lys Leu Ala Gly Gly Leu 
50 55 60 

Arg Gly Ala Ala Pro Ala Gin Ser Pro Ala Ala Pro Asp Pro Glu 
65 70 75 

Ala Ser Pro Leu Ala Glu Pro Pro Gin Glu Gin Ser Leu Ala Pro 
80 85 90 

Trp Ser Pro Gin Thr Pro Ala Pro Pro Cys Ser Arg Cys Phe Ala 
95 100 105 

Arg Ala lie Glu Ser Ser Arg Asp Leu Leu His Arg lie Lys Asp 
110 115 120 

Glu Val Gly Ala Pro Gly He Val Val Gly Val Ser Val Asp Gly 
125 130 135 

Lys Glu Val Trp Ser Glu Gly Leu Gly Tyr Ala Asp Val Glu Asn 
140 145 150 

Arg Val Pro Cys Lys Pro Glu Thr Val Met Arg He Ala Ser He 
155 160 165 

Ser Lys Ser Leu Thr Met Val Ala Leu Ala Lys Leu Trp Glu Ala 
170 175 180 



572 



Gly Lys Leu Asp Leu Asp He Pro Val Gin His Tyr Val Pro Glu 
185 190 195 

Phe Pro Glu Lys Glu Tyr Glu Gly Glu Lys Val Ser Val Thr Thr 
200 205 210 

Arg Leu Leu He Ser His Leu Ser Gly He Arg His Tyr Glu Lys 
215 220 225 

Asp He Lys Lys Val Lys Glu Glu Lys Ala Tyr Lys Ala Leu Lys 
230 235 240 

Met Met Lys Glu Asn Val Ala Phe Glu Gin Glu Lys Glu Gly Lys 
245 250 255 

Ser Asn Glu Lys Asn Asp Phe Thr Lys Phe Lys Thr Glu Gin Glu 
260 265 270 

Asn Glu Ala Lys Cys Arg Asn Ser Lys Pro Gly Lys Lys Lys Asn 
275 280 285 

Asp Phe Glu Gin Gly Glu Leu Tyr Leu Arg Glu Lys Phe Glu Asn 
290 295 300 

Ser He Glu Ser Leu Arg Leu Phe Lys Asn Asp Pro Leu Phe Phe 
305 " 310 315 

Lys Pro Gly Ser Gin Phe Leu Tyr Ser Thr Phe Gly Tyr Thr Leu 
320 325 330 

Leu Ala Ala He Val Glu Arg Ala Ser Gly Cys Lys Tyr Leu Asp 
335 340 345 

Tyr Met Gin Lys He Phe His Asp Leu Asp Met Leu Thr Thr Val 
350 355 360 

Gin Glu Glu Asn Glu Pro Val He Tyr Asn Arg Ala Arg 
365 370 

c210> 373 

c211> 1021 

c212> DNA 

c213> Homo Sapien 

c:400> 373 



gactacgggg 


agagagagga 


gaccaggaca gctgctgaga cctctaagaa 


50 


gtccagatac 


taagagcaaa 


gatgtttcaa 


actgggggcc tcattgtctt 


100 


ctacgggctg 


ttagcccaga 


ccatggccca 


gtttggaggc ctgcccgtgc 


150 


ccctggacca 


gaccctgccc 


ttgaatgtga 


atccagccct gcccttgagt 


200 


cccacaggtc 


ttgcaggaag 


cttgacaaat 


gccctcagca atggcctgct 


250 


gtctgggggc 


ctgttgggca 


ttctggaaaa 


ccttccgctc ctggacatcc 


300 


tgaagcctgg 


aggaggtact 


tctggtggcc 


tccttggggg actgcttgga 


350 
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aaagtgacgt 


cagtgattcc 


tggcctgaac 


aacatcattg 


acataaaggt 


400 


cactgacccc 


cagctgctgg 


aacttggcct 


tgtgcagagc 


cctgatggcc 


450 


accgtctcta 


tgtcaccatc 


cctctcggca 


taaagctcca 


agtgaatacg 


500 


cccctggtcg 


gtgcaagtct 


gttgaggctg 


gctgtgaagc 


tggacatcac 


550 


tgcagaaatc 


ttagctgtga 


gagataagca 


ggagaggatc 


cacctggtcc 


600 


ttggtgactg 


cacccattcc 


cctggaagcc 


tgcaaatttc 


tctgcttgat 


650 


ggacttggcc 


ccctccccat 


tcaaggtctt 


ctggacagcc 


tcacagggat 


700 


cttgaataaa 


gtcctgcctg 


agttggttca 


gggcaacgtg 


tgccctctgg 


750 


tcaatgaggt 


tctcagaggc 


ttggacatca 


ccctggtgca 


tgacattgtt 


800 


aacatgctga 


tccacggact 


acagtttgtc 


atcaaggtct 


aagccttcca 


850 


ggaaggggct 


ggcctctgct 


gagctgcttc 


ccagtgctca 


cagatggctg 


900 


gcccatgtgc 


tggaagatga 


cacagttgcc 


ttctctccga 


ggaacctgcc 


950 


ccctctcctt 


tcccaccagg 


cgtgtgtaac 


atcccatgtg 


cctcacctaa 


1000 


taaaatggct 


cttcttatgc 


a 1021 









<210> 374 
<211> 256 
<212> PRT 
<213> Homo Sapien 

<400> 374 

Met Phe Gin Thr Gly Gly Leu He Val Phe Tyr Gly Leu Leu Ala 
15 10 15 

Gin Thr Met Ala Gin Phe Gly Gly Leu Pro Val Pro Leu Asp Gin 
20 25 30 

Thr Leu Pro Leu Asn Val Asn Pro Ala Leu Pro Leu Ser Pro Thr 
35 40 45 

Gly Leu Ala Gly Ser Leu Thr Asn Ala Leu Ser Asn Gly Leu Leu 
50 55 60 

Ser Gly Gly Leu Leu Gly He Leu Glu Asn Leu Pro Leu Leu Asp 
65 ' 70 75 

He Leu Lys Pro Gly Gly Gly Thr Ser Gly Gly Leu Leu Gly Gly 
80 85 90 

Leu Leu Gly Lys Val Thr Ser Val He Pro Gly Leu Asn Asn He 
95 100 105 

He Asp He Lys Val Thr Asp Pro Gin Leu Leu Glu Leu Gly Leu 
110 115 120 



574 



Val Gin Ser Pro Asp Gly 
125 

Gly lie Lys Leu Gin Val 
140 

Leu Arg Leu Ala Val Lys 
155 

Val Arg Asp Lys Gin Glu 
170 

Thr His Ser Pro Gly Ser 
185 

Gly Pro Leu Pro lie Gin 
200 

Leu Asn Lys Val Leu Pro 
215 

Leu Val Asn Glu Val Leu 
230 

Asp lie Val Asn Met Leu 
245 

Val 



<210> 375 

<211> 1449 

<212> DNA 

<213> Homo Sapien 

<400> 375 



agttctgaga 


aagaaggaaa 


taaacacagg 


caccaaacca 


ctatcctaag 


50 


ttgactgtcc 


tttaaatatg 


tcaagatcca 


gacttttcag 


tgtcacctca 


100 


gcgatctcaa 


cgatagggat 


cttgtgtttg ccgctattcc 


agttggtgct 


150 


ctcggaccta 


ccatgcgaag 


aagatgaaat 


gtgtgtaaat 


tataatgacc 


200 


aacaccctaa 


tggctggtat 


atctggatcc 


tcctgctgct 


ggttttggtg 


250 


gcagctcttc 


tctgtggagc 


tgtggtcctc 


tgcctccagt 


gctggctgag 


300 


gagaccccga 


attgattctc 


acaggcgcac 


catggcagtt 


tttgctgttg 


350 


gagacttgga 


ctctatttat 


gggacagaag 


cagctgtgag 


tccaactgtt 


400 


ggaattcacc 


ttcaaactca 


aacccctgac 


ctatatcctg 


ttcctgctcc 


450 


atgttttggc 


cctttaggct 


ccccacctcc 


atatgaagaa 


attgtaaaaa 


500 


caacctgatt 


ttaggtgtgg 


attatcaatt 


taaagtatta 


acgacatctg 


550 



His Arg Leu Tyr Val Thr lie Pro Leu 
130 135 

Asn Thr Pro Leu Val Gly Ala Ser Leu 
145 150 

Leu Asp lie Thr Ala Glu lie Leu Ala 
160 165 

Arg lie His Leu Val Leu Gly Asp Cys 
175 180 

Leu Gin lie Ser Leu Leu Asp Gly Leu 
190 195 

Gly Leu Leu Asp Ser Leu Thr Gly lie 
205 210 

Glu Leu Val Gin Gly Asn Val Cys Pro 
220 225 

Arg Gly Leu Asp lie Thr Leu Val His 
235 240 



He His Gly Leu Gin Phe Val He Lys 
250 255 
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taattccaaa 


acatcaaatt 


taggaatagt 


tatttcagtt 


gttggaaatg 


600 


tccagagatc 


tattcatata 


gtctgaggaa 


ggacaattcg 


acaaaagaat 


650 


ggatgttgga 


aaaaattttg 


gtcatggaga 


tgtttaaata 


gtaaagtagc 


700 


aggcttttga 


tgtgtcactg 


ctgtatcata 


cttttatgct 


acacaaccaa 


750 


attaatgctt 


ctccactagt 


atccaaacag 


gcaacaatta 


ggtgctggaa 


800 


gtagtttcca 


tcacatttag 


gactccactg 


cagtatacag 


cacaccattt 


850 


tctgctttaa 


actctttcct 


agcatggggt 


ccataaaaat 


tattataatt 


900 


taacaatagc 


ccaagccgag 


aatccaacat 


gtccagaacc 


agaaccagaa 


950 


agatagtatt 


tgaatgaagg 


tgaggggaga 


gagtaggaaa 


aagaaaagtt 


1000 


tggagttgaa 


gggtaaagga 


taaatgaaga 


ggaaaaggaa 


aagattacaa 


1050 


gtctcagcaa 


aaacaagagg 


ttttatgccc 


caacctgaag 


aggaagaaat 


1100 


tgtagataga 


a ggtgaagga 


gattgctgaa 


gatatagagc 


acatataatg 


1150 


ccaacacggg 


gagaaaagaa 


aatttcccct 


tttacagtaa 


tgaatgtggc 


1200 


ctccatagtc 


catagtgttt 


ctctggagcc 


tcagggcttg 


gcatttattg 


1250 


cagcatcatg 


ctaagaacct 


tcggcatagg 


tatctgttcc 


catgaggact 


1300 


gcagaagtag 


caatgagaca 


tcttcaagtg 


gcattttggc 


agtggccatc 


1350 


agcaggggga 


cagacaaaaa 


catccatcac 


agatgacata 


tgatcttcag 


1400 


ctgacaaatt 


tgttgaacaa 


aacaataaac 


atcaatagat 


atctaaaaa 1449 



<210> 376 
<211> 146 
<212> PRT 
<213> Homo Sapien 

<400> 376 

Met Ser Arg Ser Arg Leu Phe Ser Val Thr Ser Ala He Ser Thr 

15 10 15 

He Gly He Leu Cys Leu Pro Leu Phe Gin Leu Val Leu Ser Asp 

20 25 30 

Leu Pro Cys Glu Glu Asp Glu Met Cys Val Asn Tyr Asn Asp Gin 

35 40 45 

His Pro Asn Gly Trp Tyr He Trp He Leu Leu Leu Leu Val Leu 

50 55 60 

Val Ala Ala Leu Leu Cys Gly Ala Val Val Leu Cys Leu Gin Cys 

65 * 70 75 

Trp Leu Arg Arg Pro Arg He Asp Ser His Arg Arg Thr Met Ala 

576 



80 85 90 

Val Phe Ala Val Gly Asp Leu Asp Ser lie Tyr Gly Thr Glu Ala 
95 100 105 

Ala Val Ser Pro Thr Val Gly lie His Leu Gin Thr Gin Thr Pro 
110 115 120 

Asp Leu Tyr Pro Val Pro Ala Pro Cys Phe Gly Pro Leu Gly Ser 
125 130 135 

Pro Pro Pro Tyr Glu Glu lie Val Lys Thr Thr 
140 145 

:210> 377 

:211> 1505 

:212> DNA 

:213> Homo Sapien 

:400> 377 



cgcggatcgg 


acccaagcag 


gtcggcggcg 


gcggcaggag 


agcggccggg 


50 


cgtcagctcc 


tcgacccccg 


tgtcgggcta 


gtccagcgag 


gcggacgggc 


100 


ggcgtgggcc 


catggccagg 


cccggcatgg 


agcggtggcg 


cgaccggctg 


150 


gcgctggtga 


cgggggcctc 


ggggggcatc 


ggcgcggccg 


tggcccgggc 


200 


cctggtccag 


cagggactga 


aggtggtggg 


ctgcgcccgc 


actgtgggca 


250 


acatcgagga 


gctggctgct 


gaatgtaaga 


gtgcaggcta 


ccccgggact 


300 


ttgatcccct 


acagatgtga 


cctatcaaat 


gaagaggaca 


tcctctccat 


350 


gttctcagct 


atccgttctc 


agcacagcgg 


tgtagacatc 


tgcatcaaca 


400 


atgctggctt 


ggcccggcct 


gacaccctgc 


tctcaggcag 


caccagtggt 


450 


tggaaggaca 


tgttcaatgt 


gaacgtgctg 


gccctcagca 


tctgcacacg 


500 


ggaagcctac 


cagtccatga 


aggagcggaa 


tgtggacgat 


gggcacatca 


550 


ttaacatcaa 


tagcatgtct 


ggccaccgag 


tgttacccct 


gtctgtgacc 


600 


cacttctata 


gtgccaccaa 


gtatgccgtc 


actgcgctga 


cagagggact 


650 


gaggcaagag 


cttcgggagg 


cccagaccca 


catccgagcc 


acgtgcatct 


700 


ctccaggtgt 


ggtggagaca 


caattcgcct 


tcaaactcca 


cgacaaggac 


750 


cctgagaagg 


cagctgccac 


ctatgagcaa 


atgaagtgtc 


tcaaacccga 


800 


ggatgtggcc 


gaggctgtta 


tctacgtcct 


cagcaccccc 


gcacacatcc 


850 


agattggaga 


catccagatg 


aggcccacgg 


agcaggtgac 


ctagtgactg 


900 


tgggagctcc 


tccttccctc 


cccacccttc 


atggcttgcc 


tcctgcctct 


950 
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ggattttagg 


tgttgatttc 


tggatcacgg 


gataccactt 


cctgtccaca 


1000 


ccccgaccag 


gggctagaaa 


atttgtttga 


gatttttata 


tcatcttgtc 


1050 


aaattgcttc 


agttgtaaat 


gtgaaaaatg ggctggggaa 


aggaggtggt 


1100 


gtccctaatt 


gttttacttg 


ttaacttgtt 


cttgtgcccc 


tgggcacttg 


1150 


gcctttgtct 


gctctcagtg 


tcttcccttt 


gacatgggaa 


aggagttgtg 


1200 


gccaaaatcc 


ccatcttctt 


gcacctcaac 


gtctgtggct 


cagggctggg 


1250 


gtggcagagg 


gaggccttca 


ccttatatct 


gtgttgttat 


ccagggctcc 


1300 


agacttcctc 


ctctgcctgc 


cccactgcac 


cctctccccc 


ttatctatct 


1350 


ccttctcggc 


tccccagccc 


agtcttggct 


tcttgtcccc 


tcctggggtc 


1400 


atccctccac 


tctgactctg 


actatggcag 


cagaacacca 


gggcctggcc 


1450 


cagtggattt 


catggtgatc 


attaaaaaag 


aaaaatcgca 


accaaaaaaa 


1500 



aaaaa 1505 



<210> 378 

<211> 260 

<212> PRT 

<213> Homo Sapien 

<400> 378 

Met Ala Arg Pro Gly Met Glu Arg Trp Arg Asp Arg Leu Ala Leu 
1 ~ 5 10 15 

Val Thr Gly Ala Ser Gly Gly He Gly Ala Ala Val Ala Arg Ala 
20 25 30 

Leu Val Gin Gin Gly Leu Lys Val Val Gly Cys Ala Arg Thr Val 
35 40 45 

Gly Asn He Glu Glu Leu Ala Ala Glu Cys Lys Ser Ala Gly Tyr 
50 55 60 

Pro Gly Thr Leu He Pro Tyr Arg Cys Asp Leu Ser Asn Glu Glu 
65 70 75 

Asp He Leu Ser Met Phe Ser Ala He Arg Ser Gin His Ser Gly 
80 85 90 

Val Asp He Cys He Asn Asn Ala Gly Leu Ala Arg Pro Asp Thr 
95 100 105 

Leu Leu Ser Gly Ser Thr Ser Gly Trp Lys Asp Met Phe Asn Val 
110 115 120 

Asn Val Leu Ala Leu Ser He Cys Thr Arg Glu Ala Tyr Gin Ser 
125 130 135 

Met Lys Glu Arg Asn Val Asp Asp Gly His He He Asn He Asn 
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140 

Ser Met Ser Gly His 
155 

Tyr Ser Ala Thr Lys 
170 

Arg Gin Glu Leu Arg 
185 

lie Ser Pro Gly Val 
200 

Asp Lys Asp Pro Glu 
215 

Cys Leu Lys Pro Glu 

230 

Ser Thr Pro Ala His 
245 

Thr Glu Gin Val Thr 
260 

<210> 379 

<211> 2340 

<212> DNA 

<213> Homo Sapien 

<400> 379 



gagcggagta 


aaatctccac 


aagctgggaa 


caaacctcgt 


cccaactccc 


50 


acccaccggc 


gtttctccag 


ctcgatctgg 


aggctgcttc 


gccagtgtgg 


100 


gacgcagctg 


acgcccgctt 


attagctctc 


gctgcgtcgc 


cccggctcag 


150 


aagctccgtg 


gcggcggcga 


ccgtgacgag 


aagcccacgg 


ccagctcagt 


200 


tctcttctac 


tttgggagag 


agagaaagtc 


agatgcccct 


tttaaactcc 


250 


ctcttcaaaa 


ctcatctcct 


gggtgactga 


gttaatagag 


tggatacaac 


300 


cttgctgaag 


atgaagaata 


tacaatattg 


aggatatttt 


tttctttttt 


350 


ttttcaagtc 


ttgatttgtg 


gcttacctca 


agttaccatt 


tttcagtcaa 


400 


gtctgtttgt 


ttgcttcttc 


agaaatgttt 


tttacaatct 


caagaaaaaa 


450 


tatgtcccag 


aaattgagtt 


tactgttgct 


tgtatttgga 


ctcatttggg 


500 


gattgatgtt 


actgcactat 


acttttcaac 


aaccaagaca 


tcaaagcagt 


550 


gtcaagttac 


gtgagcaaat 


actagactta 


agcaaaagat 


atgttaaagc 


600 


tctagcagag 


gaaaataaga 


acacagtgga 


tgtcgagaac 


ggtgcttcta 


650 



145 



150 



Arg Val Leu Pro Leu Ser Val Thr His Phe 
160 165 

Tyr Ala Val Thr Ala Leu Thr Glu Gly Leu 
175 180 

Glu Ala Gin Thr His lie Arg Ala Thr Cys 
190 195 

Val Glu Thr Gin Phe Ala Phe Lys Leu His 
205 210 

Lys Ala Ala Ala Thr Tyr Glu Gin Met Lys 
220 225 

Asp Val Ala Glu Ala Val He Tyr Val Leu 
235 240 



He Gin He Gly Asp He Gin Met Arg Pro 
250 255 



579 



tggcaggata 


tgcggatctg 


aaaagaacaa 


ttgctgtcct 


tctggatgac 


700 


attttgcaac 


gattggtgaa 


gctggagaac 


aaagttgact 


atattgttgt 


750 


gaatggctca 


gcagccaaca 


ccaccaatgg 


tactagtggg 


aatttggtgc 


800 


cagtaaccac 


aaataaaaga 


acgaatgtct 


cgggcagtat 


cagatagcag 


850 


ttgaaaatca 


ccttgtgctg 


ctccatccac 


tgtggattat 


atcctatggc 


900 


agaaaagctt 


tataattgct 


ggcttaggac 


agagcaatac 


tttacaataa 


950 


aagctctaca 


cattttcaag 


gagtatgctg 


gattcatgga 


actctaattc 


1000 


tgtacataaa 


aattttaaag 


ttatttgttt 


gctttcaggc 


aagtctgttc 


1050 


aatgctgtac 


tatgtcctta 


aagagaattt 


ggtaacttgg 


ttgatgtggt 


1100 


aagcagatag 


gtgagttttg 


tataaatctt 


ttgtgtttga 


gatcaagctg 


1150 


aaatgaaaac 


actgaaaaac 


atggattcat 


ttctataaca 


catttattta 


1200 


agtatataac 


acgttttttg 


gacaagtgaa 


gaatgtttaa 


tcattctgtc 


1250 


atttgttctc 


aatagatgta 


actgttagac 


tacggctatt 


tgaaaaaatg 


1300 


tgcttattgt 


actatatttt 


gttattccaa 


ttatgagcag 


agaaaggaaa 


1350 


tataatgttg 


aaaataatgt 


tttgaaatca 


tgacccaaag 


aatgtattga 


1400 


tttgcactat 


ccttcagaat 


aactgaaggt 


taattattgt 


atatttttaa 


1450 


aaattacact 


tataagagta 


taatcttgaa 


atgggtagca 


gccactgtcc 


1500 


attacctatc 


gtaaacattg 


gggcaattta 


ataacagcat 


taaaatagtt 


1550 


gtaaactcta 


atcttatact 


tattgaagaa 


taaaagatat 


ttttatgatg 


1600 


agagtaacaa 


taaagtattc 


atgatttttc 


acatacatga 


atgttcattt 


1650 


aaaagtttaa 


tcctttgagt 


gtctatgcta 


tcaggaaagc 


acattatttc 


1700 


catatttggg 


ttaattttgc 


ttttattata 


ttggtctagg 


aggaagggac 


1750 


tttggagaat 


ggaactcttg 


aggactttag 


ccaggtgtat 


ataataaagg 


1800 


tacttttgtg 


ctgcattaaa 


ttgcttggaa 


agtgttaaca 


ttatattata 


1850 


taagagtatc 


ctttatgaaa 


ttttgaattt 


gtataacaga 


tgcattagat 


1900 


attcatttta 


tataatggcc 


acttaaaata 


agaacattta 


aaatataaac 


1950 


tatgaagatt 


gactatcttt 


tcaggaaaaa 


agctgtatat 


agcacaggga 


2000 


accctaatct 


tgggtaattc 


tagtataaaa 


caaattatac 


ttttatttaa 


2050 


atttcccttg 


tagcaaatct 


aattgccaca 


tggtgcccta 


tatttcatag 


2100 
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tatttattct ctatagtaac tgcttaagtg cagctagctt ctagatttag 2150 

actatataga atttagatat tgtattgttc gtcattataa tatgctacca 2200 

catgtagcaa taattacaat attttattaa aataaatatg tgaaatattg 2250 

tttcatgaaa gacagatttc caaatctctc ttctcttctc tgtactgtct 23 00 

acctttatgt gaagaaatta attatatgcc attgccaggt 234 0 

<210> 380 

<211> 140 

<212> PRT 

<213> Homo Sapien 

<400> 380 

Met Phe Phe Thr lie Ser Arg Lys Asn Met Ser Gin Lys Leu Ser 
15 10 15 

Leu Leu Leu Leu Val Phe Gly Leu lie Trp Gly Leu Met Leu Leu 
20 25 30 

His Tyr Thr Phe Gin Gin Pro Arg His Gin Ser Ser Val Lys Leu 
35 40 45 

Arg Glu Gin lie Leu Asp Leu Ser Lys Arg Tyr Val Lys Ala Leu 
50 55 60 

Ala Glu Glu Asn Lys Asn Thr Val Asp Val Glu Asn Gly Ala Ser 
65 70 75 

Met Ala Gly Tyr Ala Asp Leu Lys Arg Thr lie Ala Val Leu Leu 
80 85 90 

Asp Asp lie Leu Gin Arg Leu Val Lys Leu Glu Asn Lys Val Asp 
95 100 105 

Tyr lie Val Val Asn Gly Ser Ala Ala Asn Thr Thr Asn Gly Thr 
110 115 120 

Ser Gly Asn Leu Val Pro Val Thr Thr Asn Lys Arg Thr Asn Val 
125 130 135 

Ser Gly Ser lie Arg 
140 

<210> 381 

<211> 1177 

<212> DNA 

<213> Homo Sapien 

<400> 381 

aacttctaca tgggcctcct gctgctggtg ctcttcctca gcctcctgcc 50 

ggtggcctac accatcatgt ccctcccacc ctcctttgac tgcgggccgt 100 

tcaggtgcag agtctcagtt gcccgggagc acctcccctc ccgaggcagt 150 
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ctgctcagag 


ggcctcggcc 


cagaattcca 


gttctggttt 


catgccagcc 


200 


tgtaaaaggc 


catggaactt 


tgggtgaatc 


accgatgcca 


tttaagaggg 


250 


ttttctgcca 


ggatggaaat 


gttaggtcgt 


tctgtgtctg 


cgctgttcat 


300 


ttcagtagcc 


accagccacc 


tgtggccgtt 


gagtgcttga 


aatgaggaac 


350 


tgagaaaatt 


aatttctcat 


gtatttttct 


catttattta 


ttaattttta 


400 


actgatagtt 


gtacatattt 


gggggtacat 


gtgatatttg 


gatacatgta 


450 


tacaatatat 


aatgatcaaa 


tcagggtaac 


tgggatatcc 


atcacatcaa 


500 


acatttattt 


tttattcttt 


ttagacagag 


tctcactctg 


tcacccaggc 


550 


tggagtgcag 


tggtgccatc 


tcagcttact 


gcaacctctg 


cctgccaggt 


600 


tcaagcgatt 


ctcatgcctc 


cacctcccaa 


gtagctggga 


ctacaggcat 


650 


gcaccacaat 


gcccaactaa 


tttttgtatt 


tttagtagag 


acggggtttt 


700 


gccatgttgc 


ccaggctggc 


cttgaactcc 


tggcctcaaa 


caatccactt 


750 


gcctcggcct 


cccaaagtgt 


tatgattaca 


ggcgtgagcc 


accgtgcctg 


800 


gcctaaacat 


ttatcttttc 


tttgtgttgg 


gaactttgaa 


attatacaat 


850 


gaattattgt 


taactgtcat 


ctccctgctg 


tgctatggaa 


cactgggact 


900 


tcttccctct 


atctaactgt 


atatttgtac 


cagttaacca 


accgtacttc 


950 


atccccactc 


ctctctatcc 


ttcccaacct 


ctgatcacct 


cattctactc 


1000 


tctacctcca 


tgagatccac 


ttttttagct 


cccacatgtg 


agtaagaaaa 


1050 


tgcaatattt 


gtctttctgt 


gcctggctta 


tttcacttaa 


cataatgact 


1100 


tcctgttcca 


tccatgttgc 


tgcaaatgac 


aggatttcgt 


tcttaatttc 


1150 


aattaaaata 


accacacatg 


gcaaaaa 1177 







:210> 382 
:211> 111 
:212> PRT 
:213> Homo Sapien 

:400> 382 

Met Gly Leu Leu Leu Leu Val Leu Phe Leu Ser Leu Leu Pro Val 
1 5 10 15 

Ala Tyr Thr lie Met Ser Leu Pro Pro Ser Phe Asp Cys Gly Pro 

20 25 30 

Phe Arg Cys Arg Val Ser Val Ala Arg Glu His Leu Pro Ser Arg 
35 ~ 40 45 

Gly Ser Leu Leu Arg Gly Pro Arg Pro Arg lie Pro Val Leu Val 
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50 55 60 

Ser Cys Gin Pro Val Lys Gly His Gly Thr Leu Gly Glu Ser Pro 
65 70 75 

Met Pro Phe Lys Arg Val Phe Cys Gin Asp Gly Asn Val Arg Ser 
80 85 90 

Phe Cys Val Cys Ala Val His Phe Ser Ser His Gin Pro Pro Val 
95 100 105 

Ala Val Glu Cys Leu Lys 
110 

<210> 383 

<211> 2061 

<212> DNA 

<213> Homo Sapien 

<400> 383 



ttctgaagta 


acggaagcta 


ccttgtataa 


agacctcaac 


actgctgacc 


50 


atgatcagcg 


cagcctggag 


catcttcctc 


atcgggacta 


aaattgggct 


100 


gttccttcaa 


gtagcacctc 


tatcagttat 


ggctaaatcc 


tgtccatctg 


150 


tgtgtcgctg 


cgatgcgggt 


ttcatttact 


gtaatgatcg 


ctttctgaca 


200 


tccattccaa 


caggaatacc 


agaggatgct 


acaactctct 


accttcagaa 


250 


caaccaaata 


aataatgctg 


ggattccttc 


agatttgaaa 


aacttgctga 


300 


aagtagaaag 


aatataccta 


taccacaaca 


gtttagatga 


atttcctacc 


350 


aacctcccaa 


agtatgtaaa 


agagttacat 


ttgcaagaaa 


ataacataag 


400 


gactatcact 


tatgattcac 


tttcaaaaat 


tccctatctg 


gaagaattac 


450 


atttagatga 


caactctgtc 


tctgcagtta 


gcatagaaga 


gggagcattc 


500 


cgagacagca 


actatctccg 


actgcttttc 


ctgtcccgta 


atcaccttag 


550 


cacaattccc 


tggggtttgc 


ccaggactat 


agaagaacta 


cgcttggatg 


600 


ataatcgcat 


atccactatt 


tcatcaccat 


ctcttcaagg 


tctcactagt 


650 


ctaaaacgcc 


tggttctaga 


tggaaacctg 


ttgaacaatc 


atggtttagg 


700 


tgacaaagtt 


ttcttcaacc 


tagttaattt 


gacagagctg 


tccctggtgc 


750 


ggaattccct 


gactgctgca 


ccagtaaacc 


ttccaggcac 


aaacctgagg 


800 


aagctttatc 


ttcaagataa 


ccacatcaat 


cgggtgcccc 


caaatgcttt 


850 


ttcttatcta 


aggcagctct 


atcgactgga 


tatgtccaat 


aataacctaa 


900 


gtaatttacc 


tcagggtatc 


tttgatgatt 


tggacaatat 


aacacaactg 


950 
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attcttcgca 


acaatccctg 


gtattgcggg 


tgcaagatga 


aatgggtacg 


1000 


tgactggtta 


caatcactac 


ctgtgaaggt 


caacgtgcgt 


gggctcatgt 


1050 


gccaagcccc 


agaaaaggtt 


cgtgggatgg 


ctattaagga 


tctcaatgca 


1100 


gaactgtttg 


attgtaagga 


cagtgggatt 


gtaagcacca 


ttcagataac 


1150 


cactgcaata 


cccaacacag 


tgtatcctgc 


ccaaggacag 


tggccagctc 


1200 


cagtgaccaa 


acagccagat 


attaagaacc 


ccaagctcac 


taaggatcaa 


1250 


caaaccacag 


ggagtccctc 


aagaaaaaca 


attacaatta 


ctgtgaagtc 


1300 


tgtcacctct 


gataccattc 


atatctcttg 


gaaacttgct 


ctacctatga 


1350 


ctgctttgag 


actcagctgg 


cttaaactgg 


gccatagccc 


ggcatttgga 


1400 


tctataacag 


aaacaattgt 


aacaggggaa 


cgcagtgagt 


acttggtcac 


1450 


agccctggag 


cctgattcac 


cctataaagt 


atgcatggtt 


cccatggaaa 


1500 


ccagcaacct 


ctacctattt 


gatgaaactc 


ctgtttgtat 


tgagactgaa 


1550 


actgcacccc 


ttcgaatgta 


caaccctaca 


accaccctca 


atcgagagca 


1600 


agagaaagaa 


ccttacaaaa 


accccaattt 


acctttggct 


gccatcattg 


1650 


gtggggctgt 


ggccctggtt 


accattgccc 


ttcttgcttt 


agtgtgttgg 


1700 


tatgttcata 


ggaatggatc 


gctcttctca 


aggaactgtg 


catatagcaa 


1750 


agggaggaga 


agaaaggatg 


actatgcaga 


agctggcact 


aagaaggaca 


1800 


actctatcct 


ggaaatcagg 


gaaacttctt 


ttcagatgtt 


accaataagc 


1850 


aatgaaccca 


tctcgaagga 


ggagtttgta 


atacacacca 


tatttcctcc 


1900 


taatggaatg 


aatctgtaca 


aaaacaatca 


cagtgaaagc 


agtagtaacc 


1950 


gaagctacag 


agacagtggt 


attccagact 


cagatcactc 


acactcatga 


2000 


tgctgaagga 


ctcacagcag 


acttgtgttt 


tgggtttttt 


aaacctaagg 


2050 


gaggtgatgg 


t 2061 











210> 384 
211> 649 
212 > PRT 

213 > Homo Sapien 



:400> 384 

Met lie Ser Ala Ala Trp Ser lie Phe Leu lie Gly Thr Lys lie 

1 5 10 15 

Gly Leu Phe Leu Gin Val Ala Pro Leu Ser Val Met Ala Lys Ser 

20 25 30 
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Cys Pro Ser Val Cys Arg Cys Asp Ala Gly Phe lie Tyr Cys Asn 
35 " 40 45 



Asp Arg Phe Leu Thr Ser He Pro Thr Gly He Pro Glu Asp Ala 
50 55 60 

Thr Thr Leu Tyr Leu Gin Asn Asn Gin He Asn Asn Ala Gly He 
65 70 75 

Pro Ser Asp Leu Lys Asn Leu Leu Lys Val Glu Arg He Tyr Leu 
80 85 90 



Tyr His Asn Ser Leu Asp Glu Phe Pro Thr Asn Leu Pro Lys Tyr 
95 100 105 

Val Lys Glu Leu His Leu Gin Glu Asn Asn He Arg Thr He Thr 
110 115 120 

Tyr Asp Ser Leu Ser Lys He Pro Tyr Leu Glu Glu Leu His Leu 
125 13 0 135 

Asp Asp Asn Ser Val Ser Ala Val Ser He Glu Glu Gly Ala Phe 
140 145 150 

Arg Asp Ser Asn Tyr Leu Arg Leu Leu Phe Leu Ser Arg Asn His 
155 160 165 

Leu Ser Thr He Pro Trp Gly Leu Pro Arg Thr He Glu Glu Leu 
170 " 175 180 



Arg Leu Asp Asp Asn Arg He Ser Thr He Ser Ser Pro Ser Leu 
185 190 195 

Gin Gly Leu Thr Ser Leu Lys Arg Leu Val Leu Asp Gly Asn Leu 
2 00 2 05 210 

Leu Asn Asn His Gly Leu Gly Asp Lys Val Phe Phe Asn Leu Val 

215 220 225 

Asn Leu Thr Glu Leu Ser Leu Val Arg Asn Ser Leu Thr Ala Ala 
230 235 240 

Pro Val Asn Leu Pro Gly Thr Asn Leu Arg Lys Leu Tyr Leu Gin 
245 * 250 255 



Asp Asn His He Asn 
260 

Arg Gin Leu Tyr Arg 
275 



Arg Val Pro Pro Asn 
265 

Leu Asp Met Ser Asn 
280 



Ala Phe Ser Tyr Leu 
270 

Asn Asn Leu Ser Asn 
285 



Leu Pro Gin Gly He Phe Asp Asp Leu Asp Asn He Thr Gin Leu 
290 295 300 

He Leu Arg Asn Asn Pro Trp Tyr Cys Gly Cys Lys Met Lys Trp 
305 310 315 

Val Arg Asp Trp Leu Gin Ser Leu Pro Val Lys Val Asn Val Arg 
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320 325 330 

Gly Leu Met Cys Gin Ala Pro Glu Lys Val Arg Gly Met Ala lie 

335 " 340 345 

Lys Asp Leu Asn Ala Glu Leu Phe Asp Cys Lys Asp Ser Gly lie 

350 355 ~ ~ 360 

Val Ser Thr lie Gin lie Thr Thr Ala lie Pro Asn Thr Val Tyr 

365 370 375 

Pro Ala Gin Gly Gin Trp Pro Ala Pro Val Thr Lys Gin Pro Asp 

380 " 385 390 

lie Lys Asn Pro Lys Leu Thr Lys Asp Gin Gin Thr Thr Gly Ser 

395 400 405 

Pro Ser Arg Lys Thr lie Thr lie Thr Val Lys Ser Val Thr Ser 

410 415 420 

Asp Thr lie His lie Ser Trp Lys Leu Ala Leu Pro Met Thr Ala 

425 430 435 

Leu Arg Leu Ser Trp Leu Lys Leu Gly His Ser Pro Ala Phe Gly 

440 445 450 

Ser lie Thr Glu Thr lie Val Thr Gly Glu Arg Ser Glu Tyr Leu 

455 460 465 

Val Thr Ala Leu Glu Pro Asp Ser Pro Tyr Lys Val Cys Met Val 

470 475 480 

Pro Met Glu Thr Ser Asn Leu Tyr Leu Phe Asp Glu Thr Pro Val 

485 490 495 

Cys lie Glu Thr Glu Thr Ala Pro Leu Arg Met Tyr Asn Pro Thr 

500 505 ^ 510 

Thr Thr Leu Asn Arg Glu Gin Glu Lys Glu Pro Tyr Lys Asn Pro 

515 520 525 

Asn Leu Pro Leu Ala Ala lie lie Gly Gly Ala Val Ala Leu Val 

530 535 540 

Thr lie Ala Leu Leu Ala Leu Val Cys Trp Tyr Val His Arg Asn 

545 550 555 

Gly Ser Leu Phe Ser Arg Asn Cys Ala Tyr Ser Lys Gly Arg Arg 

560 565 570 

Arg Lys Asp Asp Tyr Ala Glu Ala Gly Thr Lys Lys Asp Asn Ser 

575 580 585 

lie Leu Glu lie Arg Glu Thr Ser Phe Gin Met Leu Pro lie Ser 

590 595 600 

Asn Glu Pro lie Ser Lys Glu Glu Phe Val He His Thr He Phe 

605 610 615 
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Pro Pro Asn Gly Met Asn Leu Tyr Lys Asn Asn His Ser Glu Ser 
620 ~ 625 630 



Ser Ser Asn Arg Ser Tyr Arg Asp Ser Gly lie Pro Asp Ser Asp 
635 640 645 

His Ser His Ser 

:210> 385 

:211> 1882 

:212> DNA 

:213> Homo Sapien 

:400> 385 



ccgtcatccc 


cctgcagcca 


cccttcccag 


agtcctttgc 


ccaggccacc 


50 


ccaggcttct 


tggcagccct 


gccgggccac 


ttgtcttcat 


gtctgccagg 


100 


gggaggtggg 


aaggaggtgg 


gaggagggcg 


tgcagaggca 


gtctgggctt 


150 


ggccagagct 


cagggtgctg 


agcgtgtgac 


cagcagtgag 


cagaggccgg 


200 


ccatggccag 


cctggggctg 


ctgctcctgc 


tcttactgac 


agcactgcca 


250 


ccgctgtggt 


cctcctcact 


gcctgggctg 


gacactgctg 


aaagtaaagc 


300 


caccattgca 


gacctgatcc 


tgtctgcgct 


ggagagagcc 


accgtcttcc 


350 


tagaacagag 


gctgcctgaa 


atcaacctgg 


atggcatggt 


gggggtccga 


400 


gtgctggaag 


agcagctaaa 


aagtgtccgg gagaagtggg 


cccaggagcc 


450 


cctgctgcag 


ccgctgagcc 


tgcgcgtggg 


gatgctgggg 


gagaagctgg 


500 


aggctgccat 


ccagagatcc 


ctccactacc 


tcaagctgag 


tgatcccaag 


550 


tacctaagag 


agttccagct 


gaccctccag 


cccgggtttt 


ggaagctccc 


600 


acatgcctgg 


atccacactg 


atgcctcctt 


ggtgtacccc 


acgttcgggc 


650 


cccaggactc 


attctcagag 


gagagaagtg 


acgtgtgcct 


ggtgcagctg 


700 


ctgggaaccg 


ggacggacag 


cagcgagccc 


tgcggcctct 


cagacctctg 


750 


caggagcctc 


atgaccaagc 


ccggctgctc 


aggctactgc 


ctgtcccacc 


800 


aactgctctt 


cttcctctgg 


gccagaatga 


ggggatgcac 


acagggacca 


850 


ctccaacaga 


gccaggacta 


tatcaacctc 


ttctgcgcca 


acatgatgga 


900 


cttgaaccgc 


agagctgagg 


ccatcggata 


cgcctaccct 


acccgggaca 


950 


tcttcatgga 


aaacatcatg 


ttctgtggaa tgggcggctt 


ctccgacttc 


1000 


tacaagctcc 


ggtggctgga 


ggccattctc 


agctggcaga 


aacagcagga 


1050 


aggatgcttc 


ggggagcctg 


atgctgaaga tgaagaatta 


tctaaagcta 


1100 
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ttcaatatca 


gcagcatttt 


tcgaggagag 


tgaagaggcg 


agaaaaacaa 


1150 


tttccagatt 


ctcgctctgt 


tgctcaggct 


ggagtacagt 


ggcgcaatct 


1200 


cggctcactg 


caacctttgc 


ctcctgggtt 


caagcaattc 


tcttgcctca 


1250 


tcctcccgag 


tagctgggac 


tacaggagcg 


tgccaccata 


cctggctaat 


1300 


ttttatattt 


ttttagtaga 


gacagggttt 


catcatgttg 


ctcatgctgg 


1350 


tctcgaactc 


ctgatctcaa 


gagatccgcc 


cacctcaggc 


tcccaaagtg 


1400 


tgggattata 


ggtgtgagcc 


accgtgtctg 


gctgaaaagc 


actttcaaag 


1450 


agactgtgtt 


gaataaaggg 


ccaaggttct 


tgccacccag 


cactcatggg 


1500 


ggctctctcc 


cctagatggc 


tgctcctccc 


acaacacagc 


cacagcagtg 


1550 


gcagccctgg 


gtggcttcct 


atacatcctg 


gcagaatacc 


ccccagcaaa 


1600 


cagagagcca 


cacccatcca 


caccgccacc 


accaagcagc 


cgctgagacg 


1650 


gacggttcca 


tgccagctgc 


ctggaggagg 


aacagacccc 


tttagtcctc 


1700 


atcccttaga 


tcctggaggg 


cacggatcac 


atcctgggaa 


gaaggcatct 


1750 


ggaggataag 


caaagccacc 


ccgacaccca 


atcttggaag 


ccctgagtag 


1800 


gcagggccag 


ggtaggtggg 


ggccgggagg 


gacccaggtg 


tgaacggatg 


1850 


aataaagttc 


aactgcaact 


gaaaaaaaaa 


aa 1882 







<210> 386 

<211> 440 

<212> PRT 

<213> Homo Sapien 

<400> 386 

Met Ser Ala Arg Gly Arg Trp Glu Gly Gly Gly Arg Arg Ala Cys 
15 10 15 

Arg Gly Ser Leu Gly Leu Ala Arg Ala Gin Gly Ala Glu Arg Val 
20 25 30 

Thr Ser Ser Glu Gin Arg Pro Ala Met Ala Ser Leu Gly Leu Leu 
35 ~ 40 45 

Leu Leu Leu Leu Leu Thr Ala Leu Pro Pro Leu Trp Ser Ser Ser 
50 55 60 

Leu Pro Gly Leu Asp Thr Ala Glu Ser Lys Ala Thr He Ala Asp 
65 70 75 

Leu He Leu Ser Ala Leu Glu Arg Ala Thr Val Phe Leu Glu Gin 
80 85 90 

Arg Leu Pro Glu He Asn Leu Asp Gly Met Val Gly Val Arg Val 
95 100 105 
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Leu Glu Glu Gin Leu Lys Ser Val Arg Glu Lys Trp Ala Gin Glu 
110 * 115 120 

Pro Leu Leu Gin Pro Leu Ser Leu Arg Val Gly Met Leu Gly Glu 
125 130 135 

Lys Leu Glu Ala Ala lie Gin Arg Ser Leu His Tyr Leu Lys Leu 
140 145 150 

Ser Asp Pro Lys Tyr Leu Arg Glu Phe Gin Leu Thr Leu Gin Pro 
155 160 165 

Gly Phe Trp Lys Leu Pro His Ala Trp He His Thr Asp Ala Ser 
170 175 180 

Leu Val Tyr Pro Thr Phe Gly Pro Gin Asp Ser Phe Ser Glu Glu 
185 190 195 

Arg Ser Asp Val Cys Leu Val Gin Leu Leu Gly Thr Gly Thr Asp 
200 205 210 

Ser Ser Glu Pro Cys Gly Leu Ser Asp Leu Cys Arg Ser Leu Met 
215 220 225 

Thr Lys Pro Gly Cys Ser Gly Tyr Cys Leu Ser His Gin Leu Leu 
230 235 240 

Phe Phe Leu Trp Ala Arg Met Arg Gly Cys Thr Gin Gly Pro Leu 
245 250 255 

Gin Gin Ser Gin Asp Tyr He Asn Leu Phe Cys Ala Asn Met Met 
260 265 270 

Asp Leu Asn Arg Arg Ala Glu Ala He Gly Tyr Ala Tyr Pro Thr 
275 280 285 

Arg Asp He Phe Met Glu Asn He Met Phe Cys Gly Met Gly Gly 
290 295 300 

Phe Ser Asp Phe Tyr Lys Leu Arg Trp Leu Glu Ala He Leu Ser 

305 310 315 

Trp Gin Lys Gin Gin Glu Gly Cys Phe Gly Glu Pro Asp Ala Glu 
320 325 330 

Asp Glu Glu Leu Ser Lys Ala He Gin Tyr Gin Gin His Phe Ser 
335 340 345 

Arg Arg Val Lys Arg Arg Glu Lys Gin Phe Pro Asp Ser Arg Ser 
350 355 360 

Val Ala Gin Ala Gly Val Gin Trp Arg Asn Leu Gly Ser Leu Gin 
365 370 375 

Pro Leu Pro Pro Gly Phe Lys Gin Phe Ser Cys Leu He Leu Pro 
380 ~ 385 390 

Ser Ser Trp Asp Tyr Arg Ser Val Pro Pro Tyr Leu Ala Asn Phe 
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395 400 405 

Tyr He Phe Leu Val Glu Thr Gly Phe His His Val Ala His Ala 
410 415 420 

Gly Leu Glu Leu Leu He Ser Arg Asp Pro Pro Thr Ser Gly Ser 
425 430 435 

Gin Ser Val Gly Leu 
440 

<210> 387 

<211> 1094 

<212> DNA 

<213> Homo Sapien 

<400> 387 



ggtctgagtg 


cagagctgct 


gtcatggcgg 


ccgctctgtg 


gggcttcttt 


50 


cccgtcctgc 


tgctgctgct 


gctatcgggg 


gatgtccaga 


gctcggaggt 


100 


gcccggggct 


gctgctgagg 


gatcgggagg 


gagtggggtc 


ggcataggag 


150 


atcgcttcaa 


gattgagggg 


cgtgcagttg 


ttccaggggt 


gaagcctcag 


200 


gactggatct 


cggcggcccg 


agtgctggta 


gacggagaag 


agcacgtcgg 


250 


tttccttaag 


acagatggga 


gttttgtggt 


tcatgatata 


ccttctggat 


300 


cttatgtagt 


ggaagttgta 


tctccagctt 


acagatttga 


tcccgttcga 


350 


gtggatatca 


cttcgaaagg 


aaaaatgaga 


gcaagatatg 


tgaattacat 


400 


caaaacatca 


gaggttgtca 


gactgcccta 


tcctctccaa 


atgaaatctt 


450 


caggtccacc 


ttcttacttt 


attaaaaggg 


aatcgtgggg 


ctggacagac 


500 


tttctaatga 


acccaatggt 


tatgatgatg 


gttcttcctt 


tattgatatt 


550 


tgtgcttctg 


cctaaagtgg 


tcaacacaag 


tgatcctgac 


atgagacggg 


600 


aaatggagca 


gtcaatgaat 


atgctgaatt 


ccaaccatga 


gttgcctgat 


650 


gtttctgagt 


tcatgacaag 


actcttctct 


tcaaaatcat 


ctggcaaatc 


700 


tagcagcggc 


agcagtaaaa 


caggcaaaag 


tggggctggc 


aaaaggaggt 


750 


agtcaggccg 


tccagagctg 


gcatttgcac 


aaacacggca 


acactgggtg 


800 


gcatccaagt 


cttggaaaac 


cgtgtgaagc 


aactactata 


aacttgagtc 


850 


atcccgacgt 


tgatctctta 


caactgtgta 


tgttaacttt 


ttagcacatg 


900 


ttttgtactt 


ggtacacgag 


aaaacccagc 


tttcatcttt 


tgtctgtatg 


950 


aggtcaatat 


tgatgtcact 


gaattaatta 


cagtgtccta 


tagaaaatgc 


1000 


cattaataaa 


ttatatgaac 


tactatacat 


tatgtatatt 


aattaaaaca 


1050 
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tcttaatcca gaaatcaaaa aaaaaaaaaa aaaaaaaaaa aaaa 10 94 

:210> 388 
c211> 242 
;212> PRT 
c213> Homo Sapien 

:400> 388 

Met Ala Ala Ala Leu Trp Gly Phe Phe Pro Val Leu Leu Leu Leu 
15 10 15 

Leu Leu Ser Gly Asp Val Gin Ser Ser Glu Val Pro Gly Ala Ala 
20 25 30 

Ala Glu Gly Ser Gly Gly Ser Gly Val Gly He Gly Asp Arg Phe 
35 40 45 

Lys He Glu Gly Arg Ala Val Val Pro Gly Val Lys Pro Gin Asp 
50 55 60 

Trp He Ser Ala Ala Arg Val Leu Val Asp Gly Glu Glu His Val 
65 7 0 75 

Gly Phe Leu Lys Thr Asp Gly Ser Phe Val Val His Asp He Pro 
80 85 90 

Ser Gly Ser Tyr Val Val Glu Val Val Ser Pro Ala Tyr Arg Phe 
95 100 105 

Asp Pro Val Arg Val Asp He Thr Ser Lys Gly Lys Met Arg Ala 
110 115 120 

Arg Tyr Val Asn Tyr He Lys Thr Ser Glu Val Val Arg Leu Pro 
125 13 0 13 5 

Tyr Pro Leu Gin Met Lys Ser Ser Gly Pro Pro Ser Tyr Phe He 
140 145 150 

Lys Arg Glu Ser Trp Gly Trp Thr Asp Phe Leu Met Asn Pro Met 
155 160 165 

Val Met Met Met Val Leu Pro Leu Leu He Phe Val Leu Leu Pro 
170 175 180 

Lys Val Val Asn Thr Ser Asp Pro Asp Met Arg Arg Glu Met Glu 
185 190 195 

Gin Ser Met Asn Met Leu Asn Ser Asn His Glu Leu Pro Asp Val 
200 205 210 

Ser Glu Phe Met Thr Arg Leu Phe Ser Ser Lys Ser Ser Gly Lys 
215 220 225 

Ser Ser Ser Gly Ser Ser Lys Thr Gly Lys Ser Gly Ala Gly Lys 
230 235 240 

Arg Arg 
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<210> 389 

<211> 1875 

<212> DNA 

<213> Homo Sapien 

<400> 389 



gtcgtgtgct 


tggaggaagc 


cgcggaaccc 


ccagcgtccg 


tccatggcgt 


50 


ggagccttgg 


gagctggctg 


ggtggctgcc 


tgctggtgtc 


agcattggga 


100 


atggtaccac 


ctcccgaaaa 


tgtcagaatg 


aattctgtta 


atttcaagaa 


150 


cattctacag 


tgggagtcac 


ctgcttttgc 


caaagggaac 


ctgactttca 


200 


cagctcagta 


cctaagttat 


aggatattcc 


aagataaatg 


catgaatact 


250 


accttgacgg 


aatgtgattt 


ctcaagtctt 


tccaagtatg 


gtgaccacac 


300 


cttgagagtc 


agggctgaat 


ttgcagatga 


gcattcagac 


tgggtaaaca 


350 


tcaccttctg 


tcctgtggat 


gacaccatta 


ttggaccccc 


tggaatgcaa 


400 


gtagaagtac 


ttgctgattc 


tttacatatg 


cgtttcttag 


cccctaaaat 


450 


tgagaatgaa 


tacgaaactt 


ggactatgaa 


gaatgtgtat 


aactcatgga 


500 


cttataatgt 


gcaatactgg 


aaaaacggta 


ctgatgaaaa 


gtttcaaatt 


550 


actccccagt 


atgactttga 


ggtcctcaga 


aacctggagc 


catggacaac 


600 


ttattgtgtt 


caagttcgag 


ggtttcttcc 


tgatcggaac 


aaagctgggg 


650 


aatggagtga 


gcctgtctgt 


gagcaaacaa 


cccatgacga 


aacggtcccc 


700 


tcctggatgg 


tggccgtcat 


cctcatggcc 


tcggtcttca 


tggtctgcct 


750 


ggcactcctc 


ggctgcttct 


ccttgctgtg 


gtgcgtttac 


aagaagacaa 


800 


agtacgcctt 


ctcccctagg 


aattctcttc 


cacagcacct 


gaaagagttt 


850 


ttgggccatc 


ctcatcataa 


cacacttctg 


tttttctcct 


ttccattgtc 


900 


ggatgagaat 


gatgtttttg 


acaagctaag 


tgtcattgca 


gaagactctg 


950 


agagcggcaa 


gcagaatcct 


ggtgacagct 


gcagcctcgg 


gaccccgcct 


1000 


gggcaggggc 


cccaaagcta 


ggctctgaga 


aggaaacaca 


ctcggctggg 


1050 


cacagtgacg 


tactccatct 


cacatctgcc 


tcagtgaggg 


atcagggcag 


1100 


caaacaaggg 


ccaagaccat 


ctgagccagc 


cccacatcta 


gaactccaga 


1150 


cctggactta 


gccaccagag 


agctacattt 


taaaggctgt 


cttggcaaaa 


1200 


atactccatt 


tgggaactca 


ctgccttata 


aaggctttca 


tgatgttttc 


1250 


agaagttggc 


cactgagagt 


gtaattttca 


gccttttata 


tcactaaaat 


1300 
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aagatcatgt 


tttaattgtg 


agaaacaggg 


ccgagcacag 


tggctcacgc 


1350 


ctgtaatacc 


agcaccttag 


aggtcgaggc 


aggcggatca 


cttgaggtca 


1400 


ggagttcaag 


accagcctgg 


ccaatatggt 


gaaacccagt 


ctctactaaa 


1450 


aatacaaaaa 


ttagctaggc 


atgatggcgc 


atgcctataa 


tcccagctac 


1500 


tcgagtgcct 


gaggcaggag 


aattgcatga 


acccgggagg 


aggaggagga 


1550 


ggttgcagtg 


agccgagata 


gcggcactgc 


actccagcct 


gggtgacaaa 


1600 


gtgagactcc 


atctcaaaaa 


aaaaaaaaaa 


aaattgtgag 


aaacagaaat 


1650 


acttaaaatg 


aggaataaga 


atggagatgt 


tacatctggt 


agatgtaaca 


1700 


ttctaccaga 


ttatggatgg 


actgatctga 


aaatcgacct 


caactcaagg 


1750 


gtggtcagct 


caatgctaca 


cagagcacgg 


acttttggat 


tctttgcagt 


1800 


actttgaatt 


tatttttcta 


cctatatatg 


ttttatatgc 


tgctggtgct 


1850 


ccattaaagt 


tttactctgt 


gttgc 1875 









<210> 390 
<211> 325 
<212> PRT 
<213> Homo Sapien 

<400> 390 
Met Ala Trp Ser Leu 
1 5 

Ser Ala Leu Gly Met 
20 

Ser Val Asn Phe Lys 
35 

Ala Lys Gly Asn Leu 
50 

lie Phe Gin Asp Lys 
65 

Phe Ser Ser Leu Ser 
80 

Ala Glu Phe Ala Asp 
95 

Cys Pro Val Asp Asp 
110 

Glu Val Leu Ala Asp 
125 

lie Glu Asn Glu Tyr 



Gly Ser Trp Leu Gly Gly Cys Leu Leu Val 
10 15 

Val Pro Pro Pro Glu Asn Val Arg Met Asn 
25 30 

Asn lie Leu Gin Trp Glu Ser Pro Ala Phe 
40 45 

Thr Phe Thr Ala Gin Tyr Leu Ser Tyr Arg 
55 60 

Cys Met Asn Thr Thr Leu Thr Glu Cys Asp 
70 75 

Lys Tyr Gly Asp His Thr Leu Arg Val Arg 
85 90 

Glu His Ser Asp Trp Val Asn lie Thr Phe 
100 105 

Thr He He Gly Pro Pro Gly Met Gin Val 
115 120 

Ser Leu His Met Arg Phe Leu Ala Pro Lys 
130 135 

Glu Thr Trp Thr Met Lys Asn Val Tyr Asn 
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140 145 150 

Ser Trp Thr Tyr Asn Val Gin Tyr Trp Lys Asn Gly Thr Asp Glu 
155 160 ~ 165 

Lys Phe Gin lie Thr Pro Gin Tyr Asp Phe Glu Val Leu Arg Asn 
170 175 180 

Leu Glu Pro Trp Thr Thr Tyr Cys Val Gin Val Arg Gly Phe Leu 
185 190 " 195 

Pro Asp Arg Asn Lys Ala Gly Glu Trp Ser Glu Pro Val Cys Glu 
200 205 210 

Gin Thr Thr His Asp Glu Thr Val Pro Ser Trp Met Val Ala Val 
215 220 225 

lie Leu Met Ala Ser Val Phe Met Val Cys Leu Ala Leu Leu Gly 
230 235 240 

Cys Phe Ser Leu Leu Trp Cys Val Tyr Lys Lys Thr Lys Tyr Ala 
245 ~ 250 ~ ' 255 

£| Phe Ser Pro Arg Asn Ser Leu Pro Gin His Leu Lys Glu Phe Leu 

y 260 265 270 

O 

t/l Gly His Pro His His Asn Thr Leu Leu Phe Phe Ser Phe Pro Leu 

fy 275 280 285 

iii 

Ser Asp Glu Asn Asp Val Phe Asp Lys Leu Ser Val lie Ala Glu 

Si 2 90 2 95 3 00 

U < 

* Asp Ser Glu Ser Gly Lys Gin Asn Pro Gly Asp Ser Cys Ser Leu 

Q 305 310 " 315 

Id: 

Gly Thr Pro Pro Gly Gin Gly Pro Gin Ser 
320 325 

<210> 391 
<211> 1157 
<212> DNA 
<213> Homo Sapien 

<400> 391 

ctgtgcagct cgaggctcca gaggcacact ccagagagag ccaaggttct 50 
gacgcgatga ggaagcacct gagctggtgg tggctggcca ctgtctgcat 100 
gctgctcttc agccacctct ctgcggtcca gacgaggggc atcaagcaca 15 0 
gaatcaagtg gaaccggaag gccctgccca gcactgccca gatcactgag 200 
gcccaggtgg ctgagaaccg cccgggagcc ttcatcaagc aaggccgcaa 250 
gctcgacatt gacttcggag ccgagggcaa caggtactac gaggccaact 3 00 
actggcagtt ccccgatggc atccactaca acggctgctc tgaggctaat 350 



=3s=: 

m 
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gtgaccaagg 


aggcatttgt 


caccggctgc 


atcaatgcca 


cccaggcggc 


400 




gaaccagggg 


gagttccaga 


agccagacaa 


caagctccac 


cagcaggtgc 


450 




tctggcggct 


ggtccaggag 


ctctgctccc 


tcaagcattg cgagttttgg 


500 




ttggagaggg 


gcgcaggact 


tcgggtcacc 


atgcaccagc 


cagtgctcct 


550 




ctgccttctg 


gctttgatct 


ggctcatggt 


gaaataagct 


tgccaggagg 


600 




ctggcagtac 


agagcgcagc 


agcgagcaaa 


tcctggcaag 


tgacccagct 


650 




cttctccccc 


aaacccacgc 


gtgttctgaa 


ggtgcccagg 


agcggcgatg 


700 




cactcgcact 


gcaaatgccg 


ctcccacgta 


tgcgccctgg 


tatgtgcctg 


750 




cgttctgata 


gatgggggac 


tgtggcttct 


ccgtcactcc 


attctcagcc 


800 




cctagcagag 


cgtctggcac 


actagattag 


tagtaaatgc 


ttgatgagaa 


850 




gaacacatca 


ggcactgcgc 


cacctgcttc 


acagtacttc 


ccaacaactc 


900 




ttagaggtag 


gtgtattccc 


gttttacaga 


taaggaaact 


gaggcccaga 


950 




gagctgaagt 


actgcaccca 


gcatcaccag 


ctagaaagtg gcagagccag 


1000 


HI 


gattcaaccc 


tggcttgtct 


aaccccaggt 


tttctgctct 


gtccaattcc 


1050 


I 


agagctgtct 


ggtgatcact 


ttatgtctca 


cagggaccca 


catccaaaca 


1100 


m 


tgtatctcta 


atgaaattgt 


gaaagctcca 


tgtttagaaa 


taaatgaaaa 


1150 


B 


cacctga 1157 










a 


<210> 392 













<211> 176 
fj <212> PRT 
til <213> Homo Sapien 

ffj <400> 392 

Met Arg Lys His Leu Ser Trp Trp Trp Leu Ala Thr Val Cys Met 
15 10 15 

Leu Leu Phe Ser His Leu Ser Ala Val Gin Thr Arg Gly He Lys 
20 25 30 

His Arg He Lys Trp Asn Arg Lys Ala Leu Pro Ser Thr Ala Gin 
35 40 45 

He Thr Glu Ala Gin Val Ala Glu Asn Arg Pro Gly Ala Phe He 
50 55 60 

Lys Gin Gly Arg Lys Leu Asp He Asp Phe Gly Ala Glu Gly Asn 
65 70 " 75 

Arg Tyr Tyr Glu Ala Asn Tyr Trp Gin Phe Pro Asp Gly He His 
80 85 90 
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Tyr Asn Gly Cys Ser Glu Ala Asn Val Thr Lys Glu Ala Phe Val 
95 100 105 

Thr Gly Cys He Asn Ala Thr Gin Ala Ala Asn Gin Gly Glu Phe 
110 115 120 

Gin Lys Pro Asp Asn Lys Leu His Gin Gin Val Leu Trp Arg Leu 
125 130 135 

Val Gin Glu Leu Cys Ser Leu Lys His Cys Glu Phe Trp Leu Glu 
140 145 150 

Arg Gly Ala Gly Leu Arg Val Thr Met His Gin Pro Val Leu Leu 
155 160 165 

Cys Leu Leu Ala Leu He Trp Leu Met Val Lys 
17 0 175 

<210> 393 

<211> 1705 

<212> DNA 

<213> Homo Sapien 

<400> 393 



tgaaatgact 


tccacggctg 


ggacgggaac 


cttccaccca 


cagctatgcc 


50 


tctgattggt 


gaatggtgaa 

-J -J ZJ ZJ 


ggtgcctgtc 

ZJ ZJ ZJ 


taacttttct 


qtaaaaaqaa 


100 


ccagctgcct 


ccaggcagcc 


agccctcaag 


catcacttac 


aggaccagag 


150 


ggacaagaca 


tgactgtgat 


gaggagctgc 


tttcgccaat 


ttaacaccaa 


200 


gaagaattga 


ggctgcttgg 


gaggaaggcc 


aggaggaaca 


cgagactgag 


250 


agatgaattt 


tcaacagagg 


ctgcaaagcc 


tgtggacttt 


agccagaccc 


300 


ttctgccctc 


ctttgctggc 


gacagcctct 


caaatgcaga 


tggttgtgct 


350 


cccttgcctg 


ggttttaccc 


tgcttctctg 


gagccaggta 


tcaggggccc 


400 


agggccaaga 


attccacttt 


gggccctgcc 


aagtgaaggg 


ggttgttccc 


450 


cagaaactgt 


gggaagcctt 


ctgggctgtg 


aaagacacta 


tgcaagctca 


500 


ggataacatc 


acgagtgccc 


ggctgctgca 


gcaggaggtt 


ctgcagaacg 


550 


tctcggatgc 


tgagagctgt 


taccttgtcc 


acaccctgct 


ggagttctac 


600 


ttgaaaactg 


ttttcaaaaa 


ccaccacaat 


agaacagttg 


aagtcaggac 


650 


tctgaagtca 


ttctctactc 


tggccaacaa 


ctttgttctc 


atcgtgtcac 


700 


aactgcaacc 


cagtcaagaa 


aatgagatgt 


tttccatcag 


agacagtgca 


750 


cacaggcggt 


ttctgctatt 


ccggagagca 


ttcaaacagt 


tggacgtaga 


800 


agcagctctg 


accaaagccc 


ttggggaagt 


ggacattctt 


ctgacctgga 


850 
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tgcagaaatt 


ctacaagctc 


tgaatgtcta 


gaccaggacc 


tccctccccc 


900 


tggcactggt 


ttgttccctg 


tgtcatttca 


aacagtctcc 


cttcctatgc 


950 


tgttcactgg 


acacttcacg 


cccttggcca 


tgggtcccat 


tcttggccca 


1000 


ggattattgt 


caaagaagtc 


attctttaag 


cagcgccagt 


gacagtcagg 


1050 


gaaggtgcct 


ctggatgctg 


tgaagagtct 


acagagaaga 


ttcttgtatt 


1100 


tattacaact 


ctatttaatt 


aatgtcagta 


tttcaactga 


agttctattt 


1150 


atttgtgaga 


ctgtaagtta 


catgaaggca 


gcagaatatt 


gtgccccatg 


1200 


cttctttacc 


cctcacaatc 


cttgccacag 


tgtggggcag 


tggatgggtg 


1250 


cttagtaagt 


acttaataaa 


ctgtggtgct 


ttttttggcc 


tgtctttgga 


1300 


ttgttaaaaa 


acagagaggg 


atgcttggat 


gtaaaactga 


acttcagagc 


1350 


atgaaaatca 


cactgtcttc 


tgatatctgc 


agggacagag 


cattggggtg 


1400 


ggggtaaggt 


gcatctgttt 


gaaaagtaaa 


cgataaaatg 


tggattaaag 


1450 


tgcccagcac 


aaagcagatc 


ctcaataaac 


atttcatttc 


ccacccacac 


1500 


tcgccagctc 


accccatcat 


ccctttccct 


tggtgccctc 


cttttttttt 


1550 


tatcctagtc 


attcttccct 


aatcttccac 


ttgagtgtca 


agctgacctt 


1600 


gctgatggtg 


acattgcacc 


tggatgtact 


atccaatctg 


tgatgacatt 


1650 


ccctgctaat 


aaaagacaac 


ataactccaa 


aaaaaaaaaa 


aaaaaaaaaa 


1700 



aaaaa 1705 

<210> 394 
<211> 206 
<212> PRT 
<213> Homo Sapien 

<400> 394 

Met Asn Phe Gin Gin Arg Leu Gin Ser Leu Trp Thr Leu Ala Arg 
1 5 10 15 

Pro Phe Cys Pro Pro Leu Leu Ala Thr Ala Ser Gin Met Gin Met 
20 25 30 

Val Val Leu Pro Cys Leu Gly Phe Thr Leu Leu Leu Trp Ser Gin 
35 40 45 

Val Ser Gly Ala Gin Gly Gin Glu Phe His Phe Gly Pro Cys Gin 
50 55 60 

Val Lys Gly Val Val Pro Gin Lys Leu Trp Glu Ala Phe Trp Ala 
65 ~ 70 ~ 75 

Val Lys Asp Thr Met Gin Ala Gin Asp Asn lie Thr Ser Ala Arg 
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80 

Leu Leu Gin Gin Glu 
95 

Cys Tyr Leu Val His 
110 

Phe Lys Asn His His 
12 5 

Ser Phe Ser Thr Leu 
140 

Leu Gin Pro Ser Gin 
155 

Ala His Arg Arg Phe 
170 

Asp Val Glu Ala Ala 
185 

Leu Leu Thr Trp Met 
200 

<210> 395 
<211> 333 
<212> DNA 
<213> Homo Sapien 

<400> 395 



gccttggcct 


cccaaagggc 


tgggattata 


ggcgtgacca 


ccatgtctgg 


50 


tccagagtct 


catttcctga 


tgatttatag 


actcaaagaa 


aactcatgtt 


100 


cagaagctct 


cttctcttct 


ggcctcctct 


ctgtcttctt 


tccctctttc 


150 


ttcttatttt 


aattagtagc 


atctactcag 


agtcatgcaa 


gctggaaatc 


200 


tttcattttg 


cttgtcagtg 


gggtaggtca 


ctgagtctta 


gtttttattt 


250 


tttgaaattt 


caactttcag 


attcaggggg 


tacatgtgaa 


ggtttgtttt 


300 


atgagtatat 


tgcatgatgc 


tgaggtttgg 


ggt 333 







<210> 396 

<211> 73 

<212> PRT 

<213> Homo Sapien 



<400> 396 

Met Phe Arg Ser Ser Leu Leu Phe Trp Pro Pro Leu Cys Leu Leu 

1 5 10 " 15 

Ser Leu Phe Leu Leu lie Leu He Ser Ser He Tyr Ser Glu Ser 

20 25 30 



85 90 

Val Leu Gin Asn Val Ser Asp Ala Glu Ser 
100 105 

Thr Leu Leu Glu Phe Tyr Leu Lys Thr Val 
115 120 

Asn Arg Thr Val Glu Val Arg Thr Leu Lys 
130 135 

Ala Asn Asn Phe Val Leu He Val Ser Gin 
145 150 

Glu Asn Glu Met Phe Ser He Arg Asp Ser 
160 165 

Leu Leu Phe Arg Arg Ala Phe Lys Gin Leu 
175 ' 180 

Leu Thr Lys Ala Leu Gly Glu Val Asp He 
190 195 

Gin Lys Phe Tyr Lys Leu 
205 
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Cys Lys Leu Glu lie Phe His Phe Ala Cys Gin Trp Gly Arg Ser 
35 40 45 

Leu Ser Leu Ser Phe Tyr Phe Leu Lys Phe Gin Leu Ser Asp Ser 
50 55 60 

Gly Gly Thr Cys Glu Gly Leu Phe Tyr Glu Tyr lie Ala 
65 70 

<210> 397 

<211> 1750 

<212> DNA 

<213> Homo Sapien 

<400> 397 



catgccgctg 


ccgccgctgc 


tgctgttgct 


cctggcggcg 


ccttggggac 


50 


gggcagttcc 


ctgtgtctct 


ggtggtttgc 


ctaaacctgc 


aaacatcacc 


100 


ttcttatcca 


tcaacatgaa 


gaatgtccta 


caatggactc 


caccagaggg 


150 


tcttcaagga 


gttaaagtta 


cttacactgt 


gcagtatttc 


atatatgggc 


200 


aaaagaaatg 


gctgaataaa 


tcagaatgca gaaatatcaa 


tagaacctac 


250 


tgtgatcttt 


ctgctgaaac 


ttctgactac 


gaacaccagt 


attatgccaa 


300 


agttaaggcc 


atttggggaa 


caaagtgttc 


caaatgggct 


gaaagtggac 


350 


ggttctatcc 


ttttttagaa 


acacaaattg gcccaccaga 


ggtggcactg 


400 


actacagatg 


agaagtccat 


ttctgttgtc 


ctgacagctc 


cagagaagtg 


450 


gaagagaaat 


ccagaagacc 


ttcctgtttc 


catgcaacaa 


atatactcca 


500 


atctgaagta 


taacgtgtct 


gtgttgaata 


ctaaatcaaa 


cagaacgtgg 


550 


tcccagtgtg 


tgaccaacca 


cacgctggtg 


ctcacctggc 


tggagccgaa 


600 


cactctttac 


tgcgtacacg 


tggagtcctt 


cgtcccaggg 


ccccctcgcc 


650 


gtgctcagcc 


ttctgagaag 


cagtgtgcca 


ggactttgaa 


agatcaatca 


700 


tcagagttca 


aggctaaaat 


catcttctgg 


tatgttttgc 


ccatatctat 


750 


taccgtgttt 


cttttttctg 


tgatgggcta 


ttccatctac 


cgatatatcc 


800 


acgttggcaa 


agagaaacac 


ccagcaaatt 


tgattttgat 


ttatggaaat 


850 


gaatttgaca 


aaagattctt 


tgtgcctgct 


gaaaaaatcg 


tgattaactt 


900 


tatcaccctc 


aatatctcgg 


atgattctaa 


aatttctcat 


caggatatga 


950 


gtttactggg 


aaaaagcagt 


gatgtatcca 


gccttaatga 


tcctcagccc 


1000 


agcgggaacc 


tgaggccccc 


tcaggaggaa 


gaggaggtga 


aacatttagg 


1050 


gtatgcttcg 


catttgatgg 


aaattttttg 


tgactctgaa 


gaaaacacgg 


1100 
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aaggtacttc 


tctcacccag 


caagagtccc 


tcagcagaac 


aatacccccg 


1150 


gataaaacag 


tcattgaata 


tgaatatgat 


gtcagaacca 


ctgacatttg 


1200 


tgcggggcct 


gaagagcagg 


agctcagttt 


gcaggaggag 


gtgtccacac 


1250 


aaggaacatt 


attggagtcg 


caggcagcgt 


tggcagtctt 


gggcccgcaa 


1300 


acgttacagt 


actcatacac 


ccctcagctc 


caagacttag 


accccctggc 


1350 


gcaggagcac 


acagactcgg 


aggaggggcc 


ggaggaagag 


ccatcgacga 


1400 


ccctggtcga 


ctgggatccc 


caaactggca 


ggctgtgtat 


tccttcgctg 


1450 


tccagcttcg 


accaggattc 


agagggctgc 


gagccttctg 


agggggatgg 


1500 


gctcggagag 


gagggtcttc 


tatctagact 


ctatgaggag 


ccggctccag 


1550 


acaggccacc 


aggagaaaat 


gaaacctatc 


tcatgcaatt 


catggaggaa 


1600 


tgggggttat 


atgtgcagat 


ggaaaactga 


tgccaacact 


tccttttgcc 


1650 


ttttgtttcc 


tgtgcaaaca 


agtgagtcac 


ccctttgatc 


ccagccataa 


1700 


agtacctggg 


atgaaagaag 


ttttttccag 


tttgtcagtg 


tctgtgagaa 


1750 



;210> 398 
:211> 542 
:212> PRT 
;213> Homo Sapien 

c400> 398 

Met Pro Leu Pro Pro Leu Leu Leu Leu Leu Leu Ala Ala Pro Trp 
15 10 15 

Gly Arg Ala Val Pro Cys Val Ser Gly Gly Leu Pro Lys Pro Ala 
20 25 3 0 

Asn lie Thr Phe Leu Ser lie Asn Met Lys Asn Val Leu Gin Trp 
35 40 45 

Thr Pro Pro Glu Gly Leu Gin Gly Val Lys Val Thr Tyr Thr Val 
50 55 60 

Gin Tyr Phe He Tyr Gly Gin Lys Lys Trp Leu Asn Lys Ser Glu 
65 70 75 

Cys Arg Asn He Asn Arg Thr Tyr Cys Asp Leu Ser Ala Glu Thr 
80 85 90 

Ser Asp Tyr Glu His Gin Tyr Tyr Ala Lys Val Lys Ala He Trp 
95 100 105 

Gly Thr Lys Cys Ser Lys Trp Ala Glu Ser Gly Arg Phe Tyr Pro 
110 115 120 

Phe Leu Glu Thr Gin He Gly Pro Pro Glu Val Ala Leu Thr Thr 
125 130 135 
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Asp Glu Lys Ser lie Ser Val Val Leu Thr Ala Pro Glu Lys Trp 

140 145 150 

Lys Arg Asn Pro Glu Asp Leu Pro Val Ser Met Gin Gin lie Tyr 

155 160 165 

Ser Asn Leu Lys Tyr Asn Val Ser Val Leu Asn Thr Lys Ser Asn 

170 175 180 

Arg Thr Trp Ser Gin Cys Val Thr Asn His Thr Leu Val Leu Thr 

185 190 195 

Trp Leu Glu Pro Asn Thr Leu Tyr Cys Val His Val Glu Ser Phe 

200 205 210 

Val Pro Gly Pro Pro Arg Arg Ala Gin Pro Ser Glu Lys Gin Cys 

215 220 225 

Ala Arg Thr Leu Lys Asp Gin Ser Ser Glu Phe Lys Ala Lys He 

230 235 240 

He Phe Trp Tyr Val Leu Pro He Ser He Thr Val Phe Leu Phe 

245 250 255 

Ser Val Met Gly Tyr Ser He Tyr Arg Tyr He His Val Gly Lys 

O ' 260 265 270 

E 

fU Glu Lys His Pro Ala Asn Leu He Leu He Tyr Gly Asn Glu Phe 

jfj 275 280 285 

Asp Lys Arg Phe Phe Val Pro Ala Glu Lys He Val He Asn Phe 

CM " 290 295 300 

is 

g| He Thr Leu Asn He Ser Asp Asp Ser Lys He Ser His Gin Asp 

2 305 310 315 

rS', Met Ser Leu Leu Gly Lys Ser Ser Asp Val Ser Ser Leu Asn Asp 

til 320 * 325 330 

JGSfii 

flj Pro Gin Pro Ser Gly Asn Leu Arg Pro Pro Gin Glu Glu Glu Glu 

335 340 345 

Val Lys His Leu Gly Tyr Ala Ser His Leu Met Glu He Phe Cys 

350 355 360 

Asp Ser Glu Glu Asn Thr Glu Gly Thr Ser Leu Thr Gin Gin Glu 

365 370 375 

Ser Leu Ser Arg Thr He Pro Pro Asp Lys Thr Val He Glu Tyr 

380 385 390 

Glu Tyr Asp Val Arg Thr Thr Asp He Cys Ala Gly Pro Glu Glu 

395 400 405 

Gin Glu Leu Ser Leu Gin Glu Glu Val Ser Thr Gin Gly Thr Leu 

410 415 420 

Leu Glu Ser Gin Ala Ala Leu Ala Val Leu Gly Pro Gin Thr Leu 
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425 

Gin Tyr Ser Tyr Thr 
440 

Gin Glu His Thr Asp 
455 

Thr Thr Leu Val Asp 
470 

Pro Ser Leu Ser Ser 
485 

Ser Glu Gly Asp Gly 
500 

Tyr Glu Glu Pro Ala 
515 

Tyr Leu Met Gin Phe 
530 

Glu Asn 

<210> 399 

<211> 1515 

<212> DNA 

<213> Homo Sapien 

<400> 399 



ccggcgatgt 


cgctcgtgct 


gctaagcctg 


gccgcgctgt 


gcaggagcgc 


50 


cgtaccccga 


gagccgaccg 


ttcaatgtgg 


ctctgaaact 


gggccatctc 


100 


cagagtggat 


gctacaacat 


gatctaatcc 


ccggagactt 


gagggacctc 


150 


cgagtagaac 


ctgttacaac 


tagtgttgca 


acaggggact 


attcaatttt 


200 


gatgaatgta 


agctgggtac 


tccgggcaga 


tgccagcatc 


cgcttgttga 


250 


aggccaccaa 


gatttgtgtg 


acgggcaaaa 


gcaacttcca 


gtcctacagc 


300 


tgtgtgaggt 


gcaattacac 


agaggccttc 


cagactcaga 


ccagaccctc 


350 


tggtggtaaa 


tggacatttt 


cctacatcgg 


cttccctgta 


gagctgaaca 


400 


cagtctattt 


cattggggcc 


cataatattc 


ctaatgcaaa 


tatgaatgaa 


450 


gatggccctt 


ccatgtctgt 


gaatttcacc 


tcaccaggct 


gcctagacca 


500 


cataatgaaa 


tataaaaaaa 


agtgtgtcaa 


ggccggaagc 


ctgtgggatc 


550 


cgaacatcac 


tgcttgtaag 


aagaatgagg 


agacagtaga 


agtgaacttc 


600 


acaaccactc 


ccctgggaaa 


cagatacatg 


gctcttatcc 


aacacagcac 


650 



430 435 

Pro Gin Leu Gin Asp Leu Asp Pro Leu Ala 
445 450 

Ser Glu Glu Gly Pro Glu Glu Glu Pro Ser 
460 465 

Trp Asp Pro Gin Thr Gly Arg Leu Cys lie 
475 480 

Phe Asp Gin Asp Ser Glu Gly Cys Glu Pro 
490 495 

Leu Gly Glu Glu Gly Leu Leu Ser Arg Leu 
505 510 

Pro Asp Arg Pro Pro Gly Glu Asn Glu Thr 
520 525 

Met Glu Glu Trp Gly Leu Tyr Val Gin Met 
535 540 
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tatcatcggg 


ttttctcagg 


tgtttgagcc 


acaccagaag 


aaacaaacgc 


700 


gagcttcagt 


ggtgattcca 


gtgactgggg 


atagtgaagg 


tgctacggtg 


750 


cagctgactc 


catattttcc 


tacttgtggc 


agcgactgca 


tccgacataa 


800 


aggaacagtt 


gtgctctgcc 


cacaaacagg 


cgtccctttc 


cctctggata 


850 


acaacaaaag 


caagccggga 


ggctggctgc 


ctctcctcct 


gctgtctctg 


900 


ctggtggcca 


catgggtgct 


ggtggcaggg 


atctatctaa 


tgtggaggca 


950 


cgaaaggatc 


aagaagactt 


ccttttctac 


caccacacta 


ctgcccccca 


1000 


ttaaggttct 


tgtggtttac 


ccatctgaaa 


tatgtttcca 


tcacacaatt 


1050 


tgttacttca 


ctgaatttct 


tcaaaaccat 


tgcagaagtg 


aggtcatcct 


1100 


tgaaaagtgg 


cagaaaaaga 


aaatagcaga 


gatgggtcca 


gtgcagtggc 


1150 


ttgccactca 


aaagaaggca 


gcagacaaag 


tcgtcttcct 


tctttccaat 


1200 


gacgtcaaca 


gtgtgtgcga 


tggtacctgt 


ggcaagagcg 


agggcagtcc 


1250 


cagtgagaac 


tctcaagacc 


tcttccccct 


tgcctttaac 


cttttctgca 


1300 


gtgatctaag 


aagccagatt 


catctgcaca 


aatacgtggt 


ggtctacttt 


1350 


agagagattg 


atacaaaaga 


cgattacaat 


gctctcagtg 


tctgccccaa 


1400 


gtaccacctc 


atgaaggatg 


ccactgcttt 


ctgtgcagaa 


cttctccatg 


1450 


tcaagcagca 


ggtgtcagca 


ggaaaaagat 


cacaagcctg 


ccacgatggc 


1500 


tgctgctcct 


tgtag 1515 











:210> 400 
c211> 502 
c212> PRT 
;213> Homo Sapien 

c400> 400 

Met Ser Leu Val Leu Leu Ser Leu Ala Ala Leu Cys Arg Ser Ala 
15 10 15 

Val Pro Arg Glu Pro Thr Val Gin Cys Gly Ser Glu Thr Gly Pro 
20 25 30 

Ser Pro Glu Trp Met Leu Gin His Asp Leu lie Pro Gly Asp Leu 
35 40 45 

Arg Asp Leu Arg Val Glu Pro Val Thr Thr Ser Val Ala Thr Gly 
50 55 60 

Asp Tyr Ser lie Leu Met Asn Val Ser Trp Val Leu Arg Ala Asp 
65 70 75 

Ala Ser He Arg Leu Leu Lys Ala Thr Lys He Cys Val Thr Gly 
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80 85 90 

Lys Ser Asn Phe Gin Ser Tyr Ser Cys Val Arg Cys Asn Tyr Thr 
95 100 105 

Glu Ala Phe Gin Thr Gin Thr Arg Pro Ser Gly Gly Lys Trp Thr 
110 115 120 

Phe Ser Tyr He Gly Phe Pro Val Glu Leu Asn Thr Val Tyr Phe 
125 130 135 

He Gly Ala His Asn He Pro Asn Ala Asn Met Asn Glu Asp Gly 
140 145 150 

Pro Ser Met Ser Val Asn Phe Thr Ser Pro Gly Cys Leu Asp His 
155 160 165 

He Met Lys Tyr Lys Lys Lys Cys Val Lys Ala Gly Ser Leu Trp 
170 ' 175 180 

Asp Pro Asn He Thr Ala Cys Lys Lys Asn Glu Glu Thr Val Glu 
185 190 195 

Val Asn Phe Thr Thr Thr Pro Leu Gly Asn Arg Tyr Met Ala Leu 
200 205 210 

He Gin His Ser Thr He He Gly Phe Ser Gin Val Phe Glu Pro 
215 220 225 

His Gin Lys Lys Gin Thr Arg Ala Ser Val Val He Pro Val Thr 
230 235 240 

Gly Asp Ser Glu Gly Ala Thr Val Gin Leu Thr Pro Tyr Phe Pro 
245 250 255 

Thr Cys Gly Ser Asp Cys He Arg His Lys Gly Thr Val Val Leu 
260 J 265 270 

Cys Pro Gin Thr Gly Val Pro Phe Pro Leu Asp Asn Asn Lys Ser 
275 280 285 

Lys Pro Gly Gly Trp Leu Pro Leu Leu Leu Leu Ser Leu Leu Val 
2 90 2 95 3 00 

Ala Thr Trp Val Leu Val Ala Gly He Tyr Leu Met Trp Arg His 
305 310 315 

Glu Arg He Lys Lys Thr Ser Phe Ser Thr Thr Thr Leu Leu Pro 
320 325 330 

Pro He Lys Val Leu Val Val Tyr Pro Ser Glu He Cys Phe His 
335 340 345 

His Thr He Cys Tyr Phe Thr Glu Phe Leu Gin Asn His Cys Arg 
350 355 360 

Ser Glu Val He Leu Glu Lys Trp Gin Lys Lys Lys He Ala Glu 
365 370 375 
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Met Gly Pro Val Gin Trp Leu Ala Thr Gin Lys Lys Ala Ala Asp 

380 385 390 

Lys Val Val Phe Leu Leu Ser Asn Asp Val Asn Ser Val Cys Asp 

395 400 405 

Gly Thr Cys Gly Lys Ser Glu Gly Ser Pro Ser Glu Asn Ser Gin 

410 ~ 415 420 

Asp Leu Phe Pro Leu Ala Phe Asn Leu Phe Cys Ser Asp Leu Arg 

425 430 435 

Ser Gin He His Leu His Lys Tyr Val Val Val Tyr Phe Arg Glu 

440 445 450 

He Asp Thr Lys Asp Asp Tyr Asn Ala Leu Ser Val Cys Pro Lys 

455 460 465 

Tyr His Leu Met Lys Asp Ala Thr Ala Phe Cys Ala Glu Leu Leu 

470 475 480 

His Val Lys Gin Gin Val Ser Ala Gly Lys Arg Ser Gin Ala Cys 

485 490 495 

His Asp Gly Cys Cys Ser Leu 
500 

<210> 401 

<211> 2275 

<212> DNA 

<213> Homo Sapien 

<400> 401 



gggaacaggg 


aactatcagc 


ccgtcggcct 


ccgggccctg 


cattctctag 


50 


ccatggaccg 


ggaccttttg 


cggcagtcgc 


taaattgcca 


cgggtcgtct 


100 


ttgctctctc 


tacttcggag 


cgaacagcag 


gacaatccac 


acttccgtag 


150 


cctcctgggg 


tcggccgccg 


agccagcccg 


gggcccgccg 


ccccagcacc 


200 


cgttgcaggg 


cagaaaagag 


aagagagttg 


acaacatcga 


gatacagaaa 


250 


ttcatctcca 


aaaaagcgga 


tctgcttttt 


gcactttcct 


ggaaatcaga 


300 


tgcacctgca 


acttctgaaa 


ttaatgaaga 


cagtgaagat 


cattatgcaa 


350 


tcatgccacc 


tttagagcaa 


ttcatggaga 


tacctagtat 


ggatcggaga 


400 


gagctgtttt 


tccgagatat 


tgagcgtggt 


gatatagtga 


ttggaagaat 


450 


tagttctatt 


cgggaattcg 


gttttttcat 


ggtgttgatc 


tgtttaggaa 


500 


gtggtatcat 


gagagatata 


gcccacttag 


aaatcacagc 


tctttgtccc 


550 


ttaagagatg 


tgccttctca 


cagtaaccat 


ggggatcctt 


tatcatatta 


600 


ccaaactggt 


gacatcattc 


gagctggaat 


caaggatatt 


gacagatacc 


650 
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atgaaaagct 


agcagtatct 


ctgtatagct 


cttctcttcc 


accacaccta 


700 


tctggtatta 


aattaggtgt 


aattagctct 


gaagagcttc 


ctttatacta 


750 


caggagaagt 


gttgagctaa 


atagcaattc 


tttggagtcc 


tatgaaaatg 


800 


tcatgcagag 


ttccttggga 


tttgttaatc 


caggagtagt 


tgaattcctt 


850 


ctagaaaaac 


taggaataga 


tgaatctaat 


ccaccatctt 


taatgagagg 


900 


cctacaaagc 


aaaaatttct 


ctgaagatga 


ttttgcttct 


gcattgagaa 


950 


aaaaacaatc 


cgcatcttgg 


gctttaaaat 


gtgtgaagat 


cggagttgac 


1000 


tattttaaag 


ttggacgcca 


tgtggatgct 


atgaatgaat 


acaataaagc 


1050 


tttggaaata 


gacaaacaaa 


acgtggaagc 


tttggtagct 


cgtggagcat 


1100 


tatatgcgac 


aaaaggaagt 


ttgaacaaag 


caatagaaga 


ttttgagctt 


1150 


gcattagaaa 


actgtccaac 


tcacagaaat 


gcaagaaaat 


acctctgcca 


1200 


gacacttgta 


gagagaggag 


gacagttaga 


agaagaagaa 


aagtttttaa 


1250 


atgctgaaag 


ttactataag 


aaagccttgg 


ctttggatga 


gacttttaaa 


1300 


gatgcagagg 


atgctttgca 


gaaacttcat 


aaatatatgc 


agaaatcttt 


1350 


ggaattaaga 


gaaaaacaag 


ctgaaaagga 


agaaaagcag 


aaaacaaaga 


1400 


aaatagaaac 


aagtgcagaa 


aagttgcgta 


agctcttaaa 


agaagagaag 


1450 


aggctaaaga 


agaaaagaag 


aaaatcaact 


tcttcttcaa 


gtgtttcttc 


1500 


tgctgatgaa 


tcagtgtctt 


catcatcatc 


ctcttcctct 


tctggtcaca 


1550 


aaaggcataa 


gaaacataag 


aggaaccgtt 


cagagtcttc 


tcgcagttcc 


1600 


agaaggcatt 


catctagggc 


atcctcaaat 


cagatagatc 


agaataggaa 


1650 


agatgagtgc 


tacccagttc 


cagctaatac 


ttcagcatct 


tttcttaacc 


1700 


ataaacaaga 


agtggagaaa 


ctactgggga 


agcaggatag 


gttacagtat 


1750 


gaaaagacac 


agataaaaga 


gaaagataga 


tgccctctct 


cttcatcttc 


1800 


acttgaaata 


ccggatgatt 


ttggagtgta 


ctcctattta 


tttaaaaagt 


1850 


taactataaa 


acagcctcag 


gcaggtcctt 


caggagatat 


tccagaagag 


1900 


ggcattgtta 


tcatagatga 


cagctccatt 


catgttactg 


accctgaaga 


1950 


ccttcaagtg 


ggacaagata 


tggaggtgga 


agacagtggt 


attgatgatc 


2000 


ctgaccacgg 


gtaggcttag 


gtttatgtgt 


gtgtatgtgt 


cttagttttt 


2050 


aacaaaaaaa 


ttaaaaagta 


aaaaaactaa 


aaatagaaaa 


atgcttagag 


2100 
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aataaggata taaagaatat ttttgtgcag ttgaacaatg agtgcttaag 2150 

ctaaatgtca tcacaaaaga gtaaaaaaat tttacaaaat taaaaatgtt 2200 

taaagttaaa aagctctagg aagctaaggt caatttatta ttggagaaat 2250 

aaaattattt ttatgaattt actgt 2275 

:210> 402 
:211> 653 
;212> PRT 
:213> Homo Sapien 

;400> 402 

Met Asp Arg Asp Leu Leu Arg Gin Ser Leu Asn Cys His Gly Ser 
1 "5 10 15 

Ser Leu Leu Ser Leu Leu Arg Ser Glu Gin Gin Asp Asn Pro His 
20 25 30 

Phe Arg Ser Leu Leu Gly Ser Ala Ala Glu Pro Ala Arg Gly Pro 
35 40 45 

Pro Pro Gin His Pro Leu Gin Gly Arg Lys Glu Lys Arg Val Asp 
50 55 60 

Asn lie Glu He Gin Lys Phe He Ser Lys Lys Ala Asp Leu Leu 
65 70 75 

Phe Ala Leu Ser Trp Lys Ser Asp Ala Pro Ala Thr Ser Glu He 
80 85 90 

Asn Glu Asp Ser Glu Asp His Tyr Ala He Met Pro Pro Leu Glu 
95 100 105 

Gin Phe Met Glu He Pro Ser Met Asp Arg Arg Glu Leu Phe Phe 
110 115 120 

Arg Asp He Glu Arg Gly Asp He Val He Gly Arg He Ser Ser 
125 13 0 135 

He Arg Glu Phe Gly Phe Phe Met Val Leu He Cys Leu Gly Ser 
140 145 150 

Gly He Met Arg Asp He Ala His Leu Glu He Thr Ala Leu Cys 
155 160 165 

Pro Leu Arg Asp Val Pro Ser His Ser Asn His Gly Asp Pro Leu 
170 175 180 

Ser Tyr Tyr Gin Thr Gly Asp He He Arg Ala Gly He Lys Asp 
185 190 195 

He Asp Arg Tyr His Glu Lys Leu Ala Val Ser Leu Tyr Ser Ser 
200 205 210 

Ser Leu Pro Pro His Leu Ser Gly He Lys Leu Gly Val He Ser 
215 220 225 
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Ser Glu Glu Leu Pro Leu Tyr Tyr Arg Arg Ser Val Glu Leu Asn 
230 235 240 



Ser Asn Ser Leu Glu Ser Tyr Glu Asn Val Met Gin Ser Ser Leu 
245 250 255 

Gly Phe Val Asn Pro Gly Val Val Glu Phe Leu Leu Glu Lys Leu 
260 265 270 

Gly lie Asp Glu Ser Asn Pro Pro Ser Leu Met Arg Gly Leu Gin 
275 280 285 

Ser Lys Asn Phe Ser Glu Asp Asp Phe Ala Ser Ala Leu Arg Lys 
290 295 300 

Lys Gin Ser Ala Ser Trp Ala Leu Lys Cys Val Lys lie Gly Val 
305 310 315 

Asp Tyr Phe Lys Val Gly Arg His Val Asp Ala Met Asn Glu Tyr 
320 325 330 

Asn Lys Ala Leu Glu lie Asp Lys Gin Asn Val Glu Ala Leu Val 
335 340 345 

Ala Arg Gly Ala Leu Tyr Ala Thr Lys Gly Ser Leu Asn Lys Ala 
350 355 360 

lie Glu Asp Phe Glu Leu Ala Leu Glu Asn Cys Pro Thr His Arg 
365 370 375 

Asn Ala Arg Lys Tyr Leu Cys Gin Thr Leu Val Glu Arg Gly Gly 
380 385 390 

Gin Leu Glu Glu Glu Glu Lys Phe Leu Asn Ala Glu Ser Tyr Tyr 
395 400 405 

Lys Lys Ala Leu Ala Leu Asp Glu Thr Phe Lys Asp Ala Glu Asp 
410 415 420 

Ala Leu Gin Lys Leu His Lys Tyr Met Gin Lys Ser Leu Glu Leu 
425 430 435 

Arg Glu Lys Gin Ala Glu Lys Glu Glu Lys Gin Lys Thr Lys Lys 
440 445 450 

lie Glu Thr Ser Ala Glu Lys Leu Arg Lys Leu Leu Lys Glu Glu 
455 460 465 

Lys Arg Leu Lys Lys Lys Arg Arg Lys Ser Thr Ser Ser Ser Ser 
470 475 480 

Val Ser Ser Ala Asp Glu Ser Val Ser Ser Ser Ser Ser Ser Ser 
485 490 495 

Ser Ser Gly His Lys Arg His Lys Lys His Lys Arg Asn Arg Ser 
500 505 510 

Glu Ser Ser Arg Ser Ser Arg Arg His Ser Ser Arg Ala Ser Ser 
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515 520 525 

Asn Gin lie Asp Gin Asn Arg Lys Asp Glu Cys Tyr Pro Val Pro 

530 535 540 

Ala Asn Thr Ser Ala Ser Phe Leu Asn His Lys Gin Glu Val Glu 

545 550 555 

Lys Leu Leu Gly Lys Gin Asp Arg Leu Gin Tyr Glu Lys Thr Gin 

560 565 570 

lie Lys Glu Lys Asp Arg Cys Pro Leu Ser Ser Ser Ser Leu Glu 

575 580 585 

lie Pro Asp Asp Phe Gly Val Tyr Ser Tyr Leu Phe Lys Lys Leu 

590 595 600 

Thr lie Lys Gin Pro Gin Ala Gly Pro Ser Gly Asp lie Pro Glu 

605 610 615 

Glu Gly He Val He He Asp Asp Ser Ser He His Val Thr Asp 

620 625 630 

O Pro Glu Asp Leu Gin Val Gly Gin Asp Met Glu Val Glu Asp Ser 

Q 635 640 645 

f% | Gly He Asp Asp Pro Asp His Gly 

If- 650 

W <210> 403 

Cm <211> 1292 

s <212> DNA 

f*i <213> Homo Sapien 

; , <400> 403 



ccgaggcggg 


aggagcccga 


gggggcgcga 


gccccgcatg 


aatcattgta 


50 


Q gtcaatcatt 


ttccagttct 


cagccgctca 


gttgtgatca 


agggacacgt 


100 


ry 

ggtttccgaa 


ctgccagctc 


agaataggaa 


aataacttgg 


gattttatat 


150 


tggaagacat 


ggatcttgct 


gccaacgaga 


tcagcattta 


tgacaaactt 


200 


tcagagactg 


ttgatttggt 


gagacagacc 


ggccatcagt 


gtggcatgtc 


250 


agagaaggca 


attgaaaaat 


ttatcagaca 


gctgctggaa 


aagaatgaac 


300 


ctcagagacc 


ccccccgcag 


tatcctctcc 


ttatagttgt 


gtataaggtt 


350 


ctcgcaacct 


tgggattaat 


cttgctcact 


gcctactttg 


tgattcaacc 


400 


tttcagccca 


ttagcacctg 


agccagtgct 


ttctggagct 


cacacctggc 


450 


gctcactcat 


ccatcacatt 


aggctgatgt 


ccttgcccat 


tgccaagaag 


500 


tacatgtcag 


aaaataaggg 


agttcctctg 


catgggggtg 


atgaagacag 


550 


accctttcca 


gactttgacc 


cctggtggac 


aaacgactgt 


gagcagaatg 


600 
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agtcagagcc 


cattcctgcc 


aactgcactg 


gctgtgccca 


gaaacacctg 


650 


aaggtgatgc 


tcctggaaga 


cgccccaagg 


aaatttgaga 


ggctccatcc 


700 


actggtgatc 


aagacgggaa 


agcccctgtt 


ggaggaagag 


attcagcatt 


750 


ttttgtgcca 


gtaccctgag 


gcgacagaag 


gcttctctga 


agggtttttc 


800 


gccaagtggt 


ggcgctgctt 


tcctgagcgg 


tggttcccat 


ttccttatcc 


850 


atggaggaga 


cctctgaaca 


gatcacaaat 


gttacgtgag 


ctttttcctg 


900 


ttttcactca 


cctgccattt 


ccaaaagatg 


cctctttaaa 


caagtgctcc 


950 


tttcttcacc 


cagaacctgt 


tgtggggagt 


aagatgcata 


agatgcctga 


1000 


cctatttatc 


attggcagcg 


gtgaggccat 


gttgcagctc 


atccctccct 


1050 


tccagtgccg 


aagacattgt 


cagtctgtgg 


ccatgccaat 


agagccaggg 


1100 


gatatcggct 


atgtcgacac 


cacccactgg 


aaggtctacg 


ttatagccag 


1150 


aggggtccag 


cctttggtca 


tctgcgatgg 


aaccgctttc 


tcagaactgt 


1200 


aggaaataga 


actgtgcaca 


ggaacagctt 


ccagagccga 


aaaccaggtt 


1250 


gaaaggggaa 


aaataaaaac 


aaaaacgatg 


aaactgcaaa 


aa 1292 





)*J <210> 404 
fei <211> 347 
Iff <212> PRT 
s <213> Homo Sapien 

f&\ 

y' <400> 404 

V] Met Asp Leu Ala Ala Asn Glu He Ser He Tyr Asp Lys Leu Ser 

H; i 5 10 15 

O Glu Thr Val Asp Leu Val Arg Gin Thr Gly His Gin Cys Gly Met 

fij 20 25 30 

Ser Glu Lys Ala He Glu Lys Phe He Arg Gin Leu Leu Glu Lys 

35 40 45 

Asn Glu Pro Gin Arg Pro Pro Pro Gin Tyr Pro Leu Leu He Val 

50 55 60 

Val Tyr Lys Val Leu Ala Thr Leu Gly Leu He Leu Leu Thr Ala 

65 70 75 

Tyr Phe Val He Gin Pro Phe Ser Pro Leu Ala Pro Glu Pro Val 

80 85 90 

Leu Ser Gly Ala His Thr Trp Arg Ser Leu He His His He Arg 

95 100 105 

Leu Met Ser Leu Pro He Ala Lys Lys Tyr Met Ser Glu Asn Lys 

110 115 120 
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Gly Val Pro Leu His Gly Gly Asp Glu Asp Arg Pro Phe Pro Asp 
125 130 135 

Phe Asp Pro Trp Trp Thr Asn Asp Cys Glu Gin Asn Glu Ser Glu 
140 145 150 

Pro lie Pro Ala Asn Cys Thr Gly Cys Ala Gin Lys His Leu Lys 
155 160 165 

Val Met Leu Leu Glu Asp Ala Pro Arg Lys Phe Glu Arg Leu His 
170 175 180 

Pro Leu Val lie Lys Thr Gly Lys Pro Leu Leu Glu Glu Glu lie 
185 190 195 

Gin His Phe Leu Cys Gin Tyr Pro Glu Ala Thr Glu Gly Phe Ser 
200 205 210 

Glu Gly Phe Phe Ala Lys Trp Trp Arg Cys Phe Pro Glu Arg Trp 
215 220 225 

Phe Pro Phe Pro Tyr Pro Trp Arg Arg Pro Leu Asn Arg Ser Gin 
230 235 240 

Met Leu Arg Glu Leu Phe Pro Val Phe Thr His Leu Pro Phe Pro 
245 250 255 

Lys Asp Ala Ser Leu Asn Lys Cys Ser Phe Leu His Pro Glu Pro 
260 265 270 

Val Val Gly Ser Lys Met His Lys Met Pro Asp Leu Phe lie lie 
275 280 285 

Gly Ser Gly Glu Ala Met Leu Gin Leu lie Pro Pro Phe Gin Cys 
290 2 95 300 

Arg Arg His Cys Gin Ser Val Ala Met Pro lie Glu Pro Gly Asp 
305 310 315 

lie Gly Tyr Val Asp Thr Thr His Trp Lys Val Tyr Val lie Ala 
320 325 330 

Arg Gly Val Gin Pro Leu Val He Cys Asp Gly Thr Ala Phe Ser 
335 340 345 

Glu Leu 



<210> 405 

<211> 1788 

<212> DNA 

<213> Homo Sapien 

<400> 405 

tgccgggctg cggggcgcct tgactctccc tccaccctgc ctcctcgggc 50 
tccactcgtc tgcccctgga ctcccgtctc ctcctgtcct ccggcttccc 100 
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agagctccct 


ccttatggca gcagcttccc 


gcgtctccgg 


cgcagcttct 


150 


cagcggacga 


ccctctcgct 


ccggggctga 


gcccagtccc 


tggatgttgc 


200 


tgaaactctc 


gagatcatgc gcgggtttgg 


ctgctgcttc 


cccgccgggt 


250 


gccactgcca 


ccgccgccgc 


ctctgctgcc 


gccgt-ccgcg ggatgctcag 


300 


tagcccgctg 


cccggccccc 


gcgatcctgt 


gttcctcgga 


agccgtttgc 


350 


tgctgcagag 


ttgcacgaac 


tagtcatggt 


gctgtgggag 


tccccgcggc 


400 


agtgcagcag 


ctggacactt 


tgcgagggct 


tttgctggct 


gctgctgctg 


450 


cccgtcatgc 


tactcatcgt 


agcccgcccg 


gtgaagctcg 


ctgctttccc 


500 


tacctcctta 


agtgactgcc 


aaacgcccac 


cggctggaat 


tgctctggtt 


550 


atgatgacag 


agaaaatgat 


ctcttcctct 


gtgacaccaa 


cacctgtaaa 


600 


tttgatgggg 


aatgtttaag 


aattggagac 


actgtgactt 


gcgtctgtca 


650 


gttcaagtgc 


aacaatgact 


atgtgcctgt 


gtgtggctcc 


aatggggaga 


700 


gctaccagaa 


tgagtgttac 


ctgcgacagg 


ctgcatgcaa 


acagcagagt 


750 


gagatacttg 


tggtgtcaga aggatcatgt 


gccacagatg 


caggatcagg 


800 


atctggagat 


ggagtccatg 


aaggctctgg 


agaaactagt 


caaaaggaga 


850 


catccacctg 


tgatatttgc 


cagtttggtg 


cagaatgtga 


cgaagatgcc 


900 


gaggatgtct 


ggtgtgtgtg 


taatattgac 


tgttctcaaa 


ccaacttcaa 


950 


tcccctctgc 


gcttctgatg ggaaatctta 


tgataatgca 


tgccaaatca 


1000 


aagaagcatc 


gtgtcagaaa 


caggagaaaa 


ttgaagtcat gtctttgggt 


1050 


cgatgtcaag 


ataacacaac 


tacaactact 


aagtctgaag 


atgggcatta 


1100 


tgcaagaaca 


gattatgcag 


agaatgctaa 


caaattagaa 


gaaagtgcca 


1150 


gagaacacca 


cataccttgt 


ccggaacatt 


acaatggctt 


ctgcatgcat 


1200 


gggaagtgtg 


agcattctat 


caatatgcag 


gagccatctt 


gcaggtgtga 


1250 


tgctggttat 


actggacaac 


actgtgaaaa 


aaaggactac 


agtgttctat 


1300 


acgttgttcc 


cggtcctgta 


cgatttcagt 


atgtcttaat 


cgcagctgtg 


1350 


attggaacaa 


ttcagattgc 


tgtcatctgt 


gtggtggtcc 


tctgcatcac 


1400 


aaggaaatgc 


cccagaagca 


acagaattca 


cagacagaag 


caaaatacag 


1450 


ggcactacag 


ttcagacaat 


acaacaagag 


cgtccacgag gttaatctaa 


1500 


agggagcatg 


tttcacagtg 


gctggactac 


cgagagcttg 


gactacacaa 


1550 
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tacagtatta tagacaaaag aataagacaa gagatctaca catgttgcct 1600 

tgcatttgtg gtaatctaca ccaatgaaaa catgtactac agctatattt 1650 

gattatgtat ggatatattt gaaatagtat acattgtctt gatgtttttt 17 0 0 

ctgtaatgta aataaactat ttatatcaca caatatagtt ttttctttcc 1750 

catgtatttg ttatatataa taaatactca gtgatgag 1788 

<210> 406 

<211> 374 

<212> PRT 

<213> Homo Sapien 

<400> 406 

Met Val Leu Trp Glu Ser Pro Arg Gin Cys Ser Ser Trp Thr Leu 
15 10 15 

Cys Glu Gly Phe Cys Trp Leu Leu Leu Leu Pro Val Met Leu Leu 
2 0 25 30 

He Val Ala Arg Pro Val Lys Leu Ala Ala Phe Pro Thr Ser Leu 
35 40 45 

Ser Asp Cys Gin Thr Pro Thr Gly Trp Asn Cys Ser Gly Tyr Asp 
50 55 60 

Asp Arg Glu Asn Asp Leu Phe Leu Cys Asp Thr Asn Thr Cys Lys 
65 70 75 

Phe Asp Gly Glu Cys Leu Arg He Gly Asp Thr Val Thr Cys Val 
80 85 90 

Cys Gin Phe Lys Cys Asn Asn Asp Tyr Val Pro Val Cys Gly Ser 
95 100 105 

Asn Gly Glu Ser Tyr Gin Asn Glu Cys Tyr Leu Arg Gin Ala Ala 
110 115 120 

Cys Lys Gin Gin Ser Glu He Leu Val Val Ser Glu Gly Ser Cys 
125 130 135 

Ala Thr Asp Ala Gly Ser Gly Ser Gly Asp Gly Val His Glu Gly 
140 145 150 

Ser Gly Glu Thr Ser Gin Lys Glu Thr Ser Thr Cys Asp He Cys 
155 160 165 

Gin Phe Gly Ala Glu Cys Asp Glu Asp Ala Glu Asp Val Trp Cys 
170 175 180 

Val Cys Asn He Asp Cys Ser Gin Thr Asn Phe Asn Pro Leu Cys 
185 190 195 

Ala Ser Asp Gly Lys Ser Tyr Asp Asn Ala Cys Gin He Lys Glu 
200 205 210 
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Ala Ser Cys Gin Lys Gin Glu Lys lie 
215 

Arg Cys Gin Asp Asn Thr Thr Thr Thr 
23 0 

His Tyr Ala Arg Thr Asp Tyr Ala Glu 
245 

Glu Ser Ala Arg Glu His His He Pro 
260 

Gly Phe Cys Met His Gly Lys Cys Glu 
275 

Glu Pro Ser Cys Arg Cys Asp Ala Gly 
290 

Glu Lys Lys Asp Tyr Ser Val Leu Tyr 
305 

Arg Phe Gin Tyr Val Leu He Ala Ala 
320 

He Ala Val He Cys Val Val Val Leu 
335 

Pro Arg Ser Asn Arg He His Arg Gin 
350 

Tyr Ser Ser Asp Asn Thr Thr Arg Ala 
3 65 

;210> 407 

:211> 2609 

;212> DNA 

;213> Homo Sapien 

c400> 407 



ctcgcagccg 


agcgcggccg 


gggaagggct 


ctccttccag 


cgccgagcac 


50 


tgggccctgg 


cagacgcccc 


aagattgttg 


tgaggagtct 


agccagttgg 


100 


tgagcgctgt 


aatctgaacc 


agctgtgtcc 


agactgaggc 


cccatttgca 


150 


ttgtttaaca 


tacttagaaa 


atgaagtgtt 


catttttaac 


attcctcctc 


200 


caattggttt 


aatgctgaat 


tactgaagag 


ggctaagcaa 


aaccaggtgc 


250 


ttgcgctgag 


ggctctgcag 


tggctgggag 


gaccccggcg 


ctctccccgt 


300 


gtcctctcca 


cgactcgctc 


ggcccctctg 


gaataaaaca 


cccgcgagcc 


350 


ccgagggccc 


agaggaggcc 


gacgtgcccg 


agctcctccg ggggtcccgc 


400 


ccgcgagctt 


tcttctcgcc 


ttcgcatctc 


ctcctcgcgc 


gtcttggaca 


450 


tgccaggaat 


aaaaaggata 


ctcactgtta 


ccattctggc 


tctctgtctt 


500 
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Glu Val Met Ser Leu Gly 
220 225 

Thr Lys Ser Glu Asp Gly 
235 240 

Asn Ala Asn Lys Leu Glu 
250 255 

Cys Pro Glu His Tyr Asn 
265 270 

His Ser He Asn Met Gin 
280 285 

Tyr Thr Gly Gin His Cys 
295 300 

Val Val Pro Gly Pro Val 
310 315 

Val He Gly Thr He Gin 

325 330 

Cys He Thr Arg Lys Cys 
340 345 

Lys Gin Asn Thr Gly His 
355 360 

Ser Thr Arg Leu He 
370 



ccaagccctg ggaatgcaca ggcacagtgc acgaatggct ttgacctgga 550 
tcgccagtca ggacagtgtt tagatattga tgaatgccga accatccccg 600 
aggcctgccg aggagacatg atgtgtgtta accaaaatgg cgggtattta 650 
tgcattcccc ggacaaaccc tgtgtatcga gggccctact cgaaccccta 700 
ctcgaccccc tactcaggtc cgtacccagc agctgcccca ccactctcag 750 
ctccaaacta tcccacgatc tccaggcctc ttatatgccg ctttggatac 800 
cagatggatg aaagcaacca atgtgtggat gtggacgagt gtgcaacaga 850 
ttcccaccag tgcaacccca cccagatctg catcaatact gaaggcgggt 900 
acacctgctc ctgcaccgac ggatattggc ttctggaagg ccagtgctta 950 
gacattgatg aatgtcgcta tggttactgc cagcagctct gtgcgaatgt 1000 
tcctggatcc tattcttgta catgcaaccc tggttttacc ctcaatgagg 1050 
atggaaggtc ttgccaagat gtgaacgagt gtgccaccga gaacccctgc 1100 
gtgcaaacct gcgtcaacac ctacggctct ctcatctgcc gctgtgaccc 1150 
aggatatgaa cttgaggaag atggcgttca ttgcagtgat atggacgagt 12 00 
gcagcttctc tgagttcctc tgccaacatg agtgtgtgaa ccagcccggc 1250 
acatacttct gctcctgccc tccaggctac atcctgctgg atgacaaccg 13 00 
aagctgccaa gacatcaacg aatgtgagca caggaaccac acgtgcaacc 1350 
tgcagcagac gtgctacaat ttacaagggg gcttcaaatg catcgacccc 1400 
atccgctgtg aggagcctta tctgaggatc agtgataacc gctgtatgtg 1450 
tcctgctgag aaccctggct gcagagacca gccctttacc atcttgtacc 1500 
gggacatgga cgtggtgtca ggacgctccg ttcccgctga catcttccaa 1550 
atgcaagcca cgacccgcta ccctggggcc tattacattt tccagatcaa 1600 
atctgggaat gagggcagag aattttacat gcggcaaacg ggccccatca 1650 
gtgccaccct ggtgatgaca cgccccatca aagggccccg ggaaatccag 1700 
ctggacttgg aaatgatcac tgtcaacact gtcatcaact tcagaggcag 1750 
ctccgtgatc cgactgcgga tatatgtgtc gcagtaccca ttctgagcct 1800 
cgggctggag cctccgacgc tgcctctcat tggcaccaag ggacaggaga 1850 
agagaggaaa taacagagag aatgagagcg acacagacgt taggcatttc 1900 
ctgctgaacg tttccccgaa gagtcagccc cgacttcctg actctcacct 1950 
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gtactattgc agacctgtca ccctgcagga cttgccaccc ccagttccta 2000 

tgacacagtt atcaaaaagt attatcattg ctcccctgat agaagattgt 2050 

tggtgaattt tcaaggcctt cagtttattt ccactatttt caaagaaaat 2100 

agattaggtt tgcgggggtc tgagtctatg ttcaaagact gtgaacagct 2150 

tgctgtcact tcttcacctc ttccactcct tctctcactg tgttactgct 2200 

ttgcaaagac ccgggagctg gcggggaacc ctgggagtag ctagtttgct 2250 

ttttgcgtac acagagaagg ctatgtaaac aaaccacagc aggatcgaag 23 00 

ggtttttaga gaatgtgttt caaaaccatg cctggtattt tcaaccataa 2350 

aagaagtttc agttgtcctt aaatttgtat aacggtttaa ttctgtcttg 2400 

ttcattttga gtatttttaa aaaatatgtc gtagaattcc ttcgaaaggc 2450 

cttcagacac atgctatgtt ctgtcttccc aaacccagtc tcctctccat 2500 

tttagcccag tgttttcttt gaggacccct taatcttgct ttctttagaa 2550 

tttttaccca attggattgg aatgcagagg tctccaaact gattaaatat 2 60 0 

ttgaagaga 2 609 

<210> 408 
<211> 448 
<212> PRT 
<213> Homo Sapien 

<400> 408 

Met Pro Gly lie Lys Arg He Leu Thr Val Thr He Leu Ala Leu 
1 " 5 10 15 

Cys Leu Pro Ser Pro Gly Asn Ala Gin Ala Gin Cys Thr Asn Gly 
20 25 30 

Phe Asp Leu Asp Arg Gin Ser Gly Gin Cys Leu Asp He Asp Glu 
35 40 45 

Cys Arg Thr He Pro Glu Ala Cys Arg Gly Asp Met Met Cys Val 
50 55 60 

Asn Gin Asn Gly Gly Tyr Leu Cys He Pro Arg Thr Asn Pro Val 
65 70 75 

Tyr Arg Gly Pro Tyr Ser Asn Pro Tyr Ser Thr Pro Tyr Ser Gly 
80 85 90 

Pro Tyr Pro Ala Ala Ala Pro Pro Leu Ser Ala Pro Asn Tyr Pro 
95 100 105 

Thr He Ser Arg Pro Leu He Cys Arg Phe Gly Tyr Gin Met Asp 
110 115 120 
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Glu Ser Asn Gin Cys Val Asp Val Asp Glu Cys Ala Thr Asp Ser 
125 130 135 

His Gin Cys Asn Pro Thr Gin He Cys He Asn Thr Glu Gly Gly 
140 145 150 

Tyr Thr Cys Ser Cys Thr Asp Gly Tyr Trp Leu Leu Glu Gly Gin 
155 160 165 

Cys Leu Asp He Asp Glu Cys Arg Tyr Gly Tyr Cys Gin Gin Leu 
170 175 180 

Cys Ala Asn Val Pro Gly Ser Tyr Ser Cys Thr Cys Asn Pro Gly 
185 190 195 

Phe Thr Leu Asn Glu Asp Gly Arg Ser Cys Gin Asp Val Asn Glu 
200 205 210 

Cys Ala Thr Glu Asn Pro Cys Val Gin Thr Cys Val Asn Thr Tyr 
215 220 225 

Gly Ser Leu He Cys Arg Cys Asp Pro Gly Tyr Glu Leu Glu Glu 
230 235 240 

Asp Gly Val His Cys Ser Asp Met Asp Glu Cys Ser Phe Ser Glu 
245 250 255 

Phe Leu Cys Gin His Glu Cys Val Asn Gin Pro Gly Thr Tyr Phe 
260 265 270 

Cys Ser Cys Pro Pro Gly Tyr He Leu Leu Asp Asp Asn Arg Ser 
275 280 285 

Cys Gin Asp He Asn Glu Cys Glu His Arg Asn His Thr Cys Asn 
2 90 2 95 3 00 

Leu Gin Gin Thr Cys Tyr Asn Leu Gin Gly Gly Phe Lys Cys He 
305 310 315 

Asp Pro He Arg Cys Glu Glu Pro Tyr Leu Arg He Ser Asp Asn 
320 325 330 

Arg Cys Met Cys Pro Ala Glu Asn Pro Gly Cys Arg Asp Gin Pro 
335 340 345 

Phe Thr He Leu Tyr Arg Asp Met Asp Val Val Ser Gly Arg Ser 
350 355 360 

Val Pro Ala Asp He Phe Gin Met Gin Ala Thr Thr Arg Tyr Pro 
365 370 375 

Gly Ala Tyr Tyr He Phe Gin He Lys Ser Gly Asn Glu Gly Arg 
380 385 390 

Glu Phe Tyr Met Arg Gin Thr Gly Pro He Ser Ala Thr Leu Val 
395 400 405 

Met Thr Arg Pro He Lys Gly Pro Arg Glu He Gin Leu Asp Leu 
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410 415 420 

Glu Met He Thr Val Asn Thr Val He Asn Phe Arg Gly Ser Ser 
425 430 435 

Val He Arg Leu Arg He Tyr Val Ser Gin Tyr Pro Phe 
440 445 

<210> 409 

<211> 2076 

<212> DNA 

<213> Homo Sapien 

<400> 409 



cccacgcgtc 


cgcggacgcg 


tgggtcgact 


agttctagat 


cgcgagcggc 


50 


cgcccgcggc 


tcagggagga 


gcaccgactg 


cgccgcaccc 


tgagagatgg 


100 


ttggtgccat 


gtggaaggtg 


attgtttcgc 


tggtcctgtt 


gatgcctggc 


150 


ccctgtgatg 


ggctgtttcg 


ctccctatac 


agaagtgttt 


ccatgccacc 


200 


taagggagac 


tcaggacagc 


cattatttct 


caccccttac 


attgaagctg 


250 


ggaagatcca 


aaaaggaaga 


gaattgagtt 


tggtcggccc 


tttcccagga 


300 


ctgaacatga 


agagttatgc 


cggcttcctc 


accgtgaata 


agacttacaa 


350 


cagcaacctc 


ttcttctggt 


tcttcccagc 


tcagatacag 


ccagaagatg 


400 


ccccagtagt 


tctctggcta 


cagggtgggc 


cgggaggttc 


atccatgttt 


450 


ggactctttg 


tggaacatgg 


gccttatgtt 


gtcacaagta acatgacctt 


500 


gcgtgacaga 


gacttcccct 


ggaccacaac 


gctctccatg 


ctttacattg 


550 


CLV^ CICJ. «— v — • tA^j ' — 


crcra c a. c acrcrc 


ttcagtttta 


ctgatgatac 


ccacggatat 


600 


gcagtcaatg 


aggacgatgt 


agcacgggat 


ttatacagtg 


cactaattca 


650 


gtttttccag 


atatttcctg 


aatataaaaa 


taatgacttt 


tatgtcactg 


700 


gggagtctta 


tgcagggaaa 


tatgtgccag 


ccattgcaca 


cctcatccat 


750 


tccctcaacc 


ctgtgagaga 


ggtgaagatc 


aacctgaacg 


gaattgctat 


800 


tggagatgga 


tattctgatc 


ccgaatcaat 


tatagggggc 


tatgcagaat 


850 


tcctgtacca 


aattggcttg 


ttggatgaga 


agcaaaaaaa gtacttccag 


900 


aagcagtgcc 


atgaatgcat 


agaacacatc 


aggaagcaga 


actggtttga 


950 


ggcctttgaa 


atactggata 


aactactaga 


tggcgactta 


acaagtgatc 


1000 


cttcttactt 


ccagaatgtt 


acaggatgta 


gtaattacta 


taactttttg 


1050 


cggtgcacgg 


aacctgagga 


tcagctttac 


tatgtgaaat 


ttttgtcact 


1100 
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cccagaggtg 


agacaagcca 


tccacgtggg 


gaatcagact 


tttaatgatg 


1150 




gaactatagt 


tgaaaagtac 


ttgcgagaag 


atacagtaca gtcagttaag 


1200 




ccatggttaa 


ctgaaatcat 


gaataattat 


aaggttctga tctacaatgg 


1250 




ccaactggac 


atcatcgtgg 


cagctgccct 


gacagagcgc 


tccttgatgg 


1300 




gcatggactg 


gaaaggatcc 


caggaataca 


agaaggcaga 


aaaaaaagtt 


1350 




tggaagatct 


ttaaatctga 


cagtgaagtg 


gctggttaca 


tccggcaagc 


1400 




gggtgacttc 


catcaggtaa 


ttattcgagg 


tggaggacat 


attttaccct 


1450 




atgaccagcc 


tctgagagct 


tttgacatga 


ttaatcgatt 


catttatgga 


1500 




aaaggatggg 


atccttatgt 


tggataaact 


accttcccaa aagagaacat 


1550 




cagaggtttt 


cattgctgaa 


aagaaaatcg 


taaaaacaga 


aaatgtcata 


1600 




ggaataaaaa 


aattatcttt 


tcatatctgc 


aagatttttt 


tcatcaataa 


1650 




aaattatcct 


tgaaacaagt 


gagcttttgt 


ttttgggggg 


agatgtttac 


1700 


C! 


tacaaaatta 


acatgagtac 


atgagtaaga 


attacattat 


ttaacttaaa 


1750 


w * 


ggatgaaagg 


tatggatgat 


gtgacactga 


gacaagatgt 


ataaatgaaa 


1800 


I 


ttttagggtc 


ttgaatagga 


agttttaatt 


tcttctaaga gtaagtgaaa 


1850 


sT': 


agtgcagttg 


taacaaacaa 


agctgtaaca 


tctttttctg 


ccaataacag 


1900 




aagtttggca 


tgccgtgaag 


gtgtttggaa 


atattattgg 


ataagaatag 


1950 


S .; 


ctcaattatc 


ccaaataaat 


ggatgaagct 


ataatagttt 


tggggaaaag 


2000 


in 


attctcaaat 


gtataaagtc 


ttagaacaaa 


agaattcttt 


gaaataaaaa 


2050 


: 


tattatatat 


aaaagtaaaa 


aaaaaa 2 076 







<210> 410 
<211> 476 
<212> PRT 
<213> Homo Sapien 

<400> 410 

Met Val Gly Ala Met Trp Lys Val lie Val Ser Leu Val Leu Leu 
1 ^ 5 10 15 

Met Pro Gly Pro Cys Asp Gly Leu Phe Arg Ser Leu Tyr Arg Ser 
2 0 " 25 3 0 

Val Ser Met Pro Pro Lys Gly Asp Ser Gly Gin Pro Leu Phe Leu 
35 ~ ~ 40 45 

Thr Pro Tyr He Glu Ala Gly Lys He Gin Lys Gly Arg Glu Leu 
50 55 60 
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Ser Leu Val Gly Pro Phe Pro Gly Leu Asn Met Lys Ser Tyr Ala 
65 70 75 

Gly Phe Leu Thr Val Asn Lys Thr Tyr Asn Ser Asn Leu Phe Phe 
80 85 90 

Trp Phe Phe Pro Ala Gin He Gin Pro Glu Asp Ala Pro Val Val 
95 100 105 

Leu Trp Leu Gin Gly Gly Pro Gly Gly Ser Ser Met Phe Gly Leu 
110 115 120 

Phe Val Glu His Gly Pro Tyr Val Val Thr Ser Asn Met Thr Leu 
125 130 135 

Arg Asp Arg Asp Phe Pro Trp Thr Thr Thr Leu Ser Met Leu Tyr 
140 145 150 

He Asp Asn Pro Val Gly Thr Gly Phe Ser Phe Thr Asp Asp Thr 
155 160 165 

His Gly Tyr Ala Val Asn Glu Asp Asp Val Ala Arg Asp Leu Tyr 
170 175 180 

Ser Ala Leu He Gin Phe Phe Gin He Phe Pro Glu Tyr Lys Asn 
185 190 195 

Asn Asp Phe Tyr Val Thr Gly Glu Ser Tyr Ala Gly Lys Tyr Val 
200 205 210 

Pro Ala He Ala His Leu He His Ser Leu Asn Pro Val Arg Glu 
215 220 225 

Val Lys He Asn Leu Asn Gly He Ala He Gly Asp Gly Tyr Ser 
230 235 240 

Asp Pro Glu Ser He He Gly Gly Tyr Ala Glu Phe Leu Tyr Gin 
245 250 255 

He Gly Leu Leu Asp Glu Lys Gin Lys Lys Tyr Phe Gin Lys Gin 
260 265 270 

Cys His Glu Cys He Glu His He Arg Lys Gin Asn Trp Phe Glu 
275 280 285 

Ala Phe Glu He Leu Asp Lys Leu Leu Asp Gly Asp Leu Thr Ser 
290 295 300 

Asp Pro Ser Tyr Phe Gin Asn Val Thr Gly Cys Ser Asn Tyr Tyr 
305 310 315 

Asn Phe Leu Arg Cys Thr Glu Pro Glu Asp Gin Leu Tyr Tyr Val 
320 325 330 

Lys Phe Leu Ser Leu Pro Glu Val Arg Gin Ala He His Val Gly 
335 340 345 

Asn Gin Thr Phe Asn Asp Gly Thr He Val Glu Lys Tyr Leu Arg 
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Glu Asp Thr Val Gin 
365 

Asn Asn Tyr Lys Val 
380 

Val Ala Ala Ala Leu 
395 

Lys Gly Ser Gin Glu 
410 

lie Phe Lys Ser Asp 
425 

Gly Asp Phe His Gin 
440 

Pro Tyr Asp Gin Pro 
455 

lie Tyr Gly Lys Gly 
470 

<210> 411 

<211> 3401 

<212> DNA 

<213> Homo Sapien 

<400> 411 



gcaagccaag 


gcgctgtttg 


agaaggtgaa 


gaagttccgg 


acccatgtgg 


50 


aggaggggga 


cattgtgtac 


cgcctctaca 


tgcggcagac 


catcatcaag 


100 


gtgatcaagt 


tcatcctcat 


catctgctac 


accgtctact 


acgtgcacaa 


150 


catcaagttc 


gacgtggact 


gcaccgtgga 


cattgagagc 


ctgacgggct 


200 


accgcaccta 


ccgctgtgcc 


caccccctgg 


ccacactctt 


caagatcctg 


250 


gcgtccttct 


acatcagcct 


agtcatcttc 


tacggcctca 


tctgcatgta 


300 


cacactgtgg 


tggatgctac 


ggcgctccct 


caagaagtac 


tcgtttgagt 


350 


cgatccgtga 


ggagagcagc 


tacagcgaca 


tccccgacgt 


caagaacgac 


400 


ttcgccttca 


tgctgcacct 


cattgaccaa 


tacgacccgc 


tctactccaa 


450 


gcgcttcgcc 


gtcttcctgt 


cggaggtgag 


tgagaacaag 


ctgcggcagc 


500 


tgaacctcaa 


caacgagtgg 


acgctggaca 


agctccggca 


gcggctcacc 


550 


aagaacgcgc 


aggacaagct 


ggagctgcac 


ctgttcatgc 


tcagtggcat 


600 


ccctgacact 


gtgtttgacc 


tggtggagct 


ggaggtcctc 


aagctggagc 


650 



355 



360 



Ser Val Lys Pro Trp Leu Thr Glu lie Met 
370 375 

Leu lie Tyr Asn Gly Gin Leu Asp lie lie 
385 390 

Thr Glu Arg Ser Leu Met Gly Met Asp Trp 
400 405 

Tyr Lys Lys Ala Glu Lys Lys Val Trp Lys 
415 420 

Ser Glu Val Ala Gly Tyr lie Arg Gin Ala 
430 435 

Val He He Arg Gly Gly Gly His He Leu 
445 450 

Leu Arg Ala Phe Asp Met He Asn Arg Phe 
460 465 



Trp Asp Pro Tyr Val Gly 
475 
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tgatccccga 


cgtgaccatc 


ccgcccagca 


ttgcccagct 


cacgggcctc 


700 


aaggagctgt 


ggctctacca 


cacagcggcc 


aagattgaag 


cgcctgcgct 


750 


ggccttcctg 


cgcgagaacc 


tgcgggcgct 


gcacatcaag 


ttcaccgaca 


800 


tcaaggagat 


cccgctgtgg 


atctatagcc 


tgaagacact 


ggaggagctg 


850 


cacctgacgg 


gcaacctgag 


cgcggagaac 


aaccgctaca 


tcgtcatcga 


900 


cgggctgcgg 


gagctcaaac 


gcctcaaggt 


gctgcggctc 


aagagcaacc 


950 


taagcaagct 


gccacaggtg 


gtcacagatg 


tgggcgtgca 


cctgcagaag 


1000 


ctgtccatca 


acaatgaggg 


caccaagctc 


atcgtcctca 


acagcctcaa 


1050 


gaagatggcg 


aacctgactg 


agctggagct 


gatccgctgc 


gacctggagc 


1100 


gcatccccca 


ctccatcttc 


agcctccaca 


acctgcagga 


gattgacctc 


1150 


aaggacaaca 


acctcaagac 


catcgaggag 


atcatcagct 


tccagcacct 


1200 


gcaccgcctc 


acctgcctta 


agctgtggta 


caaccacatc 


gcctacatcc 


1250 


ccatccagat 


cggcaacctc 


accaacctgg 


agcgcctcta 


cctgaaccgc 


1300 


aacaagatcg 


agaagatccc 


cacccagctc 


ttctactgcc 


gcaagctgcg 


1350 


ctacctggac 


ctcagccaca 


acaacctgac 


cttcctccct 


gccgacatcg 


1400 


gcctcctgca 


gaacctccag 


aacctagcca 


tcacggccaa 


ccggatcgag 


1450 


acgctccctc 


cggagctctt 


ccagtgccgg 


aagctgcggg 


ccctgcacct 


1500 


gggcaacaac 


gtgctgcagt 


cactgccctc 


cagggtgggc 


gagctgacca 


1550 


acctgacgca 


gatcgagctg 


cggggcaacc 


ggctggagtg 


cctgcctgtg 


1600 


gagctgggcg 


agtgcccact 


gctcaagcgc 


agcggcttgg 


tggtggagga 


1650 


ggacctgttc 


aacacactgc 


cacccgaggt 


gaaggagcgg 


ctgtggaggg 


1700 


ctgacaagga 


gcaggcctga 


gcgaggccgg 


cccagcacag 


caagcagcag 


1750 


gaccgctgcc 


cagtcctcag 


gcccggaggg 


gcaggcctag 


cttctcccag 


1800 


aactcccgga 


cagccaggac 


agcctcgcgg 


ctgggcagga 


gcctggggcc 


1850 


gcttgtgagt 


caggccagag 


cgagaggaca 


gtatctgtgg 


ggctggcccc 


1900 


ttttctccct 


ctgagactca 


cgtcccccag 


ggcaagtgct 


tgtggaggag 


1950 


agcaagtctc 


aagagcgcag 


tatttggata 


atcagggtct 


cctccctgga 


2000 


ggccagctct 


gccccagggg 


ctgagctgcc 


accagaggtc 


ctgggaccct 


2050 


cactttagtt 


cttggtattt 


atttttctcc 


atctcccacc 


tccttcatcc 


2100 
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agataactta tacattccca agaaagttca gcccagatgg aaggtgttca 2150 

gggaaaggtg ggctgccttt tccccttgtc cttatttagc gatgccgccg 22 00 

ggcatttaac acccacctgg acttcagcag agtggtccgg ggcgaaccag 2250 

ccatgggacg gtcacccagc agtgccgggc tgggctctgc ggtgcggtcc 23 00 

acgggagagc aggcctccag ctggaaaggc caggcctgga gcttgcctct 23 50 

tcagtttttg tggcagtttt agttttttgt tttttttttt tttaatcaaa 2400 

aaacaatttt ttttaaaaaa aagctttgaa aatggatggt ttgggtatta 2450 

aaaagaaaaa aaaaacttaa aaaaaaaaag acactaacgg ccagtgagtt 2500 

ggagtctcag ggcagggtgg cagtttccct tgagcaaagc agccagacgt 2 550 

tgaactgtgt ttcctttccc tgggcgcagg gtgcagggtg tcttccggat 2600 

ctggtgtgac cttggtccag gagttctatt tgttcctggg gagggaggtt 2650 

tttttgtttg ttttttgggt ttttttggtg tcttgttttc tttctcctcc 2700 

atgtgtcttg gcaggcactc atttctgtgg ctgtcggcca gagggaatgt 2750 

tctggagctg ccaaggaggg aggagactcg ggttggctaa tccccggatg 2800 

aacggtgctc cattcgcacc tcccctcctc gtgcctgccc tgcctctcca 2850 

cgcacagtgt taaggagcca agaggagcca cttcgcccag actttgtttc 2900 

cccacctcct gcggcatggg tgtgtccagt gccaccgctg gcctccgctg 2 950 

cttccatcag ccctgtcgcc acctggtcct tcatgaagag cagacactta 3000 

gaggctggtc gggaatgggg aggtcgcccc tgggagggca ggcgttggtt 3050 

ccaagccggt tcccgtccct ggcgcctgga gtgcacacag cccagtcggc 3100 

acctggtggc tggaagccaa cctgctttag atcactcggg tccccacctt 3150 

agaagggtcc ccgccttaga tcaatcacgt ggacactaag gcacgtttta 32 00 

gagtctcttg tcttaatgat tatgtccatc cgtctgtccg tccatttgtg 3250 

ttttctgcgt cgtgtcattg gatataatcc tcagaaataa tgcacactag 3300 

cctctgacaa ccatgaagca aaaatccgtt acatgtgggt ctgaacttgt 3350 

agactcggtc acagtatcaa ataaaatcta taacagaaaa aaaaaaaaaa 3400 

a 3401 

<210> 412 
<211> 546 
<212> PRT 
<213> Homo Sapien 
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<400> 412 

Met Arg Gin Thr lie lie Lys Val lie Lys Phe lie Leu lie lie 
1 5 10 15 

Cys Tyr Thr Val Tyr Tyr Val His Asn lie Lys Phe Asp Val Asp 
20 25 3 0 

Cys Thr Val Asp He Glu Ser Leu Thr Gly Tyr Arg Thr Tyr Arg 
35 40 45 

Cys Ala His Pro Leu Ala Thr Leu Phe Lys He Leu Ala Ser Phe 
50 55 60 

Tyr He Ser Leu Val He Phe Tyr Gly Leu He Cys Met Tyr Thr 
65 70 75 

Leu Trp Trp Met Leu Arg Arg Ser Leu Lys Lys Tyr Ser Phe Glu 
80 85 90 

Ser He Arg Glu Glu Ser Ser Tyr Ser Asp He Pro Asp Val Lys 
95 100 105 

Asn Asp Phe Ala Phe Met Leu His Leu He Asp Gin Tyr Asp Pro 
110 115 120 

Leu Tyr Ser Lys Arg Phe Ala Val Phe Leu Ser Glu Val Ser Glu 
125 130 135 

Asn Lys Leu Arg Gin Leu Asn Leu Asn Asn Glu Trp Thr Leu Asp 
140 145 150 

Lys Leu Arg Gin Arg Leu Thr Lys Asn Ala Gin Asp Lys Leu Glu 
155 160 165 

Leu His Leu Phe Met Leu Ser Gly He Pro Asp Thr Val Phe Asp 
170 175 180 

Leu Val Glu Leu Glu Val Leu Lys Leu Glu Leu He Pro Asp Val 
185 190 195 

Thr He Pro Pro Ser He Ala Gin Leu Thr Gly Leu Lys Glu Leu 
200 205 210 

Trp Leu Tyr His Thr Ala Ala Lys He Glu Ala Pro Ala Leu Ala 
215 220 225 

Phe Leu Arg Glu Asn Leu Arg Ala Leu His He Lys Phe Thr Asp 
230 235 240 

He Lys Glu He Pro Leu Trp He Tyr Ser Leu Lys Thr Leu Glu 
245 250 255 

Glu Leu His Leu Thr Gly Asn Leu Ser Ala Glu Asn Asn Arg Tyr 
260 265 270 

He Val He Asp Gly Leu Arg Glu Leu Lys Arg Leu Lys Val Leu 
275 280 285 
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Arg Leu Lys Ser Asn Leu Ser Lys Leu Pro Gin Val Val Thr Asp 
290 295 300 

Val Gly Val His Leu Gin Lys Leu Ser He Asn Asn Glu Gly Thr 
305 310 315 

Lys Leu He Val Leu Asn Ser Leu Lys Lys Met Ala Asn Leu Thr 
320 325 330 

Glu Leu Glu Leu He Arg Cys Asp Leu Glu Arg He Pro His Ser 
335 340 345 

He Phe Ser Leu His Asn Leu Gin Glu He Asp Leu Lys Asp Asn 
350 355 360 

Asn Leu Lys Thr He Glu Glu He He Ser Phe Gin His Leu His 
365 370 375 

Arg Leu Thr Cys Leu Lys Leu Trp Tyr Asn His He Ala Tyr He 
380 385 390 

Pro He Gin He Gly Asn Leu Thr Asn Leu Glu Arg Leu Tyr Leu 
395 400 405 

Asn Arg Asn Lys He Glu Lys He Pro Thr Gin Leu Phe Tyr Cys 
410 415 420 

Arg Lys Leu Arg Tyr Leu Asp Leu Ser His Asn Asn Leu Thr Phe 
425 43 0 435 

Leu Pro Ala Asp He Gly Leu Leu Gin Asn Leu Gin Asn Leu Ala 
440 445 450 

He Thr Ala Asn Arg He Glu Thr Leu Pro Pro Glu Leu Phe Gin 
455 460 465 

Cys Arg Lys Leu Arg Ala Leu His Leu Gly Asn Asn Val Leu Gin 
470 475 480 

Ser Leu Pro Ser Arg Val Gly Glu Leu Thr Asn Leu Thr Gin He 
485 490 495 

Glu Leu Arg Gly Asn Arg Leu Glu Cys Leu Pro Val Glu Leu Gly 
500 505 510 

Glu Cys Pro Leu Leu Lys Arg Ser Gly Leu Val Val Glu Glu Asp 
515 520 525 

Leu Phe Asn Thr Leu Pro Pro Glu Val Lys Glu Arg Leu Trp Arg 
530 535 540 

Ala Asp Lys Glu Gin Ala 
545 

<210> 413 

<211> 3462 

<212> DNA 

<213> Homo Sapien 
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<400> 413 



gaatcatcca 


cgcacctgca 


gctctgctga 


gagagugcaa 


gecguggggg 


o u 


ttttgagctc 


atcttcatca 


t teat at gag 


gaaauaagug 


guaaaauccu 


inn 


tggaaataca 


atgagactca 


tCayaaaCau 




L.y L.ciy uct L- uy 


_L _> U 


ttatgacagc 


agagggtgat 


get cc agagc 


ugecagaaga 


-_| \ y^</— </~T _1 _1 ^ f 

aagyy aacuy 


9 n n 
z u u 


atgaccaact 


gctccaacat 


gtctctaaga 


aaggttcccg 


cagacttgac 




cccagccaca 


acgacactgg 


atttatccta 


taacctcctt 


tttcaactcc 


o a a 
5 UU 


agagttcaga 


ttttcattct 


gtctccaaac 


tgagagtttt 


gattctatgc 


3 50 


cataacagaa 


ttcaacagct 


ggatctcaaa 


acctttgaat 


tcaacaagga 


400 


gttaagatat 


ttagatttgt 


ctaataacag 


actgaagagt 


gtaacttggt 


4bU 


atttactggc 


aggtctcagg 


tatttagatc 


i_.I_.A_ _. i_ 4_ 

tttcttttaa 


tgactttgac 


[_ A A 
500 


accatgccta 


tctgtgagga 


agctggcaac 


atgtcacacc 


tggaaatcct 


rrn 

bb U 


aggtttgagt 


ggggcaaaaa 


tacaaaaatc 


agatttccag 


aaaattgetc 


f A A 

600 


atctgcatct 


aaatactgtc 


ttcttaggat 


tcagaactct 


tcctcattat 


650 


gaagaaggta 


gcctgcccat 


cttaaacaca 


acaaaactgc 


acattgtttt 


*7 A A 

700 


accaatggac 


acaaatttct 


gggttctttt 


gcgtgatgga 


atcaagactt 


750 


caaaaatatt 


agaaatgaca 


aatatagatg 


geaaaageca 


i_.l_.l_ __i_ _ _ 

atttgtaagt 


O A A 

800 


tatgaaatgc 


aacgaaatct 


tagtttagaa 


aatgetaaga 


categgttet 


850 


attgcttaat 


aaagttgatt 


tactctggga 


cgaccttttc 


cttatcttac 


900 


aatttgtttg 


gcatacatca 


gtggaacact 


ttcagatccg 


aaatgtgact 


950 


tttggtggta 


aggcttatct 


tgaccacaat 


tcatttgact 


actcaaatac 


1000 


tgtaatgaga 


actataaaat 


tggagcatgt 


acatttcaga 


gtgttttaca 


1050 


ttcaacagga 


taaaatctat 


ttgcttttga 


ccaaaatgga 


catagaaaac 


i i nn 


ctgacaatat 


caaatgcaca 


aatgccacac 


augcuuuucc 


cgaattatcc 


1 i en 


tacgaaattc 


caatatttaa 


attttgecaa 


taatatctta 


acagacgagt 


1 O A A 


tgtttaaaag 


aactatccaa 


ctgcctcact 


tgaaaactct 


cattttgaat 


1250 


ggcaataaac 


tggagacact 


ttctttagta 


agttgctttg 


ctaacaacac 


1300 


acccttggaa 


cacttggatc 


tgagtcaaaa 


tctattacaa 


cataaaaatg 


1350 


atgaaaattg 


ctcatggcca 


gaaactgtgg 


tcaatatgaa 


tctgtcatac 


1400 


aataaattgt 


ctgattctgt 


cttcaggtgc 


ttgcccaaaa 


gtattcaaat 


1450 
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acttgaccta 


aataataacc 


aaatccaaac 


tgtacctaaa 


gagactattc 


1500 


atctgatggc 


cttacgagaa 


ctaaatattg 


catttaattt 


tctaactgat 


1550 


ctccctggat 


gcagtcattt 


cagtagactt 


tcagttctga 


acattgaaat 


1600 


gaacttcatt 


ctcagcccat 


ctctggattt 


tgttcagagc 


tgccaggaag 


1650 


ttaaaactct 


aaatgcggga 


agaaatccat 


tccggtgtac 


ctgtgaatta 


1700 


aaaaatttca 


ttcagcttga 


aacatattca 


gaggtcatga 


tggttggatg 


1750 


gtcagattca 


tacacctgtg 


aatacccttt 


aaacctaagg 


ggaactaggt 


1800 


taaaagacgt 


tcatctccac 


gaattatctt 


gcaacacagc 


tctgttgatt 


1850 


gtcaccattg 


tggttattat 


gctagttctg 


gggttggctg 


tggccttctg 


1900 


ctgtctccac 


tttgatctgc 


cctggtatct 


caggatgcta 


ggtcaatgca 


1950 


cacaaacatg 


gcacagggtt 


aggaaaacaa 


cccaagaaca 


actcaagaga 


2000 


aatgtccgat 


tccacgcatt 


tatttcatac 


agtgaacatg 


attctctgtg 


2050 


ggtgaagaat 


gaattgatcc 


ccaatctaga 


gaaggaagat 


ggttctatct 


2100 


tgatttgcct 


ttatgaaagc 


tactttgacc 


ctggcaaaag 


cattagtgaa 


2150 


aatattgtaa 


gcttcattga 


gaaaagctat 


aagtccatct 


ttgttttgtc 


2200 


tcccaacttt 


gtccagaatg 


agtggtgcca 


ttatgaattc 


tactttgccc 


2250 


accacaatct 


cttccatgaa 


aattctgatc 


atataattct 


tatcttactg 


2300 


gaacccattc 


cattctattg 


cattcccacc 


aggtatcata 


aactgaaagc 


2350 


tctcctggaa 


aaaaaagcat 


acttggaatg 


gcccaaggat 


aggcgtaaat 


2400 


gtgggctttt 


ctgggcaaac 


cttcgagctg 


ctattaatgt 


taatgtatta 


2450 


gccaccagag 


aaatgtatga 


actgcagaca 


ttcacagagt 


taaatgaaga 


2500 


gtctcgaggt 


tctacaatct 


ctctgatgag 


aacagattgt 


ctataaaatc 


2550 


ccacagtcct 


tgggaagttg 


gggaccacat 


acactgttgg 


gatgtacatt 


2600 


gatacaacct 


ttatgatggc 


aatttgacaa 


tatttattaa 


aataaaaaat 


2650 


ggttattccc 


ttcatatcag 


tttctagaag 


gatttctaag 


aatgtatcct 


2700 


atagaaacac 


cttcacaagt 


ttataagggc 


ttatggaaaa 


aggtgttcat 


2750 


cccaggattg 


tttataatca 


tgaaaaatgt 


ggccaggtgc 


agtggctcac 


2800 


tcttgtaatc 


ccagcactat 


gggaggccaa 


ggtgggtgac 


ccacgaggtc 


2850 


aagagatgga 


gaccatcctg 


gccaacatgg 


tgaaaccctg 


tctctactaa 


2900 
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aaatacaaaa 


attagctggg 


cgtgatggtg 


cacgcctgta 


gtcccagcta 


2950 


cttgggaggc 


tgaggcagga 


gaatcgcttg 


aacccgggag 


gtggcagttg 


3000 


cagtgagctg 


agatcgagcc 


actgcactcc 


agcctggtga 


cagagcgaga 


3050 


ctccatctca 


aaaaaaagaa 


aaaaaaaaaa 


gaaaaaaatg 


gaaaacatcc 


3100 


tcatggccac 


aaaataaggt 


ctaattcaat 


aaattatagt 


acattaatgt 


3150 


aatataatat 


tacatgccac 


taaaaagaat 


aaggtagctg 


tatatttcct 


3200 


ggtatggaaa 


aaacatatta 


atatgttata 


aactattagg 


ttggtgcaaa 


3250 


actaattgtg 


gtttttgcca 


ttgaaatggc 


attgaaataa 


aagtgtaaag 


3300 


aaatctatac 


cagatgtagt 


aacagtggtt 


tgggtctggg 


aggttggatt 


3350 


acagggagca 


tttgatttct 


atgttgtgta 


tttctataat 


gtttgaattg 


3400 


tttagaatga 


atctgtattt 


cttttataag 


tagaaaaaaa 


ataaagatag 


3450 


tttttacagc 


ct 3462 











<210> 414 
<211> 811 
<212> PRT 
<213> Homo Sapien 

<400> 414 

Met Arg Leu lie Arg Asn lie Tyr lie Phe Cys Ser lie Val Met 
15 10 15 

Thr Ala Glu Gly Asp Ala Pro Glu Leu Pro Glu Glu Arg Glu Leu 
20 25 30 

Met Thr Asn Cys Ser Asn Met Ser Leu Arg Lys Val Pro Ala Asp 
35 40 45 

Leu Thr Pro Ala Thr Thr Thr Leu Asp Leu Ser Tyr Asn Leu Leu 
50 55 60 

Phe Gin Leu Gin Ser Ser Asp Phe His Ser Val Ser Lys Leu Arg 
65 70 75 

Val Leu lie Leu Cys His Asn Arg lie Gin Gin Leu Asp Leu Lys 
80 85 90 

Thr Phe Glu Phe Asn Lys Glu Leu Arg Tyr Leu Asp Leu Ser Asn 
95 100 105 

Asn Arg Leu Lys Ser Val Thr Trp Tyr Leu Leu Ala Gly Leu Arg 
110 115 120 

Tyr Leu Asp Leu Ser Phe Asn Asp Phe Asp Thr Met Pro lie Cys 
125 130 135 

Glu Glu Ala Gly Asn Met Ser His Leu Glu He Leu Gly Leu Ser 
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140 145 150 

Gly Ala Lys lie Gin Lys Ser Asp Phe Gin Lys lie Ala His Leu 
155 " 160 165 

His Leu Asn Thr Val Phe Leu Gly Phe Arg Thr Leu Pro His Tyr 
170 175 180 

Glu Glu Gly Ser Leu Pro He Leu Asn Thr Thr Lys Leu His He 
185 190 195 

Val Leu Pro Met Asp Thr Asn Phe Trp Val Leu Leu Arg Asp Gly 
200 205 210 

He Lys Thr Ser Lys He Leu Glu Met Thr Asn He Asp Gly Lys 
215 220 225 

Ser Gin Phe Val Ser Tyr Glu Met Gin Arg Asn Leu Ser Leu Glu 
230 235 240 

Asn Ala Lys Thr Ser Val Leu Leu Leu Asn Lys Val Asp Leu Leu 
245 250 255 

Trp Asp Asp Leu Phe Leu He Leu Gin Phe Val Trp His Thr Ser 
260 265 270 

Val Glu His Phe Gin He Arg Asn Val Thr Phe Gly Gly Lys Ala 
275 280 285 

Tyr Leu Asp His Asn Ser Phe Asp Tyr Ser Asn Thr Val Met Arg 
290 295 300 

Thr He Lys Leu Glu His Val His Phe Arg Val Phe Tyr He Gin 
305 310 315 

Gin Asp Lys He Tyr Leu Leu Leu Thr Lys Met Asp He Glu Asn 
320 325 330 

Leu Thr He Ser Asn Ala Gin Met Pro His Met Leu Phe Pro Asn 
335 340 345 

Tyr Pro Thr Lys Phe Gin Tyr Leu Asn Phe Ala Asn Asn He Leu 
350 355 360 

Thr Asp Glu Leu Phe Lys Arg Thr He Gin Leu Pro His Leu Lys 
365 ~ 370 375 

Thr Leu He Leu Asn Gly Asn Lys Leu Glu Thr Leu Ser Leu Val 
380 385 390 

Ser Cys Phe Ala Asn Asn Thr Pro Leu Glu His Leu Asp Leu Ser 
395 400 405 

Gin Asn Leu Leu Gin His Lys Asn Asp Glu Asn Cys Ser Trp Pro 
410 415 420 

Glu Thr Val Val Asn Met Asn Leu Ser Tyr Asn Lys Leu Ser Asp 
425 430 435 
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Ser Val Phe Arg Cys Leu Pro Lys Ser lie Gin lie Leu Asp Leu 
440 445 450 

Asn Asn Asn Gin He Gin Thr Val Pro Lys Glu Thr He His Leu 
455 460 465 

Met Ala Leu Arg Glu Leu Asn He Ala Phe Asn Phe Leu Thr Asp 
470 475 480 

Leu Pro Gly Cys Ser His Phe Ser Arg Leu Ser Val Leu Asn He 
485 490 495 

Glu Met Asn Phe He Leu Ser Pro Ser Leu Asp Phe Val Gin Ser 
500 505 510 

Cys Gin Glu Val Lys Thr Leu Asn Ala Gly Arg Asn Pro Phe Arg 
515 520 525 

Cys Thr Cys Glu Leu Lys Asn Phe He Gin Leu Glu Thr Tyr Ser 
530 535 540 

Glu Val Met Met Val Gly Trp Ser Asp Ser Tyr Thr Cys Glu Tyr 
545 550 555 

Pro Leu Asn Leu Arg Gly Thr Arg Leu Lys Asp Val His Leu His 
560 565 570 

Glu Leu Ser Cys Asn Thr Ala Leu Leu He Val Thr He Val Val 
575 580 585 

He Met Leu Val Leu Gly Leu Ala Val Ala Phe Cys Cys Leu His 
590 595 600 

Phe Asp Leu Pro Trp Tyr Leu Arg Met Leu Gly Gin Cys Thr Gin 
605 610 615 

Thr Trp His Arg Val Arg Lys Thr Thr Gin Glu Gin Leu Lys Arg 
620 625 630 

Asn Val Arg Phe His Ala Phe He Ser Tyr Ser Glu His Asp Ser 
635 640 645 

Leu Trp Val Lys Asn Glu Leu He Pro Asn Leu Glu Lys Glu Asp 
650 655 660 

Gly Ser He Leu He Cys Leu Tyr Glu Ser Tyr Phe Asp Pro Gly 
665 ~ 670 675 

Lys Ser He Ser Glu Asn He Val Ser Phe He Glu Lys Ser Tyr 
680 685 690 

Lys Ser He Phe Val Leu Ser Pro Asn Phe Val Gin Asn Glu Trp 
695 700 705 

Cys His Tyr Glu Phe Tyr Phe Ala His His Asn Leu Phe His Glu 
710 715 72 0 

Asn Ser Asp His He He Leu He Leu Leu Glu Pro He Pro Phe 
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725 730 735 

Tyr Cys lie Pro Thr Arg Tyr His Lys Leu Lys Ala Leu Leu Glu 
740 745 750 

Lys Lys Ala Tyr Leu Glu Trp Pro Lys Asp Arg Arg Lys Cys Gly 
755 760 765 

Leu Phe Trp Ala Asn Leu Arg Ala Ala He Asn Val Asn Val Leu 
770 775 780 

Ala Thr Arg Glu Met Tyr Glu Leu Gin Thr Phe Thr Glu Leu Asn 
785 790 795 

Glu Glu Ser Arg Gly Ser Thr He Ser Leu Met Arg Thr Asp Cys 
800 805 810 

Leu 



c210> 415 

c211> 3240 

:212> DNA 

;213> Homo Sapien 

c400> 415 



cggacgcgtg 


ggcggacgcg 


tgggcctggg 


caagggccgg 


ggcgccgggc 


50 


cgagccacct 


cttcccctcc 


cccgcttccc 


tgtcgcgctc 


cgctggctgg 


100 


acgcgctgga 


ggagtggagc 


agcacccggc 


cggccctggg 


ggctgacagt 


150 


cggcaaagtt 


tggcccgaag 


aggaagtggt 


ctcaaacccc 


ggcaggtggc 


200 


gaccaggcca 


gaccaggggc 


gctcgctgcc 


tgcgggcggg 


ctgtaggcga 


250 


gggcgcgccc 


cagtgccgag 


acccggggct 


tcaggagccg 


gccccgggag 


300 


agaagagtgc 


ggcggcggac 


ggagaaaaca actccaaagt tggcgaaagg 


350 


caccgcccct 


actcccgggc 


tgccgccgcc 


tccccgcccc 


cagccctggc 


400 


atccagagta 


cgggtcgagc 


ccgggccatg 


gagcccccct 


ggggaggcgg 


450 


caccagggag 


cctgggcgcc 


cggggctccg 


ccgcgacccc 


atcgggtaga 


500 


ccacagaagc 


tccgggaccc 


ttccggcacc 


tctggacagc 


ccaggatgct 


550 


gttggccacc 


ctcctcctcc 


tcctccttgg aggcgctctg gcccatccag 


600 


accggattat 


ttttccaaat 


catgcttgtg 


aggacccccc 


agcagtgctc 


650 


ttagaagtgc 


agggcacctt 


acagaggccc 


ctggtccggg 


acagccgcac 


700 


ctcccctgcc 


aactgcacct 


ggctcatcct 


gggcagcaag 


gaacagactg 


750 


tcaccatcag 


gttccagaag 


ctacacctgg 


cctgtggctc 


agagcgctta 


800 
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accctacgct cccctctcca gccactgatc tccctgtgtg aggcacctcc 850 
cagccctctg cagctgcccg ggggcaacgt caccatcact tacagctatg 900 
ctggggccag agcacccatg ggccagggct tcctgctctc ctacagccaa 950 
gattggctga tgtgcctgca ggaagagttt cagtgcctga accaccgctg 10 00 
tgtatctgct gtccagcgct gtgatggggt tgatgcctgt ggcgatggct 1050 
ctgatgaagc aggttgcagc tcagacccct tccctggcct gaccccaaga 1100 
cccgtcccct ccctgccttg caatgtcacc ttggaggact tctatggggt 1150 
cttctcctct cctggatata cacacctagc ctcagtctcc cacccccagt 1200 
cctgccattg gctgctggac ccccatgatg gccggcggct ggccgtgcgc 1250 
ttcacagccc tggacttggg ctttggagat gcagtgcatg tgtatgacgg 13 00 
ccctgggccc cctgagagct cccgactact gcgtagtctc acccacttca 1350 
gcaatggcaa ggctgtcact gtggagacac tgtctggcca ggctgttgtg 1400 
tcctaccaca cagttgcttg gagcaatggt cgtggcttca atgccaccta 1450 
ccatgtgcgg ggctattgct tgccttggga cagaccctgt ggcttaggct 1500 
ctggcctggg agctggcgaa ggcctaggtg agcgctgcta cagtgaggca 1550 
cagcgctgtg acggctcatg ggactgtgct gacggcacag atgaggagga 16 00 
ctgcccaggc tgcccacctg gacacttccc ctgtggggct gctggcacct 1650 
ctggtgccac agcctgctac ctgcctgctg accgctgcaa ctaccagact 1700 
ttctgtgctg atggagcaga tgagagacgc tgtcggcatt gccagcctgg 175 0 
caatttccga tgccgggacg agaagtgcgt gtatgagacg tgggtgtgcg 1800 
atgggcagcc agactgtgcg gacggcagtg atgagtggga ctgctcctat 1850 
gttctgcccc gcaaggtcat tacagctgca gtcattggca gcctagtgtg 1900 
cggcctgctc ctggtcatcg ccctgggctg cacctgcaag ctctatgcca 1950 
ttcgcaccca ggagtacagc atctttgccc ccctctcccg gatggaggct 2 000 
gagattgtgc agcagcaggc acccccttcc tacgggcagc tcattgccca 2050 
gggtgccatc ccacctgtag aagactttcc tacagagaat cctaatgata 2100 
actcagtgct gggcaacctg cgttctctgc tacagatctt acgccaggat 2150 
atgactccag gaggtggccc aggtgcccgc cgtcgtcagc ggggccgctt 2200 
gatgcgacgc ctggtacgcc gtctccgccg ctggggcttg ctccctcgaa 2250 
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ccaacacccc 


ggctcgggcc 


tctgaggcca gatcccaggt 


cacaccttct 


2300 




gctgctcccc 


ttgaggccct 


agatggtggc 


acaggtccag 


cccgtgaggg 


2350 




cggggcagtg ggtgggcaag 


atggggagca 


ggcaccccca 


ctgcccatca 


2400 




aggctcccct 


cccatctgct 


agcacgtctc 


cagcccccac 


tactgtccct 


2450 




gaagccccag 


ggccactgcc 


ctcactgccc 


ctagagccat 


cactattgtc 


2500 




tggagtggtg 


caggccctgc 


gaggccgcct 


gttgcccagc 


ctggggcccc 


2550 




caggaccaac 


ccggagcccc 


cctggacccc 


acacagcagt 


cctggccctg 


2600 




gaagatgagg 


acgatgtgct 


actggtgcca 


ctggctgagc 


cgggggtgtg 


2650 




ggtagctgag gcagaggatg 


agccactgct 


tacctgaggg 


gacctggggg 


2700 




ctctactgag 


gcctctcccc 


tgggggctct 


actcatagtg gcacaacctt 


2750 




ttagaggtgg gtcagcctcc 


cctccaccac 


ttccttccct 


gtccctggat 


2800 




ttcagggact 


tggtgggcct 


cccgttgacc 


ctatgtagct 


gctataaagt 


2850 




taagtgtccc 


tcaggcaggg 


agagggctca 


cagagtctcc 


tctgtacgtg 


2900 


5 i r : : 


gccatggcca 


gacaccccag 


tcccttcacc 


accacctgct 


ccccacgcca 


2950 


fff' 


ccaccatttg ggtggctgtt 


tttaaaaagt 


aaagttctta gaggatcata 


3000 




ggtctggaca 


ctccatcctt 


gccaaacctc 


tacccaaaag 


tggccttaag 


3050 




caccggaatg 


ccaattaact 


agagaccctc 


cagcccccaa 


ggggaggatt 


3100 




tgggcagaac 


ctgaggtttt 


gccatccaca 


atccctccta 


cagggcctgg 


3150 




ctcacaaaaa 


gagtgcaaca 


aatgcttcta 


ttccatagct 


acggcattgc 


3200 


Q 


tcagtaagtt 


gaggtcaaaa 


ataaaggaat 


catacatctc 


3240 





<210> 416 
<211> 713 
<212> PRT 
<213> Homo Sapien 

<400> 416 

Met Leu Leu Ala Thr Leu Leu Leu Leu Leu Leu Gly Gly Ala Leu 
15 10 15 

Ala His Pro Asp Arg lie lie Phe Pro Asn His Ala Cys Glu Asp 
20 25 30 

Pro Pro Ala Val Leu Leu Glu Val Gin Gly Thr Leu Gin Arg Pro 
35 40 45 

Leu Val Arg Asp Ser Arg Thr Ser Pro Ala Asn Cys Thr Trp Leu 
50 55 60 
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•rsss: 



He Leu Gly Ser Lys Glu Gin Thr Val Thr He Arg Phe Gin Lys 
65 70 75 

Leu His Leu Ala Cys Gly Ser Glu Arg Leu Thr Leu Arg Ser Pro 
80 85 90 

Leu Gin Pro Leu He Ser Leu Cys Glu Ala Pro Pro Ser Pro Leu 
95 100 105 

Gin Leu Pro Gly Gly Asn Val Thr He Thr Tyr Ser Tyr Ala Gly 
110 115 120 

Ala Arg Ala Pro Met Gly Gin Gly Phe Leu Leu Ser Tyr Ser Gin 
125 130 135 

Asp Trp Leu Met Cys Leu Gin Glu Glu Phe Gin Cys Leu Asn His 
140 145 150 

Arg Cys Val Ser Ala Val Gin Arg Cys Asp Gly Val Asp Ala Cys 
155 160 165 

Gly Asp Gly Ser Asp Glu Ala Gly Cys Ser Ser Asp Pro Phe Pro 
170 175 180 

Gly Leu Thr Pro Arg Pro Val Pro Ser Leu Pro Cys Asn Val Thr 
185 190 195 

HI Leu Glu Asp Phe Tyr Gly Val Phe Ser Ser Pro Gly Tyr Thr His 

111 2 00 2 05 210 

5S; Leu Ala Ser Val Ser His Pro Gin Ser Cys His Trp Leu Leu Asp 
^ l 215 220 225 

z: 

O Pro His Asp Gly Arg Arg Leu Ala Val Arg Phe Thr Ala Leu Asp 

M, 230 235 240 

3* 5 Leu Gly Phe Gly Asp Ala Val His Val Tyr Asp Gly Pro Gly Pro 
*L! ' 245 250 255 

tc?f 

fU Pro Glu Ser Ser Arg Leu Leu Arg Ser Leu Thr His Phe Ser Asn 

260 265 270 

Gly Lys Ala Val Thr Val Glu Thr Leu Ser Gly Gin Ala Val Val 
275 280 285 

Ser Tyr His Thr Val Ala Trp Ser Asn Gly Arg Gly Phe Asn Ala 
290 295 300 

Thr Tyr His Val Arg Gly Tyr Cys Leu Pro Trp Asp Arg Pro Cys 
305 " ~ 310 315 

Gly Leu Gly Ser Gly Leu Gly Ala Gly Glu Gly Leu Gly Glu Arg 
320 325 330 

Cys Tyr Ser Glu Ala Gin Arg Cys Asp Gly Ser Trp Asp Cys Ala 
335 340 345 

Asp Gly Thr Asp Glu Glu Asp Cys Pro Gly Cys Pro Pro Gly His 
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350 355 360 

Phe Pro Cys Gly Ala Ala Gly Thr Ser Gly Ala Thr Ala Cys Tyr 
365 370 375 

Leu Pro Ala Asp Arg Cys Asn Tyr Gin Thr Phe Cys Ala Asp Gly 
380 385 390 

Ala Asp Glu Arg Arg Cys Arg His Cys Gin Pro Gly Asn Phe Arg 
395 400 405 

Cys Arg Asp Glu Lys Cys Val Tyr Glu Thr Trp Val Cys Asp Gly 
410 415 420 

Gin Pro Asp Cys Ala Asp Gly Ser Asp Glu Trp Asp Cys Ser Tyr 
425 430 435 

Val Leu Pro Arg Lys Val lie Thr Ala Ala Val lie Gly Ser Leu 
440 445 450 

Val Cys Gly Leu Leu Leu Val He Ala Leu Gly Cys Thr Cys Lys 
455 460 465 

Leu Tyr Ala He Arg Thr Gin Glu Tyr Ser He Phe Ala Pro Leu 
470 475 480 

Ser Arg Met Glu Ala Glu He Val Gin Gin Gin Ala Pro Pro Ser 
485 490 495 

Tyr Gly Gin Leu He Ala Gin Gly Ala He Pro Pro Val Glu Asp 
500 505 510 

Phe Pro Thr Glu Asn Pro Asn Asp Asn Ser Val Leu Gly Asn Leu 
515 520 525 

Arg Ser Leu Leu Gin He Leu Arg Gin Asp Met Thr Pro Gly Gly 
530 53 5 54 0 

Gly Pro Gly Ala Arg Arg Arg Gin Arg Gly Arg Leu Met Arg Arg 
545 550 555 

Leu Val Arg Arg Leu Arg Arg Trp Gly Leu Leu Pro Arg Thr Asn 
560 565 570 

Thr Pro Ala Arg Ala Ser Glu Ala Arg Ser Gin Val Thr Pro Ser 
575 580 585 

Ala Ala Pro Leu Glu Ala Leu Asp Gly Gly Thr Gly Pro Ala Arg 
590 595 600 

Glu Gly Gly Ala Val Gly Gly Gin Asp Gly Glu Gin Ala Pro Pro 
605 610 615 

Leu Pro He Lys Ala Pro Leu Pro Ser Ala Ser Thr Ser Pro Ala 

62 0 62 5 63 0 

Pro Thr Thr Val Pro Glu Ala Pro Gly Pro Leu Pro Ser Leu Pro 
635 640 645 
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Leu Glu Pro Ser Leu Leu Ser Gly Val Val Gin Ala Leu Arg Gly 
650 655 660 

Arg Leu Leu Pro Ser Leu Gly Pro Pro Gly Pro Thr Arg Ser Pro 
665 670 675 

Pro Gly Pro His Thr Ala Val Leu Ala Leu Glu Asp Glu Asp Asp 
680 685 690 

Val Leu Leu Val Pro Leu Ala Glu Pro Gly Val Trp Val Ala Glu 
695 700 705 

Ala Glu Asp Glu Pro Leu Leu Thr 
710 

:210> 417 

:211> 3534 

:212> DNA 

:213> Homo Sapien 

:400> 417 



gtcgttcctt 


tgctctctcg 


cgcccagtcc 


tcctccctgg ttctcctcag 


50 


ccgctgtcgg 


aggagagcac 


ccggagacgc 


gggctgcagt cgcggcggct 


100 


tctccccgcc 


tgggcggcct 


cgccgctggg 


caggtgctga gcgcccctag 


150 


agcctccctt 


gccgcctccc 


tcctctgccc 


ggccgcagca gtgcacatgg 


200 


ggtgttggag 


gtagatgggc 


tcccggcccg 


ggaggcggcg gtggatgcgg 


250 


cgctgggcag 


aagcagccgc 


cgattccagc 


tgccccgcgc gccccgggcg 


300 


cccctgcgag 


tccccggttc 


agccatgggg 


acctctccga gcagcagcac 


350 


cgccctcgcc 


tcctgcagcc 


gcatcgcccg 


ccgagccaca gccacgatga 


400 


tcgcgggctc 


ccttctcctg 


cttggattcc 


ttagcaccac cacagctcag 


450 


ccagaacaga 


aggcctcgaa 


tctcattggc 


acataccgcc atgttgaccg 


500 


tgccaccggc 


caggtgctaa 


cctgtgacaa 


gtgtccagca ggaacctatg 


550 


tctctgagca 


ttgtaccaac 


acaagcctgc 


gcgtctgcag cagttgccct 


600 


gtggggacct 


ttaccaggca 


tgagaatggc 


atagagaaat gccatgactg 


650 


tagtcagcca 


tgcccatggc 


caatgattga 


gaaattacct tgtgctgcct 


700 


tgactgaccg 


agaatgcact 


tgcccacctg 


gcatgttcca gtctaacgct 


750 


acctgtgccc 


cccatacggt 


gtgtcctgtg 


ggttggggtg tgcggaagaa 


800 


agggacagag 


actgaggatg 


tgcggtgtaa 


gcagtgtgct cggggtacct 


850 


tctcagatgt 


gccttctagt 


gtgatgaaat 


gcaaagcata cacagactgt 


900 


ctgagtcaga 


acctggtggt 


gatcaagccg 


gggaccaagg agacagacaa 


950 
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cgtctgtggc 


acactcccgt 


ccttctccag 


ctccacctca 


ccttcccctg 


1000 


gcacagccat 


ctttccacgc 


cctgagcaca 


tggaaaccca 


tgaagtccct 


1050 


tcctccactt 


atgttcccaa 


aggcatgaac 


tcaacagaat 


ccaactcttc 


1100 


tgcctctgtt 


agaccaaagg 


tactgagtag 


catccaggaa 


gggacagtcc 


1150 


ctgacaacac 


aagctcagca 


agggggaagg 


aagacgtgaa 


caagaccctc 


1200 


ccaaaccttc 


aggtagtcaa 


ccaccagcaa 


ggcccccacc 


acagacacat 


1250 


cctgaagctg 


ctgccgtcca 


tggaggccac 


tgggggcgag 


aagtccagca 


1300 


cgcccatcaa 


gggccccaag 


aggggacatc 


ctagacagaa 


cctacacaag 


1350 


cattttgaca 


tcaatgagca 


tttgccctgg 


atgattgtgc 


ttttcctgct 


1400 


gctggtgctt 


gtggtgattg 


tggtgtgcag 


tatccggaaa 


agctcgagga 


1450 


ctctgaaaaa 


ggggccccgg 


caggatccca 


gtgccattgt 


ggaaaaggca 


1500 


gggctgaaga 


aatccatgac 


tccaacccag 


aaccgggaga 


aatggatcta 


1550 


ctactgcaat 


ggccatggta 


tcgatatcct 


gaagcttgta 


gcagcccaag 


1600 


tgggaagcca 


gtggaaagat 


atctatcagt 


ttctttgcaa 


tgccagtgag 


1650 


agggaggttg 


ctgctttctc 


caatgggtac 


acagccgacc 


acgagcgggc 


1700 


ctacgcagct 


ctgcagcact 


ggaccatccg 


gggccccgag 


gccagcctcg 


1750 


cccagctaat 


tagcgccctg 


cgccagcacc 


ggagaaacga 


tgttgtggag 


1800 


aagattcgtg 


ggctgatgga 


agacaccacc 


cagctggaaa 


ctgacaaact 


1850 


agctctcccg 


atgagcccca 


gcccgcttag 


cccgagcccc 


atccccagcc 


1900 


ccaacgcgaa 


acttgagaat 


tccgctctcc 


tgacggtgga 


gccttcccca 


1950 


caggacaaga 


acaagggctt 


cttcgtggat 


gagtcggagc 


cccttctccg 


2000 


ctgtgactct 


acatccagcg 


gctcctccgc 


gctgagcagg 


aacggttcct 


2050 


ttattaccaa 


agaaaagaag 


gacacagtgt 


tgcggcaggt 


acgcctggac 


2100 


ccctgtgact 


tgcagcctat 


ctttgatgac 


atgctccact 


ttctaaatcc 


2150 


tgaggagctg 


cgggtgattg 


aagagattcc 


ccaggctgag 


gacaaactag 


2200 


accggctatt 


cgaaattatt 


ggagtcaaga 


gccaggaagc 


cagccagacc 


2250 


ctcctggact 


ctgtttatag 


ccatcttcct 


gacctgctgt 


agaacatagg 


2300 


gatactgcat 


tctggaaatt 


actcaattta 


gtggcagggt 


ggttttttaa 


2350 


ttttcttctg 


tttctgattt 


ttgttgtttg 


gggtgtgtgt 


gtgtgtttgt 


2400 
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gtgtgtgtgt 


gtgtgtgtgt 


gtgtgtgtgt 


gtttaacaga 


gaatatggcc 


2450 




agtgcttgag 


ttctttctcc 


ttctctctct 


ctcttttttt 


tttaaataac 


2500 




tcttctggga 


agttggttta 


taagcctttg 


ccaggtgtaa 


ctgttgtgaa 


2550 




atacccacca 


ctaaagtttt 


ttaagttcca 


tattttctcc 


attttgcctt 


2600 




cttatgtatt 


ttcaagatta 


ttctgtgcac 


tttaaattta 


cttaacttac 


2650 




cataaatgca 


gtgtgacttt 


tcccacacac 


tggattgtga 


ggctcttaac 


2700 




ttcttaaaag 


tataatggca 


tcttgtgaat 


cctataagca gtctttatgt 


2750 




ctctt aacat 


tcacacctac 


tttttaaaaa 


caaatattat 


tactattttt 


2800 




attattgttt 


gtcctttata 


aattttctta 


aagattaaga 


aaatttaaga 


2850 




ccccattgag 


ttactgtaat 


gcaattcaac 


tttgagttat 


cttttaaata 


2900 




tgtcttgtat 


agttcatatt 


catggctgaa 


acttgaccac 


actattgctg 


2950 




attgtatggt 


tttcacctgg 


acaccgtgta gaatgcttga 


ttacttgtac 


3000 


0 o 


tcttcttatg 


ctaatatgct 


ctgggctgga gaaatgaaat 


cctcaagcca 


3050 




tcaggatttg 


ctatttaagt 


ggcttgacaa 


ctgggccacc 


aaagaacttg 


3100 


m 


aacttcacct 


tttaggattt 


gagctgttct 


ggaacacatt 


gctgcacttt 


3150 


- 


ggaaagtcaa 


aatcaagtgc 


cagtggcgcc 


ctttccatag 


agaatttgcc 


3200 




cagctttgct 


ttaaaagatg 


tcttgttttt 


tatatacaca 


taatcaatag 


3250 


M: 


gtccaatctg 


ctctcaaggc 


cttggtcctg 


gtgggattcc 


ttcaccaatt 


3300 


pi: 

y i 


actttaatta 


aaaatggctg 


caactgtaag 


aacccttgtc 


tgatatattt 


3350 


IF: : 


gcaactatgc 


tcccatttac 


aaatgtacct 


tctaatgctc 


agttgccagg 


3400 


IM 


ttccaatgca 


aaggtggcgt 


ggactccctt 


tgtgtgggtg gggtttgtgg 


3450 




gtagtggtga 


aggaccgata 


tcagaaaaat 


gccttcaagt 


gtactaattt 


3500 




attaataaac 


attaggtgtt 


tgttaaaaaa 


aaaa 3534 







<210> 418 
<211> 655 
<212> PRT 
<213> Homo Sapien 

<400> 418 

Met Gly Thr Ser Pro Ser Ser Ser Thr Ala Leu Ala Ser Cys Ser 
1 5 10 15 

Arg lie Ala Arg Arg Ala Thr Ala Thr Met lie Ala Gly Ser Leu 
20 25 30 
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Leu Leu Leu Gly Phe Leu Ser Thr Thr Thr Ala Gin Pro Glu Gin 
35 40 45 

Lys Ala Ser Asn Leu He Gly Thr Tyr Arg His Val Asp Arg Ala 
50 55 60 

Thr Gly Gin Val Leu Thr Cys Asp Lys Cys Pro Ala Gly Thr Tyr 
65 70 75 

Val Ser Glu His Cys Thr Asn Thr Ser Leu Arg Val Cys Ser Ser 
80 85 90 

Cys Pro Val Gly Thr Phe Thr Arg His Glu Asn Gly He Glu Lys 
95 100 105 

Cys His Asp Cys Ser Gin Pro Cys Pro Trp Pro Met He Glu Lys 
110 115 120 

Leu Pro Cys Ala Ala Leu Thr Asp Arg Glu Cys Thr Cys Pro Pro 
125 130 135 

Gly Met Phe Gin Ser Asn Ala Thr Cys Ala Pro His Thr Val Cys 
140 145 150 

Pro Val Gly Trp Gly Val Arg Lys Lys Gly Thr Glu Thr Glu Asp 
155 160 165 

Val Arg Cys Lys Gin Cys Ala Arg Gly Thr Phe Ser Asp Val Pro 
170 175 180 

Ser Ser Val Met Lys Cys Lys Ala Tyr Thr Asp Cys Leu Ser Gin 
185 190 195 

Asn Leu Val Val He Lys Pro Gly Thr Lys Glu Thr Asp Asn Val 
200 205 210 

Cys Gly Thr Leu Pro Ser Phe Ser Ser Ser Thr Ser Pro Ser Pro 
215 220 225 

Gly Thr Ala He Phe Pro Arg Pro Glu His Met Glu Thr His Glu 
230 235 240 

Val Pro Ser Ser Thr Tyr Val Pro Lys Gly Met Asn Ser Thr Glu 
245 250 255 

Ser Asn Ser Ser Ala Ser Val Arg Pro Lys Val Leu Ser Ser He 
260 265 270 

Gin Glu Gly Thr Val Pro Asp Asn Thr Ser Ser Ala Arg Gly Lys 
275 280 285 

Glu Asp Val Asn Lys Thr Leu Pro Asn Leu Gin Val Val Asn His 
290 295 300 

Gin Gin Gly Pro His His Arg His He Leu Lys Leu Leu Pro Ser 
305 310 315 

Met Glu Ala Thr Gly Gly Glu Lys Ser Ser Thr Pro He Lys Gly 
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320 325 330 

Pro Lys Arg Gly His Pro Arg Gin Asn Leu His Lys His Phe Asp 
335 340 345 

lie Asn Glu His Leu Pro Trp Met lie Val Leu Phe Leu Leu Leu 
350 355 360 

Val Leu Val Val lie Val Val Cys Ser lie Arg Lys Ser Ser Arg 
365 370 375 

Thr Leu Lys Lys Gly Pro Arg Gin Asp Pro Ser Ala lie Val Glu 
3 80 385 3 90 

Lys Ala Gly Leu Lys Lys Ser Met Thr Pro Thr Gin Asn Arg Glu 
3 95 4 00 405 

Lys Trp lie Tyr Tyr Cys Asn Gly His Gly lie Asp lie Leu Lys 
410 415 420 

Leu Val Ala Ala Gin Val Gly Ser Gin Trp Lys Asp He Tyr Gin 
425 430 435 

Phe Leu Cys Asn Ala Ser Glu Arg Glu Val Ala Ala Phe Ser Asn 
440 445 450 

Gly Tyr Thr Ala Asp His Glu Arg Ala Tyr Ala Ala Leu Gin His 
455 460 465 

Trp Thr He Arg Gly Pro Glu Ala Ser Leu Ala Gin Leu He Ser 
470 475 480 

Ala Leu Arg Gin His Arg Arg Asn Asp Val Val Glu Lys He Arg 
485 490 495 

Gly Leu Met Glu Asp Thr Thr Gin Leu Glu Thr Asp Lys Leu Ala 
500 505 510 

Leu Pro Met Ser Pro Ser Pro Leu Ser Pro Ser Pro He Pro Ser 
515 520 525 

Pro Asn Ala Lys Leu Glu Asn Ser Ala Leu Leu Thr Val Glu Pro 
530 535 540 

Ser Pro Gin Asp Lys Asn Lys Gly Phe Phe Val Asp Glu Ser Glu 
545 550 555 

Pro Leu Leu Arg Cys Asp Ser Thr Ser Ser Gly Ser Ser Ala Leu 
560 " 565 570 

Ser Arg Asn Gly Ser Phe He Thr Lys Glu Lys Lys Asp Thr Val 
575 580 585 

Leu Arg Gin Val Arg Leu Asp Pro Cys Asp Leu Gin Pro He Phe 
590 595 600 

Asp Asp Met Leu His Phe Leu Asn Pro Glu Glu Leu Arg Val He 
605 610 615 
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Glu Glu lie Pro Gin Ala Glu Asp Lys Leu Asp Arg Leu Phe Glu 
620 625 630 

He He Gly Val Lys Ser Gin Glu Ala Ser Gin Thr Leu Leu Asp 
635 640 645 

Ser Val Tyr Ser His Leu Pro Asp Leu Leu 
650 655 

<210> 419 

<211> 2602 

<212> DNA 

<213> Homo Sapien 

<400> 419 





atggctggtg 


acggcggggc 


cgggcagggg 


accggggccg 


cggcccggga 


50 




gcgggccagc 


tgccgggagc 


cctgaatcac 


cgcctggccc 


gactccacca 


100 




tgaacgtcgc 


gctgcaggag 


ctgggagctg 


gcagcaacgt 


gggattccag 


150 




aaggggacaa 


gacagctgtt 


aggctcacgc 


acgcagctgg 


agctggtctt 


200 




agcaggtgcc 


tctctactgc 


tggctgcact 


gcttctgggc 


tgccttgtgg 


250 




ccctaggggt 


ccagtaccac 


agagacccat 


cccacagcac 


ctgccttaca 


300 


Lfj 


gaggcctgca 


ttcgagtggc 


tggaaaaatc 


ctggagtccc 


tggaccgagg 


350 


m 


ggtgagcccc 


tgtgaggact 


tttaccagtt 


ctcctgtggg ggctggattc 


400 


OR 


ggaggaaccc 


cctgcccgat 


gggcgttctc 


gctggaacac 


cttcaacagc 


450 


s 


ctctgggacc 


aaaaccaggc 


catactgaag 


cacctgcttg 


aaaacaccac 


500 


5 ■; 


cttcaactcc 


agcagtgaag 


ctgagcagaa 


gacacagcgc 


ttctacctat 


550 


III 


cttgcctaca 


ggtggagcgc 


attgaggagc 


tgggagccca 


gccactgaga 


600 


iy 


gacctcattg 


agaagattgg 


tggttggaac 


attacggggc 


cctgggacca 


650 




ggacaacttt 


atggaggtgt 


tgaaggcagt 


agcagggacc 


tacagggcca 


700 




ccccattctt 


caccgtctac 


atcagtgccg 


actctaagag 


ttccaacagc 


750 




aatgttatcc 


aggtggacca 


gtctgggctc 


tttctgccct 


ctcgggatta 


800 




ctacttaaac 


agaactgcca 


atgagaaagt 


gctcactgcc 


tatctggatt 


850 




acatggagga 


actggggatg 


ctgctgggtg 


ggcggcccac 


ctccacgagg 


900 




gagcagatgc 


agcaggtgct 


ggagttggag 


atacagctgg 


ccaacatcac 


950 




agtgccccag 


gaccagcggc 


gcgacgagga gaagatctac cacaagatga 


1000 




gcatttcgga 


gctgcaggct 


ctggcgccct 


ccatggactg gcttgagttc 


1050 




ctgtctttct 


tgctgtcacc 


attggagttg 


agtgactctg 


agcctgtggt 


1100 
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ggtgtatggg 


atggattatt 


tgcagcaggt 


gtcagagctc 


atcaaccgca 


1150 


cggaaccaag 


catcctgaac 


aattacctga 


tctggaacct 


ggtgcaaaag 


1200 


acaacctcaa 


gcctggaccg 


acgctttgag 


tctgcacaag agaagctgct 


1250 


ggagaccctc 


tatggcacta 


agaagtcctg 


tgtgccgagg tggcagacct 


1300 


gcatctccaa 


cacggatgac 


gcccttggct 


ttgctttggg gtcactcttc 


1350 


gtgaaggcca 


cgtttgaccg 


gcaaagcaaa 


gaaattgcag 


aggggatgat 


1400 


cagcgaaatc 


cggaccgcat 


ttgaggaggc 


cctgggacag 


ctggtttgga 


1450 


tggatgagaa 


gacccgccag 


gcagccaagg 


agaaagcaga 


.tgccatctat 


1500 


gatatgattg 


gtttcccaga 


ctttatcctg 


gagcccaaag 


agctggatga 


1550 


tgtttatgac 


gggtacgaaa 


tttctgaaga 


ttctttcttc 


caaaacatgt 


1600 


tgaatttgta 


caacttctct 


gccaaggtta 


tggctgacca 


gctccgcaag 


1650 


cctcccagcc 


gagaccagtg 


gagcatgacc 


ccccagacag tgaatgccta 


1700 


ctaccttcca 


actaagaatg 


agatcgtctt 


ccccgctggc 


atcctgcagg 


1750 


cccccttcta 


tgcccgcaac 


caccccaagg 


ccctgaactt 


cggtggcatc 


1800 


ggtgtggtca 


tgggccatga 


gttgacgcat 


gcctttgatg 


accaagggcg 


1850 


cgagtatgac 


aaagaaggga 


acctgcggcc 


ctggtggcag 


aatgagtccc 


1900 


tggcagcctt 


ccggaaccac 


acggcctgca 


tggaggaaca 


gtacaatcaa 


1950 


taccaggtca 


atggggagag 


gctcaacggc 


cgccagacgc 


tgggggagaa 


2000 


cattactgac 


aacggggggc 


tgaaggctgc 


ctacaatgct 


tacaaagcat 


2050 


ggctgagaaa 


gcatggggag 


gagcagcaac 


tgccagccgt 


ggggctcacc 


2100 


aaccaccagc 


tcttcttcgt 


gggatttgcc 


caggtgtggt 


gctcggtccg 


2150 


cacaccagag 


agctctcacg 


aggggctggt 


gaccgacccc 


cacagccctg 


2200 


cccgcttccg 


cgtgctgggc 


actctctcca 


actcccgtga 


cttcctgcgg 


2250 


cacttcggct 


gccctgtcgg 


ctcccccatg 


aacccagggc 


agctgtgtga 


2300 


ggtgtggtag 


acctggatca 


ggggagaaat 


ggccagctgt 


caccagacct 


2350 


ggggcagctc 


tcctgacaaa 


gctgtttgct 


cttgggttgg gaggaagcaa 


2400 


atgcaagctg 


ggctgggtct 


agtccctccc 


ccccacaggt gacatgagta 


2450 


cagaccctcc 


tcaatcacca 


cattgtgcct 


ctgctttggg 


ggtgcccctg 


2500 


cctccagcag 


agcccccacc 


attcactgtg 


acatctttcc gtgtcaccct 


2550 
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gcctggaaga ggtctgggtg gggaggccag ttcccatagg aaggagtctg 2600 
cc 2602 



<210> 420 
<211> 736 
<212> PRT 
<213> Homo Sapien 

<400> 420 

Met Asn Val Ala Leu Gin Glu Leu Gly Ala Gly Ser Asn Val Gly 
15 10 15 

Phe Gin Lys Gly Thr Arg Gin Leu Leu Gly Ser Arg Thr Gin Leu 
20 25 30 

Glu Leu Val Leu Ala Gly Ala Ser Leu Leu Leu Ala Ala Leu Leu 
35 40 45 

Leu Gly Cys Leu Val Ala Leu Gly Val Gin Tyr His Arg Asp Pro 
50 55 60 

Ser His Ser Thr Cys Leu Thr Glu Ala Cys lie Arg Val Ala Gly 
65 70 75 

Lys He Leu Glu Ser Leu Asp Arg Gly Val Ser Pro Cys Glu Asp 
80 85 90 

Phe Tyr Gin Phe Ser Cys Gly Gly Trp He Arg Arg Asn Pro Leu 
95 100 105 

Pro Asp Gly Arg Ser Arg Trp Asn Thr Phe Asn Ser Leu Trp Asp 
110 ~ 115 120 

Gin Asn Gin Ala He Leu Lys His Leu Leu Glu Asn Thr Thr Phe 
125 130 135 

Asn Ser Ser Ser Glu Ala Glu Gin Lys Thr Gin Arg Phe Tyr Leu 
140 145 150 

Ser Cys Leu Gin Val Glu Arg He Glu Glu Leu Gly Ala Gin Pro 
155 160 165 

Leu Arg Asp Leu He Glu Lys He Gly Gly Trp Asn He Thr Gly 
170 175 180 

Pro Trp Asp Gin Asp Asn Phe Met Glu Val Leu Lys Ala Val Ala 
185 190 195 

Gly Thr Tyr Arg Ala Thr Pro Phe Phe Thr Val Tyr He Ser Ala 
200 205 210 

Asp Ser Lys Ser Ser Asn Ser Asn Val He Gin Val Asp Gin Ser 
215 220 225 

Gly Leu Phe Leu Pro Ser Arg Asp Tyr Tyr Leu Asn Arg Thr Ala 
230 235 240 
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Asn Glu Lys Val Leu Thr Ala Tyr Leu Asp Tyr Met Glu Glu Leu 
245 250 255 

Gly Met Leu Leu Gly Gly Arg Pro Thr Ser Thr Arg Glu Gin Met 
260 265 270 

Gin Gin Val Leu Glu Leu Glu lie Gin Leu Ala Asn lie Thr Val 
275 280 285 

Pro Gin Asp Gin Arg Arg Asp Glu Glu Lys He Tyr His Lys Met 
290 295 300 

Ser He Ser Glu Leu Gin Ala Leu Ala Pro Ser Met Asp Trp Leu 
305 310 315 

Glu Phe Leu Ser Phe Leu Leu Ser Pro Leu Glu Leu Ser Asp Ser 
320 325 330 

Glu Pro Val Val Val Tyr Gly Met Asp Tyr Leu Gin Gin Val Ser 
335 ^ 340 345 

Glu Leu He Asn Arg Thr Glu Pro Ser He Leu Asn Asn Tyr Leu 
350 355 360 

He Trp Asn Leu Val Gin Lys Thr Thr Ser Ser Leu Asp Arg Arg 
365 370 375 

Phe Glu Ser Ala Gin Glu Lys Leu Leu Glu Thr Leu Tyr Gly Thr 
380 385 390 

Lys Lys Ser Cys Val Pro Arg Trp Gin Thr Cys He Ser Asn Thr 
3 95 400 405 

Asp Asp Ala Leu Gly Phe Ala Leu Gly Ser Leu Phe Val Lys Ala 
410 415 420 

Thr Phe Asp Arg Gin Ser Lys Glu He Ala Glu Gly Met He Ser 
425 430 435 

Glu He Arg Thr Ala Phe Glu Glu Ala Leu Gly Gin Leu Val Trp 
440 445 450 

Met Asp Glu Lys Thr Arg Gin Ala Ala Lys Glu Lys Ala Asp Ala 
455 46 0 465 

He Tyr Asp Met He Gly Phe Pro Asp Phe He Leu Glu Pro Lys 
470 475 480 

Glu Leu Asp Asp Val Tyr Asp Gly Tyr Glu He Ser Glu Asp Ser 
485 490 495 

Phe Phe Gin Asn Met Leu Asn Leu Tyr Asn Phe Ser Ala Lys Val 
500 505 510 

Met Ala Asp Gin Leu Arg Lys Pro Pro Ser Arg Asp Gin Trp Ser 
515 520 525 

Met Thr Pro Gin Thr Val Asn Ala Tyr Tyr Leu Pro Thr Lys Asn 
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530 535 540 

Glu lie Val Phe Pro Ala Gly He Leu Gin Ala Pro Phe Tyr Ala 
545 550 555 

Arg Asn His Pro Lys Ala Leu Asn Phe Gly Gly He Gly Val Val 
560 565 570 

Met Gly His Glu Leu Thr His Ala Phe Asp Asp Gin Gly Arg Glu 
575 580 585 

Tyr Asp Lys Glu Gly Asn Leu Arg Pro Trp Trp Gin Asn Glu Ser 
590 595 600 

Leu Ala Ala Phe Arg Asn His Thr Ala Cys Met Glu Glu Gin Tyr 
605 610 615 

Asn Gin Tyr Gin Val Asn Gly Glu Arg Leu Asn Gly Arg Gin Thr 
620 625 630 

Leu Gly Glu Asn He Thr Asp Asn Gly Gly Leu Lys Ala Ala Tyr 
635 640 645 

Asn Ala Tyr Lys Ala Trp Leu Arg Lys His Gly Glu Glu Gin Gin 
650 655 660 

Leu Pro Ala Val Gly Leu Thr Asn His Gin Leu Phe Phe Val Gly 
665 670 675 

Phe Ala Gin Val Trp Cys Ser Val Arg Thr Pro Glu Ser Ser His 
680 685 690 

Glu Gly Leu Val Thr Asp Pro His Ser Pro Ala Arg Phe Arg Val 
695 700 705 

Leu Gly Thr Leu Ser Asn Ser Arg Asp Phe Leu Arg His Phe Gly 
710 715 720 

Cys Pro Val Gly Ser Pro Met Asn Pro Gly Gin Leu Cys Glu Val 
725 730 735 

Trp 



<210> 421 

<211> 1524 

<212> DNA 

<213> Homo Sapien 

<400> 421 

ggcgccgcgt aggcccggga ggccgggccg gccgggctgc gagcgcctgc 50 
cccatgcgcc gccgcctctc cgcacgatgt tcccctcgcg gaggaaagcg 100 
gcgcagctgc cctgggagga cggcaggtcc gggttgctct ccggcggcct 150 
ccctcggaag tgttccgtct tccacctgtt cgtggcctgc ctctcgctgg 200 
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gcttcttctc cctactctgg ctgcagctca gctgctctgg ggacgtggcc 250 

cgggcagtca ggggacaagg gcaggagacc tcgggccctc cccgtgcctg 3 00 

ccccccagag ccgccccctg agcactggga agaagacgca tcctggggcc 350 

cccaccgcct ggcagtgctg gtgcccttcc gcgaacgctt cgaggagctc 400 

ctggtcttcg tgccccacat gcgccgcttc ctgagcagga agaagatccg 450 

gcaccacatc tacgtgctca accaggtgga ccacttcagg ttcaaccggg 500 

cagcgctcat caacgtgggc ttcctggaga gcagcaacag cacggactac 550 

attgccatgc acgacgttga cctgctccct ctcaacgagg agctggacta 600 

tggctttcct gaggctgggc ccttccacgt ggcctccccg gagctccacc 650 

ctctctacca ctacaagacc tatgtcggcg gcatcctgct gctctccaag 700 

cagcactacc ggctgtgcaa tgggatgtcc aaccgcttct ggggctgggg 750 

ccgcgaggac gacgagttct accggcgcat taagggagct gggctccagc 800 

ttttccgccc ctcgggaatc acaactgggt acaagacatt tcgccacctg 850 

catgacccag cctggcggaa gagggaccag aagcgcatcg cagctcaaaa 900 

acaggagcag ttcaaggtgg acagggaggg aggcctgaac actgtgaagt 950 

accatgtggc ttcccgcact gccctgtctg tgggcggggc cccctgcact 100 0 

gtcctcaaca tcatgttgga ctgtgacaag accgccacac cctggtgcac 1050 

attcagctga gctggatgga cagtgaggaa gcctgtacct acaggccata 1100 

ttgctcaggc tcaggacaag gcctcaggtc gtgggcccag ctctgacagg 1150 

atgtggagtg gccaggacca agacagcaag ctacgcaatt gcagccaccc 1200 

ggccgccaag gcaggcttgg gctgggccag gacacgtggg gtgcctggga 1250 

cgctgcttgc catgcacagt gatcagagag aggctggggt gtgtcctgtc 13 00 

cgggaccccc cctgccttcc tgctcaccct actctgacct ccttcacgtg 1350 

cccaggcctg tgggtagtgg ggagggctga acaggacaac ctctcatcac 1400 

cctactctga cctccttcac gtgcccaggc ctgtgggtag tggggagggc 1450 

tgaacaggac aacctctcat cacccccaaa aaaaaaaaaa aaaaaaaaaa 1500 

aaaaaaaaaa aaaaaaaaaa aaaa 1524 

<210> 422 
<211> 327 
<212> PRT 
<213> Homo Sapien 
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<400> 422 

Met Phe Pro Ser Arg Arg Lys Ala Ala Gin Leu Pro Trp Glu Asp 
15 10 15 

Gly Arg Ser Gly Leu Leu Ser Gly Gly Leu Pro Arg Lys Cys Ser 
20 25 30 

Val Phe His Leu Phe Val Ala Cys Leu Ser Leu Gly Phe Phe Ser 
35 40 45 

Leu Leu Trp Leu Gin Leu Ser Cys Ser Gly Asp Val Ala Arg Ala 
50 55 60 

Val Arg Gly Gin Gly Gin Glu Thr Ser Gly Pro Pro Arg Ala Cys 
65 70 75 

Pro Pro Glu Pro Pro Pro Glu His Trp Glu Glu Asp Ala Ser Trp 
80 85 90 

Gly Pro His Arg Leu Ala Val Leu Val Pro Phe Arg Glu Arg Phe 
95 100 105 

Glu Glu Leu Leu Val Phe Val Pro His Met Arg Arg Phe Leu Ser 
110 115 120 

Arq Lys Lys He Arg His His He Tyr Val Leu Asn Gin Val Asp 
125 130 135 

His Phe Arg Phe Asn Arg Ala Ala Leu He Asn Val Gly Phe Leu 
140 145 150 

Glu Ser Ser Asn Ser Thr Asp Tyr He Ala Met His Asp Val Asp 
155 160 165 

Leu Leu Pro Leu Asn Glu Glu Leu Asp Tyr Gly Phe Pro Glu Ala 
170 175 180 

Gly Pro Phe His Val Ala Ser Pro Glu Leu His Pro Leu Tyr His 
185 190 195 

Tyr Lys Thr Tyr Val Gly Gly He Leu Leu Leu Ser Lys Gin His 
200 ^ 205 210 

Tyr Arg Leu Cys Asn Gly Met Ser Asn Arg Phe Trp Gly Trp Gly 
215 220 225 

Arg Glu Asp Asp Glu Phe Tyr Arg Arg He Lys Gly Ala Gly Leu 
230 235 240 

Gin Leu Phe Arg Pro Ser Gly He Thr Thr Gly Tyr Lys Thr Phe 
245 250 255 

Arg His Leu His Asp Pro Ala Trp Arg Lys Arg Asp Gin Lys Arg 
260 265 270 

He Ala Ala Gin Lys Gin Glu Gin Phe Lys Val Asp Arg Glu Gly 
275 280 285 
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Gly Leu Asn Thr Val Lys Tyr His Val Ala Ser Arg Thr Ala Leu 
290 295 300 

Ser Val Gly Gly Ala Pro Cys Thr Val Leu Asn He Met Leu Asp 
305 310 315 

Cys Asp Lys Thr Ala Thr Pro Trp Cys Thr Phe Ser 
320 325 

<210> 423 
<211> 859 
<212> DNA 
<213> Homo Sapien 

<400> 423 

ccatccctga gatcttttta taaaaaaccc agtctttgct gaccagacaa 50 

agcataccag atctcaccag agagtcgcag acactatgct gcctcccatg 100 

gccctgccca gtgtgtcctg gatgctgctt tcctgcctca ttctcctgtg 150 

tcaggttcaa ggtgaagaaa cccagaagga actgccctct ccacggatca 2 00 

gctgtcccaa aggctccaag gcctatggct ccccctgcta tgccttgttt 250 

ttgtcaccaa aatcctggat ggatgcagat ctggcttgcc agaagcggcc 3 00 

ctctggaaaa ctggtgtctg tgctcagtgg ggctgaggga tccttcgtgt 3 50 

cctccctggt gaggagcatt agtaacagct actcatacat ctggattggg 400 

ctccatgacc ccacacaggg ctctgagcct gatggagatg gatgggagtg 450 

gagtagcact gatgtgatga attactttgc atgggagaaa aatccctcca 5 00 

ccatcttaaa ccctggccac tgtgggagcc tgtcaagaag cacaggattt 550 

ctgaagtgga aagattataa ctgtgatgca aagttaccct atgtctgcaa 600 

gttcaaggac tagggcaggt gggaagtcag cagcctcagc ttggcgtgca 650 

gctcatcatg gacatgagac cagtgtgaag actcaccctg gaagagaata 70 0 

ttctccccaa actgccctac ctgactacct tgtcatgatc ctccttcttt 750 

ttcctttttc ttcaccttca tttcaggctt ttctctgtct tccatgtctt 800 

gagatctcag agaataataa taaaaatgtt actttataaa aaaaaaaaaa 850 

aaaaaaaaa 85 9 

<210> 424 

<211> 175 

<212> PRT 

<213> Homo Sapien 

<400> 424 

Met Leu Pro Pro Met Ala Leu Pro Ser Val Ser Trp Met Leu Leu 
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15 10 15 

Ser Cys Leu He Leu Leu Cys Gin Val Gin Gly Glu Glu Thr Gin 
20 25 30 

Lys Glu Leu Pro Ser Pro Arg He Ser Cys Pro Lys Gly Ser Lys 
35 40 45 

Ala Tyr Gly Ser Pro Cys Tyr Ala Leu Phe Leu Ser Pro Lys Ser 
50 55 60 

Trp Met Asp Ala Asp Leu Ala Cys Gin Lys Arg Pro Ser Gly Lys 
65 70 75 

Leu Val Ser Val Leu Ser Gly Ala Glu Gly Ser Phe Val Ser Ser 
80 85 90 

Leu Val Arg Ser He Ser Asn Ser Tyr Ser Tyr He Trp He Gly 
95 100 105 

Leu His Asp Pro Thr Gin Gly Ser Glu Pro Asp Gly Asp Gly Trp 
110 115 120 

Glu Trp Ser Ser Thr Asp Val Met Asn Tyr Phe Ala Trp Glu Lys 
125 130 135 

Asn Pro Ser Thr He Leu Asn Pro Gly His Cys Gly Ser Leu Ser 
140 145 150 

Arg Ser Thr Gly Phe Leu Lys Trp Lys Asp Tyr Asn Cys Asp Ala 
155 160 165 

Lys Leu Pro Tyr Val Cys Lys Phe Lys Asp 
170 175 

<210> 425 

<211> 1227 

<212> DNA 

<213> Homo Sapien 

<400> 425 



cggacgcgtg ggccgccacc 


tccggaacaa 


gccatggtgg 


cggcgacggt 


50 


ggcagcggcg 


tggctgctcc 


tgtgggctgc 


ggcctgcgcg 


cagcaggagc 


100 


aggacttcta 


cgacttcaag 


gcggtcaaca 


tccggggcaa 


actggtgtcg 


150 


ctggagaagt 


accgcggatc 


ggtgtccctg 


gtggtgaatg 


tggccagcga 


200 


gtgcggcttc 


acagaccagc 


actaccgagc 


cctgcagcag 


ctgcagcgag 


250 


acctgggccc 


ccaccacttt 


aacgtgctcg 


ccttcccctg 


caaccagttt 


300 


ggccaacagg 


agcctgacag 


caacaaggag 


attgagagct 


ttgcccgccg 


350 


cacctacagt 


gtctcattcc 


ccatgtttag 


caagattgca gtcaccggta 


400 


ctggtgccca tcctgccttc 


aagtacctgg 


cccagacttc 


tgggaaggag 


450 
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cccacctgga acttctggaa gtacctagta gccccagatg gaaaggtggt 500 

aggggcttgg gacccaactg tgtcagtgga ggaggtcaga ccccagatca 550 

cagcgctcgt gaggaagctc atcctactga agcgagaaga cttataacca 600 

ccgcgtctcc tcctccacca cctcatcccg cccacctgtg tggggctgac 650 

caatgcaaac tcaaatggtg cttcaaaggg agagacccac tgactctcct 700 

tcctttactc ttatgccatt ggtcccatca ttcttgtggg ggaaaaattc 750 

tagtattttg attatttgaa tcttacagca acaaatagga actcctggcc 800 

aatgagagct cttgaccagt gaatcaccag ccgatacgaa cgtcttgcca 850 

acaaaaatgt gtggcaaata gaagtatatc aagcaataat ctcccaccca 90 0 

aggcttctgt aaactgggac caatgattac ctcatagggc tgttgtgagg 950 

attaggatga aatacctgtg aaagtgccta ggcagtgcca gccaaatagg 1000 

aggcattcaa tgaacatttt ttgcatataa accaaaaaat aacttgttat 1050 

caataaaaac ttgcatccaa catgaatttc cagccgatga taatccaggc 1100 

caaaggttta gttgttgtta tttcctctgt attattttct tcattacaaa 115 0 

agaaatgcaa gttcattgta acaatccaaa caatacctca cgatataaaa 1200 

taaaaatgaa agtatcctcc tcaaaaa 122 7 

<210> 426 
<211> 187 
<212> PRT 
<213> Homo Sapien 

<400> 426 

Met Val Ala Ala Thr Val Ala Ala Ala Trp Leu Leu Leu Trp Ala 
15 10 15 

Ala Ala Cys Ala Gin Gin Glu Gin Asp Phe Tyr Asp Phe Lys Ala 
2 0 25 3 0 

Val Asn He Arg Gly Lys Leu Val Ser Leu Glu Lys Tyr Arg Gly 
35 40 45 

Ser Val Ser Leu Val Val Asn Val Ala Ser Glu Cys Gly Phe Thr 
50 55 60 

Asp Gin His Tyr Arg Ala Leu Gin Gin Leu Gin Arg Asp Leu Gly 
65 70 75 

Pro His His Phe Asn Val Leu Ala Phe Pro Cys Asn Gin Phe Gly 
80 85 90 

Gin Gin Glu Pro Asp Ser Asn Lys Glu He Glu Ser Phe Ala Arg 
95 100 105 
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Arg Thr Tyr Ser Val Ser Phe Pro Met Phe Ser Lys lie Ala Val 
110 115 120 

Thr Gly Thr Gly Ala His Pro Ala Phe Lys Tyr Leu Ala Gin Thr 
125 130 135 

Ser Gly Lys Glu Pro Thr Trp Asn Phe Trp Lys Tyr Leu Val Ala 
140 145 150 

Pro Asp Gly Lys Val Val Gly Ala Trp Asp Pro Thr Val Ser Val 
155 160 165 

Glu Glu Val Arg Pro Gin He Thr Ala Leu Val Arg Lys Leu He 
170 175 180 

Leu Leu Lys Arg Glu Asp Leu 
185 

<210> 427 
<211> 678 
<212> DNA 
<213> Homo Sapien 

<400> 427 



cagttctgaa 


atcaatggag 


ttaatttagg 


gaatacaaac 


cagccatggg 


50 


ggtggagatt 


gcctttgcct 


cagtgattct 


cacctgcctc 


tcccttctgg 


100 


cagcaggagt 


ctcccaggtt 


gttcttctcc 


agccagttcc 


aactcaggag 


150 


acaggtccca 


aggccatggg 


agatctctcc 


tgtggctttg 


ccggccactc 


200 


atgagagtgt 


ttttgtgtaa 


agtatttttt 


agaatactgt 


tgacttcttc 


250 


atgatttaat 


aaccatcctt 


tgcgaagttt 


tatgaggctt 


taggggaatg 


300 


tcaaccctca 


aatttttgtt 


atactagatg 


gcttccattt 


acccaccact 


350 


attttaaggt 


ccctttattt 


ttaggttcaa 


ggttcatttg 


acttgagaaa 


400 


gtgcccttct 


gcagcttcat 


tgattttgtt 


tatcttcact 


attaattgta 


450 


acgattaaaa 


aagaataaga 


gcacgcagac 


ctctaggaga 


atattttatc 


500 


cctgggtgcc 


cctgacacat 


ttatgtagtg 


atcccacaaa 


tgtgattgtt 


550 


aatttaaatg 


ttattctaat 


attagtacat 


tcagttgtga 


tgtaatatga 


600 


ataaccagaa 


tctatttctt 


aaaagttttg 


agtatatttt 


tcaactagat 


650 


atttgtatag 


aaagactgaa 


tagtgatg 678 







<210> 428 

<211> 52 

<212> PRT 

<213> Homo Sapien 



<400> 428 
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Met Gly Val Glu He Ala Phe Ala Ser Val He Leu Thr Cys Leu 
1 5 10 15 

Ser Leu Leu Ala Ala Gly Val Ser Gin Val Val Leu Leu Gin Pro 
20 25 30 

Val Pro Thr Gin Glu Thr Gly Pro Lys Ala Met Gly Asp Leu Ser 
35 40 45 

Cys Gly Phe Ala Gly His Ser 
50 

<210> 429 
<211> 773 
<212> DNA 
<213> Homo Sapien 

<400> 429 

ccaaagtgat catttgaaaa agagatatcc acatcttcaa gcccatataa 5 0 

aggatagaag ctgcacaggg cagctttact tactccagca ccttcctctc 100 

ccaggcaaat ggtgctgacc atctttggga tacaatctca tggatacgag 150 

gtttttaaca tcatcagccc aagcaacaat ggtggcaatg ttcaggagac 200 

agtgacaatt gataatgaaa aaaataccgc catcgttaac atccatgcag 250 

gatcatgctc ttctaccaca atttttgact ataaacatgg ctacattgca 3 00 

tccagggtgc tctcccgaag agcctgcttt atcctgaaga tggaccatca 350 

gaacatccct cctctgaaca atctccaatg gtacatctat gagaaacagg 400 

ctctggacaa catgttctcc aacaaataca cctgggtcaa gtacaaccct 450 

ctggagtctc tgatcaaaga cgtggattgg ttcctgcttg ggtcacccat 500 

tgagaaactc tgcaaacata tccctttgta taagggggaa gtggttgaaa 550 

acacacataa tgtcggtgct ggaggctgtg caaaggctgg gctcctgggc 600 

atcttgggaa tttcaatctg tgcagacatt catgtttagg atgattagcc 650 

ctcttgtttt atcttttcaa agaaatacat ccttggttta cactcaaaag 700 

tcaaattaaa ttctttccca atgccccaac taattttgag attcagtcag 750 

aaaatataaa tgctgtattt ata 773 

<210> 430 
<211> 176 
<212> PRT 
<213> Homo Sapien 

<400> 430 

Met Val Leu Thr He Phe Gly He Gin Ser His Gly Tyr Glu Val 
15 10 15 
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Phe Asn lie lie Ser Pro Ser Asn Asn 
20 

Thr Val Thr lie Asp Asn Glu Lys Asn 
35 

His Ala Gly Ser Cys Ser Ser Thr Thr 
50 

Gly Tyr He Ala Ser Arg Val Leu Ser 
65 

Leu Lys Met Asp His Gin Asn He Pro 
80 

Trp Tyr He Tyr Glu Lys Gin Ala Leu 
95 

Lys Tyr Thr Trp Val Lys Tyr Asn Pro 
110 

Asp Val Asp Trp Phe Leu Leu Gly Ser 
125 

Lys His He Pro Leu Tyr Lys Gly Glu 
140 

Asn Val Gly Ala Gly Gly Cys Ala Lys 
155 

Leu Gly He Ser He Cys Ala Asp He 
170 

<210> 431 
<211> 683 
<212> DNA 
<213> Homo Sapien 

<400> 431 



gcgtggggat 


gtctaggagc 


tcgaaggtgg 


tgctgggcct 


ctcggtgctg 


50 


ctgacggcgg 


ccacagtggc 


cggcgtacat 


gtgaagcagc 


agtgggacca 


100 


gcagaggctt 


cgtgacggag 


ttatcagaga 


cattgagagg 


caaattcgga 


150 


aaaaagaaaa 


cattcgtctt 


ttgggagaac 


agattatttt 


gactgagcaa 


200 


cttgaagcag 


aaagagagaa 


gatgttattg 


gcaaaaggat 


ctcaaaaatc 


250 


atgacttgaa 


tgtgaaatat 


ctgttggaca 


gacaacacga 


gtttgtgtgt 


300 


gtgtgttgat 


ggagagtagc 


ttagtagtat 


cttcatcttt 


ttttttggtc 


350 


actgtccttt 


taaacttgat 


caaataaagg 


acagtgggtc 


atataagtta 


400 


ctgctttcag 


ggtcccttat 


atctgaataa 


aggagtgtgg gcagacactt 


450 


tttggaagag 


tctgtctggg 


tgatcctggt 


agaagcccca 


ttagggtcac 


500 
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Gly Gly Asn Val Gin Glu 

25 ' 30 

Thr Ala He Val Asn He 

40 45 



He Phe 
55 



Asp Tyr Lys His 
60 



Arg Arg Ala Cys Phe He 
70 75 

Pro Leu Asn Asn Leu Gin 
85 90 

Asp Asn Met Phe Ser Asn 
100 105 



Leu Glu 
115 



Ser Leu He Lys 
120 



Pro He 
130 



Glu Lys Leu Cys 
13 5 



Val Val Glu Asn Thr His 
145 150 

Ala Gly Leu Leu Gly He 
160 165 



His Val 
175 



tgtccagtgc ttagggttgt tactgagaag cactgccgag cttgtgagaa 550 

ggaagggatg gatagtagca tccacctgag tagtctgatc agtcggcatg 600 

atgacgaagc cacgagaaca tcgacctcag aaggactgga ggaaggtgaa 650 

gtggagggag agacgctcct gatcgtcgaa tec 683 

<210> 432 
<211> 81 
<212> PRT 
<213> Homo Sapien 

<400> 432 

Met Ser Arg Ser Ser Lys Val Val Leu 
1 5 

Thr Ala Ala Thr Val Ala Gly Val His 
20 

Gin Gin Arg Leu Arg Asp Gly Val lie 
35 

lie Arg Lys Lys Glu Asn lie Arg Leu 
50 

Leu Thr Glu Gin Leu Glu Ala Glu Arg 
65 

Lys Gly Ser Gin Lys Ser 
80 

<210> 433 
<211> 3608 
<212> DNA 
<213> Homo Sapien 

<400> 433 



gaattcgtgt 


ctcggcactc 


actcccggcc gcccggacag ggagctttcg 


50 


ctggcgcgct 


tggceggega 


caggacaggt 


tegggaegtc 


catctgtcca 


100 


tccgtccgga 


gagaaattac 


agatcegcag 


ccccgggatg 


gggccggccc 


150 


cgctgccgct 


getgetggge 


ctcttcctcc 


ccgcgctctg 


gegtagaget 


200 


atcactgagg 


caagggaaga 


agccaagcct 


tacccgctat 


tcccgggacc 


250 


ttttccaggg 


agectgeaaa 


ctgaccacac 


accgctgtta 


tcccttcctc 


300 


acgccagtgg 


gtaccagcct 


gecttgatgt 


tttcaccaac 


ccagcctgga 


350 


agaccacata 


caggaaacgt 


agccattccc 


caggtgacct 


ctgtcgaatc 


400 


aaagccccta 


ccgcctcttg 


ccttcaaaca 


cacagttgga 


cacataatac 


450 


tttctgaaca 


taaaggtgtc 


aaatttaatt 


gctcaatcaa 


tgtacctaat 


500 



Gly Leu Ser Val Leu Leu 
10 15 

Val Lys Gin Gin Trp Asp 
25 ~ 30 

Arg Asp lie Glu Arg Gin 
40 45 

Leu Gly Glu Gin lie He 
55 60 



Glu Lys Met Leu Leu Ala 
70 ' 75 
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atataccagg acaccacaat ttcttggtgg aaagatggga aggaattgct 550 
tgggggacat catcgaatta cacagtttta tccagatgat gaagttacag 600 
caataatcgc ttccttcagc ataaccagtg tgcagcgttc agacaatggg 650 
tcgtatatct gtaagatgaa aataaacaat gaagagatcg tgtctgatcc 70 0 
catctacatc gaagtacaag gacttcctca ctttactaag cagcctgaga 750 
gcatgaatgt caccagaaac acagccttca acctcacctg tcaggctgtg 800 
ggcccgcctg agcccgtcaa cattttctgg gttcaaaaca gtagccgtgt 85 0 
taacgaacag cctgaaaaat cccccggcgt gctaactgtt ccaggcctga 900 
cggagatggc ggtcttcagt tgtgaggccc acaatgacaa agggctgacc 950 
gtgtcccagg gagtgcagat caacatcaaa gcaattccct ccccaccaac 1000 
tgaagtcagc atccgtaaca gcactgcaca cagcattctg atctcctggg 1050 
ttcctggttt tgatggatac tccccgttca ggaattgcag cattcaggtc 1100 
aaggaagctg atccgctggg taatggctca gtcatgattt ttaacacctc 1150 
tgccttacca catctgtacc aaatcaagca gctgcaagcc ctggctaatt 1200 
acagcattgg tgtttcctgc atgaatgaaa taggctggtc tgcagtgagc 125 0 
ccttggattc tagcaagcac gactgaagga gccccatcag tagcaccttt 1300 
aaatgtcact gtgtttctga atgaatctag tgataatgtg gacatcagat 13 50 
ggatgaagcc tccgactaag cagcaggatg gagaactggt gggctaccgg 1400 
atatcccacg tgtggcagag tgcagggatt tccaaagagc tcttggagga 14 50 
agttggccag aatggcagcc gagctcggat ctctgttcaa gtccacaatg 1500 
ctacgtgcac agtgaggatt gcagccgtca ccagaggggg agttgggccc 1550 
ttcagtgatc cagtgaaaat atttatccct gcacacggtt gggtagatta 1600 
tgccccctct tcaactccgg cgcctggcaa cgcagatcct gtgctcatca 1650 
tctttggctg cttttgtgga tttattttga ttgggttgat tttatacatc 170 0 
tccttggcca tcagaaaaag agtccaggag acaaagtttg ggaatgcatt 1750 
cacagaggag gattctgaat tagtggtgaa ttatatagca aagaaatcct 1800 
tctgtcggcg agccattgaa cttaccttac atagcttggg agtcagtgag 1850 
gaactacaaa ataaactaga agatgttgtg attgacagga atcttctaat 1900 
tcttggaaaa attctgggtg aaggagagtt tgggtctgta atggaaggaa 1950 
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atcttaagca ggaagatggg acctctctga aagtggcagt gaagaccatg 2 000 
aagttggaca actcttcaca tcgggagatc gaggagtttc tcagtgaggc 2 050 
agcgtgcatg aaagacttca gccacccaaa tgtcattcga cttctaggtg 2100 
tgtgtataga aatgagctct caaggcatcc caaagcccat ggtaatttta 2150 
cccttcatga aatacgggga cctgcatact tacttacttt attcccgatt 2200 
ggagacagga ccaaagcata ttcctctgca gacactattg aagttcatgg 2250 
tggatattgc cctgggaatg gagtatctga gcaacaggaa ttttcttcat 23 00 
cgagatttag ctgctcgaaa ctgcatgttg cgagatgaca tgactgtctg 23 50 
tgttgcggac ttcggcctct ctaagaagat ttacagtggc gattattacc 2400 
gccaaggccg cattgctaag atgcctgtta aatggatcgc catagaaagt 2450 
cttgcagacc gagtctacac aagtaaaagt gatgtgtggg catttggcgt 2500 
gaccatgtgg gaaatacgta cgcggggaat gactccctat cctggggtcc 2 550 
agaaccatga gatgtatgac tatcttctcc atggccacag gttgaagcag 2600 
cccgaagact gcctggatga actgtatgaa ataatgtact cttgctggag 2650 
aaccgatccc ttagaccgcc ccaccttttc agtattgagg ctgcagctag 2700 
aaaaactctt agaaagtttg cctgacgttc ggaaccaagc agacgttatt 2750 
tacgtcaata cacagttgct ggagagctct gagggcctgg cccagggccc 2800 
cacccttgct ccactggact tgaacatcga ccctgactct ataattgcct 2850 
cctgcactcc ccgcgctgcc atcagtgtgg tcacagcaga agttcatgac 2 90 0 
agcaaacctc atgaaggacg gtacatcctg aatgggggca gtgaggaatg 2950 
ggaagatctg acttctgccc cctctgctgc agtcacagct gaaaagaaca 3000 
gtgttttacc gggggagaga cttgttagga atggggtctc ctggtcccat 3050 
tcgagcatgc tgcccttggg aagctcattg cccgatgaac ttttgtttgc 3100 
tgacgactcc tcagaaggct cagaagtcct gatgtgagga gaggtgcggg 3150 
gagacattcc aaaaatcaag ccaattcttc tgctgtagga gaatccaatt 3200 
gtacctgatg tttttggtat ttgtcttcct taccaagtga actccatggc 3250 
cccaaagcac cagatgaatg ttgttaagga agctgtcatt aaaaatacat 3300 
aatatatatt tatttaaaga gaaaaaatat gtgtatatca tgaaaaagac 3350 
aaggatattt taataaaaca ttacttattt catttcactt atcttgcata 3400 
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tcttaaaatt aagcttcagc tgctccttga tattaacctt tgtacagagt 3450 

tgaagttgtt ttttcaactt cttttctttt tcattactat taaatgtaaa 3 5 00 

aatatttgta aaatgaaatg ccatatttga cttggcttct ggtcttgatg 3 550 

tatttgataa gaatgattaa ttttctgata tggcttccat aataaaattg 3600 

aaatagga 3 6 08 

<210> 434 
<211> 999 
<212> PRT 
<213> Homo Sapien 

<400> 434 

Met Gly Pro Ala Pro Leu Pro Leu Leu Leu Gly Leu Phe Leu Pro 
15 10 15 

Ala Leu Trp Arg Arg Ala lie Thr Glu Ala Arg Glu Glu Ala Lys 
20 25 30 

Pro Tyr Pro Leu Phe Pro Gly Pro Phe Pro Gly Ser Leu Gin Thr 

IH 1 35 40 45 

P Asp His Thr Pro Leu Leu Ser Leu Pro His Ala Ser Gly Tyr Gin 

Sfi ~ 50 55 60 

• 

5S Pro Ala Leu Met Phe Ser Pro Thr Gin Pro Gly Arg Pro His Thr 
~ 65 70 75 

W 

(H Gly Asn Val Ala He Pro Gin Val Thr Ser Val Glu Ser Lys Pro 

80 85 90 

L? Leu Pro Pro Leu Ala Phe Lys His Thr Val Gly His He He Leu 
f; ~ "~ 95 " 100 105 

V\ ser Glu His Lys Gly Val Lys Phe Asn Cys Ser He Asn Val Pro 

HO 115 120 



to 



Asn He Tyr Gin Asp Thr Thr He Ser Trp Trp Lys Asp Gly Lys 

125 130 135 

Glu Leu Leu Gly Gly His His Arg He Thr Gin Phe Tyr Pro Asp 

140 145 150 

Asp Glu Val Thr Ala He He Ala Ser Phe Ser He Thr Ser Val 

155 160 165 

Gin Arg Ser Asp Asn Gly Ser Tyr He Cys Lys Met Lys He Asn 

170 175 180 

Asn Glu Glu He Val Ser Asp Pro He Tyr He Glu Val Gin Gly 

185 ~ 190 195 

Leu Pro His Phe Thr Lys Gin Pro Glu Ser Met Asn Val Thr Arg 

200 205 210 
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Asn Thr Ala Phe Asn Leu Thr Cys Gin Ala Val Gly Pro Pro Glu 
215 220 225 



Pro Val Asn He Phe Trp Val Gin Asn Ser Ser Arg Val Asn Glu 
230 235 240 

Gin Pro Glu Lys Ser Pro Gly Val Leu Thr Val Pro Gly Leu Thr 
245 250 255 

Glu Met Ala Val Phe Ser Cys Glu Ala His Asn Asp Lys Gly Leu 
260 265 270 

Thr Val Ser Gin Gly Val Gin He Asn He Lys Ala He Pro Ser 
275 280 285 

Pro Pro Thr Glu Val Ser He Arg Asn Ser Thr Ala His Ser He 
290 295 300 

Leu He Ser Trp Val Pro Gly Phe Asp Gly Tyr Ser Pro Phe Arg 
305 * 310 315 

Asn Cys Ser He Gin Val Lys Glu Ala Asp Pro Leu Gly Asn Gly 

y ~ 320 ^ 325 330 

y Ser Val Met He Phe Asn Thr Ser Ala Leu Pro His Leu Tyr Gin 
O 335 340 345 

fy He Lys Gin Leu Gin Ala Leu Ala Asn Tyr Ser He Gly Val Ser 
m ' 350 355 360 

J:: Cys Met Asn Glu He Gly Trp Ser Ala Val Ser Pro Trp He Leu 
* l 365 " 370 375 

p Ala Ser Thr Thr Glu Gly Ala Pro Ser Val Ala Pro Leu Asn Val 
U 380 385 390 

flu Thr Val Phe Leu Asn Glu Ser Ser Asp Asn Val Asp He Arg Trp 

395 400 405 

\\ Met Lys Pro Pro Thr Lys Gin Gin Asp Gly Glu Leu Val Gly Tyr 

410 415 420 

Arg He Ser His Val Trp Gin Ser Ala Gly He Ser Lys Glu Leu 
425 430 435 

Leu Glu Glu Val Gly Gin Asn Gly Ser Arg Ala Arg He Ser Val 
440 445 450 

Gin Val His Asn Ala Thr Cys Thr Val Arg He Ala Ala Val Thr 
455 460 465 

Arg Gly Gly Val Gly Pro Phe Ser Asp Pro Val Lys He Phe He 
470 475 480 

Pro Ala His Gly Trp Val Asp Tyr Ala Pro Ser Ser Thr Pro Ala 
485 490 495 

Pro Gly Asn Ala Asp Pro Val Leu He He Phe Gly Cys Phe Cys 
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500 505 510 

Gly Phe lie Leu He Gly Leu He Leu Tyr He Ser Leu Ala He 
515 520 525 

Arg Lys Arg Val Gin Glu Thr Lys Phe Gly Asn Ala Phe Thr Glu 
530 535 540 

Glu Asp Ser Glu Leu Val Val Asn Tyr He Ala Lys Lys Ser Phe 
545 550 555 

Cys Arg Arg Ala He Glu Leu Thr Leu His Ser Leu Gly Val Ser 
560 565 570 

Glu Glu Leu Gin Asn Lys Leu Glu Asp Val Val lie Asp Arg Asn 
575 580 585 

Leu Leu He Leu Gly Lys He Leu Gly Glu Gly Glu Phe Gly Ser 
590 595 600 

Val Met Glu Gly Asn Leu Lys Gin Glu Asp Gly Thr Ser Leu Lys 
605 610 615 

Val Ala Val Lys Thr Met Lys Leu Asp Asn Ser Ser His Arg Glu 
620 625 630 

He Glu Glu Phe Leu Ser Glu Ala Ala Cys Met Lys Asp Phe Ser 
635 640 645 

His Pro Asn Val He Arg Leu Leu Gly Val Cys He Glu Met Ser 
650 655 660 

Ser Gin Gly He Pro Lys Pro Met Val He Leu Pro Phe Met Lys 
665 670 675 

Tyr Gly Asp Leu His Thr Tyr Leu Leu Tyr Ser Arg Leu Glu Thr 
680 685 690 

Gly Pro Lys His He Pro Leu Gin Thr Leu Leu Lys Phe Met Val 
695 700 705 

Asp lie Ala Leu Gly Met Glu Tyr Leu Ser Asn Arg Asn Phe Leu 
710 715 720 

His Arq Asp Leu Ala Ala Arg Asn Cys Met Leu Arg Asp Asp Met 
725 " 730 735 

Thr Val Cys Val Ala Asp Phe Gly Leu Ser Lys Lys He Tyr Ser 
740 745 750 

Gly Asp Tyr Tyr Arg Gin Gly Arg He Ala Lys Met Pro Val Lys 
755 760 765 

Trp He Ala He Glu Ser Leu Ala Asp Arg Val Tyr Thr Ser Lys 
770 775 780 

Ser Asp Val Trp Ala Phe Gly Val Thr Met Trp Glu He Arg Thr 
785 790 795 
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Arg Gly Met Thr Pro Tyr Pro Gly Val Gin Asn His Glu Met Tyr 
800 805 810 

Asp Tyr Leu Leu His Gly His Arg Leu Lys Gin Pro Glu Asp Cys 
815 820 825 

Leu Asp Glu Leu Tyr Glu He Met Tyr Ser Cys Trp Arg Thr Asp 
83 0 835 840 

Pro Leu Asp Arg Pro Thr Phe Ser Val Leu Arg Leu Gin Leu Glu 
845 850 855 

Lys Leu Leu Glu Ser Leu Pro Asp Val Arg Asn Gin Ala Asp Val 
860 865 870 

He Tyr Val Asn Thr Gin Leu Leu Glu Ser Ser Glu Gly Leu Ala 
875 880 885 

Gin Gly Pro Thr Leu Ala Pro Leu Asp Leu Asn He Asp Pro Asp 
890 895 900 

Ser He He Ala Ser Cys Thr Pro Arg Ala Ala He Ser Val Val 
905 910 915 

Thr Ala Glu Val His Asp Ser Lys Pro His Glu Gly Arg Tyr He 
920 925 930 

Leu Asn Gly Gly Ser Glu Glu Trp Glu Asp Leu Thr Ser Ala Pro 
935 940 945 

Ser Ala Ala Val Thr Ala Glu Lys Asn Ser Val Leu Pro Gly Glu 
950 955 960 

Arg Leu Val Arg Asn Gly Val Ser Trp Ser His Ser Ser Met Leu 
965 970 975 

Pro Leu Gly Ser Ser Leu Pro Asp Glu Leu Leu Phe Ala Asp Asp 
980 985 990 

Ser Ser Glu Gly Ser Glu Val Leu Met 
995 

<210> 435 

<211> 1869 

<212> DNA 

<213> Homo Sapien 

<400> 435 

aatgtgagag gggctgatgg aagctgatag gcaggactgg agtgttagca 50 
ccagtactgg atgtgacagc aggcagagga gcacttagca gcttattcag 100 
tgtccgattc tgattccggc aaggatccaa gcatggaatg ctgccgtcgg 150 
gcaactcctg gcacactgct cctctttctg gctttcctgc tcctgagttc 200 
caggaccgca cgctccgagg aggaccggga cggcctatgg gatgcctggg 250 
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gcccatggag 


tgaatgctca 


cgcacctgcg 


ggggaggggc 


ctcctactct 


300 




ctgaggcgct 


gcctgagcag 


caagagctgt 


gaaggaagaa 


atatccgata 


350 




cagaacatgc 


agtaatgtgg 


actgcccacc 


agaagcaggt 


gatttccgag 


400 




ctcagcaatg 


ctcagctcat 


aatgatgtca 


agcaccatgg 


ccagttttat 


450 




gaatggcttc 


ctgtgtctaa 


tgaccctgac 


aacccatgtt 


cactcaagtg 


500 




ccaagccaaa 


ggaacaaccc 


tggttgttga 


actagcacct 


aaggtcttag 


550 




atggtacgcg 


ttgctataca 


gaatctttgg 


atatgtgcat 


cagtggttta 


600 




tgccaaattg 


ttggctgcga 


tcaccagctg 


ggaagcaccg 


tcaaggaaga 


650 




taactgtggg 


gtctgcaacg 


gagatgggtc 


cacctgccgg 


ctggtccgag 


700 




ggcagtataa 


atcccagctc 


tccgcaacca 


aatcggatga 


tactgtggtt 


750 




gcacttccct 


atggaagtag 


acatattcgc 


cttgtcttaa 


aaggtcctga 


800 




tcacttatat 


ctggaaacca 


aaaccctcca 


ggggactaaa 


ggtgaaaaca 


850 


~Z 


gtctcagctc 


cacaggaact 


ttccttgtgg 


acaattctag 


tgtggacttc 


900 


fti 


cagaaatttc 


cagacaaaga 


gatactgaga 


atggctggac 


cactcacagc 


950 


ul 


agatttcatt 


gtcaagattc 


gtaactcggg 


ctccgctgac 


agtacagtcc 


1000 


U i 


agttcatctt 


ctatcaaccc 


atcatccacc 


gatggaggga 


gacggatttc 


1050 


u 


tttccttgct 


cagcaacctg 


tggaggaggt 


tatcagctga 


catcggctga 


1100 




gtgctacgat 


ctgaggagca 


accgtgtggt 


tgctgaccaa 


tactgtcact 


1150 




attacccaga 


gaacatcaaa 


cccaaaccca 


agcttcagga 


gtgcaacttg 


1200 


S3 


gatccttgtc 


cagccagtga 


cggatacaag 


cagatcatgc 


cttatgacct 


1250 




ctaccatccc 


cttcctcggt 


gggaggccac 


cccatggacc 


gcgtgctcct 


1300 




cctcgtgtgg 


ggggggcatc 


cagagccggg 


cagtttcctg 


tgtggaggag 


1350 




gacatccagg 


ggcatgtcac 


ttcagtggaa 


gagtggaaat 


gcatgtacac 


1400 




ccctaagatg 


cccatcgcgc 


agccctgcaa 


catttttgac 


tgccctaaat 


1450 




ggctggcaca 


ggagtggtct 


ccgtgcacag 


tgacatgtgg 


ccagggcctc 


1500 




agataccgtg 


tggtcctctg 


catcgaccat 


cgaggaatgc 


acacaggagg 


1550 




ctgtagccca 


aaaacaaagc 


cccacataaa 


agaggaatgc 


atcgtaccca 


1600 




ctccctgcta 


taaacccaaa 


gagaaacttc 


cagtcgaggc 


caagttgcca 


1650 




tggttcaaac 


aagctcaaga 


gctagaagaa 


ggagctgctg 


tgtcagagga 


1700 
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gccctcgtaa gttgtaaaag cacagactgt tctatatttg aaactgtttt 1750 

gtttaaagaa agcagtgtct cactggttgt agctttcatg ggttctgaac 1800 

taagtgtaat catctcacca aagctttttg gctctcaaat taaagattga 1850 

ttagtttcaa aaaaaaaaa 186 9 

c210> 436 

c211> 525 

c212> PRT 

c213> Homo Sapien 

=:400> 436 

Met Glu Cys Cys Arg Arg Ala Thr Pro Gly Thr Leu Leu Leu Phe 
1 ^ 5 10 15 

Leu Ala Phe Leu Leu Leu Ser Ser Arg Thr Ala Arg Ser Glu Glu 
20 25 30 

Asp Arg Asp Gly Leu Trp Asp Ala Trp Gly Pro Trp Ser Glu Cys 
35 40 45 

Ser Arg Thr Cys Gly Gly Gly Ala Ser Tyr Ser Leu Arg Arg Cys 
50 55 60 

Leu Ser Ser Lys Ser Cys Glu Gly Arg Asn lie Arg Tyr Arg Thr 
65 70 75 

Cys Ser Asn Val Asp Cys Pro Pro Glu Ala Gly Asp Phe Arg Ala 
80 85 90 

Gin Gin Cys Ser Ala His Asn Asp Val Lys His His Gly Gin Phe 
95 100 105 

Tyr Glu Trp Leu Pro Val Ser Asn Asp Pro Asp Asn Pro Cys Ser 
110 115 120 

Leu Lys Cys Gin Ala Lys Gly Thr Thr Leu Val Val Glu Leu Ala 
125 130 135 

Pro Lys Val Leu Asp Gly Thr Arg Cys Tyr Thr Glu Ser Leu Asp 
140 145 150 

Met Cys lie Ser Gly Leu Cys Gin lie Val Gly Cys Asp His Gin 
155 160 165 

Leu Gly Ser Thr Val Lys Glu Asp Asn Cys Gly Val Cys Asn Gly 
170 175 180 

Asp Gly Ser Thr Cys Arg Leu Val Arg Gly Gin Tyr Lys Ser Gin 
185 190 195 

Leu Ser Ala Thr Lys Ser Asp Asp Thr Val Val Ala Leu Pro Tyr 
200 205 210 

Gly Ser Arg His lie Arg Leu Val Leu Lys Gly Pro Asp His Leu 
215 220 225 
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Tyr Leu Glu Thr Lys Thr Leu Gin Gly Thr Lys Gly Glu Asn Ser 

230 . 235 240 

Leu Ser Ser Thr Gly Thr Phe Leu Val Asp Asn Ser Ser Val Asp 
245 250 255 

Phe Gin Lys Phe Pro Asp Lys Glu lie Leu Arg Met Ala Gly Pro 
260 265 270 

Leu Thr Ala Asp Phe lie Val Lys lie Arg Asn Ser Gly Ser Ala 
275 280 285 

Asp Ser Thr Val Gin Phe lie Phe Tyr Gin Pro lie lie His Arg 
290 295 300 

Trp Arg Glu Thr Asp Phe Phe Pro Cys Ser Ala Thr Cys Gly Gly 
305 310 315 

Gly Tyr Gin Leu Thr Ser Ala Glu Cys Tyr Asp Leu Arg Ser Asn 
320 325 330 

Arg Val Val Ala Asp Gin Tyr Cys His Tyr Tyr Pro Glu Asn He 
335 340 345 

Lys Pro Lys Pro Lys Leu Gin Glu Cys Asn Leu Asp Pro Cys Pro 
350 355 360 

Ala Ser Asp Gly Tyr Lys Gin He Met Pro Tyr Asp Leu Tyr His 
365 370 375 

Pro Leu Pro Arg Trp Glu Ala Thr Pro Trp Thr Ala Cys Ser Ser 
380 385 390 

Ser Cys Gly Gly Gly He Gin Ser Arg Ala Val Ser Cys Val Glu 
395 400 405 

Glu Asp He Gin Gly His Val Thr Ser Val Glu Glu Trp Lys Cys 
410 415 420 

Met Tyr Thr Pro Lys Met Pro He Ala Gin Pro Cys Asn He Phe 
425 430 435 

Asp Cys Pro Lys Trp Leu Ala Gin Glu Trp Ser Pro Cys Thr Val 
440 445 450 

Thr Cys Gly Gin Gly Leu Arg Tyr Arg Val Val Leu Cys He Asp 
455 460 465 

His Arg Gly Met His Thr Gly Gly Cys Ser Pro Lys Thr Lys Pro 
470 475 480 

His He Lys Glu Glu Cys He Val Pro Thr Pro Cys Tyr Lys Pro 
485 490 495 

Lys Glu Lys Leu Pro Val Glu Ala Lys Leu Pro Trp Phe Lys Gin 
500 505 510 

Ala Gin Glu Leu Glu Glu Gly Ala Ala Val Ser Glu Glu Pro Ser 
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515 




520 




525 




<210> 437 

<211> 1158 

<212> DNA 

<213> Homo Sapien 












<400> 437 
aactggaagg 


aaagaaagaa 


aggtcagctt 


tggcccagat 


gtggttaccc 


50 




cttggtctcc 


tgtctttatg 


tctttctcct 


cttcctattc 


tgtcatctcc 


100 




ctcacttaag 


tctcaggcct 


gtcagcagct 


cctgtggaca 


ttgccatccc 


150 




ctctggtagc 


cttcagagca 


aacaggacaa 


cctatgttat 


ggatgtttcc 


200 




accaaccagg gtagtggcat ggagcaccgt 


aaccatctgt 


gcttctgtga 


250 




tctctatgac 


agagccactt 


ctccacctct 


gaaatgttcc 


ctgctctgaa 


300 




atctggcatg 


agatggcaca 


ggtgaccacg 


cagaagccac 


cagaatcttg 


350 


2 


cctgccctat 


tcctcctccc 


aagtctgttc 


tcttattgtc 


aacctcagca 


400 




caacaggctg gcgccaatgg 


cattacagag 


aaagcaatct 


gtgtggctag 


450 




tgggcagatt 


accatgcaag 


ccccaggaga 


aatggaggag 


ctttgtagcc 


500 




acctccctgt 


cagccagtat 


taacatgtcc 


ccttccccct 


gccccgccgt 


550 




agattcagga 


cattcgcccc 


tgtgtgccac 


caaaccagga 


ctttcccctt 


600 


w« 

s 


ggcttggcat 


ccctggctct 


ctcctggtac 


ccagcaagac 


gtctgttcca 


650 




gggcagtgta 


gcatctttca 


agctccgtta 


ctatggcgat 


ggccatgatg 


700 




ttacaatccc 


acttgcctga 


ataatcaagt 


gggaagggga 


agcagaggga 


750 




aatggggcca tgtgaatgca gctgctctgt 


tctccctacc 


ctgaggaaaa 


800 




accaaaggga 


agcaacagga 


acttctgcaa 


ctggttttta 


tcggaaagat 


850 




catcctgcct 


gcagatgctg 


ttgaaggggc 


acaagaaatg 


tagctggaga 


900 




agattgatga 


aagtgcaggt 


gtgtaaggaa 


atagaacagt 


ctgctgggag 


950 




tcagacctgg 


aattctgatt 


ccaaactctt 


tattactttg 


ggaagtcact 


1000 




cagcctcccc 


gtagccatct 


ccagggtgac 


ggaacccagt 


gtattacctg 


1050 




ctggaaccaa ggaaactaac 


aatgtaggtt 


actagtgaat 


accccaatgg 


1100 




tttctccaat 


tatgcccatg 


ccaccaaaac 


aataaaacaa 


aattctctaa 


1150 



cactgaaa 115 8 

<210> 438 
<211> 86 
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<212> PRT 

<213> Homo Sapien 

<400> 438 

Met Trp Leu Pro Leu Gly Leu Leu Ser Leu Cys Leu Ser Pro Leu 
1 5 10 15 

Pro lie Leu Ser Ser Pro Ser Leu Lys Ser Gin Ala Cys Gin Gin 
20 25 30 

Leu Leu Trp Thr Leu Pro Ser Pro Leu Val Ala Phe Arg Ala Asn 
35 40 45 

Arg Thr Thr Tyr Val Met Asp Val Ser Thr Asn Gin Gly Ser Gly 
50 55 60 

Met Glu His Arg Asn His Leu Cys Phe Cys Asp Leu Tyr Asp Arg 
65 70 75 

Ala Thr Ser Pro Pro Leu Lys Cys Ser Leu Leu 
80 85 

<210> 439 

<211> 4277 

<212> DNA 

<213> Homo Sapien 

<400> 439 



gtttctcata 


gttggcgtct 


tctaaaggaa 


aaacactaaa atgaggaact 


50 


cagcggaccg 


ggagcgacgc 


agcttgaggg 


aagcatccct 


agctgttggc 


100 


gcagaggggc 


gaggctgaag 


ccgagtggcc 


cgaggtgtct 


gaggggctgg 


150 


ggcaaaggtg 


aaagagtttc 


agaacaagct 


tcctggaacc 


catgacccat 


200 


gaagtcttgt 


cgacatttat 


accgtctgag 


ggtagcagct 


cgaaactaga 


250 


agaagtggag 


tgttgccagg 


gacggcagta 


tctctttgtg 


tgaccctggc 


300 


ggcctatggg 


acgttggctt 


cagacctttg 


tgatacacca 


tgctgcgtgg 


350 


gacgatgacg 


gcgtggagag 


gaatgaggcc 


tgaggtcaca 


ctggcttgcc 


400 


tcctcctagc 


cacagcaggc 


tgctttgctg 


acttgaacga 


ggtccctcag 


450 


gtcaccgtcc 


agcctgcgtc 


caccgtccag 


aagcccggag gcactgtgat 


500 


cttgggctgc 


gtggtggaac 


ctccaaggat 


gaatgtaacc 


tggcgcctga 


550 


atggaaagga 


gctgaatggc 


tcggatgatg 


ctctgggtgt 


cctcatcacc 


600 


cacgggaccc 


tcgtcatcac 


tgcccttaac 


aaccacactg 


tgggacggta 


650 


ccagtgtgtg 


gcccggatgc 


ctgcgggggc 


tgtggccagc 


gtgccagcca 


700 


ctgtgacact 


agccaatctc 


caggacttca 


agttagatgt gcagcacgtg 


750 
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attgaagtgg atgagggaaa cacagcagtc attgcctgcc acctgcctga 800 
gagccacccc aaagcccagg tccggtacag cgtcaaacaa gagtggctgg 850 
aggcctccag aggtaactac ctgatcatgc cctcagggaa cctccagatt 900 
gtgaatgcca gccaggagga cgagggcatg tacaagtgtg cagcctacaa 950 
cccagtgacc caggaagtga aaacctccgg ctccagcgac aggctacgtg 1000 
tgcgccgctc caccgctgag gctgcccgca tcatctaccc cccagaggcc 1050 
caaaccatca tcgtcaccaa aggccagagt ctcattctgg agtgtgtggc 1100 
cagtggaatc ccacccccac gggtcacctg ggccaaggat gggtccagtg 1150 
tcaccggcta caacaagacg cgcttcctgc tgagcaacct cctcatcgac 12 00 
accaccagcg aggaggactc aggcacctac cgctgcatgg ccgacaatgg 1250 
ggttgggcag cccggggcag cggtcatcct ctacaatgtc caggtgtttg 13 00 
aaccccctga ggtcaccatg gagctatccc agctggtcat cccctggggc 1350 
cagagtgcca agcttacctg tgaggtgcgt gggaaccccc cgccctccgt 1400 
gctgtggctg aggaatgctg tgcccctcat ctccagccag cgcctccggc 1450 
tctcccgcag ggccctgcgc gtgctcagca tggggcctga ggacgaaggc 1500 
gtctaccagt gcatggccga gaacgaggtt gggagcgccc atgccgtagt 1550 
ccagctgcgg acctccaggc caagcataac cccaaggcta tggcaggatg 1600 
ctgagctggc tactggcaca cctcctgtat caccctccaa actcggcaac 1650 
cctgagcaga tgctgagggg gcaaccggcg ctccccagac ccccaacgtc 1700 
agtggggcct gcttccccga agtgtccagg agagaagggg cagggggctc 1750 
ccgccgaggc tcccatcatc ctcagctcgc cccgcacctc caagacagac 1800 
tcatatgaac tggtgtggcg gcctcggcat gagggcagtg gccgggcgcc 1850 
aatcctctac tatgtggtga aacaccgcaa gcaggtcaca aattcctctg 1900 
acgattggac catctctggc attccagcca accagcaccg cctgaccctc 1950 
accagacttg accccgggag cttgtatgaa gtggagatgg cagcttacaa 2000 
ctgtgcggga gagggccaga cagccatggt caccttccga actggacggc 2050 
ggcccaaacc cgagatcatg gccagcaaag agcagcagat ccagagagac 2100 
gaccctggag ccagtcccca gagcagcagc cagccagacc acggccgcct 2150 
ctccccccca gaagctcccg acaggcccac catctccacg gcctccgaga 2200 



cctcagtgta 


cgtgacctgg 


attccccgtg 


ggaatggtgg gttcccaatc 


2250 


cagtccttcc 


gtgtggagta 


caagaagcta 


aagaaagtgg gagactggat- 


2300 


tctggccacc 


agcgccatcc 


ccccatcgcg 


gctgtccgtg gagatcacgg 


2350 


gcctagagaa 


aggcacctcc 


tacaagtttc 


gagtccgggc tctgaacatg 


2400 


ctgggggaga 


gcgagcccag 


cgccccctct 


cggccctacg tggtgtcggg 


2450 


ctacagcggt 


cgcgtgtacg 


agaggcccgt 


ggcaggtcct tatatcacct 


2500 


tcacggatgc 


ggtcaatgag 


accaccatca 


tgctcaagtg gatgtacatc 


2550 


ccagcaagta 


acaacaacac 


cccaatccat 


ggcttttata tctattatcg 


2600 


acccacagac 


agtgacaatg 


atagtgacta 


caagaaggat atggtggaag 


2650 


gggacaagta 


ctggcactcc 


atcagccacc 


tgcagccaga gacctcctac 


2700 


gacattaaga 


tgcagtgctt 


caatgaagga 


9999 a 9 a 9 c 9 agttcagcaa 


2750 


cgtgatgatc 


tgtgagacca 


aagctcggaa 


gtcttctggc cagcctggtc 


2800 


gactgccacc 


cccaactctg 


gccccaccac 


agccgcccct tcctgaaacc 


2850 


atagagcggc 


cggtgggcac 


tggggccatg 


gtggctcgct ccagcgacct 


2900 


gccctatctg 


attgtcgggg 


tcgtcctggg 


ctccatcgtt ctcatcatcg 


2950 


tcaccttcat 


ccccttctgc 


ttgtggaggg 


cctggtctaa gcaaaaacat 


3000 


acaacagacc 


tgggttttcc 


tcgaagtgcc 


cttccaccct cctgcccgta 


3050 


tactatggtg 


ccattgggag 


gactcccagg 


ccaccaggcc agtggacagc 


3100 


cctacctcag 


tggcatcagt 


ggacgggcct 


gtgctaatgg gatccacatg 


3150 


aataggggct 


gcccctcggc 


tgcagtgggc 


tacccgggca tgaagcccca 


3200 


gcagcactgc 


ccaggcgagc 


ttcagcagca 


gagtgacacc agcagcctgc 


3250 


tgaggcagac 


ccatcttggc 


aatggatatg 


acccccaaag tcaccagatc 


3300 


acgaggggtc 


ccaagtctag 


cccggacgag 


ggctctttct tatacacact 


3350 


gcccgacgac 


tccactcacc 


agctgctgca 


gccccatcac gactgctgcc 


3400 


aacgccagga 


gcagcctgct 


gctgtgggcc 


agtcaggggt gaggagagcc 


3450 


cccgacagtc 


ctgtcctgga 


agcagtgtgg 


gaccctccat ttcactcagg 


3500 


gcccccatgc 


tgcttgggcc 


ttgtgccagt 


tgaagaggtg gacagtcctg 


3550 


actcctgcca 


agtgagtgga 


ggagactggt 


gtccccagca ccccgtaggg 


3600 


gcctacgtag 


gacaggaacc 


tggaatgcag 


ctctccccgg ggccactggt 


3650 
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gcgtgtgtct 


tttgaaacac 


cacctctcac 


aatttaggca 


gaagctgata 


3700 


tcccagaaag 


actatatatt 


gttttttttt 


taaaaaaaaa 


agaagaaaaa 


3750 


agagacagag 


aaaattggta 


tttatttttc 


tattatagcc 


atatttatat 


3800 


atttatgcac 


ttgtaaataa 


atgtatatgt 


tttataattc 


tggagagaca 


3850 


taaggagtcc 


tacccgttga 


ggttggagag 


ggaaaataaa 


gaagctgcca 


3900 


cctaacagga 


gtcacccagg 


aaagcaccgc 


acaggctggc 


gcgggacaga 


3950 


ctcctaacct 


ggggcctctg 


cagtggcagg 


cgaggctgca 


ggaggcccac 


4000 


agataagctg 


gcaagaggaa 


ggatcccagg 


cacatggttc 


atcacgagca 


4050 


tgagggaaca 


gcaaggggca 


cggtatcaca 


gcctggagac 


acccacacag 


4100 


atggctggat 


ccggtgctac 


gggaaacatt 


ttcctaagat 


gcccatgaga 


4150 


acagaccaag 


atgtgtacag 


cactatgagc 


attaaaaaac 


cttccagaat 


4200 


caataatccg 


tggcaacata 


tctctgtaaa 


aacaaacact 


gtaacttcta 


4250 


aataaatgtt 


tagtcttccc 


tgtaaaa 4277 







<210> 440 

<211> 1115 

<212> PRT 

<213> Homo Sapien 

<400> 440 

Met Leu Arg Gly Thr Met Thr Ala Trp Arg Gly Met Arg Pro Glu 
1 ~ 5 10 15 

Val Thr Leu Ala Cys Leu Leu Leu Ala Thr Ala Gly Cys Phe Ala 
20 25 30 

Asp Leu Asn Glu Val Pro Gin Val Thr Val Gin Pro Ala Ser Thr 
35 40 45 

Val Gin Lys Pro Gly Gly Thr Val He Leu Gly Cys Val Val Glu 
50 55 60 

Pro Pro Arg Met Asn Val Thr Trp Arg Leu Asn Gly Lys Glu Leu 
65 70 75 

Asn Gly Ser Asp Asp Ala Leu Gly Val Leu He Thr His Gly Thr 
80 85 90 

Leu Val He Thr Ala Leu Asn Asn His Thr Val Gly Arg Tyr Gin 
95 100 105 

Cys Val Ala Arg Met Pro Ala Gly Ala Val Ala Ser Val Pro Ala 
110 115 120 

Thr Val Thr Leu Ala Asn Leu Gin Asp Phe Lys Leu Asp Val Gin 

125 130 135 
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His Val He Glu Val Asp Glu Gly Asn Thr Ala Val He Ala Cys 
140 145 150 

His Leu Pro Glu Ser His Pro Lys Ala Gin Val Arg Tyr Ser Val 
155 160 165 

Lys Gin Glu Trp Leu Glu Ala Ser Arg Gly Asn Tyr Leu He Met 
170 175 180 

Pro Ser Gly Asn Leu Gin He Val Asn Ala Ser Gin Glu Asp Glu 
185 190 195 

Gly Met Tyr Lys Cys Ala Ala Tyr Asn Pro Val Thr Gin Glu Val 
200 205 210 

Lys Thr Ser Gly Ser Ser Asp Arg Leu Arg Val Arg Arg Ser Thr 
215 220 225 

Ala Glu Ala Ala Arg He He Tyr Pro Pro Glu Ala Gin Thr He 
230 235 240 

He Val Thr Lys Gly Gin Ser Leu He Leu Glu Cys Val Ala Ser 
245 250 255 

Gly He Pro Pro Pro Arg Val Thr Trp Ala Lys Asp Gly Ser Ser 
260 265 270 

Val Thr Gly Tyr Asn Lys Thr Arg Phe Leu Leu Ser Asn Leu Leu 
275 280 285 

He Asp Thr Thr Ser Glu Glu Asp Ser Gly Thr Tyr Arg Cys Met 
290 295 300 

Ala Asp Asn Gly Val Gly Gin Pro Gly Ala Ala Val He Leu Tyr 
305 310 315 

Asn Val Gin Val Phe Glu Pro Pro Glu Val Thr Met Glu Leu Ser 
320 325 330 

Gin Leu Val He Pro Trp Gly Gin Ser Ala Lys Leu Thr Cys Glu 
335 340 345 

Val Arg Gly Asn Pro Pro Pro Ser Val Leu Trp Leu Arg Asn Ala 
350 355 360 

Val Pro Leu He Ser Ser Gin Arg Leu Arg Leu Ser Arg Arg Ala 
365 370 375 

Leu Arg Val Leu Ser Met Gly Pro Glu Asp Glu Gly Val Tyr Gin 
380 385 390 

Cys Met Ala Glu Asn Glu Val Gly Ser Ala His Ala Val Val Gin 
395 400 405 

Leu Arg Thr Ser Arg Pro Ser He Thr Pro Arg Leu Trp Gin Asp 
410 415 420 

Ala Glu Leu Ala Thr Gly Thr Pro Pro Val Ser Pro Ser Lys Leu 
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425 430 435 

Gly Asn Pro Glu Gin Met Leu Arg Gly Gin Pro Ala Leu Pro Arg 
440 445 450 

Pro Pro Thr Ser Val Gly Pro Ala Ser Pro Lys Cys Pro Gly Glu 
455 460 465 

Lys Gly Gin Gly Ala Pro Ala Glu Ala Pro He He Leu Ser Ser 
470 475 480 

Pro Arg Thr Ser Lys Thr Asp Ser Tyr Glu Leu Val Trp Arg Pro 
485 490 495 

Arg His Glu Gly Ser Gly Arg Ala Pro He Leu Tyr Tyr Val Val 
500 505 510 

Lys His Arg Lys Gin Val Thr Asn Ser Ser Asp Asp Trp Thr He 
515 520 525 

Ser Gly He Pro Ala Asn Gin His Arg Leu Thr Leu Thr Arg Leu 
530 535 540 

Asp Pro Gly Ser Leu Tyr Glu Val Glu Met Ala Ala Tyr Asn Cys 
545 550 555 

Ala Gly Glu Gly Gin Thr Ala Met Val Thr Phe Arg Thr Gly Arg 
560 565 570 

Arg Pro Lys Pro Glu He Met Ala Ser Lys Glu Gin Gin He Gin 
575 580 585 

Arg Asp Asp Pro Gly Ala Ser Pro Gin Ser Ser Ser Gin Pro Asp 
5 90 595 600 

His Gly Arg Leu Ser Pro Pro Glu Ala Pro Asp Arg Pro Thr He 
605 610 615 

Ser Thr Ala Ser Glu Thr Ser Val Tyr Val Thr Trp He Pro Arg 
620 625 630 

Gly Asn Gly Gly Phe Pro He Gin Ser Phe Arg Val Glu Tyr Lys 
635 640 645 

Lys Leu Lys Lys Val Gly Asp Trp He Leu Ala Thr Ser Ala He 
650 ~ 655 660 

Pro Pro Ser Arg Leu Ser Val Glu He Thr Gly Leu Glu Lys Gly 
665 670 675 

Thr Ser Tyr Lys Phe Arg Val Arg Ala Leu Asn Met Leu Gly Glu 
680 685 690 

Ser Glu Pro Ser Ala Pro Ser Arg Pro Tyr Val Val Ser Gly Tyr 
695 700 705 

Ser Gly Arg Val Tyr Glu Arg Pro Val Ala Gly Pro Tyr He Thr 
710 715 720 
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Phe Thr Asp Ala Val Asn Glu Thr Thr He Met Leu Lys Trp Met 
725 730 735 

Tyr He Pro Ala Ser Asn Asn Asn Thr Pro He His Gly Phe Tyr 
740 745 750 

He Tyr Tyr Arg Pro Thr Asp Ser Asp Asn Asp Ser Asp Tyr Lys 
755 760 765 

Lys Asp Met Val Glu Gly Asp Lys Tyr Trp His Ser He Ser His 
770 775 780 

Leu Gin Pro Glu Thr Ser Tyr Asp He Lys Met Gin Cys Phe Asn 
785 790 795 

Glu Gly Gly Glu Ser Glu Phe Ser Asn Val Met He Cys Glu Thr 
800 805 810 

Lys Ala Arg Lys Ser Ser Gly Gin Pro Gly Arg Leu Pro Pro Pro 
815 820 825 

Thr Leu Ala Pro Pro Gin Pro Pro Leu Pro Glu Thr He Glu Arg 
y ; 830 835 840 

Pro Val Gly Thr Gly Ala Met Val Ala Arg Ser Ser Asp Leu Pro 
W ' 845 850 855 

W Tyr Leu He Val Gly Val Val Leu Gly Ser He Val Leu He He 

if! 860 865 870 

IS Val Thr Phe He Pro Phe Cys Leu Trp Arg Ala Trp Ser Lys Gin 

875 880 885 

■5 

0 Lys His Thr Thr Asp Leu Gly Phe Pro Arg Ser Ala Leu Pro Pro 

M: ' 890 895 900 

{?i Ser Cys Pro Tyr Thr Met Val Pro Leu Gly Gly Leu Pro Gly His 

JL : ! 905 910 915 

Hi Gin Ala Ser Gly Gin Pro Tyr Leu Ser Gly He Ser Gly Arg Ala 

920 925 930 

Cys Ala Asn Gly He His Met Asn Arg Gly Cys Pro Ser Ala Ala 
935 940 945 

Val Gly Tyr Pro Gly Met Lys Pro Gin Gin His Cys Pro Gly Glu 
950 955 960 

Leu Gin Gin Gin Ser Asp Thr Ser Ser Leu Leu Arg Gin Thr His 
965 970 975 

Leu Gly Asn Gly Tyr Asp Pro Gin Ser His Gin He Thr Arg Gly 
980 985 990 

Pro Lys Ser Ser Pro Asp Glu Gly Ser Phe Leu Tyr Thr Leu Pro 
995 1000 1005 

Asp Asp Ser Thr His Gin Leu Leu Gin Pro His His Asp Cys Cys 
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1010 

Gin Arg Gin Glu Gin 
1025 

Arg Ala Pro Asp Ser 
1040 

Phe His Ser Gly Pro 
1055 

Glu Val Asp Ser Pro 
1070 

Cys Pro Gin His Pro 
1085 

Met Gin Leu Ser Pro 
1100 

Pro Pro Leu Thr lie 
1115 

<210> 441 

<211> 1579 

<212> DNA 

<213> Homo Sapien 

<400> 441 



m 


gagagaatag 


ctacagattc 


tccatcctca 


gtctttgcaa 


ggcgacagct 


50 


gtgccagccg 


ggctctggca 


ggctcctggc 


agcatggcag 


tgaagcttgg 


100 


w 


gaccctcctg 


ctggcccttg 


ccctgggcct 


ggcccagcca 


gcctctgccc 


150 




gccggaagct 


gctggtgttt 


ctgctggatg 


gttttcgctc 


agactacatc 


200 




agtgatgagg 


cgctggagtc 


attgcctggt 


ttcaaagaga 


ttgtgagcag 


250 


m 


gggagtaaaa 


gtggattact 


tgactccaga 


cttccctagt 


ctctcgtatc 


300 




ccaattatta 


taccctaatg 


actggccgcc 


attgtgaagt 


ccatcagatg 


350 




atcgggaact 


acatgtggga 


ccccaccacc 


aacaagtcct 


ttgacattgg 


400 




cgtcaacaaa 


gacagcctaa 


tgcctctctg 


gtggaatgga 


tcagaacctc 


450 




tgtgggtcac 


tctgaccaag 


gccaaaagga 


aggtctacat 


gtactactgg 


500 




ccaggctgtg 


aggttgagat 


tctgggtgtc 


agacccacct 


actgcctaga 


550 




atataaaaat 


gtcccaacgg 


atatcaattt 


tgccaatgca 


gtcagcgatg 


600 




ctcttgactc 


cttcaagagt 


ggccgggccg 


acctggcagc 


catataccat 


650 




gagcgcattg 


acgtggaagg 


ccaccactac 


gggcctgcat 


ctccgcagag 


700 




gaaagatgcc 


ctcaaggctg 


tagacactgt 


cctgaagtac 


atgaccaagt 


750 
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1015 1020 

Pro Ala Ala Val Gly Gin Ser Gly Val Arg 
1030 1035 

Pro Val Leu Glu Ala Val Trp Asp Pro Pro 
1045 1050 

Pro Cys Cys Leu Gly Leu Val Pro Val Glu 
1060 1065 

Asp Ser Cys Gin Val Ser Gly Gly Asp Trp 
1075 1080 

Val Gly Ala Tyr Val Gly Gin Glu Pro Gly 
1090 1095 

Gly Pro Leu Val Arg Val Ser Phe Glu Thr 
1105 1110 



ggatccagga 


gcggggcctg 


caggaccgcc 


tgaacgtcat 


tattttctcg 


800 


gatcacggaa 


tgaccgacat 


tttctggatg 


gacaaagtga 


ttgagctgaa 


850 


taagtacatc 


agcctgaatg 


acctgcagca 


agtgaaggac 


cgcgggcctg 


900 


ttgtgagcct 


ttggccggcc 


cctgggaaac 


actctgagat 


atataacaaa 


950 


ctgagcacag 


tggaacacat 


gactgtctac 


gagaaagaag 


ccatcccaag 


1000 


caggttctat 


tacaagaaag 


gaaagtttgt 


ctctcctttg 


actttagtgg 


1050 


ctgatgaagg 


ctggttcata 


actgagaatc 


gagagatgct 


tccgttttgg 


1100 


atgaacagca 


ccggcaggcg 


ggaaggttgg 


cagcgtggat 


ggcacggcta 


1150 


cgacaacgag 


ctcatggaca 


tgcggggcat 


cttcctggcc 


ttcggacctg 


1200 


atttcaaatc 


caacttcaga 


gctgctccta 


tcaggtcggt 


ggacgtctac 


1250 


aatgtcatgt 


gcaatgtggt 


gggcatcacc 


ccgctgccca 


acaacggatc 


1300 


ctggtccagg 


gtgatgtgca 


tgctgaaggg 


ccgcgccggc 


actgccccgc 


1350 


ctgtctggcc 


cagccactgt 


gccctggcac 


tgattcttct 


cttcctgctt 


1400 


gcataactga 


tcatattgct 


tgtctcagaa 


aaaaacacca 


tcagcaaagt 


1450 


gggcctccaa 


agccagatga 


ttttcatttt 


atgtgtgaat 


aatagcttca 


1500 


ttaacacaat 


caagaccatg 


cacattgtaa 


atacattatt 


cttggataat 


1550 


tctatacata 


aaagttccta 


cttgttaaa : 


L579 







o 

y, <210> 442 

[J <211> 440 

fll <212> PRT 

U\ <213> Homo Sapien 

f|j <400> 442 

Met Ala Val Lys Leu Gly Thr Leu Leu Leu Ala Leu Ala Leu Gly 
1 5 10 15 

Leu Ala Gin Pro Ala Ser Ala Arg Arg Lys Leu Leu Val Phe Leu 
20 25 30 

Leu Asp Gly Phe Arg Ser Asp Tyr He Ser Asp Glu Ala Leu Glu 
35 40 45 

Ser Leu Pro Gly Phe Lys Glu He Val Ser Arg Gly Val Lys Val 
50 ' 55 60 

Asp Tyr Leu Thr Pro Asp Phe Pro Ser Leu Ser Tyr Pro Asn Tyr 
65 70 75 

Tyr Thr Leu Met Thr Gly Arg His Cys Glu Val His Gin Met He 
80 85 90 
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Gly Asn Tyr Met Trp Asp Pro Thr Thr Asn Lys Ser Phe Asp lie 
95 100 105 

Gly Val Asn Lys Asp Ser Leu Met Pro Leu Trp Trp Asn Gly Ser 
110 115 120 

Glu Pro Leu Trp Val Thr Leu Thr Lys Ala Lys Arg Lys Val Tyr 
125 130 135 

Met Tyr Tyr Trp Pro Gly Cys Glu Val Glu lie Leu Gly Val Arg 
140 ~ 145 150 

Pro Thr Tyr Cys Leu Glu Tyr Lys Asn Val Pro Thr Asp lie Asn 
155 160 165 

Phe Ala Asn Ala Val Ser Asp Ala Leu Asp Ser Phe Lys Ser Gly 
170 175 180 

Arg Ala Asp Leu Ala Ala He Tyr His Glu Arg He Asp Val Glu 
185 190 195 

Gly His His Tyr Gly Pro Ala Ser Pro Gin Arg Lys Asp Ala Leu 
200 205 210 

Lys Ala Val Asp Thr Val Leu Lys Tyr Met Thr Lys Trp He Gin 
215 220 225 

Glu Arg Gly Leu Gin Asp Arg Leu Asn Val He He Phe Ser Asp 
230 235 240 

His Gly Met Thr Asp He Phe Trp Met Asp Lys Val He Glu Leu 
245 250 255 

Asn Lys Tyr He Ser Leu Asn Asp Leu Gin Gin Val Lys Asp Arg 
260 265 270 

Gly Pro Val Val Ser Leu Trp Pro Ala Pro Gly Lys His Ser Glu 

275 280 , 285 

He Tyr Asn Lys Leu Ser Thr Val Glu His Met Thr Val Tyr Glu 
290 295 300 

Lys Glu Ala He Pro Ser Arg Phe Tyr Tyr Lys Lys Gly Lys Phe 
305 310 315 

Val Ser Pro Leu Thr Leu Val Ala Asp Glu Gly Trp Phe He Thr 
320 325 330 

Glu Asn Arg Glu Met Leu Pro Phe Trp Met Asn Ser Thr Gly Arg 
335 340 345 

Arg Glu Gly Trp Gin Arg Gly Trp His Gly Tyr Asp Asn Glu Leu 
350 355 360 

Met Asp Met Arg Gly He Phe Leu Ala Phe Gly Pro Asp Phe Lys 
365 370 375 

Ser Asn Phe Arg Ala Ala Pro He Arg Ser Val Asp Val Tyr Asn 
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380 385 390 

Val Met Cys Asn Val Val Gly lie Thr Pro Leu Pro Asn Asn Gly 
395 400 405 

Ser Trp Ser Arg Val Met Cys Met Leu Lys Gly Arg Ala Gly Thr 
410 415 420 

Ala Pro Pro Val Trp Pro Ser His Cys Ala Leu Ala Leu lie Leu 
425 430 435 

Leu Phe Leu Leu Ala 
440 

<210> 443 
<211> 972 
<212> DNA 
<213> Homo Sapien 

<400> 443 

agtgactgca gccttcctag atcccctcca ctcggtttct ctctttgcag 50 

gagcaccggc agcaccagtg tgtgagggga gcaggcagcg gtcctagcca 100 

O gttccttgat cctgccagac cacccagccc ccggcacaga gctgctccac 150 

jjj aggcaccatg aggatcatgc tgctattcac agccatcctg gccttcagcc 2 00 

;S! tagctcagag ctttggggct gtctgtaagg agccacagga ggaggtggtt 250 

IW cctggcgggg gccgcagcaa gagggatcca gatctctacc agctgctcca 3 00 

01 

5 gagactcttc aaaagccact catctctgga gggattgctc aaagccctga 350 

gtfj 

rf gccaggctag cacagatcct aaggaatcaa catctcccga gaaacgtgac 400 
N 1 ' atgcatgact tctttgtggg acttatgggc aagaggagcg tccagccaga 450 
P gggaaagaca ggacctttct taccttcagt gagggttcct cggccccttc 500 
atcccaatca gcttggatcc acaggaaagt cttccctggg aacagaggag 550 
cagagacctt tataagactc tcctacggat gtgaatcaag agaacgtccc 600 
cagctttggc atcctcaagt atcccccgag agcagaatag gtactccact 650 
tccggactcc tggactgcat taggaagacc tctttccctg tcccaatccc 700 
caggtgcgca cgctcctgtt accctttctc ttccctgttc ttgtaacatt 750 
cttgtgcttt gactccttct ccatcttttc tacctgaccc tggtgtggaa 800 
actgcatagt gaatatcccc aaccccaatg ggcattgact gtagaatacc 850 
ctagagttcc tgtagtgtcc tacattaaaa atataatgtc tctctctatt 900 
cctcaacaat aaaggatttt tgcatatgaa aaaaaaaaaa aaaaaaaaaa 950 
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aaaaaaaaaa aaaaaaaaaa aa 972 

<210> 444 
<211> 135 
<212> PRT 
<213> Homo Sapien 

<400> 444 
Met Arg lie Met 
1 

Ala Gin Ser Phe 



Val Pro Gly Gly 



Leu Leu Gin Arg 



Leu Lys Ala Leu 



Ser Pro Glu Lys 



Gly Lys Arg Ser 



Pro Ser Val Arg 



s Ser Thr Gly Lys 

M 

[J <210> 445 

fj; <211> 446 

V"! <212> DNA 

Q <213> Homo Sapien 

<400> 445 



tggacttctc 


tggaccacag 


tcctctgcca gacccctgcc agaccccagt 


50 


ccaccatgat 


ccatctgggt 


cacatcctct tcctgctttt 


gctcccagtg 


100 


gctgcagctc 


agacgactcc 


aggagagaga tcatcactcc 


ctgcctttta 


150 


ccctggcact 


tcaggctctt 


gttccggatg tgggtccctc 


tctctgccgc 


200 


tcctggcagg 


cctcgtggct 


gctgatgcgg tggcatcgct 


gctcatcgtg 


250 


ggggcggtgt 


tcctgtgcgc 


acgcccacgc cgcagccccg 


cccaagatgg 


300 


caaagtctac 


atcaacatgc 


caggcagggg ctgaccctcc 


tgcagcttgg 


350 


acctttgact 


tctgaccctc 


tcatcctgga tggtgtgtgg tggcacagga 


400 


acccccgccc 


caacttttgg 


attgtaataa aacaattgaa 


acacca 446 





Leu Leu Phe Thr Ala lie Leu Ala Phe Ser Leu 
5 10 15 

Gly Ala Val Cys Lys Glu Pro Gin Glu Glu Val 
20 25 30 

Gly Arg Ser Lys Arg Asp Pro Asp Leu Tyr Gin 
35 40 45 

Leu Phe Lys Ser His Ser Ser Leu Glu Gly Leu 
50 55 60 

Ser Gin Ala Ser Thr Asp Pro Lys Glu Ser Thr 
65 70 75 

Arg Asp Met His Asp Phe Phe Val Gly Leu Met 
80 85 90 

Val Gin Pro Glu Gly Lys Thr Gly Pro Phe Leu 
95 100 105 

Val Pro Arg Pro Leu His Pro Asn Gin Leu Gly 
110 " 115 120 

Ser Ser Leu Gly Thr Glu Glu Gin Arg Pro Leu 
125 130 135 
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<210> 446 

<211> 92 

<212> PRT 

<213> Homo Sapien 

<400> 446 

Met lie His Leu Gly His lie Leu Phe Leu Leu Leu Leu Pro Val 
15 10 15 

Ala Ala Ala Gin Thr Thr Pro Gly Glu Arg Ser Ser Leu Pro Ala 
20 25 30 

Phe Tyr Pro Gly Thr Ser Gly Ser Cys Ser Gly Cys Gly Ser Leu 
35 40 45 

Ser Leu Pro Leu Leu Ala Gly Leu Val Ala Ala Asp Ala Val Ala 
50 55 60 

Ser Leu Leu He Val Gly Ala Val Phe Leu Cys Ala Arg Pro Arg 
65 70 75 

Arg Ser Pro Ala Gin Asp Gly Lys Val Tyr He Asn Met Pro Gly 
80 85 90 

Arg Gly 



<210> 447 

<211> 1047 

<212> DNA 

<213> Homo Sapien 

<400> 447 



gccaggtgtg 


caggccgctc 


caagcccagc 


ctgccccgct gccgccacca 


50 


tgacgctcct 


ccccggcctc 


ctgtttctga 


cctggctgca 


cacatgcctg 


100 


gcccaccatg 


acccctccct 


cagggggcac 


ccccacagtc 


acggtacccc 


150 


acactgctac 


tcggctgagg 


aactgcccct 


cggccaggcc 


cccccacacc 


200 


tgctggctcg 


aggtgccaag 


tgggggcagg 


ctttgcctgt 


agccctggtg 


250 


tccagcctgg 


aggcagcaag 


ccacaggggg 


aggcacgaga 


ggccctcagc 


300 


tacgacccag 


tgcccggtgc 


tgcggccgga 


ggaggtgttg gaggcagaca 


350 


cccaccagcg 


ctccatctca 


ccctggagat 


accgtgtgga 


cacggatgag 


400 


gaccgctatc 


cacagaagct 


ggccttcgcc 


gagtgcctgt 


gcagaggctg 


450 


tatcgatgca 


cggacgggcc 


gcgagacagc 


tgcgctcaac 


tccgtgcggc 


500 


tgctccagag 


cctgctggtg 


ctgcgccgcc 


ggccctgctc 


ccgcgacggc 


550 


tcggggctcc 


ccacacctgg 


ggcctttgcc 


ttccacaccg 


agttcatcca 


600 


cgtccccgtc 


ggctgcacct 


gcgtgctgcc 


ccgttcagtg 


tgaccgccga 


650 
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ggccgtgggg cccctagact ggacacgtgt gctccccaga gggcaccccc 700 

tatttatgtg tatttattgt tatttatatg cctcccccaa cactaccctt 750 

ggggtctggg cattccccgt gtctggagga cagcccccca ctgttctcct 800 

catctccagc ctcagtagtt gggggtagaa ggagctcagc acctcttcca 850 

gcccttaaag ctgcagaaaa ggtgtcacac ggctgcctgt accttggctc 90 0 

cctgtcctgc tcccggcttc ccttacccta tcactggcct caggccccgc 950 

aggctgcctc ttcccaacct ccttggaagt acccctgttt cttaaacaat 1000 

tatttaagtg tacgtgtatt attaaactga tgaacacatc cccaaaa 1047 

;210> 448 
:211> 197 
:212> PRT 
;213> Homo Sapien 

:400> 448 

Met Thr Leu Leu Pro Gly Leu Leu Phe Leu Thr Trp Leu His Thr 
1 5 10 15 

Cys Leu Ala His His Asp Pro Ser Leu Arg Gly His Pro His Ser 
20 25 30 

His Gly Thr Pro His Cys Tyr Ser Ala Glu Glu Leu Pro Leu Gly 
35 40 45 

Gin Ala Pro Pro His Leu Leu Ala Arg Gly Ala Lys Trp Gly Gin 
50 55 60 

Ala Leu Pro Val Ala Leu Val Ser Ser Leu Glu Ala Ala Ser His 
65 70 75 

Arg Gly Arg His Glu Arg Pro Ser Ala Thr Thr Gin Cys Pro Val 
8 0 85 90 

Leu Arg Pro Glu Glu Val Leu Glu Ala Asp Thr His Gin Arg Ser 
95 100 105 

He Ser Pro Trp Arg Tyr Arg Val Asp Thr Asp Glu Asp Arg Tyr 
110 115 120 

Pro Gin Lys Leu Ala Phe Ala Glu Cys Leu Cys Arg Gly Cys He 
125 130 135 

Asp Ala Arg Thr Gly Arg Glu Thr Ala Ala Leu Asn Ser Val Arg 
140 145 150 

Leu Leu Gin Ser Leu Leu Val Leu Arg Arg Arg Pro Cys Ser Arg 
155 160 165 

Asp Gly Ser Gly Leu Pro Thr Pro Gly Ala Phe Ala Phe His Thr 
170 175 180 
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Glu Phe lie His Val Pro Val Gly Cys Thr Cys Val Leu Pro Arg 
185 190 195 



Ser Val 



<210> 449 
<211> 1690 
<212> DNA 
<213> Homo Sapien 



<400> 449 





tgcagagctt 


gtggaggcca 


tggggcgcgt 


cgtcgcggag 


ctcgtctcct 


50 




cgctgctggg 


gttgtggctg 


ttgctgtgca gctgcggatg ccccgagggc 


100 




gccgagctgc 


gtgctccgcc 


agataaaatc gcgattattg gagccggaat 


150 




tggtggcact 


tcagcagcct 


attacctgcg 


gcagaaattt 


gggaaagatg 


200 




tgaagataga 


cctgtttgaa 


agagaagagg 


tcgggggccg 


cctggctacc 


250 




atgatggtgc 


aggggcaaga 


atacgaggca 


ggaggttctg 


tcatccatcc 


300 


u 

r£ I 
: 

I %-\ 


tttaaatctg 


cacatgaaac 


gttttgtcaa agacctgggt 


ctctctgctg 


350 


ttcaggcctc 


tggtggccta 


ctggggatat 


ataatggaga gactctggta 


400 


*.rt" v ; 


tttgaggaga 


gcaactggtt 


cataattaac gtgattaaat 


tagtttggcg 


450 


m 


ctatggattt 


caatccctcc 


gtatgcacat 


gtgggtagag gacgtgttag 


500 




acaagttcat 


gaggatctac 


cgctaccagt 


ctcatgacta 


tgccttcagt 


550 


Li, 


agtgtcgaaa 


aattacttca 


tgctctagga 


ggagatgact 


tccttggaat 


600 


I fx 


gcttaatcga 


acacttcttg 


aaaccttgca 


aaaggccggc 


ttttctgaga 


650 




agttcctcaa 


tgaaatgatt 


gctcctgtta tgagggtcaa ttatggccaa 


700 




agcacggaca 


tcaatgcctt 


tgtgggggcg gtgtcactgt 


cctgttctga 


750 




ttctggcctt 


tgggcagtag 


aaggtggcaa 


taaacttgtt 


tgctcagggc 


800 




ttctgcaggc 


atccaaaagc 


aatcttatat 


ctggctcagt 


aatgtacatc 


850 




gaggagaaaa 


caaagaccaa 


gtacacagga 


aatccaacaa 


agatgtatga 


900 




agtggtctac 


caaattggaa 


ctgagactcg 


ttcagacttc 


tatgacatcg 


950 




tcttggtggc 


cactccgttg 


aatcgaaaaa 


tgtcgaatat 


tacttttctc 


1000 




aactttgatc 


ctccaattga 


ggaattccat 


caatattatc 


aacatatagt 


1050 




gacaacttta 


gttaaggggg 


aattgaatac 


atctatcttt 


agctctagac 


1100 




ccatagataa 


atttggcctt 


aatacagttt 


taaccactga 


taattcagat 


1150 
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ttgttcatta acagtattgg gattgtgccc tctgtgagag aaaaggaaga 1200 

tcctgagcca tcaacagatg gaacatatgt ttggaagatc ttttcccaag 1250 

aaactcttac taaagcacaa attttaaagc tctttctgtc ctatgattat 13 00 

gctgtgaaga agccatggct tgcatatcct cactataagc ccccggagaa 1350 

atgcccctct atcattctcc atgatcgact ttattacctc aatggcatag 1400 

agtgtgcagc aagtgccatg gagatgagtg ccattgcagc ccacaacgct 1450 

gcactccttg cctatcaccg ctggaacggg cacacagaca tgattgatca 1500 

ggatggctta tatgagaaac ttaaaactga actatgaagt gacacactcc 1550 

tttttcccct cctagttcca aatgactatc agtggcaaaa aagaacaaaa 1600 

tctgagcaga gatgattttg aaccagatat tttgccatta tcattgttta 1650 

ataaaagtaa tccctgctgg tcataggaaa aaaaaaaaaa 1690 

<210> 450 
<211> 505 
<212> PRT 
<213> Homo Sapien 

<400> 450 

Met Gly Arg Val Val Ala Glu Leu Val Ser Ser Leu Leu Gly Leu 
1 5 10 15 

Trp Leu Leu Leu Cys Ser Cys Gly Cys Pro Glu Gly Ala Glu Leu 
20 25 30 

Arg Ala Pro Pro Asp Lys lie Ala He He Gly Ala Gly He Gly 
35 40 45 

Gly Thr Ser Ala Ala Tyr Tyr Leu Arg Gin Lys Phe Gly Lys Asp 
50 55 60 

Val Lys He Asp Leu Phe Glu Arg Glu Glu Val Gly Gly Arg Leu 
65 70 75 

Ala Thr Met Met Val Gin Gly Gin Glu Tyr Glu Ala Gly Gly Ser 
80 85 90 

Val He His Pro Leu Asn Leu His Met Lys Arg Phe Val Lys Asp 
95 100 105 

Leu Gly Leu Ser Ala Val Gin Ala Ser Gly Gly Leu Leu Gly He 
110 115 120 

Tyr Asn Gly Glu Thr Leu Val Phe Glu Glu Ser Asn Trp Phe He 
125 130 135 

He Asn Val He Lys Leu Val Trp Arg Tyr Gly Phe Gin Ser Leu 
140 145 150 
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Arg Met His Met Trp Val Glu Asp Val Leu Asp Lys Phe Met Arg 
155 160 165 

lie Tyr Arg Tyr Gin Ser His Asp Tyr Ala Phe Ser Ser Val Glu 
170 175 180 

Lys Leu Leu His Ala Leu Gly Gly Asp Asp Phe Leu Gly Met Leu 
185 190 195 

Asn Arg Thr Leu Leu Glu Thr Leu Gin Lys Ala Gly Phe Ser <51u 
200 205 210 

Lys Phe Leu Asn Glu Met He Ala Pro Val Met Arg Val Asn Tyr 
215 220 225 

Gly Gin Ser Thr Asp He Asn Ala Phe Val Gly Ala Val Ser Leu 
230 235 240 

Ser Cys Ser Asp Ser Gly Leu Trp Ala Val Glu Gly Gly Asn Lys 
245 250 255 

Leu Val Cys Ser Gly Leu Leu Gin Ala Ser Lys Ser Asn Leu He 
260 265 270 

Ser Gly Ser Val Met Tyr He Glu Glu Lys Thr Lys Thr Lys Tyr 
275 280 285 

Thr Gly Asn Pro Thr Lys Met Tyr Glu Val Val Tyr Gin He Gly 
290 295 300 

Thr Glu Thr Arg Ser Asp Phe Tyr Asp He Val Leu Val Ala Thr 
305 " 310 315 

Pro Leu Asn Arg Lys Met Ser Asn He Thr Phe Leu Asn Phe Asp 
320 325 330 

Pro Pro He Glu Glu Phe His Gin Tyr Tyr Gin His He Val Thr 
335 340 345 

Thr Leu Val Lys Gly Glu Leu Asn Thr Ser He Phe Ser Ser Arg 
350 355 360 

Pro He Asp Lys Phe Gly Leu Asn Thr Val Leu Thr Thr Asp Asn 
365 370 375 

Ser Asp Leu Phe He Asn Ser He Gly He Val Pro Ser Val Arg 
380 385 390 

Glu Lys Glu Asp Pro Glu Pro Ser Thr Asp Gly Thr Tyr Val Trp 
395 400 405 

Lys He Phe Ser Gin Glu Thr Leu Thr Lys Ala Gin He Leu Lys 
410 415 420 

Leu Phe Leu Ser Tyr Asp Tyr Ala Val Lys Lys Pro Trp Leu Ala 
425 430 435 

Tyr Pro His Tyr Lys Pro Pro Glu Lys Cys Pro Ser He He Leu 
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440 445 450 

His Asp Arg Leu Tyr Tyr Leu Asn Gly lie Glu Cys Ala Ala Ser 
455 460 465 

Ala Met Glu Met Ser Ala He Ala Ala His Asn Ala Ala Leu Leu 
470 475 480 

Ala Tyr His Arg Trp Asn Gly His Thr Asp Met He Asp Gin Asp 
485 490 495 

Gly Leu Tyr Glu Lys Leu Lys Thr Glu Leu 
500 505 

c210> 451 

c211> 1743 , 

c212> PRT 

c213> Homo Sapien 

c400> 451 

Cys Ala Ala Cys Cys Ala Thr Gly Cys Ala Ala Gly Gly Ala Cys 
15 10 15 

Ala Gly Gly Gly Cys Ala Gly Gly Ala Gly Ala Ala Gly Ala Gly 
20 25 30 

Gly Ala Ala Cys Cys Thr Gly Cys Ala Ala Ala Gly Ala Cys Ala 
35 40 45 

Thr Ala Thr Thr Thr Thr Gly Thr Thr Cys Cys Ala Ala Ala Ala 
50 55 60 

Thr Gly Gly Cys Ala Thr Cys Thr Thr Ala Cys Cys Thr Thr Thr 
65 70 75 

Ala Thr Gly Gly Ala Gly Thr Ala Cys Thr Cys Thr Thr Thr Gly 
80 85 90 

Cys Thr Gly Thr Thr Gly Gly Cys Cys Thr Cys Thr Gly Thr Gly 
95 100 105 

Cys Thr Cys Cys Ala Ala Thr Cys Thr Ala Cys Thr Gly Thr Gly 
110 115 120 

Thr Gly Thr Cys Cys Cys Cys Gly Gly Cys Cys Ala Ala Thr Gly 
125 130 135 

Cys Cys Cys Cys Cys Ala Gly Thr Gly Cys Ala Thr Ala Cys Cys 
140 145 150 

Cys Cys Cys Gly Cys Cys Cys Thr Thr Cys Cys Thr Cys Cys Ala 
155 160 165 

Cys Ala Ala Ala Gly Ala Gly Cys Ala Cys Cys Cys Cys Thr Gly 
170 175 180 

Cys Cys Thr Cys Ala Cys Ala Gly Gly Thr Gly Thr Ala Thr Thr 
185 190 195 
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Cys Cys Cys Thr Cys Ala Ala Cys Ala Cys Cys Gly Ala Cys Thr 
200 205 210 



Thr Thr Gly Cys Cys Thr Thr Cys Cys Gly Cys Cys Thr Ala Thr 
215 220 225 

Ala Cys Cys Gly Cys Ala Gly Gly Cys Thr Gly Gly Thr Thr Thr 
230 235 240 

Thr Gly Gly Ala Gly Ala Cys Cys Cys Cys Gly Ala Gly Thr Cys 
245 250 255 

Ala Gly Ala Ala Cys Ala Thr Cys Thr Thr Cys Thr Thr Cys Thr 
260 265 270 

Cys Cys Cys Cys Thr Gly Thr ' Gly Ala Gly Thr Gly Thr Cys Thr 
275 280 285 

Cys Cys Ala Cys Thr Thr Cys Cys Cys Thr Gly Gly Cys Cys Ala 
290 295 300 

Thr Gly Cys Thr Cys Thr Cys Cys Cys Thr Thr Gly Gly Gly Gly 
305 310 315 

Cys Cys Cys Ala Cys Thr Cys Ala Gly Thr Cys Ala Cys Cys Ala 
320 325 330 

Ala Gly Ala Cys Cys Cys Ala Gly Ala Thr Thr Cys Thr Cys Cys 
335 340 345 

Ala Gly Gly Gly Cys Cys Thr Gly Gly Gly Cys Thr Thr Cys Ala 
350 355 360 

Ala Cys Cys Thr Cys Ala Cys Ala Cys Ala Cys Ala Cys Ala Cys 
365 370 375 

Cys Ala Gly Ala Gly Thr Cys Thr Gly Cys Cys Ala Thr Cys Cys 
380 385 390 

Ala Cys Cys Ala Gly Gly Gly Cys Thr Thr Cys Cys Ala Gly Cys 
395 400 405 

Ala Cys Cys Thr Gly Gly Thr Thr Cys Ala Cys Thr Cys Ala Cys 
410 415 420 

Thr Gly Ala Cys Thr Gly Thr Thr Cys Cys Cys Ala Gly Cys Ala 
425 430 435 

Ala Ala Gly Ala Cys Cys Thr Gly Ala Cys Cys Thr Thr Gly Ala 
440 445 450 

Ala Gly Ala Thr Gly Gly Gly Ala Ala Gly Thr Gly Cys Cys Cys 
455 460 465 

Thr Cys Thr Thr Cys Gly Thr Cys Ala Ala Gly Ala Ala Gly Gly 
470 475 480 

Ala Gly Cys Thr Gly Cys Ala Gly Cys Thr Gly Cys Ala Gly Gly 
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485 



490 



495 



Cys Ala Ala Ala Thr Thr Thr Cys Thr Thr Gly Gly Gly Cys Ala 
500 505 510 

Ala Thr Gly Thr Cys Ala Ala Gly Ala Gly Gly Cys Thr Gly Thr 
515 520 525 

Ala Thr Gly Ala Ala Gly Cys Ala Gly Ala Ala Gly Thr Cys Thr 
530 535 540 

Thr Thr Thr Cys Thr Ala Cys Ala Gly Ala Thr Thr Thr Cys Thr 
545 550 555 

Cys Cys Ala Ala Cys Cys Cys Cys Thr Cys Cys Ala Thr Thr Gly 
560 565 570 

Cys Cys Cys Ala Gly Gly Cys Gly Ala Gly Gly Ala Thr Cys Ala 
575 580 585 

Ala Cys Ala Gly Cys Cys Ala Thr Gly Thr Gly Ala Ala Ala Ala 
590 595 600 

Ala Gly Ala Ala Gly Ala Cys Cys Cys Ala Ala Gly Gly Gly Ala 
605 610 615 

Ala Gly Gly Thr Thr Gly Thr Ala Gly Ala Cys Ala Thr Ala Ala 
620 * 625 630 

Thr Cys Cys Ala Ala Gly Gly Cys Cys Thr Thr Gly Ala Cys Cys 
635 640 645 

Thr Thr Cys Thr Gly Ala Cys Gly Gly Cys Cys Ala Thr Gly Gly 
650 655 660 

Thr Thr Cys Thr Gly Gly Thr Gly Ala Ala Thr Cys Ala Cys Ala 
665 * 670 675 

Thr Thr Thr Thr Cys Thr Thr Thr Ala Ala Ala Gly Cys Cys Ala 
680 685 690 

Ala Gly Thr Gly Gly Gly Ala Gly Ala Ala Gly Cys Cys Cys Thr 
695 700 705 

Thr Thr Cys Ala Cys Cys Thr Thr Gly Ala Ala Thr Ala Thr Ala 
710 715 720 

Cys Ala Ala Gly Ala Ala Ala Gly Ala Ala Cys Thr Thr Cys Cys 
725 730 735 

Cys Ala Thr Thr Cys Cys Thr Gly Gly Thr Gly Gly Gly Cys Gly 
740 745 750 

Ala Gly Cys Ala Gly Gly Thr Cys Ala Cys Thr Gly Thr Gly Cys 
755 760 765 



Ala Ala Gly Thr Cys Cys Cys Cys Ala Thr Gly Ala Thr Gly Cys 
770 775 780 
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Ala Cys Cys Ala Gly Ala Ala Ala Gly Ala Gly Cys Ala Gly Thr 
785 790 795 

Thr Cys Gly Cys Thr Thr Thr Thr Gly Gly Gly Gly Thr Gly Gly 
800 805 810 

Ala Thr Ala Cys Ala Gly Ala Gly Cys Thr Gly Ala Ala Cys Thr 
815 820 825 

Gly Cys Thr Thr Thr Gly Thr Gly Cys Thr Gly Cys Ala Gly Ala 
830 835 840 

Thr Gly Gly Ala Thr Thr Ala Cys Ala Ala Gly Gly Gly Ala Gly 
845 850 855 

Ala Thr Gly Cys Cys Gly Thr Gly Gly Cys Cys Thr Thr Cys Thr 
860 865 870 

Thr Thr Gly Thr Cys Cys Thr Cys Cys Cys Thr Ala Gly Cys Ala 
875 880 885 

Ala Gly Gly Gly Cys Ala Ala Gly Ala Thr Gly Ala Gly Gly Cys 
890 895 900 

Ala Ala Cys Thr Gly Gly Ala Ala Cys Ala Gly Gly Cys Cys Thr 
905 910 915 

Thr Gly Thr Cys Ala Gly Cys Cys Ala Gly Ala Ala Cys Ala Cys 
920 925 930 

Thr Gly Ala Thr Ala Ala Ala Gly Thr Gly Gly Ala Gly Cys Cys 
935 940 945 

Ala Cys Thr Cys Ala Cys Thr Cys Cys Ala Gly Ala Ala Ala Ala 
950 955 960 

Gly Gly Thr Gly Gly Ala Thr Ala Gly Ala Gly Gly Thr Gly Thr 
96 5 970 975 

Thr Cys Ala Thr Cys Cys Cys Cys Ala Gly Ala Thr Thr Thr Thr 
980 985 990 

Cys Cys Ala Thr Thr Thr Cys Thr Gly Cys Cys Thr Cys Cys Thr 
995 1000 1005 

Ala Cys Ala Ala Thr Cys Thr Gly Gly Ala Ala Ala Cys Cys Ala 
1010 1015 1020 

Thr Cys Cys Thr Cys Cys Cys Gly Ala Ala Gly Ala Thr Gly Gly 
1025 " 1030 1035 

Gly Cys Ala Thr Cys Cys Ala Ala Ala Ala Thr Gly Cys Cys Thr 
1040 1045 1050 

Thr Thr Gly Ala Cys Ala Ala Ala Ala Ala Thr Gly Cys Thr Gly 
1055 1060 1065 

Ala Thr Thr Thr Thr Thr Cys Thr Gly Gly Ala Ala Thr Thr Gly 
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1070 1075 1080 

Cys Ala Ala Ala Gly Ala Gly Ala Gly Ala Cys Thr Cys Cys Cys 
1085 1090 1095 

Thr Gly Cys Ala Gly Gly Thr Thr Thr Cys Thr Ala Ala Ala Gly 
1100 1105 1110 

Cys Ala Ala Cys Cys Cys Ala Cys Ala Ala Gly Gly Cys Thr Gly 
1115 1120 1125 

Thr Gly Cys Thr Gly Gly Ala Thr Gly Thr Cys Ala Gly Thr Gly 
1130 1135 1140 

Ala Ala Gly Ala Gly Gly Gly Cys Ala Cys Thr Gly Ala Gly Gly 
1145 1150 1155 

Cys Cys Ala Cys Ala Gly Cys Ala Gly Cys Thr Ala Cys Cys Ala 
1160 1165 1170 

Cys Cys Ala Cys Cys Ala Ala Gly Thr Thr Cys Ala Thr Ala Gly 
1175 1180 1185 

Thr Cys Cys Gly Ala Thr Cys Gly Ala Ala Gly Gly Ala Thr Gly 
1190 1195 1200 

Gly Thr Cys Cys Cys Thr Cys Thr Thr Ala Cys Thr Thr Cys Ala 
1205 1210 1215 

Cys Thr Gly Thr Cys Thr Cys Cys Thr Thr Cys Ala Ala Thr Ala 
1220 1225 1230 

Gly Gly Ala Cys Cys Thr Thr Cys Cys Thr Gly Ala Thr Gly Ala 
1235 1240 1245 

Thr Gly Ala Thr Thr Ala Cys Ala Ala Ala Thr Ala Ala Ala Gly 
1250 1255 1260 

Cys Cys Ala Cys Ala Gly Ala Cys Gly Gly Thr Ala Thr Thr Cys 
1265 1270 1275 

Thr Cys Thr Thr Thr Cys Thr Ala Gly Gly Gly Ala Ala Ala Gly 
1280 1285 1290 

Thr Gly Gly Ala Ala Ala Ala Thr Cys Cys Cys Ala Cys Thr Ala 
1295 1300 1305 

Ala Ala Thr Cys Cys Thr Ala Gly Gly Thr Gly Gly Gly Ala Ala 
1310 1315 1320 

Ala Thr Gly Gly Cys Cys Thr Gly Thr Thr Ala Ala Cys Thr Gly 
1325 ~ 1330 1335 

Ala Thr Gly Gly Cys Ala Cys Ala Thr Thr Gly Cys Thr Ala Ala 
1340 1345 1350 

Thr Gly Cys Ala Cys Ala Ala Gly Ala Ala Ala Thr Ala Ala Cys 
1355 1360 1365 
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Ala Ala Ala Cys Cys Ala Cys Ala Thr Cys Cys Cys Thr Cys Thr 
1370 1375 1380 

Thr Thr Cys Thr Gly Thr Thr Cys Thr Gly Ala Gly Gly Gly Thr 
1385 1390 1395 

Gly Cys Ala Thr Thr Thr Gly Ala Cys Cys Cys Cys Ala Gly Thr 
1400 1405 1410 

Gly Gly Ala Gly Cys Thr Gly Gly Ala Thr Thr Cys Gly Cys Thr 
1415 1420 1425 

Gly Gly Cys Ala Gly Gly Gly Ala Thr Gly Cys Cys Ala Cys Thr 
1430 1435 1440 

Thr Cys Cys Ala Ala Gly Gly Cys Thr Cys Ala Ala Thr Cys Ala 
1445 1450 1455 

Cys Cys Ala Ala Ala Cys Cys Ala Thr Cys Ala Ala Cys Ala Gly 
1460 1465 1470 

Gly Gly Ala Cys Cys Cys Cys Ala Gly Thr Cys Ala Cys Ala Ala 
1475 1480 1485 

Gly Cys Cys Ala Ala Cys Ala Cys Cys Cys Ala Thr Thr Ala Ala 
1490 1495 1500 

Cys Cys Cys Cys Ala Gly Thr Cys Ala Gly Thr Gly Cys Cys Cys 
1505 1510 1515 

Thr Thr Thr Thr Cys Cys Ala Cys Ala Ala Ala Thr Thr Cys Thr 
1520 1525 1530 

Cys Cys Cys Ala Gly Gly Thr Ala Ala Cys Thr Ala Gly Cys Thr 
1535 " 1540 1545 

Thr Cys Ala Thr Gly Gly Gly Ala Thr Gly Thr Thr Gly Cys Thr 
1550 1555 1560 

Gly Gly Gly Thr Thr Ala Cys Cys Ala Thr Ala Thr Thr Thr Cys 
1565 1570 1575 

Cys Ala Thr Thr Cys Cys Thr Thr Gly Gly Gly Gly Cys Thr Cys 
1580 1585 1590 

Cys Cys Ala Gly Gly Ala Ala Thr Gly Gly Ala Ala Ala Thr Ala 
1595 1600 1605 

Cys Gly Cys Cys Ala Ala Cys Cys Cys Ala Gly Gly Thr Thr Ala 
1610 1615 1620 

Gly Gly Cys Ala Cys Cys Thr Cys Thr Ala Thr Thr Gly Cys Ala 
1625 1630 1635 

Gly Ala Ala Thr Thr Ala Cys Ala Ala Thr Ala Ala Cys Ala Cys 
1640 1645 1650 

Ala Thr Thr Cys Ala Ala Thr Ala Ala Ala Ala Cys Thr Ala Ala 
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1655 1660 1665 

Ala Ala Thr Ala Thr Gly Ala Ala Thr Thr Cys Ala Ala Ala Ala 
1670 1675 1680 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 
1685 1690 1695 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 
1700 1705 1710 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 
1715 1720 1725 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 
1730 1735 1740 

Ala Ala Ala 



<210> 452 
<211> 417 
<212> PRT 
<213> Homo Sapien 

<400> 452 

Met Ala Ser Tyr Leu Tyr Gly Val Leu Phe Ala Val Gly Leu Cys 
1 ~ 5 10 15 

Ala Pro He Tyr Cys Val Ser Pro Ala Asn Ala Pro Ser Ala Tyr 
20 25 30 

Pro Arg Pro Ser Ser Thr Lys Ser Thr Pro Ala Ser Gin Val Tyr 
35 40 45 

Ser Leu Asn Thr Asp Phe Ala Phe Arg Leu Tyr Arg Arg Leu Val 
50 55 60 

Leu Glu Thr Pro Ser Gin Asn He Phe Phe Ser Pro Val Ser Val 
65 70 75 

Ser Thr Ser Leu Ala Met Leu Ser Leu Gly Ala His Ser Val Thr 
80 85 90 

Lys Thr Gin He Leu Gin Gly Leu Gly Phe Asn Leu Thr His Thr 
95 100 105 

Pro Glu Ser Ala He His Gin Gly Phe Gin His Leu Val His Ser 
110 115 120 

Leu Thr Val Pro Ser Lys Asp Leu Thr Leu Lys Met Gly Ser Ala 
125 130 135 

Leu Phe Val Lys Lys Glu Leu Gin Leu Gin Ala Asn Phe Leu Gly 
140 145 150 

Asn Val Lys Arg Leu Tyr Glu Ala Glu Val Phe Ser Thr Asp Phe 
155 160 165 
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Ser Asn Pro Ser He Ala Gin Ala Arg He Asn Ser His Val Lys 
170 175 180 

Lys Lys Thr Gin Gly Lys Val Val Asp He He Gin Gly Leu Asp 
185 190 195 

Leu Leu Thr Ala Met Val Leu Val Asn His He Phe Phe Lys Ala 
200 205 210 

Lys Trp Glu Lys Pro Phe His Leu Glu Tyr Thr Arg Lys Asn Phe 
215 220 225 

Pro Phe Leu Val Gly Glu Gin Val Thr Val Gin Val Pro Met Met 
230 235 240 

His Gin Lys Glu Gin Phe Ala Phe Gly Val Asp Thr Glu Leu Asn 
245 250 255 

Cys Phe Val Leu Gin Met Asp Tyr Lys Gly Asp Ala Val Ala Phe 
260 265 270 

Phe Val Leu Pro Ser Lys Gly Lys Met Arg Gin Leu Glu Gin Ala 
275 " 280 285 

Leu Ser Ala Arg Thr Leu He Lys Trp Ser His Ser Leu Gin Lys 
290 . 295 300 

Arg Trp He Glu Val Phe He Pro Arg Phe Ser He Ser Ala Ser 
305 310 315 

Tyr Asn Leu Glu Thr He Leu Pro Lys Met Gly He Gin Asn Ala 
320 325 330 

Phe Asp Lys Asn Ala Asp Phe Ser Gly He Ala Lys Arg Asp Ser 
335 340 345 

Leu Gin Val Ser Lys Ala Thr His Lys Ala Val Leu Asp Val Ser 
350 355 360 

Glu Glu Gly Thr Glu Ala Thr Ala Ala Thr Thr Thr Lys Phe He 
365 370 375 

Val Arg Ser Lys Asp Gly Pro Ser Tyr Phe Thr Val Ser Phe Asn 
380 385 390 

Arg Thr Phe Leu Met Met He Thr Asn Lys Ala Thr Asp Gly He 
395 400 405 

Leu Phe Leu Gly Lys Val Glu Asn Pro Thr Lys Ser 
410 415 

<210> 453 

<211> 3781 

<212> DNA 

<213> Homo Sapien 

<400> 453 

ctccgggtcc ccaggggctg cgccgggccg gcctggcaag ggggacgagt 50 
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cagtggacac tccaggaaga gcggccccgc ggggggcgat gaccgtgcgc 100 
tgaccctgac tcactccagg tccggaggcg ggggcccccg gggcgactcg 150 
ggggcggacc gcggggcgga gctgccgccc gtgagtccgg ccgagccacc 200 
tgagcccgag ccgcgggaca ccgtcgctcc tgctctccga atgctgcgca 250 
ccgcgatggg cctgaggagc tggctcgccg ccccatgggg cgcgctgccg 3 00 
cctcggccac cgctgctgct gctcctgctg ctgctgctcc tgctgcagcc 3 50 
gccgcctccg acctgggcgc tcagcccccg gatcagcctg cctctgggct 400 
ctgaagagcg gccattcctc agattcgaag ctgaacacat ctccaactac 450 
acagcccttc tgctgagcag ggatggcagg accctgtacg tgggtgctcg 500 
agaggccctc tttgcactca gtagcaacct cagcttcctg ccaggcgggg 550 
agtaccagga gctgctttgg ggtgcagacg cagagaagaa acagcagtgc 600 
agcttcaagg gcaaggaccc acagcgcgac tgtcaaaact acatcaagat 650 
cctcctgccg ctcagcggca gtcacctgtt cacctgtggc acagcagcct 700 
tcagccccat gtgtacctac atcaacatgg agaacttcac cctggcaagg 750 
gacgagaagg ggaatgtcct cctggaagat ggcaagggcc gttgtccctt 800 
cgacccgaat ttcaagtcca ctgccctggt ggttgatggc gagctctaca 850 
ctggaacagt cagcagcttc caagggaatg acccggccat ctcgcggagc 900 
caaagccttc gccccaccaa gaccgagagc tccctcaact ggctgcaaga 950 
cccagctttt gtggcctcag cctacattcc tgagagcctg ggcagcttgc 1000 
aaggcgatga tgacaagatc tactttttct tcagcgagac tggccaggaa 1050 
tttgagttct ttgagaacac cattgtgtcc cgcattgccc gcatctgcaa 1100 
gggcgatgag ggtggagagc gggtgctaca gcagcgctgg acctccttcc 115 0 
tcaaggccca gctgctgtgc tcacggcccg acgatggctt ccccttcaac 12 00 
gtgctgcagg atgtcttcac gctgagcccc agcccccagg actggcgtga 12 50 
cacccttttc tatggggtct tcacttccca gtggcacagg ggaactacag 1300 
aaggctctgc cgtctgtgtc ttcacaatga aggatgtgca gagagtcttc 1350 
agcggcctct acaaggaggt gaaccgtgag acacagcagt ggtacaccgt 14 00 
gacccacccg gtgcccacac cccggcctgg agcgtgcatc accaacagtg 1450 
cccgggaaag gaagatcaac tcatccctgc agctcccaga ccgcgtgctg 1500 
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aacttcctca aggaccactt cctgatggac gggcaggtcc gaagccgcat 1550 
gctgctgctg cagccccagg ctcgctacca gcgcgtggct gtacaccgcg 1600 
tccctggcct gcaccacacc tacgatgtcc tcttcctggg cactggtgac 1650 
ggccggctcc acaaggcagt gagcgtgggc ccccgggtgc acatcattga 1700 
ggagctgcag atcttctcat cgggacagcc cgtgcagaat ctgctcctgg 1750 
acacccacag ggggctgctg tatgcggcct cacactcggg cgtagtccag 1800 
gtgcccatgg ccaactgcag cctgtaccgg agctgtgggg actgcctcct 1850 
cgcccgggac ccctactgtg cttggagcgg ctccagctgc aagcacgtca 1900 
gcctctacca gcctcagctg gccaccaggc cgtggatcca ggacatcgag 1950 
ggagccagcg ccaaggacct ttgcagcgcg tcttcggttg tgtccccgtc 2000 
ttttgtacca acaggggaga agccatgtga gcaagtccag ttccagccca 2050 
acacagtgaa cactttggcc tgcccgctcc tctccaacct ggcgacccga 2100 
ctctggctac gcaacggggc ccccgtcaat gcctcggcct cctgccacgt 2150 
gctacccact ggggacctgc tgctggtggg cacccaacag ctgggggagt 2200 
tccagtgctg gtcactagag gagggcttcc agcagctggt agccagctac 2250 
tgcccagagg tggtggagga cggggtggca gaccaaacag atgagggtgg 23 00 
cagtgtaccc gtcattatca gcacatcgcg tgtgagtgca ccagctggtg 2350 
gcaaggccag ctggggtgca gacaggtcct actggaagga gttcctggtg 2400 
atgtgcacgc tctttgtgct ggccgtgctg ctcccagttt tattcttgct 2450 
ctaccggcac cggaacagca tgaaagtctt cctgaagcag ggggaatgtg 2500 
ccagcgtgca ccccaagacc tgccctgtgg tgctgccccc tgagacccgc 2550 
ccactcaacg gcctagggcc ccctagcacc ccgctcgatc accgagggta 2600 
ccagtccctg tcagacagcc ccccgggggc ccgagtcttc actgagtcag 2650 
agaagaggcc actcagcatc caagacagct tcgtggaggt atccccagtg 2700 
tgcccccggc cccgggtccg ccttggctcg gagatccgtg actctgtggt 2750 
gtgagagctg acttccagag gacgctgccc tggcttcagg ggctgtgaat 2800 
gctcggagag ggtcaactgg acctcccctc cgctctgctc ttcgtggaac 2850 
acgaccgtgg tgcccggccc ttgggagcct tggagccagc tggcctgctg 2 900 
ctctccagtc aagtagcgaa gctcctacca cccagacacc caaacagccg 2950 
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tggccccaga 


ggtcctggcc 


aaatatgggg 


gcctgcctag 


gttggtggaa 


3000 


cagtgctcct 


tatgtaaact 


gagccctttg 


tttaaaaaac 


aattccaaat 


3050 


gtgaaactag 


aatgagaggg 


aagagatagc 


atggcatgca 


gcacacacgg 


3100 


ctgctccagt 


tcatggcctc 


ccaggggtgc 


tggggatgca 


tccaaagtgg 


3150 


ttgtctgaga 


cagagttgga 


aaccctcacc 


aactggcctc 


ttcaccttcc 


3200 


acattatccc 


gctgccaccg 


gctgccctgt 


ctcactgcag 


attcaggacc 


3250 


agcttgggct 


gcgtgcgttc 


tgccttgcca 


gtcagccgag 


gatgtagttg 


3300 


ttgctgccgt 


cgtcccacca 


cctcagggac 


cagagggcta 


ggttggcact 


3350 


gcggccctca 


ccaggtcctg 


ggctcggacc 


caactcctgg 


acctttccag 


3400 


cctgtatcag 


gctgtggcca 


cacgagagga 


cagcgcgagc 


tcaggagaga 


3450 


tttcgtgaca 


atgtacgcct 


ttccctcaga 


attcagggaa 


gagactgtcg 


3500 


cctgccttcc 


tccgttgttg 


cgtgagaacc 


cgtgtgcccc 


ttcccaccat 


3550 


atccaccctc 


gctccatctt 


tgaactcaaa 


cacgaggaac 


taactgcacc 


3600 


ctggtcctct 


ccccagtccc 


cagttcaccc 


tccatccctc 


accttcctcc 


3650 


actctaaggg 


atatcaacac 


tgcccagcac 


aggggccctg 


aatttatgtg 


3700 


gtttttatac 


attttttaat 


aagatgcact 


ttatgtcatt 


ttttaataaa 


3750 


gtctgaagaa 


ttactgttta 


aaaaaaaaaa 


a 3781 







~T <2io> 454 

<211> 837 
<212> PRT 
ffj <213> Homo Sapien 

r| <400> 454 

* M Met Leu Arg Thr Ala Met Gly Leu Arg Ser Trp Leu Ala Ala Pro 

15 10 15 

Trp Gly Ala Leu Pro Pro Arg Pro Pro Leu Leu Leu Leu Leu Leu 

20 25 30 

Leu Leu Leu Leu Leu Gin Pro Pro Pro Pro Thr Trp Ala Leu Ser 

35 40 45 

Pro Arg lie Ser Leu Pro Leu Gly Ser Glu Glu Arg Pro Phe Leu 

50 55 60 

Arg Phe Glu Ala Glu His He Ser Asn Tyr Thr Ala Leu Leu Leu 

65 70 75 

Ser Arg Asp Gly Arg Thr Leu Tyr Val Gly Ala Arg Glu Ala Leu 

80 85 90 
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Phe Ala Leu Ser Ser Asn Leu Ser Phe Leu Pro Gly Gly Glu Tyr 
95 100 105 

Gin Glu Leu Leu Trp Gly Ala Asp Ala Glu Lys Lys Gin Gin Cys 
110 115 120 

Ser Phe Lys Gly Lys Asp Pro Gin Arg Asp Cys Gin Asn Tyr lie 
125 130 135 

Lys lie Leu Leu Pro Leu Ser Gly Ser His Leu Phe Thr Cys Gly 
140 145 150 

Thr Ala Ala Phe Ser Pro Met Cys Thr Tyr lie Asn Met Glu Asn 
155 160 165 

Phe Thr Leu Ala Arg Asp Glu Lys Gly Asn Val Leu Leu Glu Asp 
170 175 180 

Gly Lys Gly Arg Cys Pro Phe Asp Pro Asn Phe Lys Ser Thr Ala 
185 190 195 

Leu Val Val Asp Gly Glu Leu Tyr Thr Gly Thr Val Ser Ser Phe 
200 205 210 

Gin Gly Asn Asp Pro Ala lie Ser Arg Ser Gin Ser Leu Arg Pro 
215 220 225 

Thr Lys Thr Glu Ser Ser Leu Asn Trp Leu Gin Asp Pro Ala Phe 
230 235 240 

Val Ala Ser Ala Tyr lie Pro Glu Ser Leu Gly Ser Leu Gin Gly 
245 250 255 

Asp Asp Asp Lys lie Tyr Phe Phe Phe Ser Glu Thr Gly Gin Glu 
260 * 265 270 

Phe Glu Phe Phe Glu Asn Thr He Val Ser Arg He Ala Arg He 
275 280 285 



ST5 Cys Lys Gly Asp Glu Gly Gly Glu Arg Val Leu Gin Gin Arg Trp 
lu * 2 90 2 95 3 00 

Thr Ser Phe Leu Lys Ala Gin Leu Leu Cys Ser Arg Pro Asp Asp 
305 310 315 

Gly Phe Pro Phe Asn Val Leu Gin Asp Val Phe Thr Leu Ser Pro 
320 325 330 

Ser Pro Gin Asp Trp Arg Asp Thr Leu Phe Tyr Gly Val Phe Thr 
335 340 345 

Ser Gin Trp His Arg Gly Thr Thr Glu Gly Ser Ala Val Cys Val 
350 " 355 360 

Phe Thr Met Lys Asp Val Gin Arg Val Phe Ser Gly Leu Tyr Lys 
365 370 375 

Glu Val Asn Arg Glu Thr Gin Gin Trp Tyr Thr Val Thr His Pro 
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380 385 390 

Val Pro Thr Pro Arg Pro Gly Ala Cys lie Thr Asn Ser Ala Arg 
395 400 405 

Glu Arg Lys lie Asn Ser Ser Leu Gin Leu Pro Asp Arg Val Leu 
410 415 420 

Asn Phe Leu Lys Asp His Phe Leu Met Asp Gly Gin Val Arg Ser 
425 430 435 

Arg Met Leu Leu Leu Gin Pro Gin Ala Arg Tyr Gin Arg Val Ala 
440 445 450 

Val His Arg Val Pro Gly Leu His His Thr Tyr Asp Val Leu Phe 
455 460 465 

Leu Gly Thr Gly Asp Gly Arg Leu His Lys Ala Val Ser Val Gly 
470 475 480 

Pro Arg Val His He He Glu Glu Leu Gin He Phe Ser Ser Gly 
485 490 495 

Gin Pro Val Gin Asn Leu Leu Leu Asp Thr His Arg Gly Leu Leu 
500 505 510 

Tyr Ala Ala Ser His Ser Gly Val Val Gin Val Pro Met Ala Asn 
515 520 525 

Cys Ser Leu Tyr Arg Ser Cys Gly Asp Cys Leu Leu Ala Arg Asp 
530 535 540 

Pro Tyr Cys Ala Trp Ser Gly Ser Ser Cys Lys His Val Ser Leu 
545 550 555 

Tyr Gin Pro Gin Leu Ala Thr Arg Pro Trp He Gin Asp He Glu 
560 565 570 

Gly Ala Ser Ala Lys Asp Leu Cys Ser Ala Ser Ser Val Val Ser 
575 580 585 

Pro Ser Phe Val Pro Thr Gly Glu Lys Pro Cys Glu Gin Val Gin 
590 595 600 

Phe Gin Pro Asn Thr Val Asn Thr Leu Ala Cys Pro Leu Leu Ser 
605 610 615 

Asn Leu Ala Thr Arg Leu Trp Leu Arg Asn Gly Ala Pro Val Asn 
620 625 630 

Ala Ser Ala Ser Cys His Val Leu Pro Thr Gly Asp Leu Leu Leu 
635 640 645 

Val Gly Thr Gin Gin Leu Gly Glu Phe Gin Cys Trp Ser Leu Glu 
650 655 660 

Glu Gly Phe Gin Gin Leu Val Ala Ser Tyr Cys Pro Glu Val Val 
665 670 675 
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Glu Asp Gly Val Ala 
680 

Val He He Ser Thr 
695 

Ala Ser Trp Gly Ala 
710 

Met Cys Thr Leu Phe 
725 

Leu Leu Tyr Arg His 
740 

Gly Glu Cys Ala Ser 
755 

Pro Pro Glu Thr Arg 
770 

Pro Leu Asp His Arg 
785 

Gly Ala Arg Val Phe 
800 

Gin Asp Ser Phe Val 
815 

Val Arg Leu Gly Ser 
830 

<210> 455 

<211> 1903 

<212> DNA 

<213> Homo Sapien 

<400> 455 



taagatgagg 


gcatccctca 


cgttcacacc 


cctggtggca 


tctgccagcc 


50 


ctgttctggg 


gacaaggcgg 


gctttcgtgg 


gagccatgct 


cagcctgcca 


100 


ggaagccaag 


ccctacagtg 


cagaggaaac 


agaatttcaa 


ogggaagctg 


150 


gtttgcttca 


taccattggg 


atctgctggt 


aaagctgtta 


tttgggttta 


200 


gggactgatc 


ccttgcagtt 


tacttctgga 


tcaccatgaa 


tggccaagat 


250 


ggtggcagaa 


cacgctgtgg 


accctgagtt 


agagacaatg 


caaatgttgg 


300 


attgggtgta 


attctttttg 


aatcccagat 


ccagtctgta 


cttgaatatg 


350 


agcagaagat 


ctacaagaat 


gctgacaggg 


aaccgtgtta 


agacccagca 


400 


cccctattcc 


caggagcttc 


tggcctgacc 


atctgcagcc 


aaagcactaa 


450 


cagggacaga 


tatgggaatg 


tccacctttg 


atccgcatcc 


tgcacaatag 


500 
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Asp Gin Thr Asp Glu Gly Gly Ser Val Pro 

685 690 

Ser Arg Val Ser Ala Pro Ala Gly Gly Lys 
700 705 

Asp Arg Ser Tyr Trp Lys Glu Phe Leu Val 
715 72 0 

Val Leu Ala Val Leu Leu Pro Val Leu Phe 
730 735 

Arg Asn Ser Met Lys Val Phe Leu Lys Gin 
745 750 

Val His Pro Lys Thr Cys Pro Val Val Leu 
760 765 

Pro Leu Asn Gly Leu Gly Pro Pro Ser Thr 
775 780 

Gly Tyr Gin Ser Leu Ser Asp Ser Pro Pro 
790 795 

Thr Glu Ser Glu Lys Arg Pro Leu Ser He 
805 810 

Glu Val Ser Pro Val Cys Pro Arg Pro Arg 
820 825 

Glu He Arg Asp Ser Val Val 
835 





tggtcccacc 


atggctgcca 


cttttttata 


ctatttggag 


aaaagacctt 


550 




gtataaattc 


gaggcccgag 


tgactaacgt 


ctctgtcaca 


cggaaatggg 


600 




tacttggtgg 


catagagaaa 


cacaattagc 


cactttttca 


gctacacttc 


650 




tcactcagct 


gcaccctaca 


cttctcactc 


aggtgcaccc 


ccttctgctg 


700 




tcctttcccc 


aacgtactgg 


gtcccgagcg 


tggtgggtat 


ttgccacact 


750 




gggtgccagc 


tcagcagccc 


cccacctctc 


tttattctct 


ccaaagctgg 


800 




tctttctgac 


tatcattgtg 


gtagggggag 


gacagatgct 


aaaggtggaa 


850 




gctgacctgg 


agaaagagac 


acacggggtg 


actgtggcaa 


aggacagctg 


900 




gaaaagaaac 


tctatcactt 


cttcattggc 


aaccacaagg 


cacccgaggc 


950 




catggcactc 


ccagaggctg 


tgcgcagagc 


caagcctctc 


aacctcttct 


1000 




ggccctgcgt 


cctgcagcga 


agtctctgct 


gtaagacagt 


agactccttc 


1050 




gatgaggtgc 


tcaaaaatgc 


tacccggggt 


ggtggtgtct 


ggcttgcagt 


1100 


Q 

jss;: 


ctggcccagt 


tcagagaaag 


ttgcagagat 


caggggccaa 


ggatgtcata 


1150 




gccccaggtt 


gtcctcaggg 


tcccaatcct 


agggcagggt 


gtgcatggaa 


1200 


i 


gcaagaacta 


tggaaaccta 


gctccagtct 


gcaggctctg 


agcccctagt 


1250 


U=l 


tcctcactcc 


agcggggctc 


cctcactgca 


cagaacccac 


cccttctgtg 


1300 


M 


tgggcactgc 


tgaccacaca 


gatgacccag 


acccaaagag 


cctggcagaa 


1350 


gctctgtggt 


tggagctggg 


ctccgtctcc 


aggtctggtt 


cagggggatc 


1400 


'Li \ 


aggaaggctc 


ttttccacct 


gtggcttcac 


tggccctttg 


agatttccta 


1450 


. 


tctcaccgtt 


acttcagtta 


cccttgcagg 


gggccaggga 


gtcaagaata 


1500 




taccgtgttc 


ctccagggtt 


taagccggcc 


atgccttccc 


gagagcataa 


1550 




ccaacttgac 


aggggtgccc 


agttacccca 


caaactgaag 


gaaggagatc 


1600 




cttcccccgt 


ccccaggagt 


gctctcaacc 


agcctcagaa 


agcttgagaa 


1650 




gatggaccct 


ttgcccacca 


gggttaattc 


ctggtggggc 


agctcggctg 


1700 




tgatcagggc 


aaccaaacct 


ataggaagcc 


ttccagtgtg 


agctggaatt 


1750 




agactgaaca 


tgtgcttggg 


cctgcctctc 


cctagacgca 


gttgcggggc 


1800 




actccaggga 


atgaaccagc 


tcaagtgtgt 


ccctaacagc 


agcctggagc 


1850 




tacccccaat 


ccctcacagc 


ctgaccctcc 


tcattccatc 


agatctcgtg 


1900 



ccg 1903 
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<210> 456 
<211> 148 
<212> PRT 
<213> Homo Sapien 

<400> 456 

Met Gly Thr Trp Trp His Arg Glu Thr Gin Leu Ala Thr Phe Ser 

1 ~ ~ 5 10 15 

Ala Thr Leu Leu Thr Gin Leu His Pro Thr Leu Leu Thr Gin Val 

20 25 30 

His Pro Leu Leu Leu Ser Phe Pro Gin Arg Thr Gly Ser Arg Ala 

35 40 45 

Trp Trp Val Phe Ala Thr Leu Gly Ala Ser Ser Ala Ala Pro His 

50 55 60 

Leu Ser Leu Phe Ser Pro Lys Leu Val Phe Leu Thr He He Val 

65 70 75 

Val Gly Gly Gly Gin Met Leu Lys Val Glu Ala Asp Leu Glu Lys 

80 85 90 

Glu Thr His Gly Val Thr Val Ala Lys Asp Ser Trp Lys Arg Asn 

95 100 105 

Ser He Thr Ser Ser Leu Ala Thr Thr Arg His Pro Arg Pro Trp 

110 115 120 

His Ser Gin Arg Leu Cys Ala Glu Pro Ser Leu Ser Thr Ser Ser 

125 130 135 

Gly Pro Ala Ser Cys Ser Glu Val Ser Ala Val Arg Gin 

14 0 145 

<210> 457 

<211> 2388 

<212> DNA 

<213> Homo Sapien 

<400> 457 



cccgcgcgcc 


cctggcactc 


aatccccgcc 


atgtgggggc 


tcctgctcgc 


50 


cctggccgcc 


ttcgcgccgg 


ccgtcggccc 


ggctctgggg 


gcgcccagga 


100 


actcggtgct 


gggcctcgcg 


cagcccggga 


ccaccaaggt 


cccaggctcg 


150 


accccggccc 


tgcatagcag 


cccggcacag 


ccgccggcgg 


agacagctaa 


200 


cgggacctca 


gaacagcatg 


tccggattcg agtcatcaag aagaaaaagg 


250 


tcattatgaa 


gaagcggaag 


aagctaactc 


taactcgccc 


caccccactg 


300 


gtgactgccg 


ggccccttgt 


gacccccact 


ccagcaggga 


ccctcgaccc 


350 


cgctgagaaa 


caagaaacag 


gctgtcctcc 


tttgggtctg 


gagtccctgc 


400 
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gagtttcaga 


tagccggctt 


gaggcatcca 


gcagccagtc 


ctttggtctt 


450 


ggaccacacc 


gaggacggct 


caacattcat 


tcaggcctgg 


aggacggcga 


500 


tctatatgat 


ggagcctggt 


gtgctgagga 


gcaggacgcc 


gatccatggt 


550 


ttcaggtgga 


cgctgggcac 


cccacccgct 


tctcgggtgt 


tatcacacag 


600 


ggcaggaact 


ctgtctggag 


gtatgactgg 


gtcacatcat 


acaaggtcca 


650 


gttcagcaat 


gacagtcgga 


cctggtgggg 


aagtaggaac 


cacagcagtg 


700 


ggatggacgc 


agtatttcct 


gccaattcag 


acccagaaac 


tccagtgctg 


750 


aacctcctgc 


cggagcccca 


ggtggcccgc 


ttcattcgcc 


tgctgcccca 


800 


gacctggctc 


cagggaggcg 


cgccttgcct 


ccgggcagag 


atcctggcct 


850 


gcccagtctc 


agaccccaat 


gacctattcc 


ttgaggcccc 


tgcgtcggga 


900 


tcctctgacc 


ctctagactt 


tcagcatcac 


aattacaagg 


ccatgaggaa 


950 


gctgatgaag 


caggtacaag 


agcaatgccc 


caacatcacc 


cgcatctaca 


1000 


gcattgggaa 


gagctaccag 


ggcctgaagc 


tgtatgtgat 


ggaaatgtcg 


1050 


gacaagcctg 


gggagcatga 


gctgggggag 


cctgaggtgc 


gctacgtggc 


1100 


tggcatgcat 


gggaacgagg 


ccctggggcg 


ggagttgctt 


ctgctcctga 


1150 


tgcagttcct 


gtgccatgag 


ttcctgcgag 


ggaacccacg 


ggtgacccgg 


1200 


ctgctctctg 


agatgcgcat 


tcacctgctg 


ccctccatga 


accctgatgg 


1250 


ctatgagatc 


gcctaccacc 


ggggttcaga 


gctggtgggc 


tgggccgagg 


1300 


gccgctggaa 


caaccagagc 


atcgatctta 


accataattt 


tgctgacctc 


1350 


aacacaccac 


tgtgggaagc 


acaggacgat 


gggaaggtgc 


cccacatcgt 


1400 


ccccaaccat 


cacctgccat 


tgcccactta 


ctacaccctg 


cccaatgcca 


1450 


ccgtggctcc 


tgaaacgcgg 


gcagtaatca 


agtggatgaa 


gcggatcccc 


1500 


tttgtgctaa 


gtgccaacct 


ccacgggggt 


gagctcgtgg 


tgtcctaccc 


1550 


attcgacatg 


actcgcaccc 


cgtgggctgc 


ccgcgagctc 


acgcccacac 


1600 


cagatgatgc 


tgtgtttcgc 


tggctcagca 


ctgtctatgc 


tggcagtaat 


1650 


ctggccatgc 


aggacaccag 


ccgccgaccc 


tgccacagcc 


aggacttctc 


1700 


cgtgcacggc 


aacatcatca 


acggggctga 


ctggcacacg 


gtccccggga 


1750 


gcatgaatga 


cttcagctac 


ctacacacca 


actgctttga 


ggtcactgtg 


1800 


gagctgtcct 


gtgacaagtt 


ccctcacgag 


aatgaattgc 


cccaggagtg 


1850 
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ggagaacaac 


aaagacgccc 


tcctcaccta 


cctggagcag gtgcgcatgg 


1900 


gcattgcagg 


agtggtgagg 


gacaaggaca 


cggagcttgg gattgctgac 


1950 


gctgtcattg 


ccgtggatgg 


gattaaccat 


gacgtgacca cggcgtgggg 


2000 


cggggattat 


tggcgtctgc 


tgaccccagg 


ggactacatg gtgactgcca 


2050 


gtgccgaggg 


ctaccattca 


gtgacacgga 


actgtcgggt cacctttgaa 


2100 


gagggcccct 


tcccctgcaa 


tttcgtgctc 


accaagactc ccaaacagag 


2150 


gctgcgcgag 


ctgctggcag 


ctggggccaa 


ggtgcccccg gaccttcgca 


2200 


crcrcQCCtqcra 


qcggctaagg 


ggacagaagg 


attgatacct gcggtttaag 


2250 


agccctaggg 


caggctggac 


ctgtcaagac 


gggaagggga agagtagaga 


2300 


gggagggaca 


aagtgaggaa 


aaggtgctca 


ttaaagctac cgggcacctt 


2350 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaa 23 88 





<210> 458 
<211> 734 
<212> PRT 
<213> Homo Sapien 

<400> 458 

Met Trp Gly Leu Leu Leu Ala Leu Ala Ala Phe Ala Pro Ala Val 
1 " * 5 10 15 

Gly Pro Ala Leu Gly Ala Pro Arg Asn Ser Val Leu Gly Leu Ala 
20 25 30 

Gin Pro Gly Thr Thr Lys Val Pro Gly Ser Thr Pro Ala Leu His 
35 ^ 40 45 

Ser Ser Pro Ala Gin Pro Pro Ala Glu Thr Ala Asn Gly Thr Ser 
50 55 60 

Glu Gin His Val Arg lie Arg Val lie Lys Lys Lys Lys Val lie 
65 70 75 

Met Lys Lys Arg Lys Lys Leu Thr Leu Thr Arg Pro Thr Pro Leu 
80 85 90 

Val Thr Ala Gly Pro Leu Val Thr Pro Thr Pro Ala Gly Thr Leu 
95 100 105 

Asp Pro Ala Glu Lys Gin Glu Thr Gly Cys Pro Pro Leu Gly Leu 
110 115 120 

Glu Ser Leu Arg Val Ser Asp Ser Arg Leu Glu Ala Ser Ser Ser 
125 130 135 

Gin Ser Phe Gly Leu Gly Pro His Arg Gly Arg Leu Asn lie His 
140 145 150 
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Ser Gly Leu Glu Asp Gly Asp Leu Tyr Asp Gly Ala Trp Cys Ala 
155 160 165 

Glu Glu Gin Asp Ala Asp Pro Trp Phe Gin Val Asp Ala Gly His 
170 175 180 

Pro Thr Arg Phe Ser Gly Val lie Thr Gin Gly Arg Asn Ser Val 
185 190 195 

Trp Arg Tyr Asp Trp Val Thr Ser Tyr Lys Val Gin Phe Ser Asn 
200 205 210 

Asp Ser Arg Thr Trp Trp Gly Ser Arg Asn His Ser Ser Gly Met 
215 220 225 

Asp Ala Val Phe Pro Ala Asn Ser Asp Pro Glu Thr Pro Val Leu 
230 235 240 

Asn Leu Leu Pro Glu Pro Gin Val Ala Arg Phe lie Arg Leu Leu 
245 250 255 

Pro Gin Thr Trp Leu Gin Gly Gly Ala Pro Cys Leu Arg Ala Glu 
260 265 270 

lie Leu Ala Cys Pro Val Ser Asp Pro Asn Asp Leu Phe Leu Glu 
275 280 285 

Ala Pro Ala Ser Gly Ser Ser Asp Pro Leu Asp Phe Gin His His 
290 295 300 

Asn Tyr Lys Ala Met Arg Lys Leu Met Lys Gin Val Gin Glu Gin 
305 310 315 

Cys Pro Asn lie Thr Arg lie Tyr Ser lie Gly Lys Ser Tyr Gin 
320 325 330 

Gly Leu Lys Leu Tyr Val Met Glu Met Ser Asp Lys Pro Gly Glu 
335 340 345 

His Glu Leu Gly Glu Pro Glu Val Arg Tyr Val Ala Gly Met His 
350 355 360 

Gly Asn Glu Ala Leu Gly Arg Glu Leu Leu Leu Leu Leu Met Gin 
365 ^ " 370 375 

Phe Leu Cys His Glu Phe Leu Arg Gly Asn Pro Arg Val Thr Arg 
380 385 390 

Leu Leu Ser Glu Met Arg lie His Leu Leu Pro Ser Met Asn Pro 
395 400 405 

Asp Gly Tyr Glu lie Ala Tyr His Arg Gly Ser Glu Leu Val Gly 
410 415 420 

Trp Ala Glu Gly Arg Trp Asn Asn Gin Ser lie Asp Leu Asn His 
425 430 435 

Asn Phe Ala Asp Leu Asn Thr Pro Leu Trp Glu Ala Gin Asp Asp 
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440 445 450 

Gly Lys Val Pro His lie Val Pro Asn His His Leu Pro Leu Pro 
455 460 465 

Thr Tyr Tyr Thr Leu Pro Asn Ala Thr Val Ala Pro Glu Thr Arg 
470 475 480 

Ala Val He Lys Trp Met Lys Arg He Pro Phe Val Leu Ser Ala 
485 490 495 

Asn Leu His Gly Gly Glu Leu Val Val Ser Tyr Pro Phe Asp Met 
500 505 510 

Thr Arg Thr Pro Trp Ala Ala Arg Glu Leu Thr Pro Thr Pro Asp 
515 520 525 

Asp Ala Val Phe Arg Trp Leu Ser Thr Val Tyr Ala Gly Ser Asn 
530 535 540 

Leu Ala Met Gin Asp Thr Ser Arg Arg Pro Cys His Ser Gin Asp 
545 550 555 

Phe Ser Val His Gly Asn He He Asn Gly Ala Asp Trp His Thr 
560 565 570 

Val Pro Gly Ser Met Asn Asp Phe Ser Tyr Leu His Thr Asn Cys 
575 580 585 

Phe Glu Val Thr Val Glu Leu Ser Cys Asp Lys Phe Pro His Glu 
590 595 600 

Asn Glu Leu Pro Gin Glu Trp Glu Asn Asn Lys Asp Ala Leu Leu 
605 610 615 

Thr Tyr Leu Glu Gin Val Arg Met Gly He Ala Gly Val Val Arg 
620 625 630 

Asp Lys Asp Thr Glu Leu Gly He Ala Asp Ala Val He Ala Val 
635 640 645 

Asp Gly He Asn His Asp Val Thr Thr Ala Trp Gly Gly Asp Tyr 
650 655 660 

Trp Arg Leu Leu Thr Pro Gly Asp Tyr Met Val Thr Ala Ser Ala 
665 670 675 

Glu Gly Tyr His Ser Val Thr Arg Asn Cys Arg Val Thr Phe Glu 
680 685 690 

Glu Gly Pro Phe Pro Cys Asn Phe Val Leu Thr Lys Thr Pro Lys 
695 700 705 

Gin Arg Leu Arg Glu Leu Leu Ala Ala Gly Ala Lys Val Pro Pro 
710 715 720 

Asp Leu Arg Arg Arg Leu Glu Arg Leu Arg Gly Gin Lys Asp 
725 730 
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<210> 459 
<211> 537 
<212> DNA 
<213> Homo Sapien 

<400> 459 



taaaacagct 


acaatattcc 


agggccagtc 


acttgccatt 


tctcataaca 


50 


gcgtcagaga 


gaaagaactg 


actgaaacgt 


ttgagatgaa 


gaaagttctc 


100 


ctcctgatca 


cagccatctt 


ggcagtggct 


gttggtttcc 


cagtctctca 


150 


agaccaggaa 


cgagaaaaaa 


gaagtatcag 


tgacagcgat 


gaattagctt 


200 


cagggttttt 


tgtgttccct 


tacccatatc 


catttcgccc 


acttccacca 


250 


attccatttc 


caagatttcc 


atggtttaga 


cgtaattttc 


ctattccaat 


300 


acctgaatct 


gcccctacaa 


ctccccttcc 


tagcgaaaag 


taaacaagaa 


350 


ggataagtca 


cgataaacct 


ggtcacctga 


aattgaaatt 


gagccacttc 


400 


cttgaagaat 


caaaattcct 


gttaataaaa 


gaaaaacaaa 


tgtaattgaa 


450 


atagcacaca 


gcattctcta 


gtcaatatct 


ttagtgatct 


tctttaataa 


500 


acatgaaagc 


aaagattttg 


gtttcttaat 


ttccaca 537 





<210> 460 

<211> 85 

<212> PRT 

<213> Homo Sapien 



<400> 460 

Met Lys Lys Val Leu Leu Leu lie Thr Ala lie Leu Ala Val Ala 
1 5 10 15 

Val Gly Phe Pro Val Ser Gin Asp Gin Glu Arg Glu Lys Arg Ser 
20 25 30 

lie Ser Asp Ser Asp Glu Leu Ala Ser Gly Phe Phe Val Phe Pro 
35 40 45 

Tyr Pro Tyr Pro Phe Arg Pro Leu Pro Pro lie Pro Phe Pro Arg 
50 55 60 

Phe Pro Trp Phe Arg Arg Asn Phe Pro lie Pro lie Pro Glu Ser 
65 70 75 

Ala Pro Thr Thr Pro Leu Pro Ser Glu Lys 
80 85 

<210> 461 

<211> 1536 

<212> DNA 

<213> Homo Sapien 

<400> 461 
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agcaggagca 


ggagagggac 


aatggaagct 


gccccgtcca 


ggttcatgtt 


50 




cctcttattt 


ctcctcacgt 


gtgagctggc 


tgcagaagtt 


gctgcagaag 


100 




ttgagaaatc 


ctcagatggt 


cctggtgctg 


cccaggaacc 


cacgtggctc 


150 




acagatgtcc 


cagctgccat 


ggaattcatt 


gctgccactg 


aggtggctgt 


200 




cataggcttc 


ttccaggatt 


tagaaatacc 


agcagtgccc 


atactccata 


250 




gcatggtgca 


aaaattccca 


ggcgtgtcat 


ttgggatcag 


cactgattct 


300 




gaggttctga 


cacactacaa 


catcactggg 


aacaccatct 


gcctctttcg 


350 




cctggtagac 


aatgaacaac 


tgaatttaga 


ggacgaagac 


attgaaagca 


400 




ttgatgccac 


caaattgagc 


cgtttcattg 


agatcaacag 


cctccacatg 


450 




gtgacagagt 


acaaccctgt 


gactgtgatt 


gggttattca 


acagcgtaat 


500 




tcagattcat 


ctcctcctga 


taatgaacaa 


ggcctcccca 


gagtatgaag 


550 




agaacatgca 


cagataccag 


aaggcagcca 


agctcttcca 


ggggaagatt 


600 




ctctttattc 


tggtggacag 


tggtatgaaa 


gaaaatggga 


aggtgatatc 


650 




atttttcaaa 


ctaaaggagt 


ctcaactgcc 


agctttggca 


atttaccaga 


700 




ctctagatga 


cgagtgggat 


acactgccca 


cagcagaagt 


ttccgtagag 


750 


^-« ;! 
Ij. ; 

'5ST * 


catgtgcaaa 


acttttgtga 


tggattccta 


agtggaaaat 


tgttgaaaga 


800 


u 


aaatcgtgaa 


tcagaaggaa 


agactccaaa 


ggtggaactc 


tgacttctcc 


850 


ttggaactac 


atatggccaa 


gtatctactt 


tatgcaaagt 


aaaaaggcac 


900 


| f : ! 

"w J 


aactcaaatc 


tcagagacac 


taaacaacag 


gatcactagg 


cctgccaacc 


950 


I—-: 


acacacacac 


gcacgtgcac 


acacgcacgc 


acgcgtgcac 


acacacacgc 


1000 




gcacacacac 


acacacacag 


agcttcattt 


cctgtcttaa 


aatctcgttt 


1050 




tctcttcttc 


cttcttttaa 


atttcatatc 


ctcactccct 


atccaatttc 


1100 




cttcttatcg 


tgcattcata 


ctctgtaagc 


ccatctgtaa 


cacacctaga 


1150 




tcaaggcttt 


aagagactca 


ctgtgatgcc 


tctatgaaag 


agaggcattc 


1200 




ctagagaaag 


attgttccaa 


tttgtcattt 


aatatcaagt 


ttgtatactg 


1250 




cacatgactt 


acacacaaca 


tagttcctgc 


tcttttaagg 


ttacctaagg 


1300 




gttgaaactc 


taccttcttt 


cataagcaca 


tgtccgtctc 


tgactcagga 


1350 




tcaaaaacca 


aaggatggtt 


ttaaacacct 


ttgtgaaatt 


gtctttttgc 


1400 




cagaagttaa 


aggctgtctc 


caagtccctg 


aactcagcag 


aaatagacca 


1450 
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tgtgaaaact ccatgcttgg ttagcatctc caactcccta tgtaaatcaa 1500 



caacctgcat aataaataaa aggcaatcat gttata 1536 

;210> 462 
:211> 273 
;212> PRT 
;213> Homo Sapien 

c400> 462 

Met Glu Ala Ala Pro Ser Arg Phe Met Phe Leu Leu Phe Leu Leu 
1 5 10 15 

Thr Cys Glu Leu Ala Ala Glu Val Ala Ala Glu Val Glu Lys Ser 
20 25 30 

Ser Asp Gly Pro Gly Ala Ala Gin Glu Pro Thr Trp Leu Thr Asp 
35 40 45 

Val Pro Ala Ala Met Glu Phe He Ala Ala Thr Glu Val Ala Val 
50 55 60 

He Gly Phe Phe Gin Asp Leu Glu He Pro Ala Val Pro He Leu 
65 70 75 

His Ser Met Val Gin Lys Phe Pro Gly Val Ser Phe Gly He Ser 
80 85 90 

Thr Asp Ser Glu Val Leu Thr His Tyr Asn He Thr Gly Asn Thr 
95 100 105 

He Cys Leu Phe Arg Leu Val Asp Asn Glu Gin Leu Asn Leu Glu 
110 115 120 

Asp Glu Asp He Glu Ser He Asp Ala Thr Lys Leu Ser Arg Phe 
125 130 135 

He Glu He Asn Ser Leu His Met Val Thr Glu Tyr Asn Pro Val 
140 145 150 

Thr Val He Gly Leu Phe Asn Ser Val He Gin He His Leu Leu 
155 160 165 

Leu He Met Asn Lys Ala Ser Pro Glu Tyr Glu Glu Asn Met His 
170 175 180 

Arg Tyr Gin Lys Ala Ala Lys Leu Phe Gin Gly Lys He Leu Phe 
185 190 195 

He Leu Val Asp Ser Gly Met Lys Glu Asn Gly Lys Val He Ser 
200 205 210 

Phe Phe Lys Leu Lys Glu Ser Gin Leu Pro Ala Leu Ala He Tyr 
215 220 225 

Gin Thr Leu Asp Asp Glu Trp Asp Thr Leu Pro Thr Ala Glu Val 
230 235 240 



704 



Ser Val Glu His Val Gin Asn Phe Cys Asp Gly Phe Leu Ser Gly 

245 250 255 

Lys Leu Leu Lys Glu Asn Arg Glu Ser Glu Gly Lys Thr Pro Lys 

260 265 270 

Val Glu Leu 



<210> 463 
<211> 764 
<212> DNA 
<213> Homo Sapien 



<400> 463 





ctcgcttctt 


ccttctggat 


gggggcccag 


ggggcccagg 


agagtataaa 


50 




ggcgatgtgg 


agggtgcccg 


gcacaaccag 


acgcccagtc 


acaggcgaga 


100 




gccctgggat 


gcaccggcca 


gaggccatgc 


tgctgctgct 


cacgcttgcc 


150 




ctcctggggg 


gccccacctg 


ggcagggaag 


atgtatggcc 


ctggaggagg 


200 


n 


caagtatttc 


agcaccactg 


aagactacga 


ccatgaaatc 


acagggctgc 


250 


Q 


gggtgtctgt 


aggtcttctc 


ctggtgaaaa 


gtgtccaggt 


gaaacttgga 


300 




gactcctggg 


acgtgaaact 


gggagcctta ggtgggaata 


cccaggaagt 


350 




caccctgcag 


ccaggcgaat 


acatcacaaa 


agtctttgtc 


gccttccaag 


400 


U * 


ctttcctccg 


gggtatggtc 


atgtacacca gcaaggaccg 


ctatttctat 


450 




tttgggaagc 


ttgatggcca 


gatctcctct 


gcctacccca 


gccaagaggg 


500 


f*" 


gcaggtgctg 


gtgggcatct 


atggccagta 


tcaactcctt 


ggcatcaaga 


550 


3?! 


gcattggctt 


tgaatggaat 


tatccactag 


aggagccgac 


cactgagcca 


600 


w? 


ccagttaatc 


tcacatactc 


agcaaactca 


cccgtgggtc 


gctagggtgg 


650 




ggtatggggc 


catccgagct 


gaggccatct 


gtgtggtggt 


ggctgatggt 


700 




actggagtaa 


ctgagtcggg 


acgctgaatc 


tgaatccacc 


aataaataaa 


750 




gcttctgcag 


aaaa 764 











<210> 464 
<211> 178 
<212> PRT 
<213> Homo Sapien 

<400> 464 

Met His Arg Pro Glu Ala Met Leu Leu Leu Leu Thr Leu Ala Leu 
15 10 15 

Leu Gly Gly Pro Thr Trp Ala Gly Lys Met Tyr Gly Pro Gly Gly 
20 25 30 
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Gly Lys Tyr Phe Ser 
35 

Gly Leu Arg Val Ser 
50 

Val Lys Leu Gly Asp 
65 

Gly Asn Thr Gin Glu 
80 

Lys Val Phe Val Ala 
95 

Tyr Thr Ser Lys Asp 
110 

Gin lie Ser Ser Ala 
125 

Gly lie Tyr Gly Gin 
140 

Phe Glu Trp Asn Tyr 
155 

Val Asn Leu Thr Tyr 
170 

<210> 465 

<211> 3582 

<212> DNA 

<213> Homo Sapien 

<400> 465 



cggacgcgtg 


ggtccggcgg 


cctgaggctg 


caccgggcac 


gggtcggccg 


50 


caatccagcc 


tgggcggagc 


cggagttgcg 


agccgctgcc 


tagaggccga 


100 


ggagctcaca 


gctatgggct 


ggaggccccg 


gagagctcgg 


gggaccccgt 


150 


tgctgctgct 


gctactactg 


ctgctgctct 


ggccagtgcc 


aggcgccggg 


200 


gtgcttcaag 


gacatatccc 


tgggcagcca 


gtcaccccgc 


actgggtcct 


250 


ggatggacaa 


ccctggcgca 


ccgtcagcct 


ggaggagccg 


gtctcgaagc 


300 


cagacatggg 


gctggtggcc 


ctggaggctg 


aaggccagga 


gctcctgctt 


350 


gagctggaga 


agaaccacag 


gctgctggcc 


ccaggataca 


tagaaaccca 


400 


ctacggccca 


gatgggcagc 


cagtggtgct 


ggcccccaac 


cacacggatc 


450 


attgccacta 


ccaagggcga 


gtaaggggct 


tccccgactc 


ctgggtagtc 


500 


ctctgcacct 


gctctgggat 


gagtggcctg 


atcaccctca 


gcaggaatgc 


550 
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Thr Thr Glu Asp Tyr Asp His Glu lie Thr 
40 45 

Val Gly Leu Leu Leu Val Lys Ser Val Gin 
55 60 

Ser Trp Asp Val Lys Leu Gly Ala Leu Gly 
70 75 

Val Thr Leu Gin Pro Gly Glu Tyr lie Thr 
85 90 

Phe Gin Ala Phe Leu Arg Gly Net Val Met 
100 105 

Arg Tyr Phe Tyr Phe Gly Lys Leu Asp Gly 
115 120 

Tyr Pro Ser Gin Glu Gly Gin Val Leu Val 
130 135 

Tyr Gin Leu Leu Gly lie Lys Ser lie Gly 
145 150 

Pro Leu Glu Glu Pro Thr Thr Glu Pro Pro 
160 165 



Ser Ala Asn Ser Pro Val Gly Arg 
175 



cagctattat 


ctgcgtccct 


ggccaccccg 


gggctccaag 


gacttctcaa 


600 


cccacgagat 


ctttcggatg 


gagcagctgc 


tcacctggaa 


aggaacctgt 


650 


ggccacaggg 


atcctgggaa 


caaagcgggc 


atgaccagcc 


ttcctggtgg 


700 


tccccagagc 


aggggcaggc 


gagaagcgcg 


caggacccgg 


aagtacctgg 


750 


aactgtacat 


tgtggcagac 


cacaccctgt 


tcttgactcg 


gcaccgaaac 


800 


ttgaaccaca 


ccaaacagcg 


tctcctggaa 


gtcgccaact 


acgtggacca 


850 


gcttctcagg 


actctggaca 


ttcaggtggc 


gctgaccggc 


ctggaggtgt 


900 


ggaccgagcg 


ggaccgcagc 


cgcgtcacgc 


aggacgccaa 


cgccacgctc 


950 


tgggccttcc 


tgcagtggcg 


ccgggggctg 


tgggcgcagc 


ggccccacga 


1000 


ctccgcgcag 


ctgctcacgg 


gccgcgcctt 


ccagggcgcc 


acagtgggcc 


1050 


tggcgcccgt 


cgagggcatg 


tgccgcgccg 


agagctcggg 


aggcgtgagc 


1100 


acggaccact 


cggagctccc 


catcggcgcc 


gcagccacca 


tggcccatga 


1150 


gatcggccac 


agcctcggcc 


tcagccacga 


ccccgacggc 


tgctgcgtgg 


1200 


aggctgcggc 


cgagtccgga 


ggctgcgtca 


tggctgcggc 


caccgggcac 


1250 


ccgtttccgc 


gcgtgttcag 


cgcctgcagc 


cgccgccagc 


tgcgcgcctt 


1300 


cttccgcaag 


gggggcggcg 


cttgcctctc 


caatgccccg 


gaccccggac 


1350 


tcccggtgcc 


gccggcgctc 


tgcgggaacg 


gcttcgtgga 


agcgggcgag 


1400 


gagtgtgact 


gcggccctgg 


ccaggagtgc 


cgcgacctct 


gctgctttgc 


1450 


tcacaactgc 


tcgctgcgcc 


cgggggccca 


gtgcgcccac 


ggggactgct 


1500 


gcgtgcgctg 


cctgctgaag 


ccggctggag 


cgctgtgccg 


ccaggccatg 


1550 


ggtgactgtg 


acctccctga 


gttttgcacg 


ggcacctcct 


cccactgtcc 


1600 


cccagacgtt 


tacctactgg 


acggctcacc 


ctgtgccagg 


ggcagtggct 


1650 


actgctggga 


tggcgcatgt 


cccacgctgg 


agcagcagtg 


ccagcagctc 


1700 


tgggggcctg 


gctcccaccc 


agctcccgag 


gcctgtttcc 


aggtggtgaa 


1750 


ctctgcggga 


gatgctcatg 


gaaactgcgg 


ccaggacagc 


gagggccact 


1800 


tcctgccctg 


tgcagggagg 


gatgccctgt 


gtgggaagct 


gcagtgccag 


1850 


ggtggaaagc 


ccagcctgct 


cgcaccgcac 


atggtgccag 


tggactctac 


1900 


cgttcaccta 


gatggccagg 


aagtgacttg 


tcggggagcc 


ttggcactcc 


1950 


ccagtgccca 


gctggacctg 


cttggcctgg 


gcctggtaga 


gccaggcacc 


2000 
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cagtgtggac 


ctagaatggt 


gtgccagagc 


aggcgctgca 


ggaagaatgc 


2050 


cttccaggag 


cttcagcgct 


gcctgactgc 


ctgccacagc 


cacggggttt 


2100 


gcaatagcaa 


ccataactgc 


cactgtgctc 


caggctgggc 


tccacccttc 


2150 


tgtgacaagc 


caggctttgg 


tggcagcatg 


gacagtggcc 


ctgtgcaggc 


2200 


tgaaaaccat 


gacaccttcc 


tgctggccat 


gctcctcagc 


gtcctgctgc 


2250 


ctctgctccc 


aggggccggc 


ctggcctggt 


gttgctaccg 


actcccagga 


2300 


gcccatctgc 


agcgatgcag 


ctggggctgc 


agaagggacc 


ctgcgtgcag 


2350 


tggccccaaa 


gatggcccac 


acagggacca 


ccccctgggc 


ggcgttcacc 


2400 


ccatggagtt 


gggccccaca 


gccactggac 


agccctggcc 


cctggaccct 


2450 


gagaactctc 


atgagcccag 


cagccaccct 


gagaagcctc 


tgccagcagt 


2500 


ctcgcctgac 


ccccaagcag 


atcaagtcca 


gatgccaaga 


tcctgcctct 


2550 


ggtgagaggt 


agctcctaaa 


atgaacagat 


ttaaagacag 


gtggccactg 


2600 


acagccactc 


caggaacttg 


aactgcaggg 


gcagagccag 


tgaatcaccg 


2650 


gacctccagc 


acctgcaggc 


agcttggaag 


tttcttcccc 


gagtggagct 


2700 


tcgacccacc 


cactccagga 


acccagagcc 


acattagaag 


ttcctgaggg 


2750 


ctggagaaca 


ctgcttgggc 


acactctcca 


gctcaataaa 


ccatcagtcc 


2800 


cagaagcaaa 


ggtcacacag 


cccctgacct 


ccctcaccag 


tggaggctgg 


2850 


gtagtgctgg 


ccatcccaaa 


agggctctgt 


cctgggagtc 


tggtgtgtct 


2900 


cctacatgca 


atttccacgg 


acccagctct 


gtggagggca 


tgactgctgg 


2950 


ccagaagcta 


gtggtcctgg 


ggccctatgg 


ttcgactgag 


tccacactcc 


3000 


cctgcagcct 


ggctggcctc 


tgcaaacaaa 


cataattttg 


gggaccttcc 


3050 


ttcctgtttc 


ttcccaccct 


gtcttctccc 


ctaggtggtt 


cctgagcccc 


3100 


cacccccaat 


cccagtgcta 


cacctgaggt 


tctggagctc 


agaatctgac 


3150 


agcctctccc 


ccattctgtg 


tgtgtccggg 


ggacagaggg 


aaccatttaa 


3200 


gaaaagatac 


caaagtagaa 


gtcaaaagaa 


agacatgttg 


gctataggcg 


3250 


tggtggctca 


tgcctataat 


cccagcactt 


tgggaagccg 


gggtaggagg 


3300 


atcaccagag 


gccagcaggt 


ccacaccagc 


ctgggcaaca 


cagcaagaca 


3350 


ccgcatctac 


agaaaaattt 


taaaattagc 


tgggcgtggt 


ggtgtgtacc 


3400 


tgtaggccta 


gctgctcagg 


aggctgaagc 


aggaggatca 


cttgagcctg 


3450 
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agttcaacac tgcagtgagc tatggtggca ccactgcact ccagcctggg 3500 

tgacagagca agaccctgtc tctaaaataa attttaaaag gacttaaaaa 3550 

aaaaaaaaaa aaaaaaaaaa aaaaaaagaa aa 35 82 

:210> 466 
s211> 813 
:212> PRT 
:213> Homo Sapien 

:400> 466 

Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu 
1 ~ ~ ~ 5 10 15 

Leu Leu Leu Leu Leu Leu Leu Trp Pro Val Pro Gly Ala Gly Val 
20 " 25 30 

Leu Gin Gly His He Pro Gly Gin Pro Val Thr Pro His Trp Val 
35 40 45 

Leu Asp Gly Gin Pro Trp Arg Thr Val Ser Leu Glu Glu Pro Val 
50 55 60 

Ser Lys Pro Asp Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin 
65 70 75 

Glu Leu Leu Leu Glu Leu Glu Lys Asn His Arg Leu Leu Ala Pro 
80 85 90 

Gly Tyr He Glu Thr His Tyr Gly Pro Asp Gly Gin Pro Val Val 
95 100 105 

Leu Ala Pro Asn His Thr Asp His Cys His Tyr Gin Gly Arg Val 
110 115 120 

Arg Gly Phe Pro Asp Ser Trp Val Val Leu Cys Thr Cys Ser Gly 
125 130 135 

Met Ser Gly Leu He Thr Leu Ser Arg Asn Ala Ser Tyr Tyr Leu 
140 145 150 

Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp Phe Ser Thr His Glu 
155 160 165 

He Phe Arg Met Glu Gin Leu Leu Thr Trp Lys Gly Thr Cys Gly 
170 175 180 

His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser Leu Pro Gly 
185 190 195 

Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr Arg Lys 
200 205 210 

Tyr Leu Glu Leu Tyr He Val Ala Asp His Thr Leu Phe Leu Thr 
215 220 225 

Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu Val 
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Ala Asn Tyr Val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin Val 
245 250 255 



Ala Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg Ser Arg 
260 265 270 

Val Thr Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp 
275 280 285 

Arg Arg Gly Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu 
290 295 300 

Leu Thr Gly Arg Ala Phe Gin Gly Ala Thr Val Gly Leu Ala Pro 
305 310 315 

Val Glu Gly Met Cys Arg Ala Glu Ser Ser Gly Gly Val Ser Thr 
320 325 330 

Asp His Ser Glu Leu Pro lie Gly Ala Ala Ala Thr Met Ala His 
335 340 345 

Glu lie Gly His Ser Leu Gly Leu Ser His Asp Pro Asp Gly Cys 
350 355 360 

Cys Val Glu Ala Ala Ala Glu Ser Gly Gly Cys Val Met Ala Ala 
365 370 375 

Ala Thr Gly His Pro Phe Pro Arg Val Phe Ser Ala Cys Ser Arg 
380 385 390 

Arg Gin Leu Arg Ala Phe Phe Arg Lys Gly Gly Gly Ala Cys Leu 
395 400 405 

Ser Asn Ala Pro Asp Pro Gly Leu Pro Val Pro Pro Ala Leu Cys 
410 415 420 

Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp Cys Gly Pro 
425 430 435 

Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn Cys Ser 
440 445 450 

Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys Val Arg 
455 460 465 

Cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met Gly 
470 475 480 

Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Ser His Cys 
485 490 495 

Pro Pro Asp Val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Arg Gly 
500 505 510 

Ser Gly Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin 
515 520 525 
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Cys Gin Gin Leu Trp Gly Pro Gly Ser His Pro Ala Pro Glu Ala 
530 535 540 



Cys Phe Gin Val Val Asn Ser Ala Gly Asp Ala His Gly Asn Cys 
545 550 555 

Gly Gin Asp Ser Glu Gly His Phe Leu Pro Cys Ala Gly Arg Asp 
560 565 570 

Ala Leu Cys Gly Lys Leu Gin Cys Gin Gly Gly Lys Pro Ser Leu 
575 580 585 

Leu Ala Pro His Met Val Pro Val Asp Ser Thr Val His Leu Asp 
590 595 600 

Gly Gin Glu Val Thr Cys Arg Gly Ala Leu Ala Leu Pro Ser Ala 
605 610 615 

Gin Leu Asp Leu Leu Gly Leu Gly Leu Val Glu Pro Gly Thr Gin 
620 625 630 

Cys Gly Pro Arg Met Val Cys Gin Ser Arg Arg Cys Arg Lys Asn 
635 640 645 

Ala Phe Gin Glu Leu Gin Arg Cys Leu Thr Ala Cys His Ser His 
650 655 660 

Gly Val Cys Asn Ser Asn His Asn Cys His Cys Ala Pro Gly Trp 
665 670 675 

Ala Pro Pro Phe Cys Asp Lys Pro Gly Phe Gly Gly Ser Met Asp 
680 685 690 

Ser Gly Pro Val Gin Ala Glu Asn His Asp Thr Phe Leu Leu Ala 
695 700 705 

Met Leu Leu Ser Val Leu Leu Pro Leu Leu Pro Gly Ala Gly Leu 
710 715 720 

Ala Trp Cys Cys Tyr Arg Leu Pro Gly Ala His Leu Gin Arg Cys 
725 730 735 

Ser Trp Gly Cys Arg Arg Asp Pro Ala Cys Ser Gly Pro Lys Asp 
740 745 750 

Gly Pro His Arg Asp His Pro Leu Gly Gly Val His Pro Met Glu 
755 760 765 

Leu Gly Pro Thr Ala Thr Gly Gin Pro Trp Pro Leu Asp Pro Glu 
770 775 780 

Asn Ser His Glu Pro Ser Ser His Pro Glu Lys Pro Leu Pro Ala 
785 790 ^ 795 

Val Ser Pro Asp Pro Gin Ala Asp Gin Val Gin Met Pro Arg Ser 
800 805 810 

Cys Leu Trp 
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<210> 467 
<211> 660 
<212> DNA 
<213> Homo Sapien 

<400> 467 



^ 99 c a. c 


gccgacagcc 


cgacctcacc 


aggagaacat 


gcagctcggc 


o U 


actgggctcc 


tgctggccgc 


cgtcctgagc 


ctgcagctgg 


ctgcagccga 


100 


agccatatgg 


tgtcaccagt 


gcacgggctt 


cggagggtgc 


tcccatggat 


150 


ccagatgcct 


gagggactcc 


acccactgtg 


tcaccactgc caccc'gggtc 


200 


ctcagcaaca 


ccgaggattt 


gcctctggtc 


accaagatgt 


gccacatagg 


250 


ctgccccgat 


atccccagcc 


tgggcctggg 


cccctacgta 


tccatcgctt 


300 


gctgccagac 


cagcctctgc 


aaccatgact 


gacggctgcc 


ctcctccagg 


350 


cccccggacg 


ctcagccccc 


acagccccca 


cagcctggcg 


ccagggctca 


400 


cggccgcccc 


tccctcgaga 


ctggccagcc 


cacctctccc 


ggcctctgca 


450 


gccaccgtcc 


agcaccgctt 


gtcctaggga 


agtcctgcgt 


ggagtcttgc 


500 


ctcaatctgc 


tgccgtccaa 


gcctggggcc 


catcgtgcct 


gccgcccctt 


550 


caggtcccga 


cctccccaca 


ataaaatgtg 


attggatcgt 


gtggtacaaa 


600 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


650 


aaaaaaaaaa 


660 











N: <210> 468 
m <211> 97 
!pj <212> PRT 



<213> Homo Sapien 
<400> 468 

Met Gin Leu Gly Thr Gly Leu Leu Leu Ala Ala Val Leu Ser Leu 

15 10 15 

Gin Leu Ala Ala Ala Glu Ala lie Trp Cys His Gin Cys Thr Gly 

20 25 30 

Phe Gly Gly Cys Ser His Gly Ser Arg Cys Leu Arg Asp Ser Thr 

35 40 45 

His Cys Val Thr Thr Ala Thr Arg Val Leu Ser Asn Thr Glu Asp 

50 55 60 

Leu Pro Leu Val Thr Lys Met Cys His lie Gly Cys Pro Asp lie 

65 70 " 75 

Pro Ser Leu Gly Leu Gly Pro Tyr Val Ser lie Ala Cys Cys Gin 

80 85, 90 
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Thr Ser Leu Cys Asn His Asp 
95 

<210> 469 

<211> 1342 

<212> DNA 

<213> Homo Sapien 

<400> 469 



catggagcct 


cttgcagctt 


acccgctaaa 


atgttccggg 


cccagagcaa 


rr r\ 

bi) 


aggtatttgc 


agttttgctg 


tctatagttc 


tatgcacagt 


aacgctattt 


100 


cttctacaac 


taaaattcct 


caaacctaaa 


atcaacagct 


tttatgcctt 


150 


tgaagtgaag 


gatgcaaaag 


gaagaactgt 


ttctctggaa 


aagtataaag 


200 


gcaaagtttc 


actagttgta 


aacgtggcca 


gtgactgcca 


actcacagac 


250 


agaaattact 


tagggctgaa 


ggaactgcac 


aaagagtttg 


gaccatccca 


300 


cttcagcgtg 


ttggcttttc 


cctgcaatca 


gtttggagaa 


tcggagcccc 


350 


gcccaagcaa 


ggaagtagaa 


tcttttgcaa 


gaaaaaacta 


cggagtaact 


400 


ttccccatct 


tccacaagat 


taagattcta 


ggatctgaag 


gagaacctgc 


450 


atttagattt 


cttgttgatt 


cttcaaagaa 


ggaaccaagg 


tggaattttt 


500 


ggaagtatct 


tgtcaaccct 


gagggtcaag 


ttgtgaagtt 


ctggaggcca 


550 


gaggagccca 


ttgaagtcat 


caggcctgac 


atagcagctc 


tggttagaca 


600 


agtgatcata 


aaaaagaaag 


aggatctatg 


agaatgccat 


tgcgtttcta 


650 


atagaacaga 


gaaatgtctc 


catgagggtt 


tggtctcatt 


ttaaacattt 


700 


tttttttgga 


gacagtgtct 


cactctgtca 


cccaggctgg 


agtgcagtag 


750 


tgcgttctca 


gctcattgca 


acctctgcct 


ttttaaacat 


gctattaaat 


800 


gtggcaatga 


aggatttttt 


tttaatgtta 


tcttgctatt 


aagtggtaat 


850 


gaatgttccc 


aggatgagga 


tgttacccaa 


agcaaaaatc 


aagagtagcc 


900 


aaagaatcaa 


catgaaatat 


attaactact 


tcctctgacc 


atactaaaga 


950 


attcagaata 


cacagtgacc 


aatgtgcctc 


aatatcttat 


tgttcaactt 


1000 


gacattttct 


aggactgtac 


ttgatgaaaa 


tgccaacaca 


ctagaccact 


1050 


ctttggattc 


aagagcactg 


tgtatgactg 


aaatttctgg 


aataactgta 


1100 


aatggttatg 


ttaatggaat 


aaaacacaaa 


tgttgaaaaa 


tgtaaaatat 


1150 


atatacatag 


attcaaatcc 


ttatatatgt 


atgcttgttt 


tgtgtacagg 


1200 


attttgtttt 


ttctttttaa 


gtacaggttc 


ctagtgtttt 


actataactg 


1250 
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tcactatgta tgtaactgac atatataaat agtcatttat aaatgaccgt 1300 



attataacat ttgaaaaagt cttcatcaaa aaaaaaaaaa aa 1342 

<210> 470 
<211> 209 
<212> PRT 
<213> Homo Sapien 

<400> 470 

Met Glu Pro Leu Ala Ala Tyr Pro Leu Lys Cys Ser Gly Pro Arg 
1 5 * 10 15 

Ala Lys Val Phe Ala Val Leu Leu Ser He Val Leu Cys Thr Val 
20 25 30 

Thr Leu Phe Leu Leu Gin Leu Lys Phe Leu Lys Pro Lys He Asn 
35 40 45 

Ser Phe Tyr Ala Phe Glu Val Lys Asp Ala Lys Gly Arg Thr Val 
50 55 60 

Ser Leu Glu Lys Tyr Lys Gly Lys Val Ser Leu Val Val Asn Val 
M: 65 70 75 

pi Ala Ser Asp Cys Gin Leu Thr Asp Arg Asn Tyr Leu Gly Leu Lys 

80 85 90 



¥ i 

m i 



ru 



Glu Leu His Lys Glu Phe Gly Pro Ser His Phe Ser Val Leu Ala 
95 100 105 



ff] Phe Pro Cys Asn Gin Phe Gly Glu Ser Glu Pro Arg Pro Ser Lys 

110 115 120 

O Glu Val Glu Ser Phe Ala Arg Lys Asn Tyr Gly Val Thr Phe Pro 

N ! 125 130 135 



He Phe His Lys He Lys He Leu Gly Ser Glu Gly Glu Pro Ala 
140 145 150 

Phe Arg Phe Leu Val Asp Ser Ser Lys Lys Glu Pro Arg Trp Asn 
155 160 165 

Phe Trp Lys Tyr Leu Val Asn Pro Glu Gly Gin Val Val Lys Phe 
170 175 180 

Trp Arg Pro Glu Glu Pro He Glu Val He Arg Pro Asp He Ala 
185 190 195 

Ala Leu Val Arg Gin Val He He Lys Lys Lys Glu Asp Leu 
200 205 

<210> 471 

<211> 2594 

<212> DNA 

<213> Homo Sapien 

<400> 471 
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gccctaacct 


tcccagggct 


cagctctttg 


gagctgccca 


ttcctccggc 


50 


tgcgagaaag 


gacgcgcgcc 


ctgcgtcggg 


cgaagaaaag 


aagcaaaact 


100 


tgtcgggagg 


gtttcgtcat 


caacctcctt 


cccgcaaacc 


taaacctcct 


150 


gccggggcca 


tccctagaca 


gaggaaagtt 


cctgcagagc 


cgaccagccc 


200 


tagtggatct 


ggggcaggca 


gcggcgctgg 


ctgtggaatt 


agatctgttt 


250 


tgaacccagt 


ggagcgcatc 


gctggggctc 


ggaagtcacc 


gtccgcgggc 


300 


accgggttgg 


cgctgcccga 


gtggaaccga 


cagtttgcga 


gcctcggctg 


350 


caagtggcct 


ctcctccccg 


cggttgttgt 


tcagtgtcgg 


gtgagggctg 


400 


cgagtgtggc 


aagttgcaaa 


gagagcctca 


gaggtccgaa 


gagcgctgcg 


450 


ctcctactcg 


cgttcgcttc 


ttcctcttct 


cggttcccta 


ctgtgaaatc 


500 


gcagcgacat 


ttacaaaggc 


ctccgggtcc 


taccgagacc 


gatccgcagc 


550 


gtttggcccg 


gtcgtgccta 


ttgcatcggg 


agcccccgag 


caccggcgaa 


600 


ggactggcgg 


gtggggtagg 


gaggtggcgg 


cggcggcatg 


gcgaggttcc 


650 


cgaaggccga 


cctggccgct 


gcaggagtta 


tgttactttg 


ccacttcttc 


700 


acggaccagt 


ttcagttcgc 


cgatgggaaa 


cccggagacc 


aaatccttga 


750 


ttggcagtat 


ggagttactc 


aggccttccc 


tcacacagag 


gaggaggtgg 


800 


aagttgattc 


acacgcgtac 


agccacaggt 


ggaaaagaaa 


cttggacttt 


850 


ctcaaggcgg 


tagacacgaa 


ccgagcaagc 


gtcggccaag 


actctcctga 


900 


gcccagaagc 


ttcacagacc 


tgctgctgga 


tgatgggcag 


gacaataaca 


950 


ctcagatcga 


ggaggataca 


gaccacaatt 


actatatatc 


tcgaatatat 


1000 


ggtccatctg 


attctgccag 


ccgggattta 


tgggtgaaca 


tagaccaaat 


1050 


ggaaaaagat 


aaagtgaaga 


ttcatggaat 


attgtccaat 


actcatcggc 


1100 


aagctgcaag 


agtgaatctg 


tccttcgatt 


ttccatttta 


tggccacttc 


1150 


ctacgtgaaa 


tcactgtggc 


aaccgggggt 


ttcatataca 


ctggagaagt 


1200 


cgtacatcga 


atgctaacag 


ccacacagta 


catagcacct 


ttaatggcaa 


1250 


atttcgatcc 


cagtgtatcc 


agaaattcaa 


ctgtcagata 


ttttgataat 


1300 


ggcacagcac 


ttgtggtcca 


gtgggaccat 


gtacatctcc 


aggataatta 


1350 


taacctggga 


agcttcacat 


tccaggcaac 


cctgctcatg 


gatggacgaa 


1400 


tcatctttgg 


atacaaagaa 


attcctgtct 


tggtcacaca 


gataagttca 


1450 
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accaatcatc 


cagtgaaagt 


cggactgtcc 


gatgcatttg 


tcgttgtcca 


1500 


caggatccaa 


caaattccca 


atgttcgaag 


aagaacaatt 


tatgaatacc 


1550 


accgagtaga 


gctacaaatg 


tcaaaaatta 


ccaacatttc 


ggctgtggag 


1600 


atgaccccat 


tacccacatg 


cctccagttt 


aacagatgtg 


gcccctgtgt 


1650 


atcttctcag 


attggcttca 


actgcagttg 


gtgtagtaaa 


cttcaaagat 


1700 


gttccagtgg 


atttgatcgt 


catcggcagg 


actgggtgga 


cagtggatgc 


1750 


cctgaagagt 


caaaagagaa 


gatgtgtgag 


aatacagaac 


cagtggaaac 


1800 


ttcttctcga 


accaccacaa 


ccgtaggagc 


gacaaccacc 


cagttcaggg 


1850 


tcctaactac 


caccagaaga 


gcagtgactt 


ctcagtttcc 


caccagcctc 


1900 


cctacagaag 


atgataccaa 


gatagcacta 


catctaaaag 


ataatggagc 


1950 


ttctacagat 


gacagtgcag 


ctgagaagaa 


agggggaacc 


ctccacgctg 


2000 


gcctcatcat 


tggaatcctc 


atcctggtcc 


tcattgtagc 


cacagccatt 


2050 


cttgtgacag 


tctatatgta 


tcaccaccca 


acatcagcag 


ccagcatctt 


2100 


ctttattgag 


agacgcccaa 


gcagatggcc 


tgcgatgaag 


tttagaagag 


2150 


gctctggaca 


tcctgcctat 


gctgaagttg 


aaccagttgg 


agagaaagaa 


2200 


ggctttattg 


tatcagagca 


gtgctaaaat 


ttctaggaca 


gaacaacacc 


2250 


agtactggtt 


tacaggtgtt 


aagactaaaa 


ttttgcctat 


acctttaaga 


2300 


caaacaaaca 


aacacacaca 


caaacaagct 


ctaagctgct 


gtagcctgaa 


2350 


gaagacaaga 


tttctggaca 


agctcagccc 


aggaaacaaa 


gggtaaacaa 


2400 


aaaactaaaa 


cttatacaag 


ataccattta 


cactgaacat 


agaattccct 


2450 


agtggaatgt 


catctatagt 


tcactcggaa 


catctcccgt 


ggacttatct 


2500 


gaagtatgac 


aagattataa 


tgcttttggc 


ttaggtgcag 


ggttgcaaag 


2550 


ggatcagaaa 


aaaaaaatca 


taataaagct 


ttagttcatg 


aggg 2594 





210> 472 
211> 529 
212 > PRT 

213 > Homo Sapien 
400> 472 

Met Ala Arg Phe Pro Lys Ala Asp Leu Ala Ala Ala Gly Val Met 
15 10 15 

Leu Leu Cys His Phe Phe Thr Asp Gin Phe Gin Phe Ala Asp Gly 
20 25 30 
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y \ 
n 



Lys Pro Gly Asp Gin He Leu Asp Trp Gin Tyr Gly Val Thr Gin 
35 40 45 

Ala Phe Pro His Thr Glu Glu Glu Val Glu Val Asp Ser His Ala 
50 55 60 

Tyr Ser His Arg Trp Lys Arg Asn Leu Asp Phe Leu Lys Ala Val 
65 70 75 

Asp Thr Asn Arg Ala Ser Val Gly Gin Asp Ser Pro Glu Pro Arg 
80 85 90 

Ser Phe Thr Asp Leu Leu Leu Asp Asp Gly Gin Asp Asn Asn Thr 
95 100 105 

Gin He Glu Glu Asp Thr Asp His Asn Tyr Tyr He Ser Arg He 
110 115 120 

Tyr Gly Pro Ser Asp Ser Ala Ser Arg Asp Leu Trp Val Asn He 
125 130 135 

Asp Gin Met Glu Lys Asp Lys Val Lys He His Gly He Leu Ser 
140 ~ 145 150 

Asn Thr His Arg Gin Ala Ala Arg Val Asn Leu Ser Phe Asp Phe 
155 160 165 

Pro Phe Tyr Gly His Phe Leu Arg Glu He Thr Val Ala Thr Gly 
170 175 180 

Gly Phe He Tyr Thr Gly Glu Val Val His Arg Met Leu Thr Ala 
185 190 195 

Thr Gin Tyr He Ala Pro Leu Met Ala Asn Phe Asp Pro Ser Val 
200 205 210 

Ser Arg Asn Ser Thr Val Arg Tyr Phe Asp Asn Gly Thr Ala Leu 
215 220 225 

Val Val Gin Trp Asp His Val His Leu Gin Asp Asn Tyr Asn Leu 
230 235 240 

Gly Ser Phe Thr Phe Gin Ala Thr Leu Leu Met Asp Gly Arg He 
245 250 255 

He Phe Gly Tyr Lys Glu He Pro Val Leu Val Thr Gin He Ser 
260 265 270 

Ser Thr Asn His Pro Val Lys Val Gly Leu Ser Asp Ala Phe Val 
275 280 285 

Val Val His Arg He Gin Gin He Pro Asn Val Arg Arg Arg Thr 
290 295 300 

He Tyr Glu Tyr His Arg Val Glu Leu Gin Met Ser Lys He Thr 
305 310 315 

Asn He Ser Ala Val Glu Met Thr Pro Leu Pro Thr Cys Leu Gin 
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320 325 330 

Phe Asn Arg Cys Gly Pro Cys Val Ser Ser Gin lie Gly Phe Asn 
335 340 345 

Cys Ser Trp Cys Ser Lys Leu Gin Arg Cys Ser Ser Gly Phe Asp 
350 355 360 

Arg His Arg Gin Asp Trp Val Asp Ser Gly Cys Pro Glu Glu Ser 
365 370 375 

Lys Glu Lys Met Cys Glu Asn Thr Glu Pro Val Glu Thr Ser Ser 
380 385 390 

Arg Thr Thr Thr Thr Val Gly Ala Thr Thr Thr Gin Phe Arg Val 
395 400 405 

Leu Thr Thr Thr Arg Arg Ala Val Thr Ser Gin Phe Pro Thr Ser 
410 415 420 

Leu Pro Thr Glu Asp Asp Thr Lys lie Ala Leu His Leu Lys Asp 
425 430 435 

M* Asn Gly Ala Ser Thr Asp Asp Ser Ala Ala Glu Lys Lys Gly Gly 
Q 440 " 445 450 

HE Thr Leu His Ala Gly Leu lie lie Gly lie Leu lie Leu Val Leu 

Jf.{ 455 460 465 

111 lie Val Ala Thr Ala He Leu Val Thr Val Tyr Met Tyr His His 
Cm 470 475 480 

Pro Thr Ser Ala Ala Ser He Phe Phe He Glu Arg Arg Pro Ser 
JU 485 490 495 

Arg Trp Pro Ala Met Lys Phe Arg Arg Gly Ser Gly His Pro Ala 
M: 500 505 510 

$*j Tyr Ala Glu Val Glu Pro Val Gly Glu Lys Glu Gly Phe He Val 
2?) 515 52 0 525 

Ser Glu Gin Cys 



<210> 473 

<211> 2870 

<212> DNA 

<213> Homo Sapien 

<400> 473 

cgcggagccc tgcgctggga ggtgcacggt gtgcacgctg gactggaccc 50 
ccatgcaacc ccgcgccctg cgccttaacc aggactgctc cgcgcgcccc 100 
tgagcctcgg gctccggccc ggacctgcag cctcccaggt ggctgggaag 15 0 
aactctccaa caataaatac atttgataag aaagatggct ttaaaagtgc 2 00 
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tactagaaca 


agagaaaacg 


tttttcactc 


ttttagtatt 


actaggctat 


250 


ttgtcatgta 


aagtgacttg 


tgaatcagga 


gactgtagac 


agcaagaatt 


300 


cagggatcgg 


tctggaaact 


gtgttccctg 


caaccagtgt 


gggccaggca 


350 


tggagttgtc 


taaggaatgt 


ggcttcggct 


atggggagga 


tgcacagtgt 


400 


gtgacgtgcc 


ggctgcacag 


gttcaaggag 


gactggggct 


tccagaaatg 


450 


caagccctgt 


ctggactgcg 


cagtggtgaa 


ccgctttcag 


aaggcaaatt 


500 


gttcagccac 


cagtgatgcc 


atctgcgggg 


actgcttgcc 


aggattttat 


550 


aggaagacga 


aacttgtcgg 


ctttcaagac 


atggagtgtg 


tgccttgtgg 


600 


agaccctcct 


cctccttacg 


aaccgcactg 


tgccagcaag 


gtcaacctcg 


650 


tgaagatcgc 


gtccacggcc 


tccagcccac 


gggacacggc 


gctggctgcc 


700 


gttatctgca 


gcgctctggc 


caccgtcctg 


ctggccctgc 


tcatcctctg 


750 


tgtcatctat 


tgtaagagac 


agtttatgga 


gaagaaaccc 


agctggtctc 


800 


tgcggtcgca 


ggacattcag 


tacaacggct 


ctgagctgtc 


gtgttttgac 


850 


agacctcagc 


tccacgaata 


tgcccacaga 


gcctgctgcc 


agtgccgccg 


900 


tgactcagtg 


cagacctgcg 


ggccggtgcg 


cttgctccca 


tccatgtgct 


950 


gtgaggaggc 


ctgcagcccc 


aacccggcga 


ctcttggttg 


tggggtgcat 


1000 


tctgcagcca 


gtcttcaggc 


aagaaacgca 


ggcccagccg 


gggagatggt 


1050 


gccgactttc 


ttcggatccc 


tcacgcagtc 


catctgtggc 


gagttttcag 


1100 


atgcctggcc 


tctgatgcag 


aatcccatgg 


gtggtgacaa 


catctctttt 


1150 


tgtgactctt 


atcctgaact 


cactggagaa 


gacattcatt 


ctctcaatcc 


1200 


agaacttgaa 


agctcaacgt 


ctttggattc 


aaatagcagt 


caagatttgg 


1250 


ttggtggggc 


tgttccagtc 


cagtctcatt 


ctgaaaactt 


tacagcagct 


1300 


actgatttat 


ctagatataa 


caacacactg 


gtagaatcag 


catcaactca 


1350 


ggatgcacta 


actatgagaa 


gccagctaga 


tcaggagagt 


ggcgctgtca 


1400 


tccacccagc 


cactcagacg 


tccctccagg 


aagcttaaag 


aacctgcttc 


1450 


tttctgcagt 


agaagcgtgt 


gctggaaccc 


aaagagtact 


cctttgttag 


1500 


gcttatggac 


tgagcagtct 


ggaccttgca 


tggcttctgg 


ggcaaaaata 


1550 


aatctgaacc 


aaactgacgg 


catttgaagc 


ctttcagcca 


gttgcttctg 


1600 


agccagacca 


gctgtaagct 


gaaacctcaa 


tgaataacaa 


gaaaagactc 


1650 
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caggccgact 


catgatactc 


tgcatctttc 


ctacatgaga 


agcttctctg 


1700 




ccacaaaagt 


gacttcaaag 


actgatgggt 


tgagctggca 


gcctatgaga 


1750 




ttgtggacat 


ataacaagaa 


acagaaatgc 


cctcatgctt 


attttcatgg 


1800 




tgattgtggt 


tttacaagac 


tgaagaccca 


gagtatactt 


tttctttcca 


1850 




gaaataattt 


cataccgcct 


atgaaatatc 


agataaatta 


ccttagcttt 


1900 




tatgtagaat 


gggttcaaaa 


gtgagtgttt 


ctatttgaga 


aggacacttt 


1950 




ttcatcatct 


aaactgattc 


gcataggtgg 


ttagaatggc 


cctcatattg 


2000 




cctgcctaaa 


tcttgggttt 


attagatgaa 


gtttactgaa 


tcagaggaat 


2050 




cagacagagg 


aggatagctc 


tttccagaat 


ccacacttct 


gacctcagcc 


2100 




tcggtctcat 


gaacacccgc 


tgatctcagg 


agaacacctg 


ggctagggaa 


2150 




tgtggtcgag 


aaagggcagc 


ccattgccca 


gaattaacac 


atattgtaga 


2200 




gacttgtatg 


caaaggttgg 


catatttata 


tgaaaattag 


ttgctataga 


2250 


b 


aacatttgtt 


gcatctgtcc 


ctctgcctga 


gcttagaagg 


ttatagaaaa 


2300 




agggtattta 


taaacataaa 


tgacctttta 


cttgcattgt 


atcttatact 


2350 




aaaggcttta 


gaaattacaa 


catatcaggt 


tcccctacta 


ctgaagtagc 


2400 


01 


cttccgtgag 


aacacaccac 


atgttaggac 


tagaagaaaa 


tgcacaattt 


2450 




gtaggggttt 


ggatgaagca 


gctgtaactg 


ccctagtgta 


gtttgaccag 


2500 


iM- 


gacattgtcg 


tgctccttcc 


aattgtgtaa 


gattagttag 


cacatcatct 


2550 




cctactttag 


ccatccggtg 


ttggatttaa 


gaggacggtg 


cttctttcta 


2600 




ttaaagtgct 


ccatccccta 


ccatctacac 


attagcattg 


tctctagagc 


2650 




taagacagaa 


attaaccccg 


ttcagtcaca 


aagcagggaa 


tggttcattt 


2700 




actcttaatc 


tttatgccct 


ggagaagacc 


tacttgaaca 


gggcatattt 


2750 




tttagacttc 


tgaacatcag 


tatgttcgag 


ggtactatga 


tattttggtt 


2800 




tggaattgcc 


ctgcccaagt 


cactgtcttt 


taacttttaa 


actgaatatt 


2850 




aaaatgtatc 


tgtctttcct 


2870 









<210> 474 
<211> 417 
<212> PRT 
<213> Homo Sapien 

<400> 474 

Met Ala Leu Lys Val Leu Leu Glu Gin Glu Lys Thr Phe Phe Thr 
15 10 15 

720 



Leu Leu Val Leu Leu Gly Tyr Leu Ser Cys Lys Val Thr Cys Glu 
20 " 25 30 



Ser Gly Asp Cys Arg Gin Gin Glu Phe Arg Asp Arg Ser Gly Asn 
35 40 45 

Cys Val Pro Cys Asn Gin Cys Gly Pro Gly Met Glu Leu Ser Lys 
50 55 60 

Glu Cys Gly Phe Gly Tyr Gly Glu Asp Ala Gin Cys Val Thr Cys 
65 70 75 

Arg Leu His Arg Phe Lys Glu Asp Trp Gly Phe Gin Lys Cys Lys 
80 ^ 85 90 

Pro Cys Leu Asp Cys Ala Val Val Asn Arg Phe Gin Lys Ala Asn 
95 100 105 

Cys Ser Ala Thr Ser Asp Ala lie Cys Gly Asp Cys Leu Pro Gly 
110 115 120 

Phe Tyr Arg Lys Thr Lys Leu Val Gly Phe Gin Asp Met Glu Cys 
125 130 135 

Val Pro Cys Gly Asp Pro Pro Pro Pro Tyr Glu Pro His Cys Ala 
140 145 150 

Ser Lys Val Asn Leu Val Lys lie Ala Ser Thr Ala Ser Ser Pro 
155 160 165 

Arg Asp Thr Ala Leu Ala Ala Val lie Cys Ser Ala Leu Ala Thr 
170 175 180 

Val Leu Leu Ala Leu Leu lie Leu Cys Val lie Tyr Cys Lys Arg 
185 190 195 

Gin Phe Met Glu Lys Lys Pro Ser Trp Ser Leu Arg Ser Gin Asp 
200 205 210 

lie Gin Tyr Asn Gly Ser Glu Leu Ser Cys Phe Asp Arg Pro Gin 
215 220 225 

Leu His Glu Tyr Ala His Arg Ala Cys Cys Gin Cys Arg Arg Asp 
230 235 240 

Ser Val Gin Thr Cys Gly Pro Val Arg Leu Leu Pro Ser Met Cys 
245 250 255 

Cys Glu Glu Ala Cys Ser Pro Asn Pro Ala Thr Leu Gly Cys Gly 
260 265 ~ * 270 

Val His Ser Ala Ala Ser Leu Gin Ala Arg Asn Ala Gly Pro Ala 
275 280 285 

Gly Glu Met Val Pro Thr Phe Phe Gly Ser Leu Thr Gin Ser lie 
290 295 300 

Cys Gly Glu Phe Ser Asp Ala Trp Pro Leu Met Gin Asn Pro Met 
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305 

Gly Gly Asp Asn lie 
320 

Gly Glu Asp lie His 
335 

Ser Leu Asp Ser Asn 
350 

Pro Val Gin Ser His 

365 

Ser Arg Tyr Asn Asn 
380 

Ala Leu Thr Met Arg 
395 

lie His Pro Ala Thr 
410 

<210> 475 
<211> 918 
<212> DNA 
<213> Homo Sapien 

<400> 475 



agccaggcag 


cacatcacag 


cgggaggagc 


tgtcccaggt 


ggcccagctc 


50 


agcaatggca 


atgggggtcc 


ccagagtcat 


tctgctctgc 


ctctttgggg 


100 


ctgcgctctg 


cctgacaggg 


tcccaagccc 


tgcagtgcta 


cagctttgag 


150 


cacacctact 


ttggcccctt 


tgacctcagg 


gccatgaagc 


tgcccagcat 


200 


ctcctgtcct 


catgagtgct 


ttgaggctat 


cctgtctctg 


gacaccgggt 


250 


atcgcgcgcc 


ggtgaccctg 


gtgcggaagg 


gctgctggac 


cgggcctcct 


300 


gcgggccaga 


cgcaatcgaa 


cccggacgcg 


ctgccgccag 


actactcggt 


350 


ggtgcgcggc 


tgcacaactg 


acaaatgcaa 


cgcccacctc 


atgactcatg 


400 


acgccctccc 


caacctgagc 


caagcacccg 


acccgccgac 


gctcagcggc 


450 


gccgagtgct 


acgcctgtat 


cggggtccac 


caggatgact 


gcgctatcgg 


500 


caggtcccga 


cgagtccagt 


gtcaccagga 


ccagaccgcc 


tgcttccagg 


550 


gcagtggcag 


aatgacagtt 


ggcaatttct 


cagtccctgt 


gtacatcaga 


600 


acctgccacc 


ggccctcctg 


caccaccgag 


ggcaccacca 


gcccctggac 


650 


agccatcgac 


ctccagggct 


cctgctgtga 


ggggtacctc 


tgcaacagga 


700 


aatccatgac 


ccagcccttc 


accagtgctt 


cagccaccac 


ccctccccga 


750 
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310 315 

Ser Phe Cys Asp Ser Tyr Pro Glu Leu Thr 

325 330 

Ser Leu Asn Pro Glu Leu Glu Ser Ser Thr 

340 345 

Ser Ser Gin Asp Leu Val Gly Gly Ala Val 

355 360 

Ser Glu Asn Phe Thr Ala Ala Thr Asp Leu 

370 375 

Thr Leu Val Glu Ser Ala Ser Thr Gin Asp 

385 390 

Ser Gin Leu Asp Gin Glu Ser Gly Ala Val 

400 ~ 405 

Gin Thr Ser Leu Gin Glu Ala 
415 



gcactacagg tcctggccct gctcctccca gtcctcctgc tggtggggct 800 

ctcagcatag accgcccctc caggatgctg gggacagggc tcacacacct 850 

cattcttgct gcttcagccc ctatcacata gctcactgga aaatgatgtt 900 

aaagtaagaa ttgcaaaa 918 

:210> 476 
;211> 251 
;212> PRT 
:213> Homo Sapien 

:400> 476 

Met Ala Met Gly Val Pro Arg Val lie Leu Leu Cys Leu Phe Gly 
15 10 15 

Ala Ala Leu Cys Leu Thr Gly Ser Gin Ala Leu Gin Cys Tyr Ser 
20 25 30 

Phe Glu His Thr Tyr Phe Gly Pro Phe Asp Leu Arg Ala Met Lys 
35 40 45 

Leu Pro Ser lie Ser Cys Pro His Glu Cys Phe Glu Ala lie Leu 
50 55 60 

Ser Leu Asp Thr Gly Tyr Arg Ala Pro Val Thr Leu Val Arg Lys 
65 ~ 70 75 

Gly Cys Trp Thr Gly Pro Pro Ala Gly Gin Thr Gin Ser Asn Pro 
80 85 90 

Asp Ala Leu Pro Pro Asp Tyr Ser Val Val Arg Gly Cys Thr Thr 
95 100 105 

Asp Lys Cys Asn Ala His Leu Met Thr His Asp Ala Leu Pro Asn 
110 115 120 

Leu Ser Gin Ala Pro Asp Pro Pro Thr Leu Ser Gly Ala Glu Cys 
125 130 135 

Tyr Ala Cys lie Gly Val His Gin Asp Asp Cys Ala lie Gly Arg 
140 145 150 

Ser Arg Arg Val Gin Cys His Gin Asp Gin Thr Ala Cys Phe Gin 
155 160 165 

Gly Ser Gly Arg Met Thr Val Gly Asn Phe Ser Val Pro Val Tyr 
170 175 180 

lie Arg Thr Cys His Arg Pro Ser Cys Thr Thr Glu Gly Thr Thr 
185 190 195 

Ser Pro Trp Thr Ala lie Asp Leu Gin Gly Ser Cys Cys Glu Gly 
200 205 210 

Tyr Leu Cys Asn Arg Lys Ser Met Thr Gin Pro Phe Thr Ser Ala 
215 220 225 
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Ser Ala Thr Thr Pro Pro Arg Ala Leu Gin Val Leu Ala Leu Leu 
230 235 240 

Leu Pro Val Leu Leu Leu Val Gly Leu Ser Ala 
245 250 

<210> 477 

<211> 3288 

<212> DNA 

<213> Homo Sapien 

<400> 477 



cccacgcgtc 


cgggacagat 


gaacttaaaa 


gagaagcttt 


agctgccaaa 


50 


gattgggaaa 


gggaaaggac 


aaaaaagacc 


cctgggctac 


acggcgtagg 


100 


tgcagggttt 


cctactgctg 


ttcttttatg 


ctgggagctg 


tggctgtaac 


150 


caactaggaa 


ataacgtatg 


cagcagctat 


ggctgtcaga 


gagttgtgct 


200 


tcccaagaca 


aaggcaagtc 


ctgtttcttt 


ttcttttttg 


gggagtgtcc 


250 


ttggcaggtt 


ctgggtttgg 


acgttattcg 


gtgactgagg 


aaacagagaa 


300 


aggatccttt 


gtggtcaatc 


tggcaaagga 


tctgggacta 


gcagaggggg 


350 


agctggctgc 


aaggggaacc 


agggtggttt 


ccgatgataa 


caaacaatac 


400 


ctgctcctgg 


attcacatac 


cgggaatttg 


ctcacaaatg 


agaaactgga 


450 


ccgagagaag 


ctgtgtggcc 


ctaaagagcc 


ctgtatgctg 


tatttccaaa 


500 


ttttaatgga 


tgatcccttt 


cagatttacc 


gggctgagct 


gagagtcagg 


550 


gatataaatg 


atcacgcgcc 


agtatttcag 


gacaaagaaa 


cagtcttaaa 


600 


aatatcagaa 


aatacagctg 


aagggacagc 


atttagacta 


gaaagagcac 


650 


aggatccaga 


tggaggactt 


aacggtatcc 


aaaactacac 


gatcagcccc 


700 


aactcttttt 


tccatattaa 


cattagtggc 


ggtgatgaag 


gcatgatata 


750 


tccagagcta 


gtgttggaca 


aagcactgga 


tcgggaggag 


cagggagagc 


800 


tcagcttaac 


cctcacagcg 


ctggatggtg 


ggtctccatc 


caggtctggg 


850 


acctctactg 


tacgcatcgt 


tgtcttggac 


gtcaatgaca 


atgccccaca 


900 


gtttgcccag 


gctctgtatg 


agacccaggc 


tccagaaaac 


agccccattg 


950 


ggttccttat 


tgttaaggta 


tgggcagaag 


atgtagactc 


tggagtcaac 


1000 


gcggaagtat 


cctattcatt 


ttttgatgcc 


tcagaaaata 


ttcgaacgac 


1050 


ctttcaaatc 


aatccttttt 


ctggggaaat 


ctttctcaga 


gaattgcttg 


1100 


attatgagtt 


agtaaattct 


tacaaaataa 


atatacaggc 


aatggacggt 


1150 
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ggaggccttt 


ctgcaagatg 


tagggtttta 


gtggaagtat 


tggacaccaa 


1200 




tgacaatccc 


cctgaactga 


tcgtatcatc 


attttccaac 


tctgttgctg 


1250 




agaattctcc 


tgagacgccg 


ctggctgttt 


ttaagattaa 


tgacagagac 


1300 




tctggagaaa 


atggaaagat 


ggtttgctac 


attcaagaga 


atctgccatt 


1350 




cctactaaaa 


ccttctgtgg 


agaattttta 


catcctaatt 


acagaaggcg 


1400 




cgctggacag 


agagatcaga 


gccgagtaca 


acatcactat 


caccgtcact 


1450 




gacttgggga 


cacccaggct 


gaaaaccgag 


cacaacataa 


cggtcctggt 


1500 




ctccgacgtc 


aatgacaacg 


cccccgcctt 


cacccaaacc 


tcctacaccc 


1550 




tgttcgtccg 


cgagaacaac 


agccccgccc 


tgcacatcgg 


cagcgtcagc 


1600 




gccacagaca 


gagactcggg 


caccaacgcc 


caggtcacct 


actcgctgct 


1650 




gccgccccaa 


gacccgcacc 


tgcccctcgc 


ctccctggtc 


tccatcaacg 


1700 




cggacaacgg 


ccacctgttc 


gccctcaggt 


cgctggacta 


cgaggccctg 


1750 




caggctttcg 


agttccgcgt 


gggcgccaca 


gaccgcggct 


cccccgcgct 


1800 


y j 


gagcagagag 


gcgctggtgc 


gcgtgctggt 


gctggacgcc 


aacgacaact 


1850 


n ! 


cgcccttcgt 


gctgtacccg 


ctgcagaacg 


gctccgcgcc 


ctgcaccgag 


1900 




ctggtgcccc 


gggcggccga 


gccgggctac 


ctggtgacca 


aggtggtggc 


1950 


If 


ggtggacggc 


gactcgggcc 


agaacgcctg 


gctgtcgtac 


cagctgctca 


2000 


S 7 

y : . 


aggccacgga 


gcccgggctg 


ttcggtgtgt 


gggcgcacaa 


tggggaggtg 


2050 


cgcaccgcca 


ggctgctgag 


cgagcgcgac 


gcagccaagc 


acaggctcgt 


2100 


ifl 

ru 


ggtgcttgtc 


aaggacaatg 


gcgagcctcc 


tcgctcggcc 


accgccacgc 


2150 


tgcacttgct 


cctggtggac 


ggcttctccc 


agccctacct 


gcctctcccg 


2200 




gaggcggccc 


cggcccaggc 


ccaggccgag 


gccgacttgc 


tcaccgtcta 


2250 




cctggtggtg 


gcgttggcct 


cggtgtcttc 


gctcttcctc 


ctctcggtgc 


2300 




tcctgttcgt 


ggcggtgcgg 


ctgtgcagga 


ggagcagggc 


ggcctcggtg 


2350 




ggtcgctgct 


cggtgcccga 


gggtcctttt 


ccagggcatc 


tggtggacgt 


2400 




gaggggcgct 


gagaccctgt 


cccagagcta 


ccagtatgag 


gtgtgtctga 


2450 




cgggaggccc 


cgggaccagt 


gagttcaagt 


tcttgaaacc 


agttatttcg 


2500 




gatattcagg 


cacagggccc 


tgggaggaag 


ggtgaagaaa 


attccacctt 


2550 




ccgaaatagc 


tttggattta 


atattcagta 


aagtctgttt 


ttagtttcat 


2600 
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atacttttgg tgtgttacat agccatgttt ctattagttt acttttaaat 2650 

ctcaaattta agttattatg caacttcaag cattattttc aagtagtata 2700 

cccctgtggt tttacaatgt ttcatcattt ttttgcatta ataacaactg 2750 

ggtttaattt aatgagtatt tttttctaaa tgatagtgtt aaggttttaa 2800 

ttctttccaa ctgcccaagg aattaattac tattatatct cattacagaa 2 85 0 

atctgaggtt ttgattcatt tcagagcttg catctcatga ttctaatcac 2900 

ttctgtctat agtgtacttg ctctatttaa gaaggcatat ctacatttcc 2950 

aaactcattc taacattcta tatattcgtg tttgaaaacc atgtcattta 3000 

tttctacatc atgtatttaa aaagaaatat ttctctacta ctatgctcat 3050 

gacaaaatga aacaaagcat attgtgagca atactgaaca tcaataatac 3100 

ccttagttta tatacttatt attttatctt taagcatgct acttttactt 3150 

ggccaatatt ttcttatgtt aacttttgct gatgtataaa acagactatg 32 00 

ccttataatt gaaataaaat tataatctgc ctgaaaatga ataaaaataa 3250 

aacattttga aatgtgaaaa aaaaaaaaaa aaaaaaaa 32 88 

<210> 478 

<211> 800 

<212> PRT 

<213> Homo Sapien 

<400> 478 

Met Ala Val Arg Glu Leu Cys Phe Pro Arg Gin Arg Gin Val Leu 
1 5 10 15 

Phe Leu Phe Leu Phe Trp Gly Val Ser Leu Ala Gly Ser Gly Phe 
20 25 30 

Gly Arg Tyr Ser Val Thr Glu Glu Thr Glu Lys Gly Ser Phe Val 
35 40 45 

Val Asn Leu Ala Lys Asp Leu Gly Leu Ala Glu Gly Glu Leu Ala 
50 55 60 

Ala Arg Gly Thr Arg Val Val Ser Asp Asp Asn Lys Gin Tyr Leu 
65 ~ 70 ~ * 75 

Leu Leu Asp Ser His Thr Gly Asn Leu Leu Thr Asn Glu Lys Leu 
80 85 90 

Asp Arg Glu Lys Leu Cys Gly Pro Lys Glu Pro Cys Met Leu Tyr 
95 100 ~ 105 

Phe Gin lie Leu Met Asp Asp Pro Phe Gin lie Tyr Arg Ala Glu 
110 115 120 
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Leu Arg Val Arg Asp lie Asn Asp His Ala Pro Val Phe Gin Asp 
125 130 135 



Lys Glu Thr Val Leu Lys He Ser Glu Asn Thr Ala Glu Gly Thr 
140 145 150 

Ala Phe Arg Leu Glu Arg Ala Gin Asp Pro Asp Gly Gly Leu Asn 
155 160 165 

Gly He Gin Asn Tyr Thr He Ser Pro Asn Ser Phe Phe His He 
170 175 180 

Asn He Ser Gly Gly Asp Glu Gly Met He Tyr Pro Glu Leu Val 
185 ~ 190 195 

Leu Asp Lys Ala Leu Asp Arg Glu Glu Gin Gly Glu Leu Ser Leu 
200 205 210 

Thr Leu Thr Ala Leu Asp Gly Gly Ser Pro Ser Arg Ser Gly Thr 
215 220 225 

Ser Thr Val Arg He Val Val Leu Asp Val Asn Asp Asn Ala Pro 
230 235 240 

p : i Gin Phe Ala Gin Ala Leu Tyr Glu Thr Gin Ala Pro Glu Asn Ser 
S! 245 250 255 

Jj| Pro He Gly Phe Leu He Val Lys Val Trp Ala Glu Asp Val Asp 

fU 260 265 270 

If! 

|p Ser Gly Val Asn Ala Glu Val Ser Tyr Ser Phe Phe Asp Ala Ser 

m 275 280 285 



Glu Asn He Arg Thr Thr Phe Gin He Asn Pro Phe Ser Gly Glu 
p 2 90 2 95 3 00 

¥* 

|A He Phe Leu Arg Glu Leu Leu Asp Tyr Glu Leu Val Asn Ser Tyr 

If! 305 310 315 

3f! Lys He Asn He Gin Ala Met Asp Gly Gly Gly Leu Ser Ala Arg 

IU 320 325 330 

Cys Arg Val Leu Val Glu Val Leu Asp Thr Asn Asp Asn Pro Pro 
335 340 345 

Glu Leu He Val Ser Ser Phe Ser Asn Ser Val Ala Glu Asn Ser 
350 355 360 

Pro Glu Thr Pro Leu Ala Val Phe Lys He Asn Asp Arg Asp Ser 
365 370 375 

Gly Glu Asn Gly Lys Met Val Cys Tyr He Gin Glu Asn Leu Pro 
380 385 390 

Phe Leu Leu Lys Pro Ser Val Glu Asn Phe Tyr He Leu He Thr 
395 400 405 

Glu Gly Ala Leu Asp Arg Glu He Arg Ala Glu Tyr Asn He Thr 
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lie Thr Val Thr Asp Leu Gly Thr Pro Arg Leu Lys Thr Glu His 
425 430 435 



Asn lie Thr Val Leu Val Ser Asp Val Asn Asp Asn Ala Pro Ala 
440 445 450 

Phe Thr Gin Thr Ser Tyr Thr Leu Phe Val Arg Glu Asn Asn Ser 
455 460 465 

Pro Ala Leu His lie Gly Ser Val Ser Ala Thr Asp Arg Asp Ser 
470 475 480 

Gly Thr Asn Ala Gin Val Thr Tyr Ser Leu Leu Pro Pro Gin Asp 
485 490 495 

Pro His Leu Pro Leu Ala Ser Leu Val Ser lie Asn Ala Asp Asn 
500 505 510 

Gly His Leu Phe Ala Leu Arg Ser Leu Asp Tyr Glu Ala Leu Gin 
515 520 525 

Ala Phe Glu Phe Arg Val Gly Ala Thr Asp Arg Gly Ser Pro Ala 
530 535 540 

Leu Ser Arg Glu Ala Leu Val Arg Val Leu Val Leu Asp Ala Asn 
545 " 550 555 

Asp Asn Ser Pro Phe Val Leu Tyr Pro Leu Gin Asn Gly Ser Ala 
560 565 570 

Pro Cys Thr Glu Leu Val Pro Arg Ala Ala Glu Pro Gly Tyr Leu 
575 580 585 

Val Thr Lys Val Val Ala Val Asp Gly Asp Ser Gly Gin Asn Ala 
590 595 600 

Trp Leu Ser Tyr Gin Leu Leu Lys Ala Thr Glu Pro Gly Leu Phe 
605 610 615 

Gly Val Trp Ala His Asn Gly Glu Val Arg Thr Ala Arg Leu Leu 
620 625 630 

Ser Glu Arg Asp Ala Ala Lys His Arg Leu Val Val Leu Val Lys 
~ 635 " ~ 640 645 

Asp Asn Gly Glu Pro Pro Arg Ser Ala Thr Ala Thr Leu His Leu 
650 655 660 

Leu Leu Val Asp Gly Phe Ser Gin Pro Tyr Leu Pro Leu Pro Glu 
665 670 675 

Ala Ala Pro Ala Gin Ala Gin Ala Glu Ala Asp Leu Leu Thr Val 
680 685 690 

Tyr Leu Val Val Ala Leu Ala Ser Val Ser Ser Leu Phe Leu Leu 
695 700 705 
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Ser Val Leu Leu Phe 
710 

Ala Ala Ser Val Gly 
725 

Gly His Leu Val Asp 
740 

Tyr Gin Tyr Glu Val 
755 

Phe Lys Phe Leu Lys 
770 

Pro Gly Arg Lys Gly 
785 

Gly Phe Asn lie Gin 
800 

<210> 479 

<211> 1470 

<212> DNA 

<213> Homo Sapien 

<400> 479 



ctcggctgga 


tttaaggttg 


ccgctagccg 


cctgggaatt 


taagggaccc 


50 


acactacctt 


cccgaagttg 


aaggcaagcg 


gtgattgttt 


gtagacggcg 


100 


ctttgtcatg 


ggacctgtgc 


ggttgggaat 


attgcttttc 


ctttttttgg 


150 


ccgtgcacga 


ggcttgggct 


gggatgttga 


aggaggagga 


cgatgacaca 


200 


gaacgcttgc 


ccagcaaatg 


cgaagtgtgt 


aagctgctga 


gcacagagct 


250 


acaggcggaa 


ctgagtcgca 


ccggtcgatc 


tcgagaggtg 


ctggagctgg 


300 


ggcaggtgct 


ggatacaggc 


aagaggaaga 


gacacgtgcc 


ttacagcgtt 


350 


tcagagacaa 


ggctggaaga 


ggccttagag 


aatttatgtg 


agcggatcct 


400 


ggactatagt 


gttcacgctg 


agcgcaaggg 


ctcactgaga 


tatgccaagg 


450 


gtcagagtca 


gaccatggca 


acactgaaag 


gcctagtgca 


gaagggggtg 


500 


aaggtggatc 


tggggatccc 


tctggagctt 


tgggatgagc 


ccagcgtgga 


550 


ggtcacatac 


ctcaagaagc 


agtgtgagac 


catgttggag 


gagtttgaag 


600 


acattgtggg 


agactggtac 


ttccaccatc 


aggagcagcc 


cctacaaaat 


650 


tttctctgtg 


aaggtcatgt 


gctcccagct 


gctgaaactg 


catgtctaca 


700 


ggaaacttgg 


actggaaagg 


agatcacaga 


tggggaagag 


aaaacagaag 


750 


gggaggaaga 


gcaggaggag 


gaggaggaag 


aggaggaaga 


ggaaggggga 


800 
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Val Ala Val Arg Leu Cys Arg Arg Ser Arg 
715 720 

Arg Cys Ser Val Pro Glu Gly Pro Phe Pro 
730 735 

Val Arg Gly Ala Glu Thr Leu Ser Gin Ser 
745 750 

Cys Leu Thr Gly Gly Pro Gly Thr Ser Glu 
760 76 5 

Pro Val He Ser Asp He Gin Ala Gin Gly 
775 780 

Glu Glu Asn Ser Thr Phe Arg Asn Ser Phe 
790 795 



gacaagatga 


ccaagacagg 


aagccacccc 


aaacttgacc 


gagaagatct 


850 


ttgacccttg 


cctttgagcc 


cccaggaggg 


gaagggatca 


tggagagccc 


900 


tctaaagcct 


gcactctccc 


tgctccacag 


ctttcagggt 


gtgtttatga 


950 


gtgactccac 


ccaagcttgt 


agctgttctc 


tcccatctaa 


cctcaggcaa 


1000 


gatcctggtg 


aaacagcatg 


acatggcttc 


tggggtggag 


ggtgggggtg 


1050 


gaggtcctgc 


tcctagagat 


gaactctatc 


cagcccctta 


attggcaggt 


1100 


gtatgtgctg 


acagtactga 


aagctttcct 


ctttaactga 


tcccaccccc 


1150 


acccaaaagt 


cagcagtggc 


actggagctg 


tgggctttgg 


ggaagtcact 


1200 


tagctcctta 


aggtctgttt 


ttagaccctt 


ccaaggaaga 


ggccagaacg 


1250 


gacattctct 


gcgatctata 


tacattgcct 


gtatccagga 


ggctacacac 


1300 


cagcaaaccg 


tqaaqqaqaa 


tqqqacactq 


qqtcatqqcc 


tqqaqttqct 

ZD ZJ ZD Zj 


1350 


gataatttag 


gtgggataga 


tacttggtct 


acttaagctc 


aatgtaaccc 


1400 


agagcccacc 


atatagtttt 


ataggtgctc 


aactttctat 


atcgctatta 


1450 


aacttttttc 


tttttttcta 


1470 









<210> 480 
<211> 248 
<212> PRT 
<213> Homo Sapien 

<400> 480 

Met Gly Pro Val Arg Leu Gly lie Leu Leu Phe Leu Phe Leu Ala 

1 5 10 15 

Val His Glu Ala Trp Ala Gly Met Leu Lys Glu Glu Asp Asp Asp 

20 25 30 

Thr Glu Arg Leu Pro Ser Lys Cys Glu Val Cys Lys Leu Leu Ser 

35 40 45 

Thr Glu Leu Gin Ala Glu Leu Ser Arg Thr Gly Arg Ser Arg Glu 

50 55 ' ~ 60 

Val Leu Glu Leu Gly Gin Val Leu Asp Thr Gly Lys Arg Lys Arg 

65 70 " ~ 75 

His Val Pro Tyr Ser Val Ser Glu Thr Arg Leu Glu Glu Ala Leu 

80 85 90 

Glu Asn Leu Cys Glu Arg lie Leu Asp Tyr Ser Val His Ala Glu 

95 100 105 

Arg Lys Gly Ser Leu Arg Tyr Ala Lys Gly Gin Ser Gin Thr Met 

110 ~ 115 120 
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Ala Thr Leu Lys Gly Leu Val Gin Lys Gly Val Lys Val Asp Leu 
125 130 135 

Gly lie Pro Leu Glu Leu Trp Asp Glu Pro Ser Val Glu Val Thr 
140 145 150 

Tyr Leu Lys Lys Gin Cys Glu Thr Met Leu Glu Glu Phe Glu Asp 
155 160 165 

lie Val Gly Asp Trp Tyr Phe His His Gin Glu Gin Pro Leu Gin 
170 175 180 

Asn Phe Leu Cys Glu Gly His Val Leu Pro Ala Ala Glu Thr Ala 
185 190 195 

Cys Leu Gin Glu Thr Trp Thr Gly Lys Glu lie Thr Asp Gly Glu 
200 205 210 

Glu Lys Thr Glu Gly Glu Glu Glu Gin Glu Glu Glu Glu Glu Glu 
215 220 225 

Glu Glu Glu Glu Gly Gly Asp Lys Met Thr Lys Thr Gly Ser His 
230 ~ ~ 235 ~ 240 

Pro Lys Leu Asp Arg Glu Asp Leu 
245 

<210> 481 

<211> 1786 

<212> DNA 

<213> Homo Sapien 

<400> 481 



ggcgtgtgca 


aggcggggtc 


cggcccgcgc 


aggtcgggta 


agcgcgtcta 


50 


gggcgctgcg 


cggcgcagcg 


aaaatggcgg 


cttccaggtg 


ggcgcgcaag 


100 


gccgtggtcc 


tgctttgtgc 


ctctgacctg 


ctgctgctgc 


tgctactgct 


150 


accaccgcct 


gggtcctgcg 


cggccgaagg 


ctcgcccggg 


acgcccgacg 


200 


agtctacccc 


acctccccgg 


aagaagaaga 


aggatattcg 


cgattacaat 


250 


gatgcagaca 


tggcgcgtct 


tctggagcaa 


tgggagaaag 


atgatgacat 


300 


tgaagaagga 


gatcttccag 


agcacaagag 


accttcagca 


cctgtcgact 


350 


tctcaaagat 


agacccaagc 


aagcctgaaa 


gcatattgaa 


aatgacgaaa 


400 


aaagggaaga 


ctctcatgat 


gtttgtcact 


gtatcaggaa 


gccctactga 


450 


gaaggagaca 


gaggaaatta 


cgagcctctg 


gcagggcagc 


cttttcaatg 


500 


ccaactatga 


cgtccagagg 


ttcattgtgg 


gatcagaccg 


tgctatcttc 


550 


atgcttcgcg 


atgggagcta 


cgcctgggag 


atcaaggact 


ttttggtcgg 


600 


tcaagacagg 


tgtgctgatg 


taactctgga 


gggccaggtg 


taccccggca 


650 
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aaggaggagg 


aagcaaagag 


aaaaataaaa 


caaagcaaga 


caagggcaaa 


700 


aaaaagaagg 


aaggagatct 


gaaatctcgg 


tcttccaagg 


aagaaaatcg 


750 


agctgggaat 


aaaagagaag 


acctgtgatg 


gggcagcagt 


gacgcgctgt 


800 


ggggggacag 


gtggacgtgg 


agagctcttt 


gcccagctcc 


tggggtggga 


850 


gtggtctcag 


gcaactgcac 


accggatgac 


attctagtgt 


cttctagaaa 


900 


gggtctgcca 


catgaccagt 


ttgtggtcaa 


agaattactg 


cttaataggc 


950 


ttcaagtaag 


aagacagatg 


ttttctaatt 


aatactggac 


actgacaaat 


1000 


tcatgtttac 


tataaaatct 


ccttacatgg 


aaatgtgact 


gtgttgcttt 


1050 


ttcccattta 


cacttggtga 


gtcatcaact 


ctactgagat 


tccactcccc 


1100 


tccaagcacc 


tgctgtgatt 


gggtggcctg 


ctctgatcag 


atagcaaatt 


1150 


ctgatcagag 


aagactttaa 


aactcttgac 


ttaattgagt 


aaactcttca 


1200 


tgccatatac 


atcattttca 


ttatgttaaa 


ggtaaaatat 


gctttgtgaa 


1250 


ctcagatgtc 


tgtagccagg 


aagccagggt 


gtgtaaatcc 


aaaatctatg 


1300 


caggaaatgc 


ggagaataga 


aaatatgtca 


cttgaaatcc 


taagtagttt 


1350 


tgaatttctt 


tgacttgaat 


cttactcatc 


agtaagagaa 


ctcttggtgt 


1400 


ctgtcaggtt 


ttatgtggtc 


tgtaaagtta 


ggggttctgt 


tttgtttcct 


1450 


tatttaggaa 


agagtactgc 


tggtgtcgag 


gggttatatg 


ttccatttaa 


1500 


tgtgacagtt 


ttaaaggatt 


taagtaggga 


atcagagtcc 


tttgcagagt 


1550 


gtgacagacg 


actcaataac 


ctcatttgtt 


tctaaacatt 


tttctttgat 


1600 


aaagtgccta 


aatctgtgct 


ttcgtataga 


gtaacatgat 


gtgctactgt 


1650 


tgatgtctga 


ttttgccgtt 


catgttagag 


cctactgtga 


ataagagtta 


1700 


gaacatttat 


atacagatgt 


catttctaag 


aactaaaatt 


ctttgggaaa 


1750 


aaccctcaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaa 1786 





<210> 482 
<211> 234 
<212> PRT 
<213> Homo Sapien 

<400> 482 

Met Ala Ala Ser Arg Trp Ala Arg Lys Ala Val Val Leu Leu Cys 
15 10 15 

Ala Ser Asp Leu Leu Leu Leu Leu Leu Leu Leu Pro Pro Pro Gly 
20 25 30 
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Ser Cys Ala Ala Glu Gly Ser Pro Gly Thr Pro Asp Glu Ser Thr 
35 40 45 

Pro Pro Pro Arg Lys Lys Lys Lys Asp lie Arg Asp Tyr Asn Asp 
50 55 60 

Ala Asp Met Ala Arg Leu Leu Glu Gin Trp Glu Lys Asp Asp Asp 
65 70 75 

lie Glu Glu Gly Asp Leu Pro Glu His Lys Arg Pro Ser Ala Pro 
80 85 90 

Val Asp Phe Ser Lys lie Asp Pro Ser Lys Pro Glu Ser lie Leu 
95 100 105 

Lys Met Thr Lys Lys Gly Lys Thr Leu Met Met Phe Val Thr Val 
110 115 12 0 

Ser Gly Ser Pro Thr Glu Lys Glu Thr Glu Glu lie Thr Ser Leu 
125 130 135 

Trp Gin Gly Ser Leu Phe Asn Ala Asn Tyr Asp Val Gin Arg Phe 
140 145 150 

lie Val Gly Ser Asp Arg Ala lie Phe Met Leu Arg Asp Gly Ser 
155 160 165 

Tyr Ala Trp Glu He Lys Asp Phe Leu Val Gly Gin Asp Arg Cys 
170 175 180 

Ala Asp Val Thr Leu Glu Gly Gin Val Tyr Pro Gly Lys Gly Gly 
185 190 195 

Gly Ser Lys Glu Lys Asn Lys Thr Lys Gin Asp Lys Gly Lys Lys 
200 205 210 

Lys Lys Glu Gly Asp Leu Lys Ser Arg Ser Ser Lys Glu Glu Asn 
215 220 225 

Arg Ala Gly Asn Lys Arg Glu Asp Leu 
23 0 

:210> 483 

c211> 2379 

:212> DNA 

c213> Homo Sapien 

c400> 483 

gttgctccgg cggcgctcgg ggagggagcc agcagcctag ggcctaggcc 50 
cgggccacca tggcgctgcc tccaggccca gccgccctcc ggcacacact 100 
gctgctcctg ccagcccttc tgagctcagg ttggggggag ttggagccac 150 
aaatagatgg tcagacctgg gctgagcggg cacttcggga gaatgaacgc 2 00 
cacgccttca cctgccgggt ggcagggggg cctggcaccc ccagattggc 250 
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ctggtatctg 


gatggacagc 


tgcaggaggc 


cagcacctca 


agactgctga 


300 




gcgtgggagg 


ggaggccttc 


tctggaggca 


ccagcacctt 


cactgtcact 


350 




gcccatcggg 


cccagcatga 


gctcaactgc 


tctctgcagg 


accccagaag 


400 




tggccgatca 


gccaaogcct 


ctgtcatcct 


taatgtgcaa 


ttcaagccag 


450 




agattgccca 


agtcggcgcc 


aagtaccagg 


aagctcaggg 


cccaggcctc 


500 




ctggttgtcc 


tgtttgccct 


ggtgcgtgcc 


aacccgccgg 


ccaatgtcac 


550 




ctggatcgac 


caggatgggc 


cagtgactgt 


caacacctct 


gacttcctgg 


600 




tgctggatgc 


gcagaactac 


ccctggctca 


ccaaccacac 


ggtgcagctg 


650 




cagctccgca 


gcctggcaca 


caacctctcg 


gtggtggcca 


ccaatgacgt 


700 




gggtgtcacc 


agtgcgtcgc 


ttccagcccc 


aggcccctcc 


cggcacccat 


750 




ctctgatatc 


aagtgactcc 


aacaacctaa 


aactcaacaa 


cgtgcgcctg 


800 


3 t 


ccacgggaga 


acatgtccct 


cccgtccaac 


cttcagctca 


atgacctcac 


850 


g 


tccagattcc 


agagcagtga 


aaccagcaga 


ccggcagatg 


gctcagaaca 


900 


V : 


acagccggcc 


agagcttctg 


gacccggagc 


ccggcggcct 


cctcaccagc 


950 


y i 
ffl 


caaggtttca 


tccgcctccc 


agtgctgggc 


tatatctatc 


gagtgtccag 


1000 


cgtgagcagt 


gatgagatct 


ggctctgagc 


cgagggcgag 


acaggagtat 


1050 


tctcttggcc 


tctggacacc 


ctcccattcc 


tccaaggcat 


cctctaccta 


1100 


as?: 
'i : 


gctaggtcac 


caacgtgaag 


aagttatgcc 


actgccactt 


ttgcttgccc 


1150 


N s 


tcctggctgg 


ggtgccctcc 


atgtcatgca 


cgtgatgcat 


ttcactgggc 


1200 




tgtaacccgc 


aggggcacag 


gtatctttgg 


caaggctacc 


agttggacgt 


1250 


«"U 


aagcccctca 


tgctgactca 


gggtgggccc 


tgcatgtgat 


gactgggccc 


1300 




ttccagaggg 


agctctttgg 


ccaggggtgt 


tcagatgtca 


tccagcatcc 


1350 




aagtgtggca 


tggcctgctg 


tataccccac 


cccagtactc 


cacagcacct 


1400 




tgtacagtag 


gcatgggggc 


gtgcctgtgt 


gggggacagg 


gagggccctg 


1450 




catggatttt 


cctccttcct 


atgctatgta 


gccttgttcc 


ctcaggtaaa 


1500 




atttaggacc 


ctgctagctg 


tgcagaaccc 


aattgccctt 


tgcacagaaa 


1550 




ccaacccctg 


acccagcggt 


accggccaag 


cacaaacgtc 


ctttttgctg 


1600 




cacacgtctc 


tgcccttcac 


ttcttctctt 


ctgtccccac 


ctcctcttgg 


1650 




gaattctagg 


ttacacgttg 


gaccttctct 


actacttcac 


tgggcactag 


1700 
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acttttctat tggcctgtgc catcgcccag tattagcaca agttagggag 1750 

gaagaggcag gcgatgagtc tagtagcacc caggacggct tgtagctatg 18 00 

catcattttc ctacggcgtt agcactttaa gcacatcccc taggggaggg 1850 

ggtgagtgag gggcccagag ccctctttgt ggcttcccca cgtttggcct 1900 

tctgggattc actgtgagtg tcctgagctc tcggggttga tggtttttct 1950 

ctcagcatgt ctcctccacc acgggacccc agccctgacc aacccatggt 2000 

tgcctcatca gcaggaaggt gcccttcctg gaggatggtc gccacaggca 2 050 

cataattcaa cagtgtggaa gctttagggg aacatggaga aagaaggaga 2100 

ccacataccc caaagtgacc taagaacact ttaaaaagca acatgtaaat 2150 

gattggaaat taatatagta cagaatatat ttttcccttg ttgagatctt 2200 

cttttgtaat gtttttcatg ttactgccta gggcggtgct gagcacacag 2250 

caagtttaat aaacttgact gaattcattt aaaaaaaaaa aaaaaaaaaa 23 00 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2350 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 23 79 

<210> 484 
<211> 322 
<212> PRT 
<213> Homo Sapien 

<400> 484 

Met Ala Leu Pro Pro Gly Pro Ala Ala Leu Arg His Thr Leu Leu 
1 5 10 15 

Leu Leu Pro Ala Leu Leu Ser Ser Gly Trp Gly Glu Leu Glu Pro 
20 25 30 

Gin lie Asp Gly Gin Thr Trp Ala Glu Arg Ala Leu Arg Glu Asn 
35 40 45 

Glu Arg His Ala Phe Thr Cys Arg Val Ala Gly Gly Pro Gly Thr 
50 55 60 

Pro Arg Leu Ala Trp Tyr Leu Asp Gly Gin Leu Gin Glu Ala Ser 
65 70 75 

Thr Ser Arg Leu Leu Ser Val Gly Gly Glu Ala Phe Ser Gly Gly 
80 85 90 

Thr Ser Thr Phe Thr Val Thr Ala His Arg Ala Gin His Glu Leu 
95 100 105 

Asn Cys Ser Leu Gin Asp Pro Arg Ser Gly Arg Ser Ala Asn Ala 
110 115 120 



735 



Ser Val lie Leu Asn Val Gin Phe Lys Pro Glu lie Ala Gin Val 
125 130 135 

Gly Ala Lys Tyr Gin Glu Ala Gin Gly Pro Gly Leu Leu Val Val 
140 145 150 

Leu Phe Ala Leu Val Arg Ala Asn Pro Pro Ala Asn Val Thr Trp 
155 160 165 

lie Asp Gin Asp Gly Pro Val Thr Val Asn Thr Ser Asp Phe Leu 
170 175 180 

Val Leu Asp Ala Gin Asn Tyr Pro Trp Leu Thr Asn His Thr Val 
185 190 195 

Gin Leu Gin Leu Arg Ser Leu Ala His Asn Leu Ser Val Val Ala 
200 205 210 

Thr Asn Asp Val Gly Val Thr Ser Ala Ser Leu Pro Ala Pro Gly 
215 220 225 

Pro Ser Arg His Pro Ser Leu lie Ser Ser Asp Ser Asn Asn Leu 
230 235 240 

Lys Leu Asn Asn Val Arg Leu Pro Arg Glu Asn Met Ser Leu Pro 
245 250 255 

Ser Asn Leu Gin Leu Asn Asp Leu Thr Pro Asp Ser Arg Ala Val 
260 265 270 

Lys Pro Ala Asp Arg Gin Met Ala Gin Asn Asn Ser Arg Pro Glu 
275 280 285 

Leu Leu Asp Pro Glu Pro Gly Gly Leu Leu Thr Ser Gin Gly Phe 
290 295 300 

lie Arg Leu Pro Val Leu Gly Tyr lie Tyr Arg Val Ser Ser Val 
305 310 315 

Ser Ser Asp Glu lie Trp Leu 
320 

c210> 485 
=211> 539 
:212> DNA 
c213> Homo Sapien 

=400> 485 

agagttcctt tttctaggtc gattaggtta tacattgttg aagtatagtt 50 
tcgagttaga attggtcatt ttattttcag tgtttcacag aaatcgaaga 100 
agacagaaat ggcgcttctg tggtggatat ctacagtagc aatactgttg 15 0 
tttacttcga cgattttggg aacatacgtt gaagctggtg ccgctaagtc 200 
taacgaagaa gagattgtga acaaaagcga atttggaaga tttccacgag 250 
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ggtcgagaaa ggatgcatcg gggtgccaca agccgggcta ccctgtaccc 3 00 

cctcattctc gctgccctcc acctccccat gtgcagcgtc ctcgtcctat 350 

tctgcatgct tagtctaaca ccatcaggct cgtttatctt ttctgtcatt 400 

gatctcacca ggagcaaatc actagtgcgt gcttctgatt cacgtaacgt 450 

agtatgtaaa taaatgtcag tgatattatg aattggtaaa acatttctgt 500 

tatctaaata aaacagtgaa gtttgtttga ctaaaaaaa 53 9 

<210> 486 

<211> 84 

<212> PRT 

<213> Homo Sapien 

<400> 486 

Met Ala Leu Leu Trp Trp lie Ser Thr Val Ala lie Leu Leu Phe 
15 10 15 

Thr Ser Thr lie Leu Gly Thr Tyr Val Glu Ala Gly Ala Ala Lys 
20 25 30 

Ser Asn Glu Glu Glu lie Val Asn Lys Ser Glu Phe Gly Arg Phe 
35 40 45 

Pro Arg Gly Ser Arg Lys Asp Ala Ser Gly Cys His Lys Pro Gly 
50 55 60 

Tyr Pro Val Pro Pro His Ser Arg Cys Pro Pro Pro Pro His Val 
65 70 75 

Gin Arg Pro Arg Pro lie Leu His Ala 
80 

<210> 487 
<211> 843 
<212> DNA 
<213> Homo Sapien 

<400> 487 



cggggacgga 


agcggcccct 


gggcccgagg 


ggctggagcc 


gggccggggc 


50 


gatgtggagc 


gcgggccgcg 


gcggggctgc 


ctggccggtg 


ctgttggggc 


100 


tgctgctggc 


gctgttagtg 


ccgggcggtg 


gtgccgccaa 


gaccggtgcg 


150 


gagctcgtga 


cctgcgggtc 


ggtgctgaag 


ctgctcaata 


cgcaccaccg 


200 


cgtgcggctg 


cactcgcacg 


acatcaaata 


cggatccggc 


agcggccagc 


250 


aatcggtgac 


cggcgtagag 


gcgtcggacg 


acgccaatag 


ctactggcgg 


300 


atccgcggcg 


gctcggaggg 


cgggtgcccg 


cgcgggtccc 


cggtgcgctg 


350 


cgggcaggcg 


gtgaggctca 


cgcatgtgct 


tacgggcaag 


aacctgcaca 


400 
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cgcaccactt 


cccgtcgccg 


ctgtccaaca 


accaggaggt 


gagtgccttt 


450 


ggggaagacg 


gcgagggcga 


cgacctggac 


ctatggacag 


tgcgctgctc 


500 


tggacagcac 


tgggagcgtg 


aggctgctgt 


gcgcttccag 


catgtgggca 


550 


cctctgtgtt 


cctgtcagtc 


acgggtgagc 


agtatggaag 


ccccatccgt 


600 


gggcagcatg 


aggtccacgg 


catgcccagt 


gccaacacgc 


acaatacgtg 


650 


gaaggccatg 


gaaggcatct 


tcatcaagcc 


tagtgtggag 


ccctctgcag 


700 


gtcacgatga 


actctgagtg 


tgtggatgga 


tgggtggatg 


gagggtggca 


750 


ggtggggcgt 


ctgcagggcc 


actcttggca 


gagactttgg 


gtttgtaggg 


800 


gtcctcaagt 


gcctttgtga 


ttaaagaatg 


ttggtctatg 


aaa 843 





<210> 488 
<211> 221 
<212> PRT 
<213> Homo Sapien 

<400> 488 

Met Trp Ser Ala Gly Arg Gly Gly Ala Ala Trp Pro Val Leu Leu 

1 5 10 15 

Gly Leu Leu Leu Ala Leu Leu Val Pro Gly Gly Gly Ala Ala Lys 

20 25 30 

Thr Gly Ala Glu Leu Val Thr Cys Gly Ser Val Leu Lys Leu Leu 

35 40 45 

Asn Thr His His Arg Val Arg Leu His Ser His Asp lie Lys Tyr 

50 55 60 

Gly Ser Gly Ser Gly Gin Gin Ser Val Thr Gly Val Glu Ala Ser 

65 70 75 

Asp Asp Ala Asn Ser Tyr Trp Arg lie Arg Gly Gly Ser Glu Gly 

80 ~ 85 90 

Gly Cys Pro Arg Gly Ser Pro Val Arg Cys Gly Gin Ala Val Arg 

95 100 105 

Leu Thr His Val Leu Thr Gly Lys Asn Leu His Thr His His Phe 

110 115 120 

Pro Ser Pro Leu Ser Asn Asn Gin Glu Val Ser Ala Phe Gly Glu 

125 130 135 

Asp Gly Glu Gly Asp Asp Leu Asp Leu Trp Thr Val Arg Cys Ser 

140 145 150 

Gly Gin His Trp Glu Arg Glu Ala Ala Val Arg Phe Gin His Val 

155 160 165 

Gly Thr Ser Val Phe Leu Ser Val Thr Gly Glu Gin Tyr Gly Ser 
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170 175 180 

Pro lie Arg Gly Gin His Glu Val His Gly Met Pro Ser Ala Asn 
185 190 195 

Thr His Asn Thr Trp Lys Ala Met Glu Gly lie Phe lie Lys Pro 
200 205 210 

Ser Val Glu Pro Ser Ala Gly His Asp Glu Leu 
215 220 

<210> 489 

<211> 3322 

<212> DNA 

<213> Homo Sapien 

<400> 489 



cagcagccga 


gacagcagct 


gagacggcag 


cggcagcttc 


tcagggccgg 


50 


agccagttct 


tggaggagac 


tctgcacagg 


gcatggatca 


ctgtggtgcc 


100 


cttttcctgt 


gcctgtgcct 


tctgactttg 


cagaatgcaa 


caacagagac 


150 


atgggaagaa 


ctcctgagct 


acatggagaa 


tatgcaggtg 


tccaggggcc 


200 


ggagctcagt 


tttttcctct 


cgtcaactcc 


accagctgga 


gcagatgcta 


250 


ctgaacacca 


gcttcccagg 


ctacaacctg 


accttgcaga 


cacccaccat 


300 


ccagtctctg 


gccttcaagc 


tgagctgtga 


cttctctggc 


ctctcgctga 


350 


ccagtgccac 


tctgaagcgg 


gtgccccagg 


caggaggtca 


gcatgcccgg 


400 


ggtcagcacg 


ccatgcagtt 


ccccgccgag 


ctgacccggg 


acgcctgcaa 


450 


gacccgcccc 


agggagctgc 


ggctcatctg 


tatctacttc 


tccaacaccc 


500 


actttttcaa 


ggatgaaaac 


aactcatctc 


tgctgaataa 


ctacgtcctg 


550 


ggggcccagc 


tgagtcatgg 


gcacgtgaac 


aacctcaggg 


atcctgtgaa 


600 


catcagcttc 


tggcacaacc 


aaagcctgga 


aggctacacc 


ctgacctgtg 


650 


tcttctggaa 


ggagggagcc 


aggaaacagc 


cctggggggg 


ctggagccct 


700 


gagggctgtc 


gtacagagca 


gccctcccac 


tctcaggtgc 


tctgccgctg 


750 


caaccacctc 


acctactttg 


ctgttctcat 


gcaactctcc 


ccagccctgg 


800 


tccctgcaga 


gttgctggca 


cctcttacgt 


acatctccct 


cgtgggctgc 


850 


agcatctcca 


tcgtggcctc 


gctgatcaca 


gtcctgctgc 


acttccattt 


900 


caggaagcag 


agtgactcct 


taacacgtat 


ccacatgaac 


ctgcatgcct 


950 


ccgtgctgct 


cctgaacatc 


gccttcctgc 


tgagccccgc 


attcgcaatg 


1000 


tctcctgtgc 


ccgggtcagc 


atgcacggct 


ctggccgctg 


ccctgcacta 


1050 
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cgcgctgctc 


agctgcctca 


cctggatggc 


catcgagggc 


ttcaacctct 


1100 


acctcctcct 


cgggcgtgtc 


tacaacatct 


acatccgcag 


atatgtgttc 


1150 


aagcttggtg 


tgctaggctg 


gggggcccca 


gccctcctgg 


tgctgctttc 


1200 


cctctctgtc 


aagagctcgg 


tatacggacc 


ctgcacaatc 


cccgtcttcg 


1250 


acagctggga 


gaatggcaca 


ggcttccaga 


acatgtccat 


atgctgggtg 


1300 


cggagccccg 


tggtgcacag 


tgtcctggtc 


atgggctacg 


gcggcctcac 


1350 


gtccctcttc 


aacctggtgg 


tgctggcctg 


ggcgctgtgg 


accctgcgca 


1400 


ggctgcggga 


gcgggcggat 


gcaccaagtg 


tcagggcctg 


ccatgacact 


1450 


gtcactgtgc 


tgggcctcac 


cgtgctgctg 


ggaaccacct 


gggccttggc 


1500 


cttcttttct 


tttggcgtct 


tcctgctgcc 


ccagctgttc 


ctcttcacca 


1550 


tcttaaactc 


gctgtacggt 


ttcttccttt 


tcctgtggtt 


ctgctcccag 


1600 


cggtgccgct 


cagaagcaga 


ggccaaggca 


cagatagagg 


ccttcagctc 


1650 


ctcccaaaca 


acacagtagt 


ccgggcctcc 


tggcctggaa 


tcctcagcct 


1700 


ctctggccgc 


cagtagcctg 


aggctacggc 


tcctgctaga 


gagggtggca 


1750 


ggcctgctgc 


tggaccccag 


aggccactgt 


gaccgccaag 


gggccttttc 


1800 


cacttccacg 


gcctctccag 


gcactgaggg 


gaaggcattg 


ctctacctct 


1850 


ccctgacatt 


ttgctccggg 


gcagatccaa 


ccttacctgg 


ggcagcaaac 


1900 


tttgtcctgg 


tacctgggcc 


cagctcgcca 


gggatgtggg 


cagagcacca 


1950 


gcctgggcat 


caggaagcca 


agtttcaagg 


actgtctttg 


agtctgtctg 


2000 


tatgaccttg 


ggcctgccac 


ttctcacaga 


ccctaggtat 


ccacagctgt 


2050 


gacatggggg 


caagcagctt 


tgtttcagcc 


taacccagga 


gcttagtaaa 


2100 


aattgcataa 


gaccaggggg 


aagagtgtca 


gcgtggggtg 


ggaattcccg 


2150 


cggcctccac 


ctgcttgcta 


ggggcaggat 


ctcattcagg 


ctgccctgga 


2200 


agcacctgct 


tggccctgcc 


accttcctcc 


aggggagggc 


cagatggcat 


2250 


cctggcttgg 


ggcgggtggg 


acctacccag 


gctctgagac 


tttactggcc 


2300 


tatgcctgag 


gcctcttttc 


ctttaactcc 


ctaaattatg 


atgactccaa 


2350 


gtccaagccc 


acccttccca 


aagattggga 


ggttccgccg 


ttcccagagg 


2400 


ctcctcctgc 


ggtgctccca 


agacttccat 


agaccatctg 


gaccagtagc 


2450 


ccatcccgca 


gttttcttgg 


gggcagagga 


aaacgcttct 


ttctcctcca 


2500 
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gctgaatcag 


ctggatccca 


gtgtcctggc 


tgtttggtga 


ttgggcaaga 


2550 


ttgaatttgc 


ccaggtaggc 


gtgagagtgt 


gggttttaaa 


ttcgaagctc 


2600 


aggccatagt 


ttcagagaat 


cacccttacc 


ccagaccttc 


atgagacagt 


2650 


gctcatgaag 


ccagtgcgtt 


tcccagaacg 


aacactaggc 


ggcaccgttg 


2700 


gtccacactc 


agaggccctt 


ggcgccaaga 


ctgcatctag 


aatcgctcaa 


2750 


acacctgttt 


gcagacccca 


tgcaccagct 


ggaggggccg 


taactgcagg 


2800 


actgcgccta 


ctgagtgacc 


catttcctcc 


aggaggaaag 


gcaagacacg 


2850 


cttacacggc 


catttgtctc 


ttttcccaat 


gcggcggtgc 


actttcgctc 


2900 


ttgggggctg 


caccccagac 


atagctggca 


ccagagcagg 


gtgctcaggt 


2950 


ggtgggtgct 


cagggccctg 


ccccaggcca 


ctgggccgtt 


ttgatgacct 


3000 


caaaggtcac 


aggcagaaaa 


taggagcagg 


atttcccctg 


gggaaaagtt 


3050 


atcctgggac 


atcttctgct 


cttctgtaca 


tttctagatg 


caaataactc 


3100 


cttcaccagg 


cagtgagtgg 


cgtaggctct 


ggagccaggc 


tgcctgggct 


3150 


ccaatgccag 


ctctgccact 


tgctagctgt 


gagactgtgg 


acaaaccact 


3200 


cagcctctgt 


gtgcctcagt 


tttcctattt 


gtaaaataga 


gaccatagtg 


3250 


gtacctattt 


tgaagactaa 


gtaaaagaat 


tcaaataaag 


agacttggca 


3300 


cagagtaagt 


gctcagtaaa 


aa 3322 









<210> 490 
<211> 528 
<212> PRT 
<213> Homo Sapien 

<400> 490 

Met Asp His Cys Gly Ala Leu Phe Leu Cys Leu Cys Leu Leu Thr 

1 5 10 15 

Leu Gin Asn Ala Thr Thr Glu Thr Trp Glu Glu Leu Leu Ser Tyr 

20 25 30 

Met Glu Asn Met Gin Val Ser Arg Gly Arg Ser Ser Val Phe Ser 

35 40 45 

Ser Arg Gin Leu His Gin Leu Glu Gin Met Leu Leu Asn Thr Ser 

50 55 60 

Phe Pro Gly Tyr Asn Leu Thr Leu Gin Thr Pro Thr lie Gin Ser 

65 70 75 

Leu Ala Phe Lys Leu Ser Cys Asp Phe Ser Gly Leu Ser Leu Thr 

80 85 90 
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Ser Ala Thr Leu Lys Arg Val Pro Gin Ala Gly Gly Gin His Ala 
95 100 105 



Arg Gly Gin His Ala Met Gin Phe Pro Ala Glu Leu Thr Arg Asp 
110 115 120 

Ala Cys Lys Thr Arg Pro Arg Glu Leu Arg Leu lie Cys lie Tyr 
125 130 ' 135 

Phe Ser Asn Thr His Phe Phe Lys Asp Glu Asn Asn Ser Ser Leu 
140 145 150 

Leu Asn Asn Tyr Val Leu Gly Ala Gin Leu Ser His Gly His Val 
155 160 ' 165 

Asn Asn Leu Arg Asp Pro Val Asn lie Ser Phe Trp His Asn Gin 
170 175 180 

Ser Leu Glu Gly Tyr Thr Leu Thr Cys Val Phe Trp Lys Glu Gly 
185 190 195 

Ala Arg Lys Gin Pro Trp Gly Gly Trp Ser Pro Glu Gly Cys Arg 
200 " 205 * * 210 

Thr Glu Gin Pro Ser His Ser Gin Val Leu Cys Arg Cys Asn His 
215 220 225 

Leu Thr Tyr Phe Ala Val Leu Met Gin Leu Ser Pro Ala Leu Val 
230 235 240 

Pro Ala Glu Leu Leu Ala Pro Leu Thr Tyr lie Ser Leu Val Gly 
245 250 255 

Cys Ser lie Ser lie Val Ala Ser Leu lie Thr Val Leu Leu His 
260 265 270 

Phe His Phe Arg Lys Gin Ser Asp Ser Leu Thr Arg lie His Met 
275 280 285 

Asn Leu His Ala Ser Val Leu Leu Leu Asn lie Ala Phe Leu Leu 
290 295 300 

Ser Pro Ala Phe Ala Met Ser Pro Val Pro Gly Ser Ala Cys Thr 
305 310 ^ 315 

Ala Leu Ala Ala Ala Leu His Tyr Ala Leu Leu Ser Cys Leu Thr 
320 325 330 

Trp Met Ala lie Glu Gly Phe Asn Leu Tyr Leu Leu Leu Gly Arg 
335 340 345 

Val Tyr Asn He Tyr He Arg Arg Tyr Val Phe Lys Leu Gly Val 
350 355 ^ 360 

Leu Gly Trp Gly Ala Pro Ala Leu Leu Val Leu Leu Ser Leu Ser 
365 370 375 

Val Lys Ser Ser Val Tyr Gly Pro Cys Thr He Pro Val Phe Asp 



742 



385 390 

Thr Gly Phe Gin Asn Met Ser lie Cys Trp 
400 405 

Val His Ser Val Leu Val Met Gly Tyr Gly 
415 ~ 420 

Phe Asn Leu Val Val Leu Ala Trp Ala Leu 
430 435 

Leu Arg Glu Arg Ala Asp Ala Pro Ser Val 
445 450 

Thr Val Thr Val Leu Gly Leu Thr Val Leu 
460 465 



Ser Trp Glu Asn Gly 
395 

Val Arg Ser Pro Val 
410 

Gly Leu Thr Ser Leu 
425 

Trp Thr Leu Arg Arg 
440 

Arg Ala Cys His Asp 
455 

Leu Gly Thr Thr Trp 
470 

Leu Leu Pro Gin Leu 
485 



Ala Leu Ala Phe Phe 
475 

Phe Leu Phe Thr lie 
490 



Ser Phe Gly Val Phe 
480 

Leu Asn Ser Leu Tyr 
495 

Gin Arg Cys Arg Ser 
510 

Phe Ser Ser Ser Gin 
525 



Gly Phe Phe Leu Phe Leu Trp Phe Cys Ser 
500 505 

Glu Ala Glu Ala Lys Ala Gin He Glu Ala 
515 520 

Thr Thr Gin 



<210> 491 

<211> 1305 

<212> DNA 

<213> Homo Sapien 

<400> 491 

cttggctgcc cgacaacaag ctcgccacct gcgctgggcg catccaccat 50 

ccaaggccca gctgaggggc accagacaga ggatgaggag agagagtcgc 100 

acacgggctg ccctgagaga catttccatg gacatcctca tgctgcttct 150 

gcttttgtgt gtaatatatg ggagattttc ccaagatgaa tactccctca 200 

atcaagctat ccggaaagaa tttacaagaa atgccagaaa ctgcttgggt 25 0 

ggcctgagaa acatcgctga ctggtgggac tggagtctga ccacacttct 3 00 

ggatggcctg tacccgggag gcaccccgtc agcccgtgtg ccgggggctc 350 

agcctggagc tcttggagga aaatgctacc taataggcag ttccgtaatt 400 

aggcagctaa aagtttttcc taggcattta tgcaagcctc ccaggccatt 450 

ttcagcactc atcgaagact ctattcctac atgtagtccc gaagttggag 500 
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gccctgagaa 


cccctacctg 


atagacccag 


agaaccaaaa 


cgtgaccctg 


550 


aatggtcctg 


ggggctgtgg 


gacaagggag 


gactgtgtgc 


tcagcctggg 


600 


cagaacaagg 


actgaagccc 


acacagccct 


gtcccgactc 


agggccagca 


650 


tgtggattga 


ccgcagcacc 


agggctgtgt 


ctgtgcactt 


cactctctat 


700 


aaccctccaa 


cccaactctt 


caccagcgtg 


tccctgagag 


tggagatcct 


750 


ccctacgggg 


agtctcgtcc 


cctcatccct 


ggtggagtca 


ttcagcatct 


800 


tccgcagcga 


ctcagccctg 


cagtaccacc 


tcatgcttcc 


ccagctggtc 


850 


ttcctggcac 


tcagcctgat 


ccacctctgt 


gttcaactct 


accgtatgat 


900 


ggacaagggc 


gtcctcagct 


actggcgaaa 


gccaaggaac 


tggctggagg 


950 


tagcctctct 


tgtgtcattt 


tcttttgaaa 


aataacaata 


aactgtttat 


1000 


atcttgaaaa 


aataatttaa 


ataagaaatt 


gattatgcac 


tagctactgc 


1050 


caacattatt 


gcagttttct 


ccctctgtag 


tgttaatctc 


aaaacagcat 


1100 


ttgagatcag 


gtatcattta 


gtgttgttac 


agttaccgtc 


atgtaccaca 


1150 


cgaatttcag 


ccaaggtggt 


ggtcccataa 


gatcatatgg 


tgctaagaaa 


1200 


tttctgtcac 


ctaatgacat 


cttgattctg 


accttgtatg 


taggcctagg 


1250 


ctaaatatgt 


ctgtttgtat 


cttagctttt 


aataaagaag 


tttaaaaata 


1300 



aaaaa 13 05 

<210> 492 
<211> 300 
<212> PRT 
<213> Homo Sapien 

<400> 492 

Met Arg Arg Glu Ser Arg Thr Arg Ala Ala Leu Arg Asp lie Ser 

1 5 10 15 

Met Asp lie Leu Met Leu Leu Leu Leu Leu Cys Val lie Tyr Gly 

20 25 30 

Arg Phe Ser Gin Asp Glu Tyr Ser Leu Asn Gin Ala lie Arg Lys 

35 40 45 

Glu Phe Thr Arg Asn Ala Arg Asn Cys Leu Gly Gly Leu Arg Asn 

50 55 60 

lie Ala Asp Trp Trp Asp Trp Ser Leu Thr Thr Leu Leu Asp Gly 

65 70 ~ 75 

Leu Tyr Pro Gly Gly Thr Pro Ser Ala Arg Val Pro Gly Ala Gin 

80 85 90 
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Pro Gly Ala Leu Gly Gly Lys Cys Tyr Leu lie Gly Ser Ser Val 
95 100 105 

lie Arg Gin Leu Lys Val Phe Pro Arg His Leu Cys Lys Pro Pro 
110 115 " 120 

Arg Pro Phe Ser Ala Leu lie Glu Asp Ser lie Pro Thr Cys Ser 
125 130 ' 135 

Pro Glu Val Gly Gly Pro Glu Asn Pro Tyr Leu lie Asp Pro Glu 
140 145 150 

Asn Gin Asn Val Thr Leu Asn Gly Pro Gly Gly Cys Gly Thr Arg 
155 ~ 160 ~ " 165 

Glu Asp Cys Val Leu Ser Leu Gly Arg Thr Arg Thr Glu Ala His 
170 175 180 

Thr Ala Leu Ser Arg Leu Arg Ala Ser Met Trp lie Asp Arg Ser 
185 190 195 

Thr Arg Ala Val Ser Val His Phe Thr Leu Tyr Asn Pro Pro Thr 
200 205 210 

Gin Leu Phe Thr Ser Val Ser Leu Arg Val Glu lie Leu Pro Thr 
215 220 225 

Gly Ser Leu Val Pro Ser Ser Leu Val Glu Ser Phe Ser lie Phe 
230 235 240 

Arg Ser Asp Ser Ala Leu Gin Tyr His Leu Met Leu Pro Gin Leu 
245 250 255 

Val Phe Leu Ala Leu Ser Leu lie His Leu Cys Val Gin Leu Tyr 
260 265 270 

Arg Met Met Asp Lys Gly Val Leu Ser Tyr Trp Arg Lys Pro Arg 
275 280 285 

Asn Trp Leu Glu Val Ala Ser Leu Val Ser Phe Ser Phe Glu Lys 
290 295 300 

c210> 493 

c211> 2292 

c212> DNA 

c213> Homo Sapien 

:400> 493 

tctcagggct tcatacagga aatctattgc tgtgtcaagt tccagagaaa 50 
agcttctgtt cgtccaagtt actaaccagg ctaaaccaca tagacgtgaa 100 
ggaaggggct agaaggaagg gagtgcccca ctgttgatgg ggtaagagga 150 
tcctgtactg agaagttgac cagagagggt ctcaccatgc gcacagttcc 200 
ttctgtacct gtgtggagga aaagtactga gtgaagggca gaaaaagaga 250 
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aaacagaaat gctctgccct tggagaactg ctaacctagg gctactgttg 3 00 
attttgacta tcttcttagt ggccgaagcg gagggtgctg ctcaaccaaa 350 
caactcatta atgctgcaaa ctagcaagga gaatcatgct ttagcttcaa 400 
gcagtttatg tatggatgaa aaacagatta cacagaacta ctcgaaagta 450 
ctcgcagaag ttaacacttc atggcctgta aagatggcta caaatgctgt 500 
gctttgttgc cctcctatcg cattaagaaa tttgatcata ataacatggg 550 
aaataatcct gagaggccag ccttcctgca caaaagccta caggaaagaa 600 
acaaatgaga ccaaggaaac caactgtact gatgagagaa taacctgggt 650 
ctccagacct gatcagaatt cggaccttca gattcgtcca gtggccatca 700 
ctcatgacgg gtattacaga tgcataatgg taacacctga tgggaatttc 750 
catcgtggat atcacctcca agtgttagtt acacctgaac tgaccctgtt 8 00 
tcaaaacagg aatagaactg cagtatgcaa ggcagttgca gggaagccag 850 
ctgcgcagat ctcctggatc ccagagggcg attgtgccac taagcaagaa 900 
tactggagca atggcacagt gactgttaag agtacatgcc actgggaggt 950 
ccacaatgtg tctaccgtga cctgccacgt ctcccatttg actggcaaca 1000 
agagtctgta catagagcta cttcctgttc caggtgccaa aaaatcagca 1050 
aaattatata ttccatatat catccttact attattattt tgaccatcgt 1100 
gggattcatt tggttgttga aagtcaatgg ctgcagaaaa tataaattga 1150 
ataaaacaga atctactcca gttgttgagg aggatgaaat gcagccctat 12 00 
gccagctaca cagagaagaa caatcctctc tatgatacta caaacaaggt 1250 
gaaggcatct caggcattac aaagtgaagt tgacacagac ctccatactt 1300 
tataagttgt tggactctag taccaagaaa caacaacaaa cgagatacat 1350 
tataattact gtctgatttt cttacagttc tagaatgaag acttatattg 1400 
aaattaggtt ttccaaggtt cttagaagac attttaatgg attctcattc 1450 
atacccttgt ataattggaa tttttgattc ttagctgcta ccagctagtt 1500 
ctctgaagaa ctgatgttat tacaaagaaa atacatgccc atgaccaaat 1550 
attcaaattg tgcaggacag taaataatga aaaccaaatt tcctcaagaa 1600 
ataactgaag aaggagcaag tgtgaacagt ttcttgtgta tcctttcaga 1650 
atattttaat gtacatatga catgtgtata tgcctatggt atatgtgtca 1700 
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atttatgtgt ccccttacat atacatgcac atatctttgt caaggcacca 1750 

gtgggaacaa tacactgcat tactgttcta tacatatgaa aacctaataa 1800 

tataagtctt agagatcatt ttatatcatg acaagtagag ctacctcatt 1850 

ctttttaatg gttatataaa attccattgt atagttatat cattatttaa 1900 

ttaaaaacaa ccctaatgat ggatatttag attcttttaa gttttgttta 1950 

tttcttttaa gttttgtttg tggtataaac aataccacat agaatgtttc 2000 

ttgttcatat atctctttgt ttttgagtat atctgtagga taactttctt 2050 

gagtggaatt gtcaggtcaa agggtttgtg cattttacta ttgatatata 2100 

tgttaaattg tgtcaaatat atatgtcaaa ttccctccaa cattgtttaa 2150 

atgtgccttt ccctaaattt ctattttaat aactgtacta ttcctgcttc 22 00 

tacagttgcc actttctctt tttaatcaac cagattaaat atgatgtgag 2250 

attataataa gaattatact atttaataaa aatggattta ta 2292 

<210> 494 

<211> 348 

<212> PRT 

<213> Homo Sapien 

<400> 494 
Met Leu Cys Pro Trp 
1 ~ 5 

Leu Thr lie Phe Leu 
20 

Asn Asn Ser Leu Met 
35 

Ala Ser Ser Ser Leu 
50 

Tyr Ser Lys Val Leu 
65 

Met Ala Thr Asn Ala 
80 

Asn Leu lie lie lie 
95 

Ser Cys Thr Lys Ala 
110 

Thr Asn Cys Thr Asp 
125 

Gin Asn Ser Asp Leu 



Arg Thr Ala Asn Leu Gly Leu Leu Leu lie 
10 15 

Val Ala Glu Ala Glu Gly Ala Ala Gin Pro 
25 30 

Leu Gin Thr Ser Lys Glu Asn His Ala Leu 
40 45 

Cys Met Asp Glu Lys Gin lie Thr Gin Asn 
55 6 0 

Ala Glu Val Asn Thr Ser Trp Pro Val Lys 
70 75 

Val Leu Cys Cys Pro Pro lie Ala Leu Arg 
85 90 

Thr Trp Glu lie lie Leu Arg Gly Gin Pro 
100 ~ 105 

Tyr Arg Lys Glu Thr Asn Glu Thr Lys Glu 
115 120 

Glu Arg lie Thr Trp Val Ser Arg Pro Asp 
130 135 

Gin lie Arg Pro Val Ala lie Thr His Asp 
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140 145 150 

Gly Tyr Tyr Arg Cys He Met Val Thr Pro Asp Gly Asn Phe His 
155 160 165 

Arg Gly Tyr His Leu Gin Val Leu Val Thr Pro Glu Leu Thr Leu 
170 175 180 

Phe Gin Asn Arg Asn Arg Thr Ala Val Cys Lys Ala Val Ala Gly 
185 190 195 

Lys Pro Ala Ala Gin He Ser Trp He Pro Glu Gly Asp Cys Ala 
200 205 210 

Thr Lys Gin Glu Tyr Trp Ser Asn Gly Thr Val Thr Val Lys Ser 
215 ~ 220 225 

Thr Cys His Trp Glu Val His Asn Val Ser Thr Val Thr Cys His 
230 235 240 

Val Ser His Leu Thr Gly Asn Lys Ser Leu Tyr He Glu Leu Leu 
245 250 255 

Pro Val Pro Gly Ala Lys Lys Ser Ala Lys Leu Tyr He Pro Tyr 
260 265 270 

He He Leu Thr He He He Leu Thr He Val Gly Phe He Trp 
275 280 285 

Leu Leu Lys Val Asn Gly Cys Arg Lys Tyr Lys Leu Asn Lys Thr 
290 295 300 

Glu Ser Thr Pro Val Val Glu Glu Asp Glu Met Gin Pro Tyr Ala 
305 310 315 

Ser Tyr Thr Glu Lys Asn Asn Pro Leu Tyr Asp Thr Thr Asn Lys 
320 325 330 

Val Lys Ala Ser Gin Ala Leu Gin Ser Glu Val Asp Thr Asp Leu 
335 340 345 

His Thr Leu 



:210> 495 

:211> 2126 

:212> DNA 

:213> Homo Sapien 

:400> 495 

ccaggtgcac agcgcatcgc ccgaggctgt caccgccctg ccccgcccac 50 

cccagctgtc ctggacccag gggcagggag aggctggacg ccaggtgcgc 100 

ggacacagaa gcgtctaagc acagcttcct ccttgccgct ccgggaagtg 150 

ggcagccagc ccaggaacca gtaccacctg caccatgggg ctgtcccgga 2 00 
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aggagcaggt 


cttcttggcc 


ctgctggggg 


cctcgggggt 


ctcaggcctc 


250 


acggcactca 


ttctcctcct 


ggtggaggcc 


accagcgtgc 


tcctgcccac 


300 


agacatcaag 


tttgggatcg 


tgtttgatgc 


gggctcctcc 


cacacgtccc 


350 


tcttcctgta 


tcagtggccg 


gcgaacaagg 


agaatggcac 


gggtgtggtc 


400 


agccaggccc 


tggcctgcca 


ggtggaaggg 


cctggaatct 


cctcctacac 


450 


ttctaatgct 


gcacaggctg 


gtgagagcct 


gcagggctgc 


ttggaggagg 


500 


cgctggtgct 


gatcccagag 


gcccagcatc 


ggaaaacacc 


cacgttcctg 


550 


ggggccacgg 


ctggcatgag 


gttgctcagc 


cggaagaaca 


gctctcaggc 


600 


cagggacatc 


tttgcagcag 


tcacccaggt 


cctgggccgg 


tctcccgtgg 


650 


acttttgggg 


tgccgagctc 


ctggccgggc 


aggccgaagg 


tgcctttggt 


700 


tggatcactg 


tcaactacgg 


cttggggacg 


ctggtcaagt 


actccttcac 


750 


tggagaatgg 


atccagcctc 


cggaggagat 


gctggtgggt 


gccctggaca 


800 


tgggaggggc 


ctccacccag 


atcacgttcg 


tgcctggggg 


ccccatcttg 


850 


gacaagagca 


cccaggccga 


ttttcgcctc 


tacggctccg 


actacagcgt 


900 


ctacactcac 


agctacctgt 


gctttggacg 


ggaccagatg 


ctgagcaggc 


950 


tcctcgtggg 


gctggtgcag 


agccgcccgg 


ctgccctgct 


ccgtcacccg 


1000 


tgctacctca 


gcggctacca 


gaccacactg 


gccctgggcc 


cgctgtatga 


1050 


gtcaccctgt 


gtccacgcca 


cgcccccgct 


gagcctcccc 


cagaacctca 


1100 


cagttgaagg 


gacaggcaac 


cctggagcct 


gcgtctcagc 


catccgggaa 


1150 


cttttcaact 


tctccagctg 


ccagggccag 


gaggactgcg 


cctttgacgg 


1200 


ggtctaccag 


cccccgctgc 


ggggccagtt 


ctatgtggag 


gccagctacc 


1250 


ctgggcagga 


ccgctggctg 


cgggactact 


gtgcctcagg 


cctgtacatc 


1300 


ctcaccctcc 


tgcacgaggg 


ctacgggttc 


agcgaggaga 


cctggcccag 


1350 


cctcgagttc 


cgaaagcagg 


cgggcggtgt 


ggacattggc 


tggacactgg 


1400 


gctacatgct 


gaacctgacc 


gggatgatcc 


cggccgatgc 


gccggctcag 


1450 


tggcgggcag 


agagctacgg 


cgtctgggtg 


gccaaagtgg 


tgttcatggt 


1500 


gctggccctg 


gtggcggtgg 


tgggggctgc 


cttggtccag 


ctcttctggt 


1550 


tgcaggacta 


gtgggaaggc 


ggaggtgggc 


ccccacagag 


cccacaggca 


1600 


gctgcgtccc 


ggatgctgga 


ggcttcctga 


gccctgagcg 


ccgtggggcc 


1650 



749 



ttgctctgtg 


gctctgccca 


cggtcaggtg acagccacct 


ccagggcacc 


1700 


gtcagggtgg 


tgctggccac 


agaggctgca tgacctcccc 


tcccggcgtc 


1750 


cctcccccaa 


cctccttccg 


caactgggct tccagggccg 


taggtgcctt 


1800 


tctgcacaca 


ggccgccagg 


actcgtggtg tctccaggct 


gtgtgactgc 


1850 


agggccacat 


gctgcctgca 


aacagggcaa gaccacggag gcacaggggt 


1900 


cctgctcctg 


atggggcctc 


aggaggggcg gagaggggtg gaagggaggg 


1950 


agctgcccca 


cctggacccc 


cgctctccct gctgttgtct 


gagcagatgg 


2000 


atggagtcca 


ggcctggggg 


cttctgctgg gccagcccgg 


cctcccacac 


2050 


ccacttggag 


ggtgagactg 


cagtgggggt tgtttttatt 


aaaagcatca 


2100 


tggacacagc 


aaaaaaaaaa 


aaaaaa 212 6 







<210> 496 
<211> 458 
<212> PRT 
<213> Homo Sapien 



Leu Ala Leu Leu Gly 
15 

lie Leu Leu Leu Val 
30 

He Lys Phe Gly He 
45 

Leu Phe Leu Tyr Gin 
60 

Val Val Ser Gin Ala 
75 

Ser Ser Tyr Thr Ser 
90 

Gly Cys Leu Glu Glu 
105 

Arg Lys Thr Pro Thr 
12 0 

Leu Ser Arg Lys Asn 
135 

Val Thr Gin Val Leu 
150 

Glu Leu Leu Ala Gly 
165 



5 



<400> 496 

Met Gly Leu Ser Arg Lys Glu Gin Val Phe 
1 ^ 5 10 

Ala Ser Gly Val Ser Gly Leu Thr Ala Leu 
20 25 

Glu Ala Thr Ser Val Leu Leu Pro Thr Asp 
35 40 

Val Phe Asp Ala Gly Ser Ser His Thr Ser 
50 55 

Trp Pro Ala Asn Lys Glu Asn Gly Thr Gly 

Hi ~ 65 70 

Leu Ala Cys Gin Val Glu Gly Pro Gly He 
80 85 

Asn Ala Ala Gin Ala Gly Glu Ser Leu Gin 
95 100 

Ala Leu Val Leu He Pro Glu Ala Gin His 
110 115 

Phe Leu Gly Ala Thr Ala Gly Met Arg Leu 
125 130 

Ser Ser Gin Ala Arg Asp He Phe Ala Ala 
140 145 

Gly Arg Ser Pro Val Asp Phe Trp Gly Ala 
155 160 
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Gin Ala Glu Gly Ala Phe Gly Trp He Thr Val Asn Tyr Gly Leu 
170 175 180 

Gly Thr Leu Val Lys Tyr Ser Phe Thr Gly Glu Trp He Gin Pro 
185 ~ 190 195 

Pro Glu Glu Met Leu Val Gly Ala Leu Asp Met Gly Gly Ala Ser 
200 205 210 

Thr Gin He Thr Phe Val Pro Gly Gly Pro He Leu Asp Lys Ser 
215 220 225 

Thr Gin Ala Asp Phe Arg Leu Tyr Gly Ser Asp Tyr Ser Val Tyr 
230 235 240 

Thr His Ser Tyr Leu Cys Phe Gly Arg Asp Gin Met Leu Ser Arg 
245 250 255 

Leu Leu Val Gly Leu Val Gin Ser Arg Pro Ala Ala Leu Leu Arg 

260 265 270 

His Pro Cys Tyr Leu Ser Gly Tyr Gin Thr Thr Leu Ala Leu Gly 
275 280 285 

Pro Leu Tyr Glu Ser Pro Cys Val His Ala Thr Pro Pro Leu Ser 
290 295 300 

Leu Pro Gin Asn Leu Thr Val Glu Gly Thr Gly Asn Pro Gly Ala 
305 310 315 

Cys Val Ser Ala He Arg Glu Leu Phe Asn Phe Ser Ser Cys Gin 
320 325 330 

Gly Gin Glu Asp Cys Ala Phe Asp Gly Val Tyr Gin Pro Pro Leu 
335 340 345 

Arg Gly Gin Phe Tyr Val Glu Ala Ser Tyr Pro Gly Gin Asp Arg 
350 355 360 

Trp Leu Arg Asp Tyr Cys Ala Ser Gly Leu Tyr He Leu Thr Leu 
365 " 370 375 

Leu His Glu Gly Tyr Gly Phe Ser Glu Glu Thr Trp Pro Ser Leu 
380 385 390 

Glu Phe Arg Lys Gin Ala Gly Gly Val Asp He Gly Trp Thr Leu 
395 400 405 

Gly Tyr Met Leu Asn Leu Thr Gly Met He Pro Ala Asp Ala Pro 
410 415 420 

Ala Gin Trp Arg Ala Glu Ser Tyr Gly Val Trp Val Ala Lys Val 
425 430 435 

Val Phe Met Val Leu Ala Leu Val Ala Val Val Gly Ala Ala Leu 
440 445 450 

Val Gin Leu Phe Trp Leu Gin Asp 
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455 

210> 497 

211> 1820 

212 > UNA 

213 > Homo Sapien 

400> 497 

gccttataaa gtagcctctg catctgcctg cctcgggcag aggagggcta 50 
ccctggggct gagagttcac ctgtctcagg aaccacctga gcccacagat 100 
cctgtgggca gcggccaggg cagccatggc ttgggcaagt aggctgggcc 150 
tgctgctggc actgctgctg cccgtggtcg gtgcctccac gccaggcacc 2 00 
gtggtccgac tcaacaaggc agcattgagc tacgtgtctg aaattgggaa 250 
agcccctctc cagcgggccc tgcaggtcac tgtccctcat ttcctggact 3 00 
ggagtggaga ggcgcttcag cccaccagga tccggattct gaatgtccat 350 
gtgccccgcc tccacctgaa attcattgct ggtttcggag tgcgcctgct 400 
ggcagcagct aattttactt tcaaggtctt tcgcgcccca gagcccctgg 450 
agctgacgct gcctgtggaa ctgctggctg acacccgcgt gacccagagc 500 
tccatcagga cccctgtggt cagcatctct gcctgctctt tattctcggg 550 
ccacgccaac gagtttgatg gcagtaacag cacctcccac gcgctgctgg 600 
tcctggtgca gaagcacatt aaagctgtct tgagtaacaa gctgtgcctg 650 
agcatctcca acctggtgca gggtgtcaat gtccacctgg gcaccttaat 700 
tggcctcaac cccgtgggtc ctgagtccca gatccgctat tccatggtca 750 
gtgtgcccac tgtcaccagt gactacattt ccctggaagt caatgctgtt 800 
ctcttcctgc tgggcaaccc catcatcctg cccacggatg ccaccccttt 850 
tgtgttgcca aggcatgtgg gtaccgaggg ctccatggcc accgtgggcc 900 
tctcccagca gctgtttgac tctgcgctcc tgctgctgca gaaggccggt 950 
gccctcaacc tggacatcac agggcagctg aggtcggatg acaacctgct 1000 
gaacacctct gctctgggcc ggctcatccc ggaggtggcc cgccagtttc 1050 
ccgagcccat gcctgtggtg ctcaaggtgc ggctgggtgc cacacctgtg 1100 
gccatgctcc acacaaacaa cgccaccctg cggctgcagc ccttcgtgga 1150 
ggtcctggcc acagcctcca actcggcttt ccagtccctc ttctccctgg 1200 
atgtggtagt gaacttgaga ctccagctct ctgtgtccaa ggtgaagctt 1250 
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caggggacca 


cgtctgtgct 


gggggatgtc 


cagctcacgg 


tggcctcctc 


1300 


caacgtgggc 


ttcattgata 


cagatcaggt 


gcgcacactg 


atgggcaccg 


1350 


tttttgagaa gcccctgctg 


gaccatctca 


atgctctctt 


ggccatggga 


1400 


attgccctcc 


ctggtgtggt 


caacctccac 


tatgttgccc 


ctgagatctt 


1450 


tgtctatgag 


ggctacgtgg 


tgatatccag 


tggactcttc 


taccagagct 


1500 


gaggcaagac 


cactgggagg 


cctgagagtg 


ggccagctcg 


ctgctcaggc 


1550 


gaatttctca 


tttcaagcca 


ctggggaaac 


tgaggcaaaa 


ccatacttag 


1600 


tcatcaccaa 


caagctggac 


tgcttagctg 


ggctgtttta tcttccctga 


1650 


gtgcctgggt 


ctccctccct 


cacttctgcc 


ctttcccttc 


ctcctcctct 


1700 


tctcctccct 


cttccctcat 


ctcccccctc 


cttcctctgc 


cccaccccag 


1750 


gggggagcag 


actgctcctc 


caggctgtat 


agacctgccc 


tcttgcatta 


1800 


aacaacttct 


cttgagctgc 


1820 









<210> 498 
<211> 458 
<212> PRT 
<213> Homo Sapien 

<400> 498 
Met Ala Trp Ala Ser Arg Leu Gly Leu 
1 5 

Pro Val Val Gly Ala Ser Thr Pro Gly 
20 

Lys Ala Ala Leu Ser Tyr Val Ser Glu 
35 

Gin Arg Ala Leu Gin Val Thr Val Pro 
50 

Gly Glu Ala Leu Gin Pro Thr Arg lie 

65 

Val Pro Arg Leu His Leu Lys Phe lie 
80 

Leu Leu Ala Ala Ala Asn Phe Thr Phe 
95 

Glu Pro Leu Glu Leu Thr Leu Pro Val 
110 

Arg Val Thr Gin Ser Ser He Arg Thr 
125 

Ala Cys Ser Leu Phe Ser Gly His Ala 



Leu Leu Ala Leu Leu Leu 
10 15 

Thr Val Val Arg Leu Asn 
25 30 

He Gly Lys Ala Pro Leu 
40 45 

His Phe Leu Asp Trp Ser 
55 60 

Arg He Leu Asn Val His 
70 75 

Ala Gly Phe Gly Val Arg 
85 90 

Lys Val Phe Arg Ala Pro 
100 105 

Glu Leu Leu Ala Asp Thr 
115 120 

Pro Val Val Ser He Ser 
130 135 

Asn Glu Phe Asp Gly Ser 
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140 145 150 

Asn Ser Thr Ser His Ala Leu Leu Val Leu Val Gin Lys His He 
155 160 165 

Lys Ala Val Leu Ser Asn Lys Leu Cys Leu Ser He Ser Asn Leu 
170 175 180 

Val Gin Gly Val Asn Val His Leu Gly Thr Leu He Gly Leu Asn 
185 190 195 

Pro Val Gly Pro Glu Ser Gin He Arg Tyr Ser Met Val Ser Val 
200 205 210 

Pro Thr Val Thr Ser Asp Tyr He Ser Leu Glu Val Asn Ala Val 
215 220 225 

Leu Phe Leu Leu Gly Asn Pro He He Leu Pro Thr Asp Ala Thr 
230 235 240 

Pro Phe Val Leu Pro Arg His Val Gly Thr Glu Gly Ser Met Ala 
245 250 255 

Thr Val Gly Leu Ser Gin Gin Leu Phe Asp Ser Ala Leu Leu Leu 
260 265 270 

Leu Gin Lys Ala Gly Ala Leu Asn Leu Asp He Thr Gly Gin Leu 
275 280 285 

Arg Ser Asp Asp Asn Leu Leu Asn Thr Ser Ala Leu Gly Arg Leu 
290 295 300 

He Pro Glu Val Ala Arg Gin Phe Pro Glu Pro Met Pro Val Val 
305 310 315 

Leu Lys Val Arg Leu Gly Ala Thr Pro Val Ala Met Leu His Thr 
320 325 330 

Asn Asn Ala Thr Leu Arg Leu Gin Pro Phe Val Glu Val Leu Ala 

335 340 345 

Thr Ala Ser Asn Ser Ala Phe Gin Ser Leu Phe Ser Leu Asp Val 
350 355 360 

Val Val Asn Leu Arg Leu Gin Leu Ser Val Ser Lys Val Lys Leu 
365 370 375 

Gin Gly Thr Thr Ser Val Leu Gly Asp Val Gin Leu Thr Val Ala 
380 385 390 

Ser Ser Asn Val Gly Phe He Asp Thr Asp Gin Val Arg Thr Leu 
395 400 405 

Met Gly Thr Val Phe Glu Lys Pro Leu Leu Asp His Leu Asn Ala 
410 415 420 

Leu Leu Ala Met Gly He Ala Leu Pro Gly Val Val Asn Leu His 
425 430 435 
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Tyr Val Ala Pro Glu lie Phe Val Tyr Glu Gly Tyr Val Val lie 
440 445 450 

Ser Ser Gly Leu Phe Tyr Gin Ser 
455 

<210> 499 
<211> 899 
<212> DNA 
<213> Homo Sapien 



<400> 499 



ttgaaaatct 


actctatcag 


ctgctgtggt 


tgccaccatt 


ctcaggaccc 


50 


tcgccatgaa 


agcccttatg 


ctgctcaccc 


tgtctgttct 


gctctgctgg 


100 


gtctcagctg 


acattcgctg 


tcactcctgc 


tacaaggtcc 


ctgtgctggg 


150 


ctgtgtggac 


cggcagtcct 


gccgcctgga 


gccaggacag 


caatgcctga 


200 


caacacatgc 


ataccttggt 


aagatgtggg 


ttttctccaa 


tctgcgctgt 


250 


ggcacaccag 


aagagccctg 


tcaggaggcc 


ttcaaccaaa 


ccaaccgcaa 


300 


gctgggtctg 


acatataaca 


ccacctgctg 


caacaaggac 


aactgcaaca 


350 


gcgcaggacc 


ccggcccact 


ccagccctgg 


gccttgtctt 


ccttacctcc 


400 


ttggctggcc 


ttggcctctg 


gctgctgcac 


tgagactcat 


tccattggct 


450 


gcccctcctc 


ccacctgcct 


tggcctgagc 


ctctctccct 


gtgtctctgt 


500 


atcccctggc 


tttacagaat 


cgtctctccc 


tagctcccat 


ttctttaatt 


550 


aaacactgtt 


ccgagtggtc 


tcctcatcca 


tccttcccac 


ctcacaccct 


600 


tcactctcct 


ttttctgggt 


cccttcccac 


ttccttccag gacctccatt 


650 


ggctcctaga 


agggctcccc 


actttgcttc 


ctatactctg 


ctgtccccta 


700 


cttgaggagg 


gattgggatc 


tgggcctgaa 


atggggcttc 


tgtgttgtcc 


750 


ccagtgaagg 


ctcccacaag 


gacctgatga 


cctcactgta 


cagagctgac 


800 


tccccaaacc 


caggctccca 


tatgtacccc 


atcccccata 


ctcacctctt 


850 


tccattttga 


gtaataaatg 


tctgagtctg 


gaaaaaaaaa 


aaaaaaaaa ; 


399 



<210> 500 
<211> 125 
<212> PRT 
<213> Homo Sapien 

<400> 500 

Met Lys Ala Leu Met Leu Leu Thr Leu Ser Val Leu Leu Cys Trp 
15 10 15 

Val Ser Ala Asp He Arg Cys His Ser Cys Tyr Lys Val Pro Val 
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20 

Leu Gly Cys Val Asp 
3 5 

Gin Cys Leu Thr Thr 
50 

Ser Asn Leu Arg Cys 
65 

Phe Asn Gin Thr Asn 
80 

Cys Cys Asn Lys Asp 
95 

Pro Ala Leu Gly Leu 
110 

Leu Trp Leu Leu His 
125 

:210> 501 
:211> 845 
:212> DNA 
:213> Homo Sapien 

:400> 501 



ggagcctcct 


aatgcagtct 


tctgcacagt 


cctggggact 


gactgactga 


50 


atcacacctc 


tggggctggg 


ggctgctgac 


atgtgtgcct 


ttccttggct 


100 


gcttcttctc 


ctgctgctcc 


aggagggcag 


ccaaaggaga 


ctctggagat 


150 


ggtgtggatc 


cgaggaagtg 


gttgcggtcc 


ttcaggagtc 


catcagcctc 


200 


cccctggaaa 


taccaccaga 


tgaagaggtt 


gagaacatca 


tctggtcctc 


250 


tcacaaaagt 


cttgccactg 


tggtgccagg 


gaaagaggga 


catccagcta 


300 


ccatcatggt 


gaccaatcca 


cactaccagg 


gccaagtgag 


cttcctggac 


350 


cccagctatt 


ccctgcatat 


cagcaatctg 


agctgggagg 


attcagggct 


400 


ttaccaagct 


caagtcaacc 


tgagaacatc 


ccagatctct 


accatgcagc 


450 


agtacaatct 


atgtgtctac 


catcctaact 


atgcttctga 


gaagccttca 


500 


acagccttct 


gcctcctggc 


caagggattg 


ctcatcttct 


tgctcttggt 


550 


aattctggcc 


atgggactct 


gggtcatccg 


agtccagaaa 


agacacaaaa 


600 


tgccaaggat 


gaagaaactc 


atgagaaaca 


gaatgaaatt 


gaggaaggag 


650 


gcaaagcctg 


gctccagccc 


tgcctgactg 


ctccttggga 


accccagtcc 


700 


tgagcttggt 


ttcttcccag 


cacccagaga 


atccttcctc 


agctctcttc 


750 
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25 30 

Arg Gin Ser Cys Arg Leu Glu Pro Gly Gin 
~ 40 45 

His Ala Tyr Leu Gly Lys Met Trp Val Phe 
55 60 

Gly Thr Pro Glu Glu Pro Cys Gin Glu Ala 
7 0 75 

Arg Lys Leu Gly Leu Thr Tyr Asn Thr Thr 
85 90 

Asn Cys Asn Ser Ala Gly Pro Arg Pro Thr 
100 105 

Val Phe Leu Thr Ser Leu Ala Gly Leu Gly 
115 120 



tttccagggg aaggaggtgc tcaggggtgg gtatccagag agccatactt 800 



ctgagggaag actggctggc aataaagtca aattaagtga ccaca 845 

<210> 502 
<211> 198 
<212> PRT 
<213> Homo Sapien 

<400> 502 

Met Cys Ala Phe Pro Trp Leu Leu Leu Leu Leu Leu Leu Gin Glu 
1 5 10 15 

Gly Ser Gin Arg Arg Leu Trp Arg Trp Cys Gly Ser Glu Glu Val 
20 25 3 0 

Val Ala Val Leu Gin Glu Ser lie Ser Leu Pro Leu Glu He Pro 
35 40 45 

Pro Asp Glu Glu Val Glu Asn He He Trp Ser Ser His Lys Ser 
5 0 55 60 

Leu Ala Thr Val Val Pro Gly Lys Glu Gly His Pro Ala Thr He 
65 70 75 

Met Val Thr Asn Pro His Tyr Gin Gly Gin Val Ser Phe Leu Asp 
80 85 90 

Pro Ser Tyr Ser Leu His He Ser Asn Leu Ser Trp Glu Asp Ser 
95 100 105 

Gly Leu Tyr Gin Ala Gin Val Asn Leu Arg Thr Ser Gin He Ser 
110 115 120 

Thr Met Gin Gin Tyr Asn Leu Cys Val Tyr His Pro Asn Tyr Ala 
125 130 135 

Ser Glu Lys Pro Ser Thr Ala Phe Cys Leu Leu Ala Lys Gly Leu 
140 145 150 

Leu He Phe Leu Leu Leu Val He Leu Ala Met Gly Leu Trp Val 
155 160 165 

He Arg Val Gin Lys Arg His Lys Met Pro Arg Met Lys Lys Leu 
170 175 180 

Met Arg Asn Arg Met Lys Leu Arg Lys Glu Ala Lys Pro Gly Ser 
185 190 195 

Ser Pro Ala 



<210> 503 

<211> 1977 

<212> DNA 

<213> Homo Sapien 

<400> 503 
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acgggccgca 


gcggcagtga 


cgtagggttg 


gcgcacggat 


ccgttgcggc 


50 


tgcagctctg 


cagtcgggcc 


gttccttcgc 


cgccgccagg 


ggtagcggtg 


100 


tagctgcgca 


gcgtcgcgcg 


cgctaccgca 


cccaggttcg 


gcccgtaggc 


150 


gtctggcagc 


ccggcgccat 


cttcatcgag 


cgccatggcc 


gcagcctgcg 


200 


ggccgggagc 


ggccgggtac 


tgcttgctcc 


tcggcttgca 


tttgtttctg 


250 


ctgaccgcgg 


gccctgccct 


gggctggaac 


gaccctgaca 


gaatgttgct 


300 


gcgggatgta 


aaagctctta 


ccctccacta 


tgaccgctat 


accacctccc 


350 


gcaggctgga 


tcccatccca 


cagttgaaat 


gtgttggagg 


cacagctggt 


400 


tgtgattctt 


ataccccaaa 


agtcatacag 


tgtcagaaca 


aaggctggga 


450 


tgggtatgat 


gtacagtggg 


aatgtaagac 


ggacttagat 


attgcataca 


500 


aatttggaaa 


aactgtggtg 


agctgtgaag 


gctatgagtc 


ctctgaagac 


550 


cagtatgtac 


taagaggttc 


ttgtggcttg 


gagtataatt 


tagattatac 


600 


agaacttggc 


ctgcagaaac 


tgaaggagtc 


tggaaagcag 


cacggctttg 


650 


cctctttctc 


tgattattat 


tataagtggt 


cctcggcgga 


ttcctgtaac 


700 


atgagtggat 


tgattaccat 


cgtggtactc 


cttgggatcg 


cctttgtagt 


750 


ctataagctg 


ttcctgagtg 


acgggcagta 


ttctcctcca 


ccgtactctg 


800 


agtatcctcc 


attttcccac 


cgttaccaga 


gattcaccaa 


ctcagcagga 


850 


cctcctcccc 


caggctttaa 


gtctgagttc 


acaggaccac 


agaatactgg 


900 


ccatggtgca 


acttctggtt 


ttggcagtgc 


ttttacagga 


caacaaggat 


950 


atgaaaattc 


aggaccaggg 


ttctggacag 


gcttgggaac 


tggtggaata 


1000 


ctaggatatt 


tgtttggcag 


caatagagcg 


gcaacaccct 


tctcagactc 


1050 


gtggtactac 


ccgtcctatc 


ctccctccta 


ccctggcacg 


tggaataggg 


1100 


cttactcacc 


ccttcatgga 


ggctcgggca 


gctattcggt 


atgttcaaac 


1150 


tcagacacga 


aaaccagaac 


tgcatcagga 


tatggtggta 


ccaggagacg 


1200 


ataaagtaga 


aagttggagt 


caaacactgg 


atgcagaaat 


tttggatttt 


1250 


tcatcacttt 


ctctttagaa 


aaaaagtact 


acctgttaac 


aattgggaaa 


1300 


aggggatatt 


caaaagttct 


gtggtgttat 


gtccagtgta 


gctttttgta 


1350 


ttctattatt 


tgaggctaaa 


agttgatgtg 


tgacaaaata 


cttatgtgtt 


1400 


gtatgtcagt 


gtaacatgca 


gatgtatatt 


gcagtttttg 


aaagtgatca 


1450 
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ttactgtgga atgctaaaaa tacattaatt tctaaaacct gtgatgccct 1500 

aagaagcatt aagaatgaag gtgttgtact aatagaaact aagtacagaa 1550 

aatttcagtt ttaggtggtt gtagctgatg agttattacc tcatagagac 16 00 

tataatattc tatttggtat tatattattt gatgtttgct gttcttcaaa 1650 

catttaaatc aagctttgga ctaattatgc taatttgtga gttctgatca 1700 

cttttgagct ctgaagcttt gaatcattca gtggtggaga tggccttctg 1750 

gtaactgaat attaccttct gtaggaaaag gtggaaaata agcatctaga 1800 

aggttgttgt gaatgactct gtgctggcaa aaatgcttga aacctctata 1850 

tttctttcgt tcataagagg taaaggtcaa atttttcaac aaaagtcttt 1900 

taataacaaa agcatgcagt tctctgtgaa atctcaaata ttgttgtaat 195 0 

agtctgtttc aatcttaaaa agaatca 1977 

<210> 504 
<211> 339 
<212> PRT 
<213> Homo Sapien 

<400> 504 
Met Ala Ala Ala 
1 

Leu Gly Leu His 
Trp Asn Asp Pro 
Thr Leu His Tyr 
lie Pro Gin Leu 
Tyr Thr Pro Lys 
Tyr Asp Val Gin 
Lys Phe Gly Lys 
Glu Asp Gin Tyr 
Leu Asp Tyr Thr 



Cys Gly Pro Gly Ala Ala Gly Tyr Cys Leu Leu 
5 ~ 10 15 

Leu Phe Leu Leu Thr Ala Gly Pro Ala Leu Gly 
20 25 30 

Asp Arg Met Leu Leu Arg Asp Val Lys Ala Leu 
35 40 45 

Asp Arg Tyr Thr Thr Ser Arg Arg Leu Asp Pro 
50 ~ 55 60 

Lys Cys Val Gly Gly Thr Ala Gly Cys Asp Ser 
65 " 70 75 

Val He Gin Cys Gin Asn Lys Gly Trp Asp Gly 
80 85 90 

Trp Glu Cys Lys Thr Asp Leu Asp He Ala Tyr 
95 ' 100 105 

Thr Val Val Ser Cys Glu Gly Tyr Glu Ser Ser 
110 115 120 

Val Leu Arg Gly Ser Cys Gly Leu Glu Tyr Asn 
125 " 130 135 

Glu Leu Gly Leu Gin Lys Leu Lys Glu Ser Gly 
140 145 150 
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Lys Gin His Gly Phe 
155 

Ser Ser Ala Asp Ser 
170 

Val Leu Leu Gly lie 
185 

Asp Gly Gin Tyr Ser 
200 

Ser His Arg Tyr Gin 
215 

Pro Gly Phe Lys Ser 
230 

Gly Ala Thr Ser Gly 
245 

Tyr Glu Asn Ser Gly 
260 

Gly He Leu Gly Tyr 
275 

Phe Ser Asp Ser Trp 
290 

Gly Thr Trp Asn Arg 
305 

Ser Tyr Ser Val Cys 
320 

Ser Gly Tyr Gly Gly 
335 

<210> 505 

<211> 1671 

<212> DNA 

<213> Homo Sapien 

<400> 505 



gcaaaaggaa 


gggagggaag 


cactccatca 


tctcactggg 


aagaacggca 


50 


cgggcatacc 


tgcagctact 


ggggttccac 


tgggcttgag ggtcgatttt 


100 


tcaccttttg 


aaggacaaga 


tgcattggaa 


gatgttgctg 


cttctgctgt 


150 


tgtattacaa 


tgctgaggct 


tctatgtgcc 


acaggtggag 


cagggctgtg 


200 


ctcttccctg 


ccgcccaccg 


gccaaagagg 


tcctcatcac 


tgccattgaa 


250 


cccagtcctg 


cagacctccc 


tggaggaggt 


ggagctgctc 


tacgagttcc 


300 


tgctggccga 


acttgagatc 


agccctgacc 


tgcagatctc 


catcaaggac 


350 



Ala Ser Phe Ser Asp Tyr Tyr Tyr Lys Trp 
160 165 

Cys Asn Met Ser Gly Leu He Thr He Val 
175 180 

Ala Phe Val Val Tyr Lys Leu Phe Leu Ser 
190 195 

Pro Pro Pro Tyr Ser Glu Tyr Pro Pro Phe 
205 210 

Arg Phe Thr Asn Ser Ala Gly Pro Pro Pro 
220 225 

Glu Phe Thr Gly Pro Gin Asn Thr Gly His 
235 240 

Phe Gly Ser Ala Phe Thr Gly Gin Gin Gly 
250 255 

Pro Gly Phe Trp Thr Gly Leu Gly Thr Gly 
265 270 

Leu Phe Gly Ser Asn Arg Ala Ala Thr Pro 
280 285 

Tyr Tyr Pro Ser Tyr Pro Pro Ser Tyr Pro 
295 300 

Ala Tyr Ser Pro Leu His Gly Gly Ser Gly 
310 315 

Ser Asn Ser Asp Thr Lys Thr Arg Thr Ala 
325 330 



Thr Arg Arg Arg 
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gaggagctgg cctccttgcg gaaggcctca gacttccgca ccgtctgcaa 40 0 

caacgtcatc cccaagagca tcccagacat ccgccggctc agcgccagcc 450 

tctccagcca ccctggcatc ctcaagaaag aagactttga aaggacagtg 500 

ctgaccctgg cctacacagc ctaccgcaca gccctgtccc acggccatca 550 

gaaggacatc tgggcgcagt ccctcgttag cctcttccag gccctgaggc 600 

acgacttgat gcgctcctca cagccgggag tacctccctg agagactggc 650 

ccacaccagg acctcagagc agggaccagc acagtaatcc agaaagtctt 700 

cattctctac tccatttaca gagaccagca acaaaacact taccgctgac 750 

acagagcagc agagatcaaa cagtaacccc gatgctcttt tctccttgta 800 

gtttcctgga agacacatct gattcatgcc atcatgtgac ctgggctgga 850 

agaaagggct ggaatggtca ttcaagacgc ctccatgggc agaatggttt 900 

gcctatggca ggcagaattc tgatatgctt caacccagag cagtggccac 950 

acactcaaga gtgagaacag gcgtgagcca ccgtgcctgg cccaggatct 1000 

aaaaactttc taagtttcct ccatcgttgg catcctcaca gctatctcca 1050 

atgtcactca agagacatca acagacattt aactgctgca gacttcattg 1100 

ctctgtcacc tcaccttgaa tctaacaaat caaagtattt ctgcaggtcc 1150 

aatggtctaa aatcaaatgc ttgttaaatg actttttaca acacccctta 1200 

ctttcctaat ccatttcaat cttatttttt ttattgtggt aaaaaacaca 1250 

tcacgtaaaa tgtaccatct taaccatttt taagcatatg gtacagcagt 13 00 

gttaactcca tgcatgttgt gaaacagacc cccggaactt tctcatcttg 1350 

taattctgaa gttctatacc caccgaacaa ctcctctttt ccccttcccc 1400 

ctgcctgccc cagctcttgg caccattatt ctgctttctg tttttgagag 1450 

tctgactact taagatacct catacaagcg ggatctggct tacatttctt 1500 

gagcattgta ttctggaaaa gtgtttcctt cctctgaaaa atgggtagag 1550 

ttctgaagga gaactactgg tcttattgta cacttgctgt acctattttt 1600 

atttaacaaa tattcatcta tggtataata aagatgtcat ggttggaaaa 165 0 

aaaaaaaaaa aaaaaaaaaa a 1671 

<210> 506 
<211> 173 
<212> PRT 
<213> Homo Sapien 
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<400> 506 
Met His Trp Lys Met Leu 
1 ~ 5 



Leu Leu Leu Leu Leu Tyr Tyr Asn Ala 
10 15 



Glu Ala Ser Met Cys His Arg Trp Ser Arg Ala Val Leu Phe Pro 

20 25 30 

Ala Ala His Arg Pro Lys Arg Ser Ser Ser Leu Pro Leu Asn Pro 

35 40 45 

Val Leu Gin Thr Ser Leu Glu Glu Val Glu Leu Leu Tyr Glu Phe 

50 55 60 

Leu Leu Ala Glu Leu Glu lie Ser Pro Asp Leu Gin lie Ser lie 

65 70 75 

Lys Asp Glu Glu Leu Ala Ser Leu Arg Lys Ala Ser Asp Phe Arg 

80 85 90 

Thr Val Cys Asn Asn Val He Pro Lys Ser He Pro Asp He Arg 

95 100 105 

Arg Leu Ser Ala Ser Leu Ser Ser His Pro Gly He Leu Lys Lys 

110 115 120 

Glu Asp Phe Glu Arg Thr Val Leu Thr Leu Ala Tyr Thr Ala Tyr 

125 130 135 

Arg Thr Ala Leu Ser His Gly His Gin Lys Asp He Trp Ala Gin 

140 145 150 

Ser Leu Val Ser Leu Phe Gin Ala Leu Arg His Asp Leu Met Arg 

155 160 165 

Ser Ser Gin Pro Gly Val Pro Pro 
170 

<210> 507 

<211> 2148 

<212> DNA 

<213> Homo Sapien 

<400> 507 



ggcggcgggc 


tgcgcggagc 


ggcgtcccct 


gcagccgcgg 


accgaggcag 


50 


cggcggcacc 


tgccggccga 


gcaatgccaa 


gtgagtacac 


ctatgtgaaa 


100 


ctgagaagtg 


attgctcgag 


gccttccctg 


caatggtaca 


cccgagctca 


150 


aagcaagatg 


agaaggccca 


gcttgttatt 


aaaagacatc 


ctcaaatgta 


200 


cattgcttgt 


gtttggagtg 


tggatccttt 


atatcctcaa 


gttaaattat 


250 


actactgaag 


aatgtgacat 


gaaaaaaatg 


cattatgtgg 


accctgacca 


300 


tgtaaagaga 


gctcagaaat 


atgctcagca 


agtcttgcag 


aaggaatgtc 


350 


gtcccaagtt 


tgccaagaca 


tcaatggcgc 


tgttatttga 


gcacaggtat 


400 
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agcgtggact 


tactcccttt 


tgtgcagaag 


gcccccaaag 


acagtgaagc 


450 


tgagtccaag 


tacgatcctc 


cttttgggtt 


ccggaagttc 


tccagtaaag 


500 


tccagaccct 


cttggaactc 


ttgccagagc 


acgacctccc 


tgaacacttg 


550 


aaagccaaga 


cctgtcggcg 


ctgtgtggtt 


attggaagcg 


gaggaatact 


600 


gcacggatta 


gaactgggcc 


acaccctgaa 


ccagttcgat 


gttgtgataa 


650 


ggttaaacag 


tgcaccagtt 


gagggatatt 


cagaacatgt 


tggaaataaa 


700 


actactataa 


ggatgactta 


tccagagggc 


gcaccactgt 


ctgaccttga 


750 


atattattcc 


aatgacttat 


ttgttgctgt 


tttatttaag 


agtgttgatt 


800 


tcaactggct 


tcaagcaatg 


gtaaaaaagg 


aaaccctgcc 


attctgggta 


850 


cgactcttct 


tttggaagca 


ggtggcagaa 


aaaatcccac 


tgcagccaaa 


900 


acatttcagg 


attttgaatc 


cagttatcat 


caaagagact 


gcctttgaca 


950 


tccttcagta 


ctcagagcct 


cagtcaaggt 


tctggggccg 


agataagaac 


1000 


gtccccacaa 


tcggtgtcat 


tgccgttgtc 


ttagccacac 


atctgtgcga 


1050 


tgaagtcagt 


ttggcgggtt 


ttggatatga 


cctcaatcaa 


cccagaacac 


1100 


ctttgcacta 


cttcgacagt 


caatgcatgg 


ctgctatgaa 


ctttcagacc 


1150 


atgcataatg 


tgacaacgga 


aaccaagttc 


ctcttaaagc 


tggtcaaaga 


1200 


gggagtggtg 


aaagatctca 


gtggaggcat 


tgatcgtgaa 


ttttgaacac 


1250 


agaaaacctc 


agttgaaaat 


gcaactctaa 


ctctgagagc 


tgtttttgac 


1300 


agccttcttg 


atgtatttct 


ccatcctgca 


gatactttga 


agtgcagctc 


1350 


atgtttttaa 


cttttaattt 


aaaaacacaa 


aaaaaatttt 


agctcttccc 


1400 


actttttttt 


tcctatttat 


ttgaggtcag 


tgtttgtttt 


tgcacaccat 


1450 


tttgtaaatg 


aaacttaaga 


attgaattgg 


aaagacttct 


caaagagaat 


1500 


tgtatgtaac 


gatgttgtat 


tgatttttaa 


gaaagtaatt 


taatttgtaa 


1550 


aacttctgct 


cgtttacact 


gcacattgaa 


tacaggtaac 


taattggaag 


1600 


gagaggggag 


gtcactcttt 


tgatggtggc 


cctgaacctc 


attctggttc 


1650 


cctgctgcgc 


tgcttggtgt 


gacccacgga 


ggatccactc 


ccaggatgac 


1700 


gtgctccgta 


gctctgctgc 


tgatactggg 


tctgcgatgc 


agcggcgtga 


1750 


ggcctgggct 


ggttggagaa 


ggtcacaacc 


cttctctgtt 


ggtctgcctt 


1800 


ctgctgaaag 


actcgagaac 


caaccaggga 


agctgtcctg 


gaggtccctg 


1850 



763 



gtcggagagg gacatagaat ctgtgacctc tgacaactgt gaagccaccc 1900 

tgggctacag aaaccacagt cttcccagca attattacaa ttcttgaatt 1950 

ccttggggat tttttactgc cctttcaaag cacttaagtg ttagatctaa 2000 

cgtgttccag tgtctgtctg aggtgactta aaaaatcaga acaaaacttc 2 050 

tattatccag agtcatggga gagtacaccc tttccaggaa taatgttttg 2100 

ggaaacactg aaatgaaatc ttcccagtat tataaattgt gtatttaa 2148 

:210> 508 
c211> 362 
:212> PRT 
=213 > Homo Sapien 

c400> 508 

Met Arg Arg Pro Ser Leu Leu Leu Lys Asp lie Leu Lys Cys Thr 
15 10 15 

Leu Leu Val Phe Gly Val Trp lie Leu Tyr lie Leu Lys Leu Asn 
20 25 30 

Tyr Thr Thr Glu Glu Cys Asp Met Lys Lys Met His Tyr Val Asp 
35 40 45 

Pro Asp His Val Lys Arg Ala Gin Lys Tyr Ala Gin Gin Val Leu 
50 55 60 

Gin Lys Glu Cys Arg Pro Lys Phe Ala Lys Thr Ser Met Ala Leu 
65 70 75 

Leu Phe Glu His Arg Tyr Ser Val Asp Leu Leu Pro Phe Val Gin 
80 85 90 

Lys Ala Pro Lys Asp Ser Glu Ala Glu Ser Lys Tyr Asp Pro Pro 
95 100 105 

Phe Gly Phe Arg Lys Phe Ser Ser Lys Val Gin Thr Leu Leu Glu 
110 115 120 

Leu Leu Pro Glu His Asp Leu Pro Glu His Leu Lys Ala Lys Thr 
125 130 135 

Cys Arg Arg Cys Val Val He Gly Ser Gly Gly He Leu His Gly 
140 145 150 

Leu Glu Leu Gly His Thr Leu Asn Gin Phe Asp Val Val He Arg 
155 160 165 

Leu Asn Ser Ala Pro Val Glu Gly Tyr Ser Glu His Val Gly Asn 
170 175 180 

Lys Thr Thr He Arg Met Thr Tyr Pro Glu Gly Ala Pro Leu Ser 
185 190 195 

Asp Leu Glu Tyr Tyr Ser Asn Asp Leu Phe Val Ala Val Leu Phe 
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200 



205 



210 



Lys Ser Val Asp Phe 
215 

Thr Leu Pro Phe Trp 
230 

Glu Lys lie Pro Leu 
245 

Val He He Lys Glu 
260 

Pro Gin Ser Arg Phe 
275 

Gly Val He Ala Val 
290 

Ser Leu Ala Gly Phe 

305 

Leu His Tyr Phe Asp 
320 

Thr Met His Asn Val 
335 

Val Lys Glu Gly Val 
350 

Glu Phe 



210> 509 
211> 1233 
212 > DNA 

213 > Homo Sapien 
400> 509 



gggcggacgc 


agtgcagtaa gagcagatgg gcggacccaa atttcttcgg 


50 


cttcacgatt 


ttgccgaggt 


ctagccctgc 


atccagcctt gaaacagggt 


100 


ggggaggagg 


cagaaagggg 


agggactgca 


ctccctctga gcgtgctagc 


150 


tccgactgcc 


tgacggatca 


cccttccgct 


ccaacatggc tagttcctca 


200 


acgccgtgac 


tcaagcctgt 


tgtgccaggc 


agggcgcact cagcagcgca 


250 


gccccacagg 


tggcgaaggc 


tccgcgagag 


ggttcccgcc aggctagaca 


300 


gtggagtgcc 


gcacagcgcg 


ccttccagcc 


tcgcagccgc caccctagcg 


350 


gttccgaccc 


ggcgccagca ggcctgcttg gtcgatcttc gagccaaaga 


400 


tgcggcgagg 


ctggaagatg 


gctctgtctg 


gggggctgcg gtgctgccgc 


450 
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Asn Trp Leu Gin Ala Met Val Lys Lys Glu 
220 225 

Val Arg Leu Phe Phe Trp Lys Gin Val Ala 
235 240 

Gin Pro Lys His Phe Arg He Leu Asn Pro 
250 255 

Thr Ala Phe Asp He Leu Gin Tyr Ser Glu 
265 270 

Trp Gly Arg Asp Lys Asn Val Pro Thr He 
280 285 

Val Leu Ala Thr His Leu Cys Asp Glu Val 
295 300 

Gly Tyr Asp Leu Asn Gin Pro Arg Thr Pro 
310 315 

Ser Gin Cys Met Ala Ala Met Asn Phe Gin 
325 330 

Thr Thr Glu Thr Lys Phe Leu Leu Lys Leu 
340 345 

Val Lys Asp Leu Ser Gly Gly He Asp Arg 
355 360 



cgggtactgt cctgggtgcc agtgctcgtt attgtcctcg tcgtgctctg 500 

gtcctactat gcctacgtct ttgaactctg cctggttatt tacctcatac 55 0 

tctaccatgc catctttgtg ttctttacct ggacctactg gaagtctatc 600 

tttacactcc cacagcagcc aaaccagaag ttccacttgt cctacacaga 650 

caaggagcgc tatgaaaatg aagaaagacc tgaggtccag aagcagatgc 700 

ttgttgatat ggccaaaaag ctaccggttt acacaagaac tggaagtgga 750 

ggtcagttca tccaaaggca gctagagagg cagctcagca agtatctcag 800 

aaaggctaag tcatatatgt tctcaaacta gccctttttt ttcctcccat 850 

cttctgaaaa ccactatgga gatttttctc cacattttat ttctaaaaaa 900 

ttttaaacac atatcaaagc tggaagaatt gtatagtaaa caaactgtat 950 

accccaaact ggattcttct gctaacattt ttctgtgttg ctatatcaca 1000 

tatctatcca catatgcata cctctattta tctttcgtca agccatctta 1050 

tgtttctgat gcatttcaaa gtaaatagct gacatcagta agacatctac 1100 

ctaaatattt tattctgttt tgttaaaatt tacatacaaa aacatgcata 1150 

atcttaaggg taccattcca tgtattttga aaagtgtaca catctgtgta 12 00 

actaaacccc caataaaatt gccatcacct cag 1233 

<210> 510 

<211> 143 

<212> PRT 

<213> Homo Sapien 

<400> 510 

Met Arg Arg Gly Trp Lys Met Ala Leu Ser Gly Gly Leu Arg Cys 
1 5 10 15 

Cys Arg Arg Val Leu Ser Trp Val Pro Val Leu Val lie Val Leu 
20 25 3 0 

Val Val Leu Trp Ser Tyr Tyr Ala Tyr Val Phe Glu Leu Cys Leu 
35 ^ 40 45 

Val lie Tyr Leu He Leu Tyr His Ala He Phe Val Phe Phe Thr 
50 55 60 

Trp Thr Tyr Trp Lys Ser He Phe Thr Leu Pro Gin Gin Pro Asn 
65 70 75 

Gin Lys Phe His Leu Ser Tyr Thr Asp Lys Glu Arg Tyr Glu Asn 
80 85 90 

Glu Glu Arg Pro Glu Val Gin Lys Gin Met Leu Val Asp Met Ala 
95 100 105 
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Lys Lys Leu Pro Val Tyr Thr Arg Thr Gly Ser Gly Gly Gin Phe 
110 115 120 

lie Gin Arg Gin Leu Glu Arg Gin Leu Ser Lys Tyr Leu Arg Lys 
125 130 135 

Ala Lys Ser Tyr Met Phe Ser Asn 
140 

:210> 511 

;211> 2176 

:212> DNA 

:213> Homo Sapien 

:400> 511 



cagccggggc 


gatggcgggg 


ctctggctgg 


ggctcgtgtg gcagaagctg 


50 


ctgctgtggg 


gcgcggcgag 


tgccctttcc 


C t GO C COO CCf 


ccagtctggt 


100 


cctgagcctg 


ctgcagaggg 


tggcgagcta 


coccrccrcraaa 


tcrcrcaQcaqa 


150 


tgcggcccat 


ccccacggtg 


gcccgcgcct 


acccactggt 


gggccacgcg 


2 00 


ctgctgatga 


agccggacgg 


gcgaggtaag 


ggccggcgct 


cctcctggag 


250 


cgcaacgggg 


tccgcagccc 


cgttcccacc 


ctccgatcag 


ccaggaaccc 


300 


gctgcttgtg 


gcgctggccg 


caggagagag 


gagcctgtca 


ccctgtggag 


350 


aatgcactcc 


cagttctagt 


cgttgcccct 


tggcacccgc 


cgacactgct 




agtgccccat 


cccaaagtga 


gcattttctt 


tgtgtgtagc 


acaggatgcg 


450 


gtatttccaa 


acccctgccc 


tcggtctttt 


cccacctcac 


cgctgctcag 


500 


ctctcaaagc 


cctgccgttt 


cctcctgcct 


tggcttggga 


agccttagga 


550 


acagaagctc 


cctgggagca 


cagagcggtt 


ttaaactggc 


caacacctta 


600 


acgcccagag 


ccgccctcct 


ctcgctgcca 


ctttggaaaa 


taagagacta 


650 


gagattcact 


ggacgcttcc 


tcccggcatc 


acaagacttg 


actgctgctt 


700 


cagttcccgc 


ttgaccttca 


tactttagcc 


ctttaaagga tgttacataa 


750 


taacaattaa 


gagacggcag 


ggccttcagg 


cagacttctt 


tggagggtgt 


800 


caaacgcctt 


gtttattaaa 


gagtgaattt 


tttaattaaa atcatgtttt 


850 


aaaacagaga 


tggacatttt 


attgatggaa 


aaaaatcacg 


ttaagttaga 


900 


aagctctcaa 


aagtacctgg 


tatttacaac 


tccctgtcag 


ggagggcgaa 


950 


ctcgatctca 


gagttttatt 


ttcatcaggg 


attacgttga 


ggtacccaga 


1000 


aatgagaaga 


tttgcccaaa 


atggcatatt 


ttaaaattgg 


cccagaccag 


1050 


aacccagttt 


cctctgggat 


tatttgttag 


taatcgtttt 


acaggctgag 


1100 
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cattaactaa 


ctccaaagct 


tgaaggactt 


tttctcattt 


tcacttgttt 


1150 




tctctaataa aaataatgct 


gtaatttcaa 


cttcacaaga 


tgaggcctca 


1200 




tggaagagtg 


tttaccaaaa 


tattaaaaat 


actttgacag 


aaaaaaatca 


1250 




agcgaactct 


ttgccaacca 


aatatcatca 


tgactgatgt 


aacaagtaat 


1300 




ccaacacaga 


tatgaaaatc 


actggtaaaa 


atcatctcag 


ttaattctaa 


1350 




aagcagagct 


aaccacccct 


tttgtcctaa 


ggctttatgg 


tattaaaaaa 


1400 




taaactgtac 


aaaaatatag 


attttcccct 


atcccctacc 


cctggaaagt 


1450 




aatatactga 


agtctcatca 


tactgttttg 


gggattccag 


taattaaaat 


1500 




ctctagtgaa 


caaagacctg 


tttcaaaaca 


acctgtgagc 


tgactggact 


1550 




atttaaagta 


attctccttg 


tagtcacttt 


cagagtgaag 


acaatgacga 


1600 




atactgtctt 


ttacaaaggg 


actttttatt 


ccaccaacaa 


attctggatt 


1650 




ttggcatcag 


gaaaaccact 


gttcaatttc 


caacactata 


tccaagttgt 


1700 


ttgagaaatt 


atttaaaact 


ctttaactta 


gagggttttc 


tttctccttt 


1750 


u \ 


acttgttaaa gtgactatat 


tacagagtca 


ctttaaggat 


taaatttatt 


1800 




gcatgcaaag 


tttctagatc 


actgtctaga 


agtcagttag 


agtaagttct 


1850 


LL ! 


ttagttgtca 


atcaagcatt 


tagtaaggcc 


ctgctttgtg 


cccagtgttg 


1900 




acctcaacaa 


agttggggat 


atcagaatat 


tctaagatac 


agtcgttgtt 


1950 




cccaagaatc 


ttgtctttca 


catacaagag 


gtgttgcgtt 


tcattttgcg 


2000 


in 


gctaatgtcc 


aaacgctggc 


ctcagccatt 


tcaccttgaa 


gattgcagtt 


2050 


w? 

J? 3 

r? 


ggcttccaac 


tggcctctaa 


actctaatct 


agcattttcc 


agtccattgt 


2100 




gacaaagtct 


gccttcccca 


gctactccca 


gctgttggac 


ctgctgcctt 


2150 




agaaccacag 


attggtacct 


cgtgcc 2176 







<210> 512 
<211> 178 
<212> PRT 
<213> Homo Sapien 



<400> 512 

Met Ala Gly Leu Trp Leu Gly Leu Val Trp Gin Lys Leu Leu Leu 

15 10 15 

Trp Gly Ala Ala Ser Ala Leu Ser Leu Ala Gly Ala Ser Leu Val 

20 25 30 

Leu Ser Leu Leu Gin Arg Val Ala Ser Tyr Ala Arg Lys Trp Gin 

35 40 45 
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Gin Met Arg Pro lie 
50 

Gly His Ala Leu Leu 
65 

Arg Ser Ser Trp Ser 
80 

Ser Asp Gin Pro Gly 
95 

Arg Gly Ala Cys His 
110 

Val Ala Pro Trp His 
125 

Val Ser lie Phe Phe 
140 

Pro Leu Pro Ser Val 
155 

Lys Pro Cys Arg Phe 
170 

<210> 513 

<211> 2403 

<212> DNA 

<213> Homo Sapien 

<400> 513 



ggcggctgga 


cgaggacgct 


cagagcccag 


ctctcgagag 


ttcaagcaac 


50 


cgacggttcc 


ccactgctcc 


caggagcggt 


tacctgggca 


ctctgtgccc 


100 


ctccttcctg 


ttcgggccca 


ggccgaggac 


ctgccagtag 


ggctcagttg 


150 


cctggagccc 


gttcagccca 


tcccccagtt 


cactttgctt 


gtgggatctc 


200 


cccgttgctc 


ctgcccgtgg 


actgagtggc 


aggccatcct 


acaagcaccc 


250 


ggacacttga 


catcagtggt 


gtcaagacaa 


ctctaagaag gttttccgtg 


300 


atcctgcaag 


ccctgccttc 


cttcctggga 


tcctgccttc 


aatttgattg 


350 


cacaggtacc 


acagcaagcc 


agtgctgtgt 


gctccgagtt 


ccagggcgtc 


400 


ctccagctca 


gccactgcac 


tgagaacatg 


gactctctgt 


ggggcccagg 


450 


agccgggagt 


cacccctttg 


gggtccacaa 


cacccggctg 


tccccagact 


500 


tgtgtccagg 


gaagatagtg 


ttgagggccc 


tcaaggagag 


cggggcaggg 


550 


atgcctgagc 


aggacaagga 


ccctagagtc 


caagagaatc 


ctggtgatca 


600 


gagaagggtc 


cccgaggtca 


ccggggatgc 


acggtctgca 


tttcggcccc 


650 
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Pro Thr Val Ala Arg Ala Tyr Pro Leu Val 
55 60 

Met Lys Pro Asp Gly Arg Gly Lys Gly Arg 
70 75 

Ala Thr Gly Ser Ala Ala Pro Phe Pro Pro 
85 90 

Thr Arg Cys Leu Trp Arg Trp Pro Gin Glu 
100 105 

Pro Val Glu Asn Ala Leu Pro Val Leu Val 
115 120 

Pro Pro Thr Leu Leu Val Pro His Pro Lys 
130 135 

Val Cys Ser Thr Gly Cys Gly He Ser Lys 
145 150 

Phe Ser His Leu Thr Ala Ala Gin Leu Ser 
160 165 



Leu Leu Pro Trp Leu Gly Lys Pro 
175 



tgcgggacaa 


tggaggcctc 


tctccctttg 


tgcccgggcc 


cgggcctctg 


700 


cagacagacc 


tccatgccca 


gaggtcagaa 


atcagatata 


accagacatc 


750 


ccagacctcc 


tggacgagct 


cctgcaccaa 


ccgaaatgcc 


atctccagct 


800 


cctacagctc 


cacgggaggc 


ttgctggggc 


taaagcggag 


gagggggcca 


850 


gcctcatccc 


actgccagct 


gaccctcagt 


tcctcaaaga 


cagtgagtga 


900 


ggacaggcct 


caggctgtct 


cttcaggtca 


cacccagtgt 


gaaaaggcag 


950 


cagatatagc 


accagggcag 


acactcaccc 


tcaggaatga 


ctcctccaca 


1000 


tccgaggcct 


ctaggcccag 


tacacacaag 


tttcccctgc 


tgccacgcag 


1050 


gcgaggggag 


cctttgatgc 


tgccacctcc 


cttagagctg 


gggtaccggg 


1100 


tcactgttga 


agacctggac 


cgggagaagg 


aggcggcctt 


ccagcgcatc 


1150 


aacagtgcac 


tgcaggttga 


ggacaaggcc 


atctcggact 


gcagaccctc 


1200 


acggccttcc 


cacactttgt 


cctcacttgc 


aacaggggct 


tctggtctgc 


1250 


ctgccgtttc 


taaagcaccc 


agtatggatg 


cacagcagga 


gacacacaag 


1300 


tcccaagact 


gcctgggcct 


actggacccc 


ttagcatctg 


ctgcaggggt 


1350 


cccctctaca 


gctcccatgt 


ctgggaagaa 


gcacagacca 


ccaggccccc 


1400 


tgttctcctc 


ctcagatccc 


cttcctgcca 


cctcttctga 


ttcccaggac 


1450 


tcagcccagg 


tcacctcgct 


gattcctgcc 


cccttcccag 


ctgcaagcat 


1500 


ggatgcgggc 


atgagaagaa 


caaggcatgg 


cacttctgct 


cctgcagctg 


1550 


ccgcagcagc 


ccctccccgc 


tccacattga 


accccacgtt 


ggggtcacta 


1600 


ctggagtgga 


tggaggccct 


tcacatttct 


gggcctcagc 


cacagctgca 


1650 


gcaggtgccc 


agaggtcaga 


accagagatc 


ccagacctcc 


tggaccagct 


1700 


cgtgccccaa 


atgaaatgcc 


atctcgagcc 


cctacagctc 


tacgggaggc 


1750 


ctcccggaac 


aaaagcggaa 


gaggggccag 


cctcatccca 


ctgccagctg 


1800 


accctcagtt 


cctcaaacac 


agtgagtgag 


gacggacctc 


aggctgtctc 


1850 


ttcgggtcac 


acccagtgtg 


aaaagacggc 


agatacagca 


ccagggcaga 


1900 


cactcgcctc 


caggggtggc 


tcccccagat 


cccaggcctc 


taggccccgt 


1950 


atatgcaagt 


ttcccctgct 


gccacgcagg 


cgaggggagc 


ctttgatgct 


2000 


gccacctccc 


ttagagatgg 


ggtaccgggt 


cactgctgaa 


gacctggacc 


2050 


gggagaagga 


ggaggcattc 


cagcgcatca 


acagtgcact 


gcaggttgag 


2100 
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gaccaggcca 


tctaggactg 


cagaccctca 


cggccttccc 


acactttgtc 


2150 


ctcacttgca 


acaggggctt 


ctggtctgcc 


tgccgtttct 


aaagcaccca 


2200 


gtatggatgc 


acagcaggag 


acacacaagt 


cccaagactg 


cctgggccta 


2250 


gtggcccccc 


tgeatctget 


gcacaggcct 


gtagtcccag 


ctacttggga 


2300 


ggctgaggca 


ggagaaegge 


ataaaccegg 


gaggcagagc 


ttgcagtgag 


2350 


ctgagatcgc 


gccactgcac 


tccagcctgg 


gtgacagagc gagactccgt 


2400 


etc 2403 













:210> 514 
c211> 428 
c212> PRT 
c213> Homo Sapien 

c400> 514 

Met Asp Ser Leu Trp Gly Pro Gly Ala Gly Ser His Pro Phe Gly 
1 5 10 15 

Val His Asn Thr Arg Leu Ser Pro Asp Leu Cys Pro Gly Lys lie 
20 25 30 

Val Leu Arg Ala Leu Lys Glu Ser Gly Ala Gly Met Pro Glu Gin 
35 40 45 

Asp Lys Asp Pro Arg Val Gin Glu Asn Pro Gly Asp Gin Arg Arg 
50 55 6 0 

Val Pro Glu Val Thr Gly Asp Ala Arg Ser Ala Phe Arg Pro Leu 
65 70 75 

Arg Asp Asn Gly Gly Leu Ser Pro Phe Val Pro Gly Pro Gly Pro 
80 85 90 

Leu Gin Thr Asp Leu His Ala Gin Arg Ser Glu lie Arg Tyr Asn 
95 100 105 

Gin Thr Ser Gin Thr Ser Trp Thr Ser Ser Cys Thr Asn Arg Asn 
110 115 120 

Ala lie Ser Ser Ser Tyr Ser Ser Thr Gly Gly Leu Leu Gly Leu 
125 ~ 130 135 

Lys Arg Arg Arg Gly Pro Ala Ser Ser His Cys Gin Leu Thr Leu 
14 0 145 15 0 

Ser Ser Ser Lys Thr Val Ser Glu Asp Arg Pro Gin Ala Val Ser 
155 160 165 

Ser Gly His Thr Gin Cys Glu Lys Ala Ala Asp lie Ala Pro Gly 
170 * 175 180 

Gin Thr Leu Thr Leu Arg Asn Asp Ser Ser Thr Ser Glu Ala Ser 
185 190 195 
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Arg Pro Ser Thr His Lys Phe Pro Leu Leu Pro Arg Arg Arg Gly 
200 205 210 

Glu Pro Leu Met Leu Pro Pro Pro Leu Glu Leu Gly Tyr Arg Val 
215 220 225 

Thr Val Glu Asp Leu Asp Arg Glu Lys Glu Ala Ala Phe Gin Arg 
230 235 240 

He Asn Ser Ala Leu Gin Val Glu Asp Lys Ala He Ser Asp Cys 
245 250 255 

Arg Pro Ser Arg Pro Ser His Thr Leu Ser Ser Leu Ala Thr Gly 
260 265 270 

Ala Ser Gly Leu Pro Ala Val Ser Lys Ala Pro Ser Met Asp Ala 
275 280 285 

Gin Gin Glu Thr His Lys Ser Gin Asp Cys Leu Gly Leu Leu Asp 
290 295 300 

Pro Leu Ala Ser Ala Ala Gly Val Pro Ser Thr Ala Pro Met Ser 
305 310 315 

Gly Lys Lys His Arg Pro Pro Gly Pro Leu Phe Ser Ser Ser Asp 
320 325 330 

Pro Leu Pro Ala Thr Ser Ser Asp Ser Gin Asp Ser Ala Gin Val 
335 340 345 

Thr Ser Leu He Pro Ala Pro Phe Pro Ala Ala Ser Met Asp Ala 
350 355 360 

Gly Met Arg Arg Thr Arg His Gly Thr Ser Ala Pro Ala Ala Ala 
3 65 3 70 3 75 

Ala Ala Ala Pro Pro Arg Ser Thr Leu Asn Pro Thr Leu Gly Ser 

380 385 390 

Leu Leu Glu Trp Met Glu Ala Leu His He Ser Gly Pro Gin Pro 
395 400 405 

Gin Leu Gin Gin Val Pro Arg Gly Gin Asn Gin Arg Ser Gin Thr 
410 415 420 

Ser Trp Thr Ser Ser Cys Pro Lys 
425 

<210> 515 

<211> 2171 

<212> DNA 

<213> Homo Sapien 

<400> 515 

gtcagggcca gggtgagcgc ccgactccga gctgtccccg ctcccggcgc 50 
ggcgctccgc tctcagccac ctcacggctg ccaggagtgc gcgggagttt 100 
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gccccggagc 


gcggggaagt 


ttcctccgaa gctgcgctcc 


tggaacagca 


150 


gcacctgcaa 


gcgcccggca 


gcggcccgcg 


aggttacttt 


atggaattgg 


200 


gctcttagag 


aacaagaaaa 


gactgaagtt 


ttacgggaaa acaaatcatg 


250 


tggtcttcag 


attctgaaat 


aaggagaaat 


gcagccatct 


gaaatggtca 


300 


tgaaccccaa 


acaagtcttc 


ctctctgtgc 


tgatatttgg 


agtagctggg 


350 


ctactcctct 


tcatgtattt 


gcaagtctgg 


attgaagaac 


aacatacagg 


400 


gagagtggag 


aagagaagag 


aacaaaaagt 


aacttcagga 


tggggaccag 


450 


tgaagtactt 


gcggcctgta 


cccagaatca 


tgagtacaga 


aaaaatccag 


500 


gaacatatca 


ccaaccagaa 


ccccaagttt 


cacatgcctg aggatgtacg 


550 


agaaaaaaag 


gaaaatcttc 


tactcaattc 


tgagagatct 


actaggctct 


600 


taacaaagac 


cagtcattca 


caaggagggg 


atcaagcttt 


aagtaagtcc 


650 


acagggtcac 


caacagagaa 


gttgattgaa 


aaacgtcaag 


gagctaagac 


700 


tgtttttaac 


aagttcagca 


acatgaattg gccagtggac 


attcaccctt 


750 


taaacaaaag 


tttagtcaaa 


gataataaat ggaagaaaac 


tgaggagacc 


800 


caagagaaac 


gaaggtcttt 


ccttcaggag 


ttttgcaaga 


aatacggtgg 


850 


ggtgagtcat 


catcagtcac 


atctttttca 


tacagtatcc 


agaatctatg 


900 


tagaagataa 


acacaaaatc 


ttatattgtg 


aggtacctaa 


ggctggctgt 


950 


tccaattgga 


aaagaattct 


gatggtacta 


aatggattgg 


cttcctctgc 


1000 


atacaacatc 


tcccacaatg 


ctgtccacta 


cgggaagcat 


ttgaagaagc 


1050 


tagatagctt 


tgacctaaaa 


gggatatata 


cccgcttaaa 


tacttacacc 


1100 


aaagctgtgt 


ttgttcgtga 


tcccatggaa agattagtat 


cagcctttag 


1150 


ggacaaattt 


gaacacccca 


atagttatta 


ccatccagta 


ttcggaaagg 


1200 


caattatcaa 


gaaatatcga 


ccaaatgcct 


gtgaagaagc 


attaattaat 


1250 


ggatctggag 


tcaagttcaa 


agagtttatc 


cactacttgc 


tggattccca 


1300 


ccgtccagta 


ggaatggaca 


ttcactggga 


aaaggtcagc 


aaactctgct 


1350 


atccgtgttt 


gatcaactat 


gattttgtag ggaaatttga gactttggaa 


1400 


gaagatgcca 


attacttttt 


acagatgatc 


ggtgctccaa 


aggagctgaa 


1450 


atttcccaac 


tttaaggata 


ggcactcttc 


cgatgaaaga 


accaatgctc 


1500 


aagtcgtgag 


acagtattta 


aaggatctga ctagaactga gagacaatta 


1550 
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atctatgact 


tttattactt 


ggactattta 


atgtttaatt 


atacaactcc 


1600 


acttttgtag 


tttgcattca 


ttttctaaaa 


ccctgtatat 


acttaatgat 


1650 


gataagttca 


aatcagctgt 


aatttttcta 


taattctctg 


tatgacagaa 


1700 


atttaaccaa 


gtgcagttgt 


cttgatttaa 


tgtagatttt 


taccaaatag 


1750 


tatgacacca 


attggcacaa 


agttatagga 


aaatcaccta 


caggagatgt 


1800 


aaacaacttg 


agttgctcta 


aaatgtttgg 


aaaagagctg 


cttttgcatt 


1850 


atgaattata 


ttgttgaagc 


aataacctag 


ccagctgttg 


cattagctaa 


1900 


agcagcctct 


tgcaatggta 


ggaaaaaagg 


atctcaaata 


gcatgagtgt 


1950 


atgtctatat 


cctgaaattt 


attgtctaaa 


atgcatgaat 


atatttttag 


2000 


cagtctgtgg 


catattaatc 


aaactgttga 


attgttttct 


tacaccctgg 


2050 


aaatctttct 


atcaactata 


atgataaatc 


cattttgaag 


tgatattttg 


2100 


gacttaggca 


ttttacttta 


gattggaagg 


cattatgtga 


tttacaatat 


2150 


gagaatatag 


cagaaaaacc 


a 2171 









» 

H ! 

ffl <210> 516 

K <211> 443 

*J <212> PRT 

W- <213> Homo Sapien 

m 

, <400> 516 

m Met Gin Pro Ser Glu Met Val Met Asn Pro Lys Gin Val Phe Leu 
1 5 10 15 

H ! Ser Val Leu lie Phe Gly Val Ala Gly Leu Leu Leu Phe Met Tyr 

20 2 5 3 0 



Leu Gin Val Trp lie Glu Glu Gin His Thr Gly Arg Val Glu Lys 
35 40 45 

Arg Arg Glu Gin Lys Val Thr Ser Gly Trp Gly Pro Val Lys Tyr 
50 55 60 

Leu Arg Pro Val Pro Arg lie Met Ser Thr Glu Lys lie Gin Glu 
65 " 70 75 

His lie Thr Asn Gin Asn Pro Lys Phe His Met Pro Glu Asp Val 
80 85 90 

Arg Glu Lys Lys Glu Asn Leu Leu Leu Asn Ser Glu Arg Ser Thr 
95 100 105 

Arg Leu Leu Thr Lys Thr Ser His Ser Gin Gly Gly Asp Gin Ala 
110 115 120 

Leu Ser Lys Ser Thr Gly Ser Pro Thr Glu Lys Leu lie Glu Lys 
12 5 " 13 0 135 
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Arg Gin Gly Ala Lys Thr Val Phe Asn Lys Phe Ser Asn Met Asn 
140 145 150 

Tip Pro Val Asp lie His Pro Leu Asn Lys Ser Leu Val Lys Asp 
155 160 165 

Asn Lys Trp Lys Lys Thr Glu Glu Thr Gin Glu Lys Arg Arg Ser 
170 175 180 

Phe Leu Gin Glu Phe Cys Lys Lys Tyr Gly Gly Val Ser His His 
185 190 195 

Gin Ser His Leu Phe His Thr Val Ser Arg He Tyr Val Glu Asp 
200 205 210 

Lys His Lys He Leu Tyr Cys Glu Val Pro Lys Ala Gly Cys Ser 
215 220 225 

Asn Trp Lys Arg He Leu Met Val Leu Asn Gly Leu Ala Ser Ser 
230 235 240 

Ala Tyr Asn He Ser His Asn Ala Val His Tyr Gly Lys His Leu 
245 250 255 

Lys Lys Leu Asp Ser Phe Asp Leu Lys Gly He Tyr Thr Arg Leu 
260 265 . 270 

Asn Thr Tyr Thr Lys Ala Val Phe Val Arg Asp Pro Met Glu Arg 
275 280 285 

Leu Val Ser Ala Phe Arg Asp Lys Phe Glu His Pro Asn Ser Tyr 
290 295 300 

Tyr His Pro Val Phe Gly Lys Ala He He Lys Lys Tyr Arg Pro 
305 310 315 

Asn Ala Cys Glu Glu Ala Leu He Asn Gly Ser Gly Val Lys Phe 
320 325 330 

Lys Glu Phe He His Tyr Leu Leu Asp Ser His Arg Pro Val Gly 
335 340 345 

Met Asp He His Trp Glu Lys Val Ser Lys Leu Cys Tyr Pro Cys 
350 355 360 

Leu He Asn Tyr Asp Phe Val Gly Lys Phe Glu Thr Leu Glu Glu 
365 370 375 

Asp Ala Asn Tyr Phe Leu Gin Met He Gly Ala Pro Lys Glu Leu 
380 385 390 

Lys Phe Pro Asn Phe Lys Asp Arg His Ser Ser Asp Glu Arg Thr 
395 400 405 

Asn Ala Gin Val Val Arg Gin Tyr Leu Lys Asp Leu Thr Arg Thr 
410 415 420 

Glu Arg Gin Leu He Tyr Asp Phe Tyr Tyr Leu Asp Tyr Leu Met 
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425 430 435 

Phe Asn Tyr Thr Thr Pro Leu Leu 
440 

210> 517 

211> 3690 

212 > DNA 

213 > Homo Sapien 

400> 517 



ggaacttccc 


aggcaccctg 


tgtggccgca 


ctgctccctc 


tggcccaacc 


r- A 


atgcctctgt 


ccagccacct 


gctgcccgcc 


ttggtcctgt 


tcctggcagg 


100 


gtcctcaggc 


tgggcctggg 


tccccaacca 


ctgcaggagc 


cctggccagg 


150 


ccgtgtgcaa 


cttcgtgtgt 


gactgcaggg 


actgctcaga 


tgaggcccag 


200 


tgtggttacc 


acggggcctc 


gcccaccctg 


ggcgccccct 


tcgcctgtga 


250 


cttcgagcag 


gacccctgcg 


gctggcggga 


cattagtacc 


tcaggctaca 


300 


gctggctccg 


agacagggca 


ggggccgcac 


tggagggtcc 


tgggcctcac 


350 


tcagaccaca 


cactgggcac 


cgacttgggc 


tggtacatgg 


ccgttggaac 


400 


ccaccgaggg 


aaagaggcat 


ccaccgcagc 


cctgcgctcg 


ccaaccctgc 


450 


gagaggcagc 


ctcctcttgc 


aagctgaggc 


tctggtacca 


cgcggcctct 


500 


ggagatgtgg 


ctgaactgcg 


ggtggagctg 


acccatggcg 


cagagaccct 


550 


gaccctgtgg 


cagagcacag 


ggccctgggg 


ccctggctgg 


caggagttgg 


600 


cagtgaccac 


aggccgcatc 


cggggtgact 


tccgagtgac 


cttctctgcc 


650 


acccgaaatg 


ccacccacag 


gggcgctgtg 


gctctagatg 


acctagagtt 


700 


ctgggactgt 


ggtctgccca 


ccccccaggc 


caactgtccc 


ccgggacacc 


750 


accactgcca 


gaacaaggtc 


tgcgtggagc 


cccagcagct 


gtgcgacggg 


800 


gaagacaact 


gcggggacct 


gtctgatgag 


aacccactca 


cctgtggccg 


850 


ccacatagcc 


accgactttg 


agacaggcct 


gggcccatgg 


aaccgctcgg 


900 


aaggctggtc 


ccggaaccac 


cgtgctggtg 


gtcctgagcg 


cccctcctgg 


950 


ccacgccgtg 


accacagccg 


gaacagtgca 


cagggctcct 


tcctggtctc 


1000 


cgtggccgag 


cctggcaccc 


ctgctatact 


ctccagcccc 


gaattccaag 


1050 


cctcaggcac 


ctccaactgc 


tcgctggtct 


tctatcagta 


cctgagtggg 


1100 


tctgaggctg 


gctgcctcca 


gctgttcctg 


cagactctgg 


ggcccggcgc 


1150 


cccccgggcc 


cccgtcctgc 


tgcggaggcg 


ccgaggggag 


ctggggaccg 


1200 
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cctgggtccg 


agaccgtgtt 


gacatccaga 


gcgcctaccc 


cttccagatc 


1250 




ctcctggccg 


ggcagacagg 


cccggggggc 


gtcgtgggtc 


tggacgacct 


1300 




catcctgtct 


gaccactgca 


gaccagtctc 


ggaggtgtcc 


accctgcagc 


1350 




cgctgcctcc 


tgggccccgg 


gccccagccc 


cccagcccct 


gccgcccagc 


1400 




tcgcggctcc 


aggattcctg 


caagcagggg 


catcttgcct 


gcggggacct 


1450 




gtgtgtgccc 


ccggaacaac 


tgtgtgactt 


cgaggagcag 


tgcgcagggg 


1500 




gcgaggacga 


gcaggcctgt 


ggcaccacag 


actttgagtc 


ccccgaggct 


1550 




gggggctggg 


aggacgccag 


cgtggggcgg 


ctgcagtggc 


ggcgtgtctc 


1600 




agcccaggag 


agccaggggt 


ccagtgcagc 


tgctgctggg 


cacttcctgt 


1650 




ctctgcagcg 


ggcctggggg 


cagctaggcg 


ctgaggcccg 


ggtcctcaca 


1700 




cccctccttg 


gcccttctgg 


ccccagctgt 


gaactccacc 


tggcttatta 


1750 




tttacagagc 


cagccccgag 


aggtctcctg 


taactttgag 


cgggacacat 


1800 


w 


gcagctggta 


cccaggccac 


ctctcagaca 


cacactggcg 


ctgggtggag 


1850 


agccgcggcc 


ctgaccacga 


ccacaccaca 


ggccaaggcc 


actttgtgct 


1900 


|B i 


cctggacccc 


acagaccccc 


tggcctgggg 


ccacagtgcc 


cacctgctct 


1950 


ccaggcccca 


ggtgccagca 


gcacccacgg 


agtgtctcag 


cttctggtac 


2000 


fi 
% 


cacctccatg 


ggccccagat 


tgggactctg 


cgcctagcca 


tgagacggga 


2050 


y : 

■~ 


aggggagga-g 


acacacctgt 


ggtcgcggtc 


aggcacccag 


ggcaaccgct 


2100 


Mi 


ggcacgaggc 


ctgggccacc 


ctttcccacc 


agcctggctc 


ccatgcccag 


2150 


%r i 


taccagctgc 


tgttcgaggg 


cctccgggac 


ggataccacg 


gcaccatggc 


2200 


0 1 


gctggacgat 


gtggccgtgc 


ggccgggccc 


ctgctgggcc 


cctaattact 


2250 




gctcctttga 


ggactcagac 


tgcggcttct 


cccctggagg 


ccaaggtctc 


2300 




tggaggcggc 


aggccaatgc 


ctcgggccat 


gctgcctggg 


gccccccaac 


2350 




agaccatacc 


actgagacag 


cccaagggca 


ctacatggtg 


gtggacacaa 


2400 




gcccagacgc 


actaccccgg 


ggccagacgg 


cctccctgac 


ctccaaggag 


2450 




cacaggcccc 


tggcccagcc 


tgcttgtctg 


accttctggt 


accacgggag 


2500 




cctccgcagc 


ccaggcaccc 


tgcgggtcta 


cctggaggag 


cgcgggaggc 


2550 




accaggtgct 


cagcctcagt 


gcccacggcg 


ggcttgcctg 


gcgcctgggc 


2600 




agcatggacg 


tgcaggccga 


gcgagcctgg 


agggtggtgt 


ttgaggcagt 


2650 
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ggccgcaggc 


gtggcacact 


cctacgtggc 


tctggatgat 


ctgctcctcc 


2700 


aggacgggcc 


ctgccctcag 


ccaggttcct 


gtgattttga 


gtctggcctg 


2750 


tgtggctgga 


gccacctggc 


cgggcccggc 


ctgggcggat 


acagctggga 


2800 


ctggggcggg 


ggagccaccc 


cctctcgtta 


cccccagccc 


cctgtggacc 


2850 


acaccctggg 


cacagaggca 


ggccactttg 


ccttctttga 


aactggcgtg 


2900 


ctgggccccg 


ggggccgggc 


cgcctggctg 


cgcagcgagc 


ctctgccggc 


2950 


caccccagcc 


tcctgcctcc 


gcttctggta 


ccacatgggt 


tttcctgagc 


3000 


acttctacaa 


gggggagctg 


aaggtactgc 


tgcacagtgc 


tcagggccag 


3050 


ctggctgtgt 


ggggcgcagg 


cggg catc gg 


cggcaccagt 


ggctggaggc 


3100 


ccaggtggag 


gtagccagtg 


ccaaggagtt 


ccagatcgtg 


tttgaagcca 


3150 


ctctgggcgg 


ccagccagcc 


ctggggccca 


ttgccctgga 


tgacgtggag 


3200 


tatctggctg 


ggcagcattg 


ccagcagcct 


gcccccagcc 


cggggaacac 


3250 


agccgcaccc 


gggtctgtgc 


cagctgtggt 


tggcagtgcc 


ctcctattgc 


3300 


tcatgctcct 


ggtgctgctg 


ggacttgggg 


gacggcgctg 


gctgcagaag 


3350 


aaggggagct 


gccccttcca 


gagcaacaca 


gaggccacag 


cccctggctt 


3400 


tgacaacatc 


cttttcaatg 


cggatggtgt 


caccctcccg 


gcatctgtca 


3450 


ccagtgatcc 


gtagaccacc 


ccagacaagg 


ccccgcttcc 


tcacgtgaca 


3500 


tccagcactt 


ggtcagaccc 


tagccaggga 


ccggacacct 


gccccgccca 


3550 


ggctgggaca 


ggctgcaggt 


ctcaggatat 


gctgaggcct 


gggcgttccc 


3600 


tgccctgtgc 


tgactctgtt 


gctctgtgaa 


taaacaccct 


ggcccatgag 


3650 


ggccgcccca 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


3690 





<210> 518 

<211> 1137 

<212> PRT 

<213> Homo Sapien 



<400> 518 

Met Pro Leu Ser Ser His Leu Leu Pro Ala Leu Val Leu Phe Leu 

15 10 15 

Ala Gly Ser Ser Gly Trp Ala Trp Val Pro Asn His Cys Arg Ser 

20 25 30 

Pro Gly Gin Ala Val Cys Asn Phe Val Cys Asp Cys Arg Asp Cys 

35 40 45 

Ser Asp Glu Ala Gin Cys Gly Tyr His Gly Ala Ser Pro Thr Leu 

778 



in 



50 55 60 

Gly Ala Pro Phe Ala Cys Asp Phe Glu Gin Asp Pro Cys Gly Trp 
65 70 75 

Arg Asp lie Ser Thr Ser Gly Tyr Ser Trp Leu Arg Asp Arg Ala 
80 85 90 

Gly Ala Ala Leu Glu Gly Pro Gly Pro His Ser Asp His Thr Leu 
95 100 1-05 

Gly Thr Asp Leu Gly Trp Tyr Met Ala Val Gly Thr His Arg Gly 
110 115 120 

Lys Glu Ala Ser Thr Ala Ala Leu Arg Ser Pro Thr Leu Arg Glu 
125 130 135 

Ala Ala Ser Ser Cys Lys Leu Arg Leu Trp Tyr His Ala Ala Ser 
140 145 150 

Gly Asp Val Ala Glu Leu Arg Val Glu Leu Thr His Gly Ala Glu 
155 160 165 

Thr Leu Thr Leu Trp Gin Ser Thr Gly Pro Trp Gly Pro Gly Trp 
170 175 180 

Gin Glu Leu Ala Val Thr Thr Gly Arg lie Arg Gly Asp Phe Arg 
185 190 195 

Val Thr Phe Ser Ala Thr Arg Asn Ala Thr His Arg Gly Ala Val 
200 205 210 

Ala Leu Asp Asp Leu Glu Phe Trp Asp Cys Gly Leu Pro Thr Pro 
215 220 225 

Gin Ala Asn Cys Pro Pro Gly His His His Cys Gin Asn Lys Val 
230 235 240 

Cys Val Glu Pro Gin Gin Leu Cys Asp Gly Glu Asp Asn Cys Gly 
245 250 255 

Asp Leu Ser Asp Glu Asn Pro Leu Thr Cys Gly Arg His lie Ala 
260 265 270 

Thr Asp Phe Glu Thr Gly Leu Gly Pro Trp Asn Arg Ser Glu Gly 
275 280 285 

Trp Ser Arg Asn His Arg Ala Gly Gly Pro Glu Arg Pro Ser Trp 
290 295 300 

Pro Arg Arg Asp His Ser Arg Asn Ser Ala Gin Gly Ser Phe Leu 
305 310 315 



Val Ser Val Ala Glu 
320 

Glu Phe Gin Ala Ser 
335 



Pro Gly Thr Pro Ala 
325 

Gly Thr Ser Asn Cys 
34 0 



lie Leu Ser Ser Pro 
330 

Ser Leu Val Phe Tyr 
345 
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Gin Tyr Leu Ser Gly Ser Glu Ala Gly Cys Leu Gin Leu Phe Leu 
350 355 360 



Gin Thr Leu Gly Pro Gly Ala Pro Arg Ala Pro Val Leu Leu Arg 
365 370 375 

Arg Arg Arg Gly Glu Leu Gly Thr Ala Trp Val Arg Asp Arg Val 

380 3 85 3 90 

Asp lie Gin Ser Ala Tyr Pro Phe Gin lie Leu Leu Ala Gly Gin 
395 400 405 

Thr Gly Pro Gly Gly Val Val Gly Leu Asp Asp Leu lie Leu Ser 
410 ~ 415 420 

Asp His Cys Arg Pro Val Ser Glu Val Ser Thr Leu Gin Pro Leu 
425 430 435 

Pro Pro Gly Pro Arg Ala Pro Ala Pro Gin Pro Leu Pro Pro Ser 
440 445 450 

Ser Arg Leu Gin Asp Ser Cys Lys Gin Gly His Leu Ala Cys Gly 
455 460 465 

Asp Leu Cys Val Pro Pro Glu Gin Leu Cys Asp Phe Glu Glu Gin 
47 0 475 480 

Cys Ala Gly Gly Glu Asp Glu Gin Ala Cys Gly Thr Thr Asp Phe 
485 490 495 

Glu Ser Pro Glu Ala Gly Gly Trp Glu Asp Ala Ser Val Gly Arg 
500 505 510 

Leu Gin Trp Arg Arg Val Ser Ala Gin Glu Ser Gin Gly Ser Ser 
515 520 525 

Ala Ala Ala Ala Gly His Phe Leu Ser Leu Gin Arg Ala Trp Gly 
530 535 540 

Gin Leu Gly Ala Glu Ala Arg Val Leu Thr Pro Leu Leu Gly Pro 
545 550 555 

Ser Gly Pro Ser Cys Glu Leu His Leu Ala Tyr Tyr Leu Gin Ser 
560 565 570 

Gin Pro Arg Glu Val Ser Cys Asn Phe Glu Arg Asp Thr Cys Ser 
575 580 585 

Trp Tyr Pro Gly His Leu Ser Asp Thr His Trp Arg Trp Val Glu 
590 595 600 

Ser Arg Gly Pro Asp His Asp His Thr Thr Gly Gin Gly His Phe 
605 610 615 

Val Leu Leu Asp Pro Thr Asp Pro Leu Ala Trp Gly His Ser Ala 
620 625 630 

His Leu Leu Ser Arg Pro Gin Val Pro Ala Ala Pro Thr Glu Cys 
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635 640 645 

Leu Ser Phe Trp Tyr His Leu His Gly Pro Gin lie Gly Thr Leu 
650 655 660 

Arg Leu Ala Met Arg Arg Glu Gly Glu Glu Thr His Leu Trp Ser 
665 670 675 

Arg Ser Gly Thr Gin Gly Asn Arg Trp His Glu Ala Trp Ala Thr 
680 685 690 

Leu Ser His Gin Pro Gly Ser His Ala Gin Tyr Gin Leu Leu Phe 
695 700 705 

Glu Gly Leu Arg Asp Gly Tyr His Gly Thr Met Ala Leu Asp Asp 
710 " ~ 715 720 

Val Ala Val Arg Pro Gly Pro Cys Trp Ala Pro Asn Tyr Cys Ser 
725 730 735 

Phe Glu Asp Ser Asp Cys Gly Phe Ser Pro Gly Gly Gin Gly Leu 
740 745 750 

Trp Arg Arg Gin Ala Asn Ala Ser Gly His Ala Ala Trp Gly Pro 
755 760 765 

Pro Thr Asp His Thr Thr Glu Thr Ala Gin Gly His Tyr Met Val 
770 775 780 

Val Asp Thr Ser Pro Asp Ala Leu Pro Arg Gly Gin Thr Ala Ser 
785 790 795 

Leu Thr Ser Lys Glu His Arg Pro Leu Ala Gin Pro Ala Cys Leu 
800 805 810 

Thr Phe Trp Tyr His Gly Ser Leu Arg Ser Pro Gly Thr Leu Arg 
815 820 825 

Val Tyr Leu Glu Glu Arg Gly Arg His Gin Val Leu Ser Leu Ser 
830 835 840 

Ala His Gly Gly Leu Ala Trp Arg Leu Gly Ser Met Asp Val Gin 
845 850 855 

Ala Glu Arg Ala Trp Arg Val Val Phe Glu Ala Val Ala Ala Gly 
860 865 870 

Val Ala His Ser Tyr Val Ala Leu Asp Asp Leu Leu Leu Gin Asp 
875 880 885 

Gly Pro Cys Pro Gin Pro Gly Ser Cys Asp Phe Glu Ser Gly Leu 
890 895 900 

Cys Gly Trp Ser His Leu Ala Gly Pro Gly Leu Gly Gly Tyr Ser 
905 910 915 

Trp Asp Trp Gly Gly Gly Ala Thr Pro Ser Arg Tyr Pro Gin Pro 
920 92 5 93 0 
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Pro Val Asp His Thr Leu Gly Thr Glu Ala Gly His Phe Ala Phe 
935 940 945 

Phe Glu Thr Gly Val Leu Gly Pro Gly Gly Arg Ala Ala Trp Leu 
950 955 960 

Arg Ser Glu Pro Leu Pro Ala Thr Pro Ala Ser Cys Leu Arg Phe 
965 970 975 

Trp Tyr His Met Gly Phe Pro Glu His Phe Tyr Lys Gly Glu Leu 
980 985 990 

Lys Val Leu Leu His Ser Ala Gin Gly Gin Leu Ala Val Trp Gly 
995 1000 1005 

Ala Gly Gly His Arg Arg His Gin Trp Leu Glu Ala Gin Val Glu 
1010 1015 1020 

Val Ala Ser Ala Lys Glu Phe Gin He Val Phe Glu Ala Thr Leu 
1025 1030 1035 

Gly Gly Gin Pro Ala Leu Gly Pro He Ala Leu Asp Asp Val Glu 
1040 1045 1050 

Tyr Leu Ala Gly Gin His Cys Gin Gin Pro Ala Pro Ser Pro Gly 
1055 1060 1065 

Asn Thr Ala Ala Pro Gly Ser Val Pro Ala Val Val Gly Ser Ala 
1070 1075 ' 1080 

Leu Leu Leu Leu Met Leu Leu Val Leu Leu Gly Leu Gly Gly Arg 
1085 1090 1095 

Arg Trp Leu Gin Lys Lys Gly Ser Cys Pro Phe Gin Ser Asn Thr 
1100 1105 1110 

Glu Ala Thr Ala Pro Gly Phe Asp Asn He Leu Phe Asn Ala Asp 
1115 1120 1125 

Gly Val Thr Leu Pro Ala Ser Val Thr Ser Asp Pro 
1130 1135 

c210> 519 

c211> 1150 

c212> DNA 

:213> Homo Sapien 

c400> 519 

gcaggggagc tccgagtgtc cacaggaagg gaactatcag ctcctggcat 50 
ctgtaaggat gctgtccatg ctgaggacaa tgaccagact ctgcttcctg 100 
ttattcttct ctgtggccac cagtgggtgc agtgcagcag cagcctcttc 150 
tcttgagatg ctctcgaggg aattcgaaac ctgtgccttc tccttttctt 200 
ccctgcctag aagctgcaaa gaaatcaagg aacgctgcca tagtgcaggt 25 0 
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gatggcctgt 


attttctccg 


caccaagaat 


ggtgttgtct 


accagacctt 


300 


ctgtgacatg 


acttctgggg 


gtggcggctg 


gaccctggtg 


gccagcgtgc 


350 


acgagaatga 


catgcgtggg 


aagtgcacgg 


tgggtgatcg 


ctggtccagt 


400 


cagcagggca 


acaaagcaga 


ctacccagag 


ggggatggca 


actgggccaa 


450 


ctacaacacc 


tttggatctg 


cagaggcggc 


cacgagcgat 


gactacaaga 


500 


accctggcta 


ctacgacatc 


caggccaagg 


acctgggcat 


ctggcatgtg 


550 


cccaacaagt 


cccccatgca 


gcattggaga 


aacagcgccc 


tgctgaggta 


600 


ccgcaccaac 


actggcttcc 


tccagagact 


gggacataat 


ctgtttggca 


650 


tctaccagaa 


atacccagtg 


aaatacagat 


cagggaaatg 


ttggaatgac 


700 


aatggcccag 


ccatacctgt 


ggtctatgac 


tttggtgatg 


ctaagaagac 


750 


tgcatcttat 


tactcaccgt 


atggtcaacg 


ggaatttgtt 


gcaggattcg 


800 


ttcagttccg 


ggtgtttaat 


aacgagagag 


cagccaacgc 


cctttgtgct 


850 


gggataaaag 


ttactggctg 


taacactgag 


catcactgca 


tcggtggagg 


900 


agggttcttc 


ccacagggca 


aaccccgtca 


gtgtggggac 


ttctccgcct 


950 


ttgactggga 


tggatatgga 


actcacgtta 


agagcagctg 


cagtcgggag 


1000 


ataacggagg 


cggctgtact 


cttgttctat 


agatgagaca 


gagctctgcg 


1050 


gtgtcagggc 


gagaacccat 


cttccaaccc 


cggctatttg 


gagacggaaa 


1100 


aactggaatt 


ctaacaagga 


ggagaggaga 


ctaaatcaca 


tcaatttgca 


1150 



<210> 520 
<211> 325 
<212> PRT 
<213> Homo Sapien 

<400> 520 

Met Leu Ser Met Leu Arg Thr Met Thr Arg Leu Cys Phe Leu Leu 

1 5 10 15 

Phe Phe Ser Val Ala Thr Ser Gly Cys Ser Ala Ala Ala Ala Ser 

20 25 30 

Ser Leu Glu Met Leu Ser Arg Glu Phe Glu Thr Cys Ala Phe Ser 

35 40 45 

Phe Ser Ser Leu Pro Arg Ser Cys Lys Glu lie Lys Glu Arg Cys 

50 55 60 

His Ser Ala Gly Asp Gly Leu Tyr Phe Leu Arg Thr Lys Asn Gly 

65 70 75 

Val Val Tyr Gin Thr Phe Cys Asp Met Thr Ser Gly Gly Gly Gly 
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80 85 90 

Trp Thr Leu Val Ala Ser Val His Glu Asn Asp Met Arg Gly Lys 
95 100 105 

Cys Thr Val Gly Asp Arg Trp Ser Ser Gin Gin Gly Asn Lys Ala 
110 115 120 

Asp Tyr Pro Glu Gly Asp Gly Asn Trp Ala Asn Tyr Asn Thr Phe 
125 130 135 

Gly Ser Ala Glu Ala Ala Thr Ser Asp Asp Tyr Lys Asn Pro Gly 
140 145 150 

Tyr Tyr Asp He Gin Ala Lys Asp Leu Gly He Trp His Val Pro 
155 160 165 

Asn Lys Ser Pro Met Gin His Trp Arg Asn Ser Ala Leu Leu Arg 
170 175 180 

Tyr Arg Thr Asn Thr Gly Phe Leu Gin Arg Leu Gly His Asn Leu 
185 190 195 

Phe Gly He Tyr Gin Lys Tyr Pro Val Lys Tyr Arg Ser Gly Lys 
200 205 210 

Cys Trp Asn Asp Asn Gly Pro Ala He Pro Val Val Tyr Asp Phe 
215 220 225 

Gly Asp Ala Lys Lys Thr Ala Ser Tyr Tyr Ser Pro Tyr Gly Gin 
230 235 240 

Arg Glu Phe Val Ala Gly Phe Val Gin Phe Arg Val Phe Asn Asn 
245 250 255 

Glu Arg Ala Ala Asn Ala Leu Cys Ala Gly He Lys Val Thr Gly 
260 265 270 

Cys Asn Thr Glu His His Cys He Gly Gly Gly Gly Phe Phe Pro 
275 280 285 

Gin Gly Lys Pro Arg Gin Cys Gly Asp Phe Ser Ala Phe Asp Trp 
290 295 300 

Asp Gly Tyr Gly Thr His Val Lys Ser Ser Cys Ser Arg Glu He 
305 310 315 

Thr Glu Ala Ala Val Leu Leu Phe Tyr Arg 
320 325 

<210> 521 

<211> 2974 

<212> DNA 

<213> Homo Sapien 

<400> 521 

gatcagtgtg tgagggaact gccatcatga ggtctgacaa gtcagctttg 50 
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gtatttctgc 


tcctgcagct 


cttctgtgtt 


ggctgtggat 


tctgtgggaa 


100 


agtcctggtg 


tggccctgtg 


acatgagcca 


ttggcttaat 


gtcaaggtca 


150 


ttctagaaga 


gctcatagtg 


agaggccatg 


aggtaacagt 


attgactcac 


200 


tcaaagcctt 


cgttaattga 


ctacaggaag 


ccttctgcat 


tgaaatttga 


250 


ggtggtccat 


atgccacagg 


acagaacaga 


agaaaatgaa 


atatttgttg 


300 


acctagctct 


gaatgtcttg 


ccaggcttat 


caacctggca 


atcagttata 


350 


aaattaaatg 


atttttttgt 


tgaaataaga 


ggaactttaa 


aaatgatgtg 


400 


tgagagcttt 


atctacaatc 


agacgcttat 


gaagaagcta 


caggaaacca 


450 


actacgatgt 


aatgcttata 


gaccctgtga 


ttccctgtgg 


agacctgatg 


500 


gctgagttgc 


ttgcagtccc 


ttttgtgctc 


acacttagaa 


tttctgtagg 


550 


aggcaatatg 


gagcgaagct 


gtgggaaact 


tccagctcca 


ctttcctatg 


600 


tacctgtgcc 


tatgacagga 


ctaacagaca 


gaatgacctt 


tctggaaaga 


650 


gtaaaaaatt 


caatgctttc 


agttttgttc 


cacttctgga 


ttcaggatta 


700 


cgactatcat 


ttttgggaag 


agttttatag 


taaggcatta 


ggaaggccca 


750 


ctacattatg 


tgagactgtg 


ggaaaagctg 


agatatggct 


aatacgaaca 


800 


tattgggatt 


ttgaatttcc 


tcaaccatac 


caacctaact 


ttgagtttgt 


850 


tggaggattg 


cactgtaaac 


ctgccaaagc 


tttgcctaag 


gaaatggaaa 


900 


attttgtcca 


gagttcaggg 


gaagatggta 


ttgtggtgtt 


ttctctgggg 


950 


tcactgtttc 


aaaatgttac 


agaagaaaag 


gctaatatca 


ttgcttcagc 


1000 


ccttgcccag 


atcccacaga 


aggtgttatg 


gaggtacaaa 


ggaaaaaaac 


1050 


catccacatt 


aggagccaat 


actcggctgt 


atgattggat 


accccagaat 


1100 


gatcttcttg 


gtcatcccaa 


aaccaaagct 


tttatcactc 


atggtggaat 


1150 


gaatgggatc 


tatgaagcta 


tttaccatgg 


ggtccctatg 


gtgggagttc 


1200 


ccatatttgg 


tgatcagctt 


gataacatag 


ctcacatgaa 


ggccaaagga 


1250 


gcagctgtag 


aaataaactt 


caaaactatg 


acaagcgaag 


atttactgag 


1300 


ggctttgaga 


acagtcatta 


ccgattcctc 


ttataaagag 


aatgctatga 


1350 


gattatcaag 


aattcaccat 


gatcaacctg 


taaagcccct 


agatcgagca 


1400 


gtcttctgga 


tcgagtttgt 


catgcgccac 


aaaggagcca 


agcacctgcg 


1450 


atcagctgcc 


catgacctca 


cctggttcca 


gcactactct 


atagatgtga 


1500 
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ttgggttcct 


gctgacctgt 


gtggcaactg 


ctatattctt 


gttcacaaaa 


1550 


tgttttttat 


tttcctgtca 


aaaatttaat 


aaaactagaa 


agatagaaaa 


1600 


gagggaatag 


atctttccaa 


attcaagaaa 


gacctgatgg 


ggtaatcctg 


1650 


ttaattccag 


ccacatagaa 


tttggtgaaa 


accttgctat 


tttcatatta 


1700 


tctattctgt 


tattttatct 


tagctatata 


gcctagaatt 


ccatgatcat 


1750 


gaggttgtga 


gtatatctca 


ttctttcgtt 


gtattttcct 


aggtgtcttt 


1800 


actctcttct 


ctcactttgt 


gacacaagga 


catgaataca 


tctaaatttt 


1850 


cctatttctg 


atatgactgt 


tttgatgatg 


tcattacttc 


tataacctta 


1900 


agtgataggg 


tgacatgcaa 


tatgattatt 


cctggtgtgc 


gcccaaacac 


1950 


atggatataa 


agaggtaaaa 


aacttaaaat 


tcacaaaatt 


cagtaaacca 


2000 


cacaaatcag 


gtaagtgttc 


tatgagatta 


gctggctatg 


agaaacataa 


2050 


tgatgtttct 


ttttcaattt 


aaataagcct 


ttctacatag 


ccagcatcag 


2100 


tgatctcaga 


aaataaattg 


ctaataatga 


tgacatggca 


ttatgcttag 


2150 


aaaagtttgc 


tgtatttcca 


tagacctcat 


ctagatgtca 


tggcctacat 


2200 


ttctgccatc 


actcaaccaa 


tacttttttc 


tgttttcttg 


atgataaaaa 


2250 


gacctttctc 


atgattgcca 


tcaaataaca 


aaagaaacta 


ttttttttct 


2300 


cacatagaga 


acatgtcagt 


aagatattca 


aggtgaacag 


atatttttgg 


2350 


gattagtaac 


tatttgaaat 


atgtggtgat 


aattactgag 


tttataaaat 


2400 


ttatttgata 


gtacacttaa 


agaagattta 


tatgtttatt 


ctttaaaaat 


2450 


gatgaatact 


cataattctt 


atctctataa 


tcaaaagtat 


aatttactgt 


2500 


agaaaaataa 


agagatgctt 


gttctgaaag 


taagatcagt 


gaactgcttt 


2550 


tcagtctcaa 


tctttgagaa 


ttgtaaattc 


atcaaataat 


tgcttacata 


2600 


gtaaaaattt 


aaggtattag 


aaaacctgca 


taacaaatag 


tattatatat 


2650 


taaatatttt 


gatatgtaaa 


gctctacaca 


aagctaaata 


tagtgtaata 


2700 


atgtttacac 


tagtaagcaa 


atatgttaat 


cttctcattt 


ttttactgtc 


2750 


atataatctt 


agtgatatgc 


ctattaatag 


ttttaaataa 


ataaattggc 


2800 


ttatctggct 


ttttgaaaat 


tttgaaattc 


ttacagatgt 


tgattaggta 


2850 


tatctacaaa 


ttaatttcaa 


ttttaaaatg 


atgatataaa 


aataaatata 


2900 


agtatttttc 


ttgtgtatgt 


atacaataaa 


tataaataaa 


attgtttact 


2950 
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gttttgaaag tttcttaagt ttta 2974 



:210> 522 
c211> 527 
:212> PRT 
;213> Homo Sapien 

;400> 522 

Met Arg Ser Asp Lys Ser Ala Leu Val Phe Leu Leu Leu Gin Leu 
1 5 10 15 

Phe Cys Val Gly Cys Gly Phe Cys Gly Lys Val Leu Val Trp Pro 
20 ~ 25 30 

Cys Asp Met Ser His Trp Leu Asn Val Lys Val He Leu Glu Glu 
35 40 45 

Leu He Val Arg Gly His Glu Val Thr Val Leu Thr His Ser Lys 
50 55 60 

Pro Ser Leu He Asp Tyr Arg Lys Pro Ser Ala Leu Lys Phe Glu 
65 70 75 

Val Val His Met Pro Gin Asp Arg Thr Glu Glu Asn Glu He Phe 
80 85 90 

Val Asp Leu Ala Leu Asn Val Leu Pro Gly Leu Ser Thr Trp Gin 
95 100 105 

Ser Val He Lys Leu Asn Asp Phe Phe Val Glu He Arg Gly Thr 
110 115 120 

Leu Lys Met Met Cys Glu Ser Phe He Tyr Asn Gin Thr Leu Met 
125 130 135 

Lys Lys Leu Gin Glu Thr Asn Tyr Asp Val Met Leu He Asp Pro 
140 145 150 

Val He Pro Cys Gly Asp Leu Met Ala Glu Leu Leu Ala Val Pro 
155 160 165 

Phe Val Leu Thr Leu Arg He Ser Val Gly Gly Asn Met Glu Arg 
170 ~ 175 180 

Ser Cys Gly Lys Leu Pro Ala Pro Leu Ser Tyr Val Pro Val Pro 
185 190 195 

Met Thr Gly Leu Thr Asp Arg Met Thr Phe Leu Glu Arg Val Lys 
200 205 210 

Asn Ser Met Leu Ser Val Leu Phe His Phe Trp He Gin Asp Tyr 
215 220 225 

Asp Tyr His Phe Trp Glu Glu Phe Tyr Ser Lys Ala Leu Gly Arg 
230 235 240 

Pro Thr Thr Leu Cys Glu Thr Val Gly Lys Ala Glu He Trp Leu 
245 250 255 
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lie Arg Thr Tyr Trp Asp Phe Glu Phe Pro Gin Pro Tyr Gin Pro 
260 265 270 



Asn Phe Glu Phe Val Gly Gly Leu His Cys Lys Pro Ala Lys Ala 
275 280 285 

Leu Pro Lys Glu Met Glu Asn Phe Val Gin Ser Ser Gly Glu Asp 
290 295 300 

Gly lie Val Val Phe Ser Leu Gly Ser Leu Phe Gin Asn Val Thr 
305 310 315 

Glu Glu Lys Ala Asn lie lie Ala Ser Ala Leu Ala Gin lie Pro 
320 325 330 

Gin Lys Val Leu Trp Arg Tyr Lys Gly Lys Lys Pro Ser Thr Leu 
335 340 345 

Gly Ala Asn Thr Arg Leu Tyr Asp Trp lie Pro Gin Asn Asp Leu 
350 355 360 

Leu Gly His Pro Lys Thr Lys Ala Phe He Thr His Gly Gly Met 
365 370 375 

Asn Gly He Tyr Glu Ala He Tyr His Gly Val Pro Met Val Gly 
3 80 3 85 3 90 

Val Pro He Phe Gly Asp Gin Leu Asp Asn He Ala His Met Lys 
395 400 405 

Ala Lys Gly Ala Ala Val Glu He Asn Phe Lys Thr Met Thr Ser 
410 415 420 

Glu Asp Leu Leu Arg Ala Leu Arg Thr Val He Thr Asp Ser Ser 
425 430 435 

Tyr Lys Glu Asn Ala Met Arg Leu Ser Arg He His His Asp Gin 
440 445 450 

Pro Val Lys Pro Leu Asp Arg Ala Val Phe Trp He Glu Phe Val 
455 460 465 

Met Arg His Lys Gly Ala Lys His Leu Arg Ser Ala Ala His Asp 
470 475 480 

Leu Thr Trp Phe Gin His Tyr Ser He Asp Val He Gly Phe Leu 
485 490 495 

Leu Thr Cys Val Ala Thr Ala He Phe Leu Phe Thr Lys Cys Phe 
500 505 510 

Leu Phe Ser Cys Gin Lys Phe Asn Lys Thr Arg Lys He Glu Lys 
515 520 525 

Arg Glu 



<210> 523 
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<211> 2615 

<212> DNA 

<213> Homo Sapien 

<400> 523 



ggctgcgggg 


tcggcacgga 


agatgcacgc 


gagg c lcc ug 


ggg ci - ccc: yg 


R 0 


ccctgctgca 


ggcggccgaa 


cagagcgcgc 


gcctttacac 


cgtggct tac 


ion 


tacttcacca 


caggacggct 


tctgtggggg 


tggctggccc 


■4— 4— fi -1— y^r 4— y—c /~1 4— 

LLyCty lCCl 


1 en 
IjU 


cctgcccggg 


ttcttggtcc 


aggccctgag 


ctacctgtgg 


t tccgagcag 




acgggcatcc 


agggcattgc 


tccttggtga 


tgctgcacct 


cctacagctt 


Zou 


ggtgtttgga 


agcggcactg 


ggacgctgca 


ctgaccagtc 


tgcagaagga 


j5 U U 


actggaggct 


ccccaccgag 


gctggctgca 


gctgcaggag 


gccgacctgt 


"i r a 


cggcccttcg 


actcttggag 


gccctgctgc 


agactgggcc 


ccacctgctg 


a nn 
4UU 


cttcagacat 


atgtttttct 


agcctcagac 


ttcacagata 


ttgtgccagg 


450 


ggtgagcacc 


ctgttttcct 


ggtcctcact 


ctcctgggca 


ctggtgtcct 


it a a 
500 


acactcgctt 


catgggcttc 


atgaagccag 


gccacctggc 


catgccatgg 


C C A 

550 


gccgccctct 


tctgccagca 


gctctggagg 


atgggcatgt 


tgggaacccg 


r a a 
600 


cgtgctgagt 


ctggttctgt 


tctacaaagc 


ctaccacttt 


tgggtttttg 


650 


tggttgcagg 


tgcccactgg 


ctggtgatga 


cattctggct 


tgtcgcccag 


700 


cagagtgaca 


tcatcgacag 


cacctgccac 


tggaggctgt 


tcaacctgct 


/bU 


cgtgggggcc 


gtgtacatcc 


tctgctacct 


cagcttctgg 


gacagccctt 


o a a 
oUU 


ctagaaatag 


gatggtcacg 


ttctacatgg 


tcatgctgtt 


ggagaacatc 


OD U 


atcctgttgc 


tgttggccac 


cgactttctc 


cagggggcat 


cgtggaccag 


y u u 


cctgcagacc 


atagctgggg 


tcctgtctgg 


atttctgatt 


ggcagtgtct 


n r n 

you 


cactggtaat 


ttattacagc 


ctgctgcatc 


caaaatccac 


agacatctgg 


1 A A A 

1000 


cagggctgcc 


taaggaagtc 


ctgtggcatt 


gcaggaggtg 


ataaaacaga 


1050 


gagaagagat 


tctccccggg 


ccacagatct 


agctgggaag 


agaaccgaga 


1100 


gctcaggctc 


atgccaaggg 


gcaagttatg 


aaccaaccat 


tttagggaag 


1150 


ccccctaccc 


ctgagcaggt 


ccccccagag 


gctgggctgg 


ggacccaggt 


1200 


tgctgtggag 


gactctttcc 


tcagtcatca 


ccactggctg 


tgggtgaaac 


1250 


ttgccctaaa 


aacaggaaat 


gtgtctaaga 


tcaatgccgc 


ctttggagat 


1300 


aacagtcctg 


cctattgtcc 


acctgcatgg 


gggttgagtc 


aacaggacta 


1350 
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cctgcagaga aaggccttgt ctgcccagca agagctccca tcctcatccc 1400 
gtgacccctc aaccttagag aacagctctg cgtttgaagg tgtccctaaa 1450 
gcagaggccg acccattgga aacctcaagt tacgtatctt ttgccagcga 1500 
tcagcaggat gaagcaccta cccagaaccc agcagccacg cagggggagg 1550 
gcaccccaaa ggaaggagct gacgctgttt ctgggacaca ggggaagggg 1600 
acaggtgggc agcagagagg aggggaagga cagcagagtt ccacgttgta 1650 
cttcagcgcc actgcagaag tggccacatc ctcacaacaa gaaggcagcc 17 00 
cagctactct gcaaacggcc cactctggaa ggaggctggg aaagagcagc 1750 
cctgcccagc ctgcatcgcc ccacccagtg ggcttggcgc ccttccccga 1800 
caccatggcc gacattagcc ccatcctagg cacaggccca tgtagaggct 1850 
tctgccccag tgcaggcttc cctggaagaa ccctcagtat ctcagagcta 1900 

y* gaggagccgc tggagcccaa aagggagcta agtcaccatg cagctgttgg 1950 

if** 

S tgtgtgggtg tcattgccac agctgaggac tgcccatgag ccctgcctca 2000 
cgtccacccc taagtctgag tctatccaaa cggactgcag ctgcagggaa 2 050 

%yi 

W\ cagatgaagc aagagccgag ttttttcatc tgaccacagt catggtggga 2100 

25 taagacaaca ggctgacaaa ccaagctggc catttggtac cgtgagaaag 2150 

* gaaatcccac ttctgacacc tgtgtccttg ggcacatcac tgtcacctct 2200 

M< gaatctccat ctgcatccct gaaaaatgaa gaaacagggc tggatgattt 2250 

m tgcaggtcca atgcaaacat cacagacccc acccatgcat aggagagact 23 00 

JfJ ctaacatact ttagaggagg agaaagagat tccagtcaaa attgtctgct 2350 

accttttatg agctgtaggt tcccttattt tatctttttg ctgtggcttc 2400 

taggaaacac aaaggtaaaa cccagattcc tattttattt gaggttcttg 2450 

ttacaattag ctttgcctca catttagcgg ttatgaatct cattttaata 2500 

tattctaact gtattatgtt atgaaatctc ttggtaagat aatttgcatg 2550 

ctttctggga gtaggtaagg cctgtgtgct tgtaataact aacataactg 2600 

aaagtgcaaa tgtca 2615 

<210> 524 
<211> 686 
<212> PRT 
<213> Homo Sapien 

<400> 524 
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Met His Ala Arg Leu Leu Gly Leu Ser Ala Leu Leu Gin Ala Ala 
15 10 15 

Glu Gin Ser Ala Arg Leu Tyr Thr Val Ala Tyr Tyr Phe Thr Thr 
20 25 30 

Gly Arg Leu Leu Trp Gly Trp Leu Ala Leu Ala Val Leu Leu Pro 
35 40 45 

Gly Phe Leu Val Gin Ala Leu Ser Tyr Leu Trp Phe Arg Ala Asp 
50 55 60 

Gly His Pro Gly His Cys Ser Leu Val Met Leu His Leu Leu Gin 
65 70 75 

Leu Gly Val Trp Lys Arg His Trp Asp Ala Ala Leu Thr Ser Leu 
80 85 90 

Gin Lys Glu Leu Glu Ala Pro His Arg Gly Trp Leu Gin Leu Gin 
95 100 105 

Glu Ala Asp Leu Ser Ala Leu Arg Leu Leu Glu Ala Leu Leu Gin 
110 115 120 

Thr Gly Pro His Leu Leu Leu Gin Thr Tyr Val Phe Leu Ala Ser 
125 130 135 

Asp Phe Thr Asp He Val Pro Gly Val Ser Thr Leu Phe Ser Trp 
140 145 150 

Ser Ser Leu Ser Trp Ala Leu Val Ser Tyr Thr Arg Phe Met Gly 
155 160 165 

Phe Met Lys Pro Gly His Leu Ala Met Pro Trp Ala Ala Leu Phe 
170 175 180 

Cys Gin Gin Leu Trp Arg Met Gly Met Leu Gly Thr Arg Val Leu 
185 190 195 

Ser Leu Val Leu Phe Tyr Lys Ala Tyr His Phe Trp Val Phe Val 
200 205 210 

Val Ala Gly Ala His Trp Leu Val Met Thr Phe Trp Leu Val Ala 
215 220 225 

Gin Gin Ser Asp He He Asp Ser Thr Cys His Trp Arg Leu Phe 
230 235 240 

Asn Leu Leu Val Gly Ala Val Tyr He Leu Cys Tyr Leu Ser Phe 
245 250 255 

Trp Asp Ser Pro Ser Arg Asn Arg Met Val Thr Phe Tyr Met Val 
260 ~ 265 270 

Met Leu Leu Glu Asn He He Leu Leu Leu Leu Ala Thr Asp Phe 

275 280 285 

Leu Gin Gly Ala Ser Trp Thr Ser Leu Gin Thr He Ala Gly Val 
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290 295 300 

Leu Ser Gly Phe Leu He Gly Ser Val Ser Leu Val He Tyr Tyr 
305 310 315 

Ser Leu Leu His Pro Lys Ser Thr Asp He Trp Gin Gly Cys Leu 

320 " 325 330 

Arg Lys Ser Cys Gly He Ala Gly Gly Asp Lys Thr Glu Arg Arg 
335 340 345 

Asp Ser Pro Arg Ala Thr Asp Leu Ala Gly Lys Arg Thr Glu Ser 
350 355 360 

Ser Gly Ser Cys Gin Gly Ala Ser Tyr Glu Pro Thr He Leu Gly 
365 370 375 

Lys Pro Pro Thr Pro Glu Gin Val Pro Pro Glu Ala Gly Leu Gly 
380 385 3 90 

Thr Gin Val Ala Val Glu Asp Ser Phe Leu Ser His His His Trp 
395 400 405 

Leu Trp Val Lys Leu Ala Leu Lys Thr Gly Asn Val Ser Lys He 
410 415 420 

Asn Ala Ala Phe Gly Asp Asn Ser Pro Ala Tyr Cys Pro Pro Ala 
425 430 435 

Trp Gly Leu Ser Gin Gin Asp Tyr Leu Gin Arg Lys Ala Leu Ser 
440 445 450 

Ala Gin Gin Glu Leu Pro Ser Ser Ser Arg Asp Pro Ser Thr Leu 
455 460 465 

Glu Asn Ser Ser Ala Phe Glu Gly Val Pro Lys Ala Glu Ala Asp 
470 475 480 

Pro Leu Glu Thr Ser Ser Tyr Val Ser Phe Ala Ser Asp Gin Gin 
485 490 495 

Asp Glu Ala Pro Thr Gin Asn Pro Ala Ala Thr Gin Gly Glu Gly 
500 505 510 

Thr Pro Lys Glu Gly Ala Asp Ala Val Ser Gly Thr Gin Gly Lys 
515 520 525 

Gly Thr Gly Gly Gin Gin Arg Gly Gly Glu Gly Gin Gin Ser Ser 
530 535 540 

Thr Leu Tyr Phe Ser Ala Thr Ala Glu Val Ala Thr Ser Ser Gin 
545 550 555 

Gin Glu Gly Ser Pro Ala Thr Leu Gin Thr Ala His Ser Gly Arg 
560 565 570 

Arg Leu Gly Lys Ser Ser Pro Ala Gin Pro Ala Ser Pro His Pro 
575 580 585 
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Val Gly Leu Ala Pro Phe Pro Asp Thr Met Ala Asp lie Ser Pro 
590 595 600 



lie Leu Gly Thr Gly Pro Cys Arg Gly Phe Cys Pro Ser Ala Gly 
605 610 615 

Phe Pro Gly Arg Thr Leu Ser lie Ser Glu Leu Glu Glu Pro Leu 
620 625 630 

Glu Pro Lys Arg Glu Leu Ser His His Ala Ala Val Gly Val Trp 
635 640 645 

Val Ser Leu Pro Gin Leu Arg Thr Ala His Glu Pro Cys Leu Thr 
650 655 660 

Ser Thr Pro Lys Ser Glu Ser lie Gin Thr Asp Cys Ser Cys Arg 
665 670 675 

Glu Gin Met Lys Gin Glu Pro Ser Phe Phe He 
680 685 

<210> 525 

<211> 4440 

<212> PRT 

<213> Homo Sapien 

<400> 525 

Ala Gly Thr Gly Cys Cys Cys Thr Cys Thr Gly Thr Cys Ala Thr 
1 " 5 10 15 

Thr Thr Ala Ala Thr Cys Thr Cys Cys Ala Cys Gly Gly Ala Gly 
20 25 30 

Thr Cys Cys Thr Gly Ala Ala Gly Gly Thr Gly Cys Thr Thr Cys 
35 40 45 

Cys Cys Ala Gly Gly Thr Thr Thr Gly Thr Cys Cys Cys Cys Ala 
50 55 60 

Thr Cys Ala Cys Ala Cys Ala Gly Ala Thr Gly Ala Gly Gly Cys 
65 70 75 

Ala Ala Thr Cys Gly Thr Thr Cys Thr Gly Thr Thr Ala Ala Gly 
80 85 90 

Ala Cys Thr Gly Thr Cys Cys Thr Thr Gly Gly Gly Thr Cys Ala 
95 100 105 

Thr Thr Ala Thr Gly Thr Cys Ala Gly Cys Ala Ala Thr Gly Ala 
110 115 120 

Ala Ala Thr Cys Gly Gly Thr Gly Cys Thr Gly Cys Cys Ala Thr 
125 130 135 

Thr Ala Cys Thr Ala Ala Ala Cys Cys Cys Thr Thr Ala Cys Thr 
140 145 150 

Gly Thr Gly Thr Gly Cys Thr Gly Gly Cys Ala Thr Thr Thr Gly 
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155 



160 



165 



Thr Gly Thr Ala Thr Gly Cys Ala Thr Gly Cys Ala Thr Gly Thr 
170 175 180 

Gly Thr Gly Thr Gly Cys Gly Thr Gly Cys Ala Cys Ala Cys Gly 
185 190 195 

Thr Gly Thr Gly Thr Gly Thr Thr Thr Gly Cys Gly Thr Gly Thr 
200 205 210 

Ala Cys Ala Thr Gly Thr Gly Cys Ala Thr Gly Thr Gly Thr Gly 
215 220 225 

Thr Gly Thr Thr Gly Thr Gly Thr Gly Cys Cys Thr Gly Thr Gly 
230 235 240 

Thr Gly Thr Gly Cys Ala Cys Ala Thr Gly Thr Ala Gly Ala Ala 
245 250 255 

Ala Gly Ala Ala Ala Gly Thr Gly Ala Thr Gly Thr Gly Thr Gly 
260 265 270 

Gly Gly Ala Ala Thr Gly Gly Ala Gly Ala Ala Thr Thr Cys Cys 
275 280 285 

Ala Ala Cys Cys Cys Ala Gly Gly Ala Gly Gly Ala Gly Ala Cys 
290 295 300 

Thr Gly Thr Gly Cys Cys Thr Gly Gly Gly Gly Cys Thr Gly Cys 
305 310 315 

Cys Ala Cys Gly Ala Gly Ala Ala Gly Thr Gly Gly Thr Gly Ala 
320 325 330 

Cys Ala Cys Thr Thr Cys Gly Ala Gly Ala Ala Ala Cys Gly Gly 
335 340 345 

Gly Thr Thr Cys Cys Ala Ala Ala Thr Gly Cys Ala Cys Gly Thr 
350 355 360 

Thr Gly Cys Cys Thr Thr Cys Cys Ala Gly Thr Thr Cys Thr Cys 
365 370 375 

Thr Gly Thr Gly Thr Gly Ala Cys Cys Thr Thr Gly Gly Gly Cys 
380 " 385 390 

Ala Ala Gly Thr Cys Ala Cys Thr Thr Cys Ala Gly Cys Thr Cys 
395 400 405 

Cys Cys Thr Gly Ala Gly Cys Thr Thr Thr Gly Thr Thr Thr Thr 
410 415 420 

Thr Ala Ala Ala Ala Ala Thr Ala Thr Thr Thr Thr Thr Thr Ala 
425 430 435 



Ala Ala Thr Gly Thr Ala Thr Ala Ala Ala Ala Cys Cys Ala Thr 
440 445 450 
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Gly Gly Ala Cys Cys Ala Thr Thr Ala Cys Ala Thr Ala Thr Gly 
455 460 465 

Ala Ala Gly Ala Gly Ala Ala Ala Thr Gly Thr Gly Thr Gly Thr 
470 475 480 

Gly Cys Ala Ala Ala Cys Ala Thr Thr Cys Ala Gly Thr Thr Ala 
485 490 495 

Ala Thr Ala Ala Thr Cys Ala Cys Ala Ala Gly Gly Thr Gly Gly 
500 505 510 

Ala Gly Gly Ala Gly Thr Gly Cys Cys Thr Gly Cys Thr Cys Ala 
515 520 525, 

Gly Ala Cys Cys Cys Ala Gly Ala Gly Cys Thr Gly Ala Cys Ala 
530 535 540 

Cys Ala Gly Gly Gly Ala Ala Cys Thr Cys Thr Cys Cys Cys Ala 
545 550 555 

Gly Ala Ala Gly Gly Cys Thr Gly Cys Ala Gly Gly Gly Cys Thr 
560 565 570 

Thr Cys Cys Cys Thr Cys Cys Cys Ala Ala Cys Cys Cys Thr Cys 
575 580 585 

Cys Ala Ala Cys Gly Gly Cys Cys Cys Ala Cys Thr Thr Gly Cys 
590 595 600 

Thr Gly Ala Gly Cys Cys Cys Gly Thr Gly Cys Thr Thr Ala Thr 
605 610 615 

Cys Thr Gly Thr Thr Cys Ala Gly Thr Gly Gly Ala Ala Ala Thr 
620 625 630 

Gly Cys Cys Ala Thr Gly Thr Gly Cys Cys Ala Cys Gly Thr Thr 
635 640 645 

Cys Cys Thr Cys Ala Gly Ala Ala Gly Thr Ala Ala Ala Gly Cys 
650 655 660 

Cys Ala Cys Thr Ala Gly Gly Thr Ala Ala Gly Thr Gly Thr Gly 
665 670 675 

Ala Cys Ala Cys Thr Cys Thr Gly Thr Gly Cys Cys Cys Ala Gly 
680 685 690 

Cys Thr Thr Gly Gly Thr Gly Cys Ala Ala Ala Gly Cys Cys Cys 
695 700 705 

Cys Thr Thr Gly Thr Gly Thr Gly Thr Gly Cys Thr Ala Thr Cys 
710 715 720 



Thr Thr Ala Thr Thr Gly Ala Cys Cys Thr Cys Cys Cys Ala Ala 
725 730 735 

Ala Thr Ala Gly Cys Ala Thr Gly Gly Thr Ala Ala Gly Gly Thr 
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740 745 750 

Cys Ala Gly Thr Ala Cys Thr Gly Thr Cys Ala Cys Thr Thr Cys 
755 760 765 

Cys Cys Cys Cys Ala Cys Thr Thr Thr Gly Ala Ala Gly Ala Thr 
770 775 780 

Gly Ala Gly Gly Ala Gly Ala Gly Cys Ala Cys Ala Ala Ala Thr 
785 790 795 

Thr Cys Thr Ala Gly Ala Thr Gly Gly Ala Ala Ala Thr Gly Gly 
800 805 810 

Ala Gly Gly Thr Cys Ala Cys Gly Cys Ala Gly Thr Gly Gly Ala 
815 820 825 

Ala Ala Thr Ala Gly Gly Ala Thr Cys Cys Ala Gly Ala Cys Ala 
830 835 840 

Gly Ala Thr Thr Ala Ala Thr Cys Cys Ala Ala Thr Cys Thr Cys 
845 850 855 

Ala Ala Gly Cys Cys Thr Gly Ala Ala Thr Thr Cys Thr Thr Cys 
860 865 870 

Cys Ala Thr Thr Cys Cys Ala Cys Gly Cys Thr Ala Cys Gly Cys 
875 880 885 

Thr Thr Gly Ala Ala Gly Cys Thr Cys Ala Ala Thr Cys Thr Cys 
890 895 900 

Thr Cys Thr Thr Cys Cys Thr Gly Gly Thr Thr Gly Ala Thr Thr 
905 910 915 

Cys Thr Cys Cys Cys Cys Ala Cys Thr Thr Cys Cys Cys Cys Ala 
920 ^ 925 930 

Cys Cys Cys Cys Cys Ala Gly Ala Thr Ala Thr Ala Thr Cys Cys 
935 940 945 

Cys Ala Thr Cys Gly Cys Thr Gly Cys Thr Thr Gly Gly Thr Gly 
950 955 960 

Gly Ala Cys Ala Gly Thr Ala Gly Cys Cys Ala Thr Gly Ala Cys 
965 970 975 

Thr Gly Gly Gly Thr Thr Thr Thr Gly Gly Thr Ala Ala Ala Gly 
980 985 990 

Gly Thr Thr Gly Cys Thr Gly Ala Ala Thr Ala Ala Thr Cys Ala 
995 1000 1005 

Gly Gly Cys Thr Gly Cys Thr Gly Gly Thr Thr Ala Gly Thr Thr 
1010 1015 1020 

Thr Thr Thr Ala Cys Ala Thr Thr Thr Cys Ala Cys Cys Thr Thr 
1025 1030 1035 
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Thr Cys Cys Cys Ala Gly Thr Gly Ala Ala Ala Thr Gly Gly Gly 
1040 1045 1050 

Gly Cys Cys Cys Cys Ala Thr Gly Ala Ala Ala Ala Ala Gly Gly 
1055 1060 1065 

Cys Ala Gly Cys Thr Cys Ala Ala Gly Thr Thr Gly Thr Ala Ala 
1070 1075 1080 

Ala Thr Thr Ala Cys Thr Cys Ala Ala Ala Gly Gly Ala Ala Gly 
1085 1090 1095 

Gly Ala Cys Ala Gly Ala Ala Ala Gly Gly Thr Cys Thr Thr Cys 
1100 1105 1110 

Thr Gly Thr Thr Thr Gly Cys Ala Cys Cys Thr Ala Cys Cys Cys 
1115 1120 1125 

Thr Ala Ala Gly Gly Ala Thr Thr Thr Gly Gly Gly Gly Thr Ala 
1130 1135 1140 

Gly Ala Cys Ala Cys Thr Gly Gly Gly Ala Ala Thr Thr Thr Ala 
£ ^ ^ 1145 1150 1155 

& Cys Thr Ala Ala Thr Thr Ala Thr Gly Ala Ala Thr Thr Cys Cys 
Q 1160 1165 1170 

I E | 

fii Ala Gly Thr Gly Cys Thr Thr Thr Cys Cys Thr Thr Gly Cys Thr 
jjfj ' 1175 1180 1185 

I I Gly Ala Ala Ala Gly Ala Gly Ala Gly Gly Cys Gly Thr Gly Gly 
CP 1190 1195 1200 

C) Ala Ala Thr Cys Ala Ala Cys Gly Cys Thr Gly Ala Gly Thr Gly 
U. 1205 1210 1215 

K Ala Ala Gly Gly Cys Ala Thr Cys Ala Ala Gly Thr Thr Thr Ala 
Ul ~ 1220 1225 1230 

o 

fij Ala Gly Cys Thr Gly Cys Thr Ala Ala Thr Thr Ala Cys Thr Thr 

1235 1240 1245 

Cys Cys Thr Gly Ala Thr Cys Ala Thr Gly Cys Ala Gly Ala Ala 
1250 1255 1260 

Thr Ala Ala Ala Ala Gly Cys Thr Ala Cys Gly Thr Cys Cys Cys 
1265 1270 1275 

Thr Thr Gly Ala Ala Ala Thr Ala Cys Ala Cys Cys Ala Gly Gly 
1280 1285 1290 

Cys Ala Gly Cys Thr Ala Ala Ala Cys Ala Thr Ala Ala Thr Cys 
1295 1300 1305 

Thr Thr Thr Gly Cys Gly Thr Thr Thr Cys Cys Gly Thr Ala Gly 
1310 " 1315 1320 

Thr Gly Thr Thr Gly Gly Thr Thr Ala Ala Gly Gly Ala Ala Thr 
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1325 1330 1335 

Cys C ys Ala Gly Ala Thr Gly Thr Thr Ala Cys Thr Gly Cys Ala 
1340 1345 1350 

Ala Thr Ala Ala Cys Cys Ala Cys Thr Cys Cys Ala Thr Ala Ala 
1355 1360 1365 

Ala Cys Ala Ala Ala Ala Gly Gly Ala Ala Cys Ala Cys Cys Cys 
1370 1375 1380 

Ala Gly Cys Thr Gly Thr Gly Ala Gly Ala Ala Cys Thr Gly Gly 
1385 1390 1395 

Cys Thr Thr Cys Thr Cys Ala Gly Cys Ala Thr Thr Cys Gly Thr 
1400 1405 1410 

Cys Cys Cys Ala Gly Cys Ala Gly Ala Gly Gly Cys Thr Cys Thr 
1415 1420 1425 

Thr Cys Cys Gly Gly Gly Gly Cys Cys Ala Gly Cys Cys Cys Thr 
143 0 143 5 144 0 

Gly Gly Ala Ala Gly Ala Ala Cys Cys Cys Ala Thr Cys Ala Gly 
1445 1450 1455 

Gly Gly Thr Thr Cys Thr Gly Ala Thr Gly Gly Thr Thr Gly Cys 
1460 1465 1470 

Cys Cys Thr Gly Thr Thr Thr Cys Ala Gly Cys Ala Cys Ala Gly 
1475 1480 1485 

Cys Cys Cys Thr Thr Ala Thr Thr Gly Gly Cys Ala Gly Gly Cys 
1490 1495 1500 

Ala Gly Ala Cys Gly Gly Cys Thr Ala Cys Gly Gly Gly Cys Ala 
1505 1510 1515 

Cys Ala Gly Cys Cys Ala Cys Ala Gly Gly Cys Thr Gly Ala Ala 
1520 1525 1530 

Gly Gly Thr Gly Ala Gly Thr Cys Cys Ala Gly Cys Ala Cys Ala 
1535 1540 1545 

Cys Ala Ala Cys Thr Thr Thr Cys Thr Gly Ala Cys Ala Gly Thr 
1550 1555 1560 

Gly Ala Ala Cys Ala Gly Gly Ala Gly Thr Ala Ala Ala Cys Ala 
1565 1570 1575 

Thr Gly Gly Gly Ala Cys Cys Cys Ala Cys Cys Cys Gly Ala Ala 
1580 1585 1590 

Ala Cys Cys Thr Thr Thr Gly Thr Cys Thr Gly Thr Thr Gly Ala 
1595 1600 1605 

Cys Thr Thr Cys Thr Thr Ala Gly Cys Ala Ala Ala Thr Gly Gly 
1610 1615 1620 
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Ala Gly Gly Cys Ala Gly Cys Thr Cys Thr Ala Gly Gly Cys Thr 
1625 1630 1635 

Cys Thr Gly Gly Ala Gly Ala Gly Thr Thr Cys Gly Gly Gly Thr 
1640 1645 1650 

Ala Thr Ala Gly Gly Ala Gly Ala Cys Cys Ala Thr Gly Ala Cys 
1655 1660 1665 

Thr Thr Gly Ala Gly Cys Ala Gly Ala Cys Thr Gly Ala Thr Ala 
1670 1675 1680 

Thr Ala Ala Gly Thr Gly Gly Ala Ala Thr Gly Cys Ala Ala Ala 
1685 1690 1695 

Cys Ala Thr Ala Thr Thr Thr Ala Gly Ala Thr Gly Gly Cys Ala 
1700 1705 1710 

Cys Ala Ala Cys Thr Thr Ala Ala Thr Thr Thr Ala Gly Ala Thr 
1715 1720 1725 

Thr Thr Ala Thr Cys Ala Gly Thr Gly Cys Thr Ala Ala Thr Ala 
1730 1735 1740 

Thr Ala Gly Ala Ala Ala Ala Ala Gly Cys Thr Ala Gly Thr Ala 
1745 ^1750 1755 

Thr Thr Thr Ala Thr Thr Gly Gly Gly Gly Cys Thr Thr Ala Thr 
1760 1765 1770 

Thr Ala Gly Ala Thr Thr Thr Thr Thr Ala Gly Thr Cys Thr Gly 
1775 1780 1785 

Ala Ala Thr Cys Cys Thr Cys Ala Cys Ala Ala Cys Thr Thr Ala 
1790 1795 1800 

Cys Gly Ala Gly Gly Gly Gly Gly Thr Thr Cys Gly Thr Thr Thr 
1805 1810 1815 

Thr Ala Cys Ala Gly Ala Cys Thr Ala Thr Gly Ala Thr Cys Thr 
1820 1825 1830 

Thr Gly Cys Ala Thr Gly Ala Thr Thr Thr Cys Cys Cys Cys Ala 
1835 1840 1845 

Ala Ala Gly Ala Thr Gly Cys Thr Cys Ala Thr Thr Ala Ala Gly 
1850 1855 I860 

Thr Ala Thr Ala Thr Gly Gly Thr Gly Ala Ala Ala Gly Thr Ala 
1865 1870 1875 

Gly Ala Ala Thr Thr Thr Gly Ala Ala Thr Ala Cys Ala Gly Ala 
1880 1885 1890 

Ala Gly Ala Cys Cys Thr Gly Gly Thr Thr Cys Thr Gly Cys Thr 
1895 1900 1905 

Ala Cys Thr Thr Thr Cys Thr Gly Thr Gly Thr Thr Thr Cys Thr 
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1910 1915 1920 

Ala Thr Thr Thr Gly Gly Thr Thr Cys Ala Ala Ala Cys Cys Ala 
1925 1930 1935 

Gly Cys Cys Thr Thr Thr Cys Thr Thr Cys Thr Thr Thr Cys Ala 
1940 1945 1950 

Ala Ala Ala Cys Ala Ala Cys Thr Thr Cys Ala Gly Thr Gly Cys 
1955 1960 1965 

Ala Ala Thr Thr Cys Ala Thr Gly Gly Thr Thr Thr Thr Gly Gly 
1970 1975 1980 

Ala Ala Ala Ala Thr Ala Ala Ala Cys Thr Thr Gly Ala Thr Thr 
1985 1990 1995 

Thr Thr Gly Ala Gly Ala Thr Thr Cys Ala Gly Ala Cys Ala Ala 
2000 2005 2010 

Thr Ala Ala Gly Thr Gly Cys Ala Thr Thr Thr Thr Thr Ala Ala 
2015 2020 2025 

E-! Thr Gly Thr Thr Thr Ala Thr Thr Cys Thr Thr Thr Thr Ala Thr 

y ' 2030 2035 2040 

O. 

Ill Cys Thr Thr Gly Ala Ala Ala Ala Ala Cys Thr Gly Ala Thr Ala 

fy " 2045 2050 2055 

2?i Thr Ala Thr Thr Thr Ala Thr Gly Ala Ala Ala Thr Gly Ala Thr 
]*! 2060 2065 2070 

* Ala Thr Gly Thr Gly Cys Thr Cys Ala Cys Thr Cys Ala Gly Thr 

Q ~ 2075 ~ 2080 2085 



Gly Thr Cys Ala Ala Cys Ala Cys Thr Thr Cys Ala Ala Ala Cys 
2090 2095 2100 



m 

O Ala Ala Cys Ala Cys Ala Gly Ala Cys Ala Gly Thr Ala Cys Ala 
f|J 2105 2110 2115 



Ala Thr Gly Ala Cys Ala Ala Ala Thr Thr Gly Gly Ala Gly Ala 
2120 2125 2130 

Thr Cys Ala Gly Cys Thr Cys Thr Ala Ala Thr Cys Thr Cys Gly 
2135 2140 2145 

Gly Cys Cys Cys Cys Cys Ala Ala Thr Thr Thr Ala Ala Thr Gly 
2150 2155 2160 

Cys Ala Thr Thr Gly Cys Thr Gly Ala Ala Thr Ala Thr Thr Cys 
2165 2170 2175 

Thr Thr Cys Thr Gly Ala Ala Cys Ala Thr Ala Gly Thr Cys Cys 
2180 2185 2190 

Ala Thr Cys Cys Cys Ala Cys Ala Cys Thr Gly Thr Cys Cys Cys 
2195 2200 2205 



800 



Ala Thr Gly Ala Cys Ala Cys Ala Ala Gly Ala Cys Gly Cys Thr 
2210 2215 2220 

Cys Cys Ala Ala Gly Gly Gly Gly Cys Thr Gly Ala Ala Gly Ala 
2225 2230 2235 

Thr Ala Gly Ala Gly Gly Gly Ala Cys Thr Thr Cys Thr Gly Cys 
2240 2245 2250 

Ala Gly Thr Cys Ala Ala Gly Ala Gly Ala Gly Cys Thr Gly Gly 
2255 2260 2265 

Gly Ala Ala Ala Cys Thr Cys Thr Thr Gly Gly Ala Cys Ala Gly 
2270 2275 2280 

Thr Cys Ala Cys Ala Ala Thr Gly Thr Gly Cys Ala Thr Thr Thr 
2285 22 90 22 95 

Gly Gly Gly Thr Ala Thr Thr Ala Ala Ala Gly Gly Cys Thr Cys 
2300 2305 2310 

Thr Gly Cys Ala Ala Ala Gly Thr Thr Cys Thr Gly Cys Ala Cys 
2315 2320 2325 

Cys Ala Ala Ala Thr Ala Ala Ala Cys Cys Cys Thr Thr Gly Gly 
2330 2335 2340 

Ala Thr Thr Gly Gly Cys Thr Thr Gly Ala Thr Cys Cys Ala Ala 
2345 2350 2355 

Thr Gly Cys Cys Ala Thr Gly Thr Thr Thr Cys Cys Ala Ala Ala 
2360 2365 2370 

Ala Cys Cys Thr Ala Cys Thr Thr Gly Cys Cys Cys Gly Thr Gly 
2375 2380 2385 

Gly Gly Ala Cys Ala Cys Cys Thr Thr Ala Gly Thr Cys Cys Ala 
2390 2395 2400 

Thr Ala Ala Cys Ala Cys Ala Gly Gly Thr Thr Gly Gly Cys Ala 
2405 2410 2415 

Thr Thr Thr Cys Thr Thr Cys Thr Ala Gly Ala Gly Ala Gly Thr 
2420 2425 2430 

Gly Thr Gly Cys Thr Gly Thr Gly Ala Ala Ala Ala Ala Cys Ala 
2435 2440 2445 

Cys Thr Gly Gly Thr Cys Thr Cys Ala Cys Ala Gly Cys Ala Cys 
2450 2455 2460 

Cys Gly Thr Gly Cys Ala Thr Thr Cys Ala Thr Cys Cys Ala Gly 
2465 2470 2475 

Cys Ala Gly Gly Thr Ala Thr Thr Thr Ala Cys Cys Ala Ala Gly 
2480 2485 2490 

Cys Ala Gly Gly Gly Ala Cys Thr Thr Thr Gly Gly Gly Cys Cys 
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2495 2500 2505 

Ala Gly Gly Thr Cys Cys Gly Thr Gly Cys Thr Ala Gly Gly Cys 
2510 2515 2520 

Thr Cys Thr Gly Cys Ala Gly Gly Thr Gly Gly Ala Cys Cys Ala 
2525 2530 2535 

Gly Cys Cys Ala Gly Cys Cys Cys Thr Gly Ala Cys Cys Thr Cys 
2540 2545 2550 

Cys Ala Thr Gly Gly Thr Gly Thr Cys Thr Cys Thr Thr Cys Thr 
2555 2560 2565 

Cys Ala Thr Gly Gly Gly Ala Gly Ala Gly Gly Cys Thr Gly Cys 
2570 2575 2580 

Ala Cys Ala Gly Cys Ala Gly Thr Cys Ala Thr Thr Gly Ala Gly 
2585 2590 2595 

Ala Ala Ala Ala Cys Gly Ala Ala Gly Ala Ala Ala Cys Ala Cys 
2600 2605 2610 

Ala Cys Ala Gly Gly Thr Ala Cys Thr Thr Thr Cys Ala Gly Ala 
2615 2620 2625 

Thr Gly Cys Thr Gly Ala Thr Ala Ala Thr Gly Ala Cys Thr Ala 
2630 2635 2640 

Cys Cys Ala Thr Gly Thr Gly Cys Thr Ala Ala Ala Ala Gly Ala 
2645 2650 2655 

Gly Cys Thr Cys Cys Ala Gly Gly Thr Gly Thr Thr Gly Thr Cys 
2660 2665 2670 

Thr Gly Thr Thr Thr Thr Gly Ala Gly Ala Cys Ala Ala Thr Cys 
2675 2680 2685 

Thr Thr Cys Thr Cys Gly Ala Cys Ala Ala Thr Gly Ala Gly Ala 
2690 2695 2700 

Thr Ala Gly Ala Ala Thr Gly Ala Ala Cys Cys Ala Thr Gly Cys 
2705 2710 2715 

Ala Ala Ala Cys Thr Thr Thr Gly Gly Gly Gly Gly Cys Thr Ala 
2720 2725 2730 

Cys Gly Ala Thr Gly Gly Thr Thr Thr Thr Ala Gly Gly Ala Ala 
2735 * 2740 2745 

Ala Gly Ala Gly Cys Thr Ala Gly Ala Gly Thr Gly Ala Ala Ala 
2750 2755 2760 

Ala Ala Thr Cys Cys Thr Thr Thr Gly Ala Cys Ala Thr Ala Thr 
2765 2770 2775 

Ala Thr Ala Cys Ala Thr Ala Cys Ala Ala Ala Thr Ala Ala Ala 
2780 2785 2790 
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Gly Ala Thr Ala Cys Ala Thr Gly Thr Gly Thr Ala Thr Ala Ala 
2795 2800 2805 

Thr Thr Thr Thr Ala Thr Gly Thr Ala Ala Thr Thr Gly Ala Cys 
2810 2815 2820 

Ala Thr Cys Ala Cys Ala Thr Thr Ala Thr Ala Thr Gly Cys Thr 
2825 2830 2835 

Gly Gly Cys Ala Cys Cys Thr Gly Cys Cys Thr Thr Thr Thr Thr 
2840 2845 2850 

Thr Gly Cys Thr Thr Ala Ala Thr Gly Ala Ala Ala Ala Thr Gly 
2855 2860 2865 

Thr Cys Ala Ala Ala Gly Gly Thr Ala Ala Thr Ala Thr Thr Ala 
2870 2875 2880 

Cys Cys Ala Ala Thr Cys Ala Ala Thr Cys Ala Ala Thr Ala Thr 
2885 2890 2895 

Ala Thr Thr Thr Cys Ala Cys Cys Ala Thr Cys Gly Thr Gly Thr 
2900 2905 2910 

Thr Thr Ala Ala Thr Thr Thr Cys Thr Gly Cys Ala Gly Ala Gly 
2915 2920 2925 

Cys Ala Cys Thr Thr Ala Thr Thr Cys Ala Ala Gly Cys Ala Cys 
2930 2935 2940 

Ala Thr Ala Cys Thr Gly Cys Ala Thr Thr Thr Thr Thr Cys Thr 
2945 2950 2955 

Thr Ala Gly Thr Cys Ala Cys Thr Cys Ala Cys Thr Gly Gly Thr 
2960 2965 2970 

Gly Gly Gly Ala Ala Thr Ala Gly Ala Ala Ala Gly Thr Thr Thr 
2975 2980 2985 

Thr Cys Thr Cys Ala Gly Gly Cys Ala Thr Gly Cys Ala Thr Thr 
2990 2995 3000 

Thr Thr Thr Cys Cys Cys Ala Cys Thr Thr Cys Thr Gly Ala Ala 
3005 ~ 3010 3015 

Ala Thr Gly Ala Thr Cys Thr Cys Cys Thr Thr Ala Gly Ala Ala 
3020 3025 3030 

Thr Ala Ala Ala Thr Thr Cys Cys Cys Cys Ala Ala Ala Thr Thr 
3035 3040 3045 

Gly Thr Ala Thr Thr Gly Cys Thr Gly Gly Gly Thr Thr Cys Ala 
3050 3055 3060 

Ala Ala Gly Gly Cys Ala Thr Gly Ala Ala Cys Ala Thr Thr Thr 
3065 3070 3075 

Thr Ala Cys Ala Thr Thr Thr Thr Thr Ala Thr Ala Cys Ala Ala 
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3080 3085 3090 

Thr Ala Ala Thr Gly Thr Cys Ala Ala Ala Cys Thr Ala Cys Cys 
3095 3100 3105 

Thr Thr Cys Cys Gly Gly Ala Ala Ala Thr Gly Ala Thr Gly Cys 
3110 ' 3115 3120 

Thr Cys Ala Cys Thr Thr Thr Ala Cys Thr Thr Thr Cys Cys Cys 
3125 3130 3135 

Thr Cys Cys Ala Ala Gly Ala Cys Thr Gly Thr Gly Thr Gly Ala 
3140 3145 3150 

Ala Ala Ala Thr Gly Cys Cys Cys Ala Thr Thr Thr Thr Cys Cys 
3155 3160 3165 

Thr Ala Ala Ala Thr Gly Cys Thr Thr Ala Cys Thr Ala Thr Gly 
3170 3175 3180 

Ala Cys Thr Gly Gly Thr Thr Thr Cys Cys Ala Ala Cys Thr Ala 
3185 3190 3195 

Cys Ala Thr Thr Thr Thr Ala Ala Thr Thr Cys Thr Thr Gly Thr 
3200 3205 3210 

Thr Cys Ala Ala Thr Cys Thr Gly Ala Thr Ala Gly Gly Cys Ala 
3215 3220 3225 

Ala Ala Ala Ala Ala Thr Gly Ala Thr Ala Thr Thr Thr Ala Ala 
3230 3235 3240 

Thr Thr Thr Thr Thr Ala Thr Thr Thr Gly Ala Thr Thr Gly Ala 
3245 3250 3255 

Thr Ala Ala Thr Gly Ala Cys Cys Thr Thr Gly Ala Ala Cys Gly 
3260 3265 3270 

Thr Gly Cys Cys Cys Ala Thr Thr Ala Gly Cys Cys Thr Thr Thr 
3275 3280 3285 

Thr Gly Cys Ala Thr Gly Thr Ala Thr Thr Cys Thr Thr Thr Thr 
3290 3295 3300 

Ala Thr Gly Ala Ala Ala Cys Ala Thr Cys Thr Gly Thr Thr Cys 
3305 3310 3315 

Cys Thr Ala Thr Cys Cys Thr Thr Cys Gly Thr Cys Ala Ala Thr 
3320 3325 3330 

Gly Thr Thr Cys Cys Thr Cys Thr Thr Cys Ala Thr Ala Thr Gly 
3335 3340 3345 

Thr Thr Ala Ala Cys Thr Thr Thr Thr Cys Thr Thr Ala Thr Thr 
3350 3355 3360 

Gly Ala Thr Thr Thr Gly Thr Thr Ala Gly Ala Gly Cys Ala Cys 
3365 3370 3375 
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Thr Thr Thr Gly Thr Ala Thr Ala Thr Thr Gly Thr Gly Ala Ala 
3380 3385 3390 

Thr Ala Thr Thr Ala Gly Cys Thr Thr Thr Thr Gly Thr Gly Ala 
3395 3400 3405 

Thr Cys Ala Gly Ala Ala Thr Thr Ala Thr Gly Gly Ala Ala Thr 
3410 3415 3420 

Thr Gly Thr Thr Gly Thr Thr Gly Thr Cys Thr Thr Thr Ala Gly 
3425 3430 3435 

Thr Thr Thr Thr Gly Cys Thr Thr Ala Thr Cys Ala Ala Gly Thr 
3440 3445 3450 

Thr Thr Ala Ala Ala Gly Cys Cys Ala Thr Thr Cys Ala Gly Ala 
3455 3460 3465 

Gly Ala Thr Gly Thr Thr Gly Thr Ala Ala Ala Thr Gly Thr Gly 
3470 3475 3480 

Thr Ala Thr Gly Thr Thr Gly Thr Thr Ala Ala Ala Thr Thr Thr 
3485 3490 3495 

Ala Thr Gly Thr Cys Thr Thr Ala Thr Thr Thr Thr Gly Thr Gly 
3500 3505 3510 

Thr Thr Thr Thr Cys Thr Gly Ala Thr Gly Cys Thr Cys Ala Thr 
3515 3520 3525 

Ala Thr Gly Thr Thr Thr Ala Gly Ala Ala Thr Gly Gly Thr Cys 
3530 3535 3540 

Ala Ala Gly Cys Ala Ala Thr Cys Cys Cys Ala Ala Cys Thr Thr 
3545 3550 3555 

Ala Thr Gly Ala Thr Thr Ala Cys Ala Thr Ala Ala Ala Thr Ala 
3560 3565 3570 

Thr Thr Cys Thr Cys Cys Cys Ala Thr Ala Thr Thr Thr Gly Cys 
3575 ' 3580 3585 

Thr Cys Thr Thr Ala Gly Cys Ala Thr Thr Thr Thr Thr Thr Thr 
3590 3595 3600 

Thr Cys Thr Thr Thr Thr Cys Ala Thr Gly Thr Ala Ala Cys Cys 
3605 3610 3615 

Cys Thr Thr Thr Gly Thr Thr Cys Thr Thr Thr Cys Ala Gly Gly 
3620 3625 3630 

Ala Ala Thr Thr Thr Ala Cys Thr Thr Thr Gly Cys Gly Gly Thr 
3635 3640 3645 

Ala Ala Gly Ala Ala Ala Thr Gly Gly Gly Cys Thr Gly Gly Cys 
3650 3655 3660 

Thr Thr Cys Cys Ala Gly Thr Thr Thr Thr Ala Thr Gly Thr Thr 
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3665 3670 3675 

Thr Cys Cys Cys Ala Ala Ala Thr Gly Gly Thr Gly Ala Thr Thr 
3680 3685 3690 

Cys Ala Gly Cys Thr Gly Thr Thr Cys Cys Ala Thr Thr Thr Cys 
3695 3700 3705 

Cys Ala Thr Ala Thr Thr Cys Thr Cys Cys Cys Thr Thr Ala Thr 
3710 3715 3720 

Thr Ala Gly Ala Ala Ala Thr Gly Ala Cys Cys Ala Cys Thr Ala 
3725 3730 3735 

Thr Ala Thr Thr Ala Thr Gly Thr Thr Cys Thr Ala Ala Ala Ala 
3740 3745 3750 

Thr Ala Thr Cys Thr Gly Cys Gly Thr Ala Cys Thr Thr Gly Thr 
3755 3760 3765 

Gly Thr Cys Cys Cys Thr Thr Cys Cys Thr Ala Thr Ala Ala Thr 
3770 3775 3780 

Cys Thr Cys Ala Gly Thr Thr Cys Ala Thr Cys Thr Cys Thr Thr 
3785 3790 3795 

Thr Gly Ala Gly Cys Thr Ala Thr Cys Thr Thr Thr Thr Gly Ala 
3800 3805 3810 

Thr Thr Cys Cys Thr Thr Thr Thr Thr Cys Ala Ala Ala Cys Cys 
3815 3820 3825 

Ala Cys Ala Cys Thr Gly Cys Thr Thr Thr Ala Cys Thr Gly Ala 
3830 3835 3840 

Ala Cys Thr Gly Thr Cys Ala Thr Cys Ala Thr Cys Thr Thr Ala 
3845 3850 3855 

Thr Ala Cys Ala Thr Thr Thr Thr Thr Ala Ala Thr Ala Cys Thr 
3860 3865 3870 

Cys Ala Gly Cys Ala Ala Gly Ala Cys Ala Ala Gly Thr Thr Thr 
3875 3880 3885 

Cys Thr Cys Ala Ala Thr Gly Cys Cys Ala Cys Thr Cys Thr Thr 
3890 3895 3900 

Thr Thr Thr Cys Ala Gly Ala Gly Thr Thr Thr Thr Thr Cys Thr 
3905 3910 3915 

Gly Gly Thr Gly Gly Thr Thr Gly Thr Ala Ala Gly Ala Thr Gly 
3920 3925 3930 

Thr Thr Thr Ala Thr Thr Cys Thr Thr Cys Thr Gly Gly Ala Thr 
3935 3940 3945 

Ala Ala Ala Cys Thr Thr Thr Ala Gly Ala Ala Thr Cys Ala Cys 
3950 3955 3960 
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Thr Cys Thr Thr Thr Thr Thr Gly Thr Cys Cys Ala Ala Gly Gly 
3965 3970 3975 

Thr Ala Ala Ala Ala Thr Ala Thr Ala Thr Cys Cys Cys Ala Cys 
3980 3985 3990 

Ala Thr Thr Gly Ala Gly Ala Thr Cys Ala Thr Ala Cys Thr Gly 
3995 4000 4005 

Ala Ala Thr Ala Thr Ala Cys Ala Gly Ala Cys Thr Ala Ala Thr 
4010 4015 4020 

Thr Cys Ala Gly Gly Ala Ala Ala Ala Ala Ala Thr Gly Thr Ala 
4025 4030 4035 

Thr Gly Thr Cys Thr Thr Thr Ala Thr Thr Gly Cys Ala Thr Thr 
4040 4045 4050 

Gly Ala Gly Thr Cys Thr Thr Cys Thr Thr Ala Thr Cys Cys Ala 
4055 4060 4065 

Ala Thr Ala Ala Ala Ala Ala Ala Gly Ala Thr Ala Thr Gly Ala 
4070 4075 4080 

Ala Thr Thr Thr Cys Cys Ala Thr Gly Thr Ala Thr Thr Gly Ala 
4085 4090 4095 

Ala Ala Thr Cys Thr Thr Cys Ala Cys Thr Gly Ala Gly Ala Cys 
4100 4105 4110 

Thr Thr Ala Thr Thr Thr Thr Thr Gly Gly Cys Thr Thr Thr Thr 
4115 4120 4125 

Cys Ala Cys Ala Thr Gly Thr Cys Cys Thr Gly Cys Ala Ala Ala 
4130 4135 4140 

Thr Gly Thr Ala Thr Thr Gly Thr Thr Ala Ala Ala Thr Thr Thr 
4145 4150 4155 

Ala Thr Thr Thr Thr Thr Ala Gly Gly Thr Ala Thr Thr Thr Thr 
4160 4165 4170 

Ala Gly Gly Gly Gly Ala Ala Ala Thr Gly Ala Thr Thr Thr Thr 
4175 4180 4185 

Cys Thr Ala Ala Ala Gly Thr Thr Thr Gly Thr Ala Thr Thr Thr 
4190 4195 4200 

Thr Cys Thr Ala Gly Cys Thr Thr Gly Thr Thr Ala Thr Ala Ala 
4205 4210 4215 

Thr Thr Thr Ala Cys Ala Thr Ala Thr Gly Ala Gly Ala Thr Ala 
4220 4225 4230 

Gly Thr Cys Ala Thr Thr Gly Thr Thr Gly Thr Ala Thr Ala Thr 
4235 ~ 4240 4245 

Thr Ala Thr Thr Thr Ala Thr Ala Ala Cys Thr Gly Ala Thr Cys 
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4250 4255 4260 

Ala Thr Ala Thr Thr Ala Cys Thr Gly Thr Ala Thr Thr Thr Gly 
4265 4270 4275 

Thr Ala Thr Thr Gly Thr Thr Thr Thr Ala Ala Thr Ala Gly Thr 
4280 4285 4290 

Thr Thr Thr Thr Cys Thr Ala Thr Thr Ala Thr Thr Thr Thr Gly 
4295 4300 4305 

Gly Gly Thr Thr Thr Thr Cys Cys Thr Gly Gly Ala Ala Thr Ala 
4310 " 4315 4320 

Cys Ala Ala Cys Cys Thr Thr Ala Thr Thr Ala Thr Cys Thr Ala 
4325 4330 4335 

Cys Ala Ala Ala Thr Thr Ala Thr Gly Ala Thr Thr Gly Thr Thr 
4340 4345 4350 

Thr Thr Gly Cys Cys Thr Thr Thr Thr Cys Cys Ala Ala Thr Gly 
4355 4360 4365 

Thr Thr Cys Ala Thr Ala Ala Cys Thr Gly Thr Thr Thr Thr Thr 
4370 4375 4380 

Ala Thr Ala Thr Thr Cys Thr Thr Gly Thr Cys Thr Gly Ala Thr 
4385 4390 4395 

Thr Gly Cys Thr Thr Thr Gly Thr Thr Cys Ala Gly Cys Ala Cys 
4400 4405 4410 

Thr Thr Cys Thr Ala Gly Ala Ala Thr Ala Ala Ala Gly Thr Cys 
4415 4420 4425 

Ala Thr Gly Cys Ala Ala Thr Ala Cys Thr Ala Ala Thr Gly Ala 
4430 4435 4440 

<210> 526 
<211> 100 
<212> PRT 
<213> Homo Sapien 

<400> 526 

Met Ser Ala Met Lys Ser Val Leu Pro Leu Leu Asn Pro Tyr Cys 
15 10 15 

Val Leu Ala Phe Val Tyr Ala Cys Met Cys Val Arg Ala His Val 
20 25 30 

Cys Val Cys Val Tyr Met Cys Met Cys Val Leu Cys Ala Cys Val 
35 40 45 

Cys Thr Cys Arg Lys Lys Val Met Cys Gly Asn Gly Glu Phe Gin 
50 55 60 

Pro Arg Arg Arg Leu Cys Leu Gly Leu Pro Arg Glu Val Val Thr 
65 7 0 75 
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Leu Arg Glu Thr Gly Ser Lys Cys Thr Leu Pro Ser Ser Ser Leu 
80 85 90 

Cys Asp Leu Gly Gin Val Thr Ser Ala Pro 
95 100 

<210> 527 
<211> 957 
<212> DNA 
<213> Homo Sapien 

<400> 527 



gtgagacttc 


tttcttcatt 


gtggctagct 


ttgaaaagac 


cctctgaact 


50 


tcctaaagat 


atcaagatga 


tatcaccaga 


cttgcccttt 


ttgacaattg 


100 


tcttgatcat 


agttagttgg 


acaacttgtg 


gagcactagc 


catacttctt 


150 


tcttatcttt 


actatgtgtt 


taaggttgtt 


catctgcaag 


ccagcttaac 


200 


aacttttaag 


aatagccagc 


ctgtgaatcc 


caaacaotct 


agaagaagtg 


250 


aaaagaaatc 


caatcatcat 


aaagactcct 


caatacacca 


tcttcgttta 


300 


tctgccaacg 


atgctgaaga 


tagccttcgc 


atgcacagta 


ctgtgattaa 


350 


cttactaaca 


tggattgtat 


tactcagcat 


gccttctcta 


atttattggc 


400 


taaagaatct 


taggtattat 


tttaaactta 


atcctgatcc 


atgtaaacct 


450 


ttggcattta 


tccttattcc 


gactatggca 


attcttggaa 


atacttacac 


500 


tgtttcaata 


aaatcaagta 


aattgttgaa 


gactacttca 


caatttccac 


550 


ttcctctggc 


tgttggtgtg 


attgcttttg 


ggtcagcaca 


tttatatagg 


600 


cttccatgct 


ttgtcttcat 


tcctctttta 


ctccatgcat 


tatgcaactt 


650 


tatgtaagat 


tggacttaag 


gaatgatgaa gataatttat 


gtgtttaggg 


700 


ccagtgataa 


gagggaacac 


acagatccat 


cagtatggac 


agcaagatcc 


750 


tttggagaag 


acaagtctat 


ttttacaata 


ttgaaaatag 


gaaattagtt 


800 


ttgtaatgtt 


tgagggaagt 


agttgaagca 


tggttttgtt 


ttgtggtgtg 


850 


gaatccatgt 


actaatcatt 


tttgaaaaat 


tcatgaaggg 


atatatggtg 


900 


atcactatca 


ttgaggactc 


ctgtgcatat 


aaaatagtct 


gttttatcaa 


950 



ctgtaaa 957 

<210> 528 
<211> 196 
<212> PRT 
<213> Homo Sapien 

<400> 528 
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Met lie Ser Pro Asp Leu Pro Phe Leu Thr lie Val Leu lie lie 
15 10 15 



Val Ser Trp Thr Thr Cys Gly Ala Leu Ala He Leu Leu Ser Tyr 
20 25 30 

Leu Tyr Tyr Val Phe Lys Val Val His Leu Gin Ala Ser Leu Thr 
35 40 45 

Thr Phe Lys Asn Ser Gin Pro Val Asn Pro Lys His Ser Arg Arg 
50 55 60 

Ser Glu Lys Lys Ser Asn His His Lys Asp Ser Ser He His His 
65 70 75 

Leu Arg Leu Ser Ala Asn Asp Ala Glu Asp Ser Leu Arg Met His 
80 85 90 

Ser Thr Val He Asn Leu Leu Thr Trp He Val Leu Leu Ser Met 
95 100 105 

Pro Ser Leu He Tyr Trp Leu Lys Asn Leu Arg Tyr Tyr Phe Lys 
110 115 120 

Leu Asn Pro Asp Pro Cys Lys Pro Leu Ala Phe He Leu He Pro 
125 ~ 130 135 

Thr Met Ala He Leu Gly Asn Thr Tyr Thr Val Ser He Lys Ser 
140 145 150 

Ser Lys Leu Leu Lys Thr Thr Ser Gin Phe Pro Leu Pro Leu Ala 
155 160 165 

Val Gly Val He Ala Phe Gly Ser Ala His Leu Tyr Arg Leu Pro 
170 175 180 

Cys Phe Val Phe He Pro Leu Leu Leu His Ala Leu Cys Asn Phe 
185 190 195 

Met 



:210> 529 

:211> 1997 

:212> DNA 

:213> Homo Sapien 

:400> 529 

gcgagccggg tcccaccatg gccgcgaatt attccagtac cagtacccgg 50 

agagaacatg tcaaagttaa aaccagctcc cagccaggct tcctggaacg 100 

gctgagcgag acctcgggtg ggatgtttgt ggggctcatg gccttcctgc 150 

tctccttcta cctaattttc accaatgagg gccgcgcatt gaagacggca 200 

acctcattgg ctgaggggct ctcgcttgtg gtgtctcccg acagcatcca 250 
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cagtgtggct 


ccggagaatg 


aaggaaggct 


ggtgcacatc 


attggcgcct 


300 




tacggacatc 


caagcttttg 


tctgatccaa 


actatggggt 


ccatcttccg 


350 




gctgtgaaac 


tgcggaggca 


cgtggagatg 


taccaatggg 


tagaaactga 


400 




ggagtccagg 


gagtacaccg 


aggatgggca 


ggtgaagaag 


gagacgaggt 


450 




attcctacaa 


cactgaatgg 


aggtcagaaa 


tcatcaacag 


caaaaacttc 


500 




gaccgagaga 


ttggccacaa 


aaaccccagt 


gccatggcag 


tggagtcatt 


550 




catggcaaca 


gccccctttg 


tccaaattgg 


caggtttttc 


ctctcgtcag 


600 




gcctcatcga 


caaagtcgac 


aacttcaagt 


ccctgagcct 


atccaagctg 


650 




gaggaccctc 


atgtggacat 


cattcgccgt 


ggagactttt 


tctaccacag 


700 




cgaaaatccc 


aagtatccag 


aggtgggaga 


cttgcgtgtc 


tccttttcct 


750 




atgctggact 


gagcggcgat 


gaccctgacc 


tgggcccagc 


tcacgtggtc 


800 




actgtgattg 


cccggcagcg 


gggtgaccag 


ctagtcccat 


tctccaccaa 


850 




gtctggggat 


accttactgc 


tcctgcacca 


cggggacttc 


tcagcagagg 


900 


111 


aggtgtttca 


tagagaacta 


aggagcaact 


ccatgaagac 


ctggggcctg 


950 


ifi 


cgggcagctg 


gctggatggc 


catgttcatg 


ggcctcaacc 


ttatgacacg 


1000 


j i .: 

pi 


gatcctctac 


accttggtgg 


actggtttcc 


tgttttccga 


gacctggtca 


1050 




acattggcct 


gaaagccttt 


gccttctgtg 


tggccacctc 


gctgaccctg 


1100 




ctgaccgtgg 


cggctggctg 


gctcttctac 


cgacccctgt 


gggccctcct 


1150 


HJ r 


cattgccggc 


ctggcccttg 


tgcccatcct 


tgttgctcgg 


acacgggtgc 


1200 


ii ; : 


cagccaaaaa 


gttggagtga 


aaagaccctg 


gcacccgccc 


gacacctgcg 


1250 




tgagccctga 


ggctggttgt 


acaatgccca 


cgcctgcctg 


gctgctttca 


1300 




cctgggagtg 


ctttcgatgt 


gggcacctgg 


gcttcctagg 


gctgcttctg 


1350 




agtggttctt 


tcacgtgttg 


tgtccatagc 


tttagtcttc 


ctaaataaga 


1400 




tccacccaca 


cctaagtcac 


agaatttcta 


agttccccaa 


ctactctcac 


1450 




acccttttaa 


agataaagta 


tgttgtaacc 


aggacgtctt 


aaatgattct 


1500 




ttgtgtacct 


tttctgtcat 


attcagaaac 


cgttctgtgc 


ctgctgggag 


1550 




taattccttt 


agcaattaag 


tatttggtag 


ctgaataagg 


ggtcagaact 


1600 




tctgaaacca 


gagatctgta 


atcatctcta 


ttggcctggg 


gtgcctgtgc 


1650 




tataaatgag 


tttcttcaca 


tgaaaaacac 


agccagccca 


agatgactta 


1700 
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tctgggttta ggattcaata gtattcacta actgcttatt acatgagcaa 1750 

tttcatcaaa tctccaaact cttaaaggat gctttcggaa aacacgctgt 1800 

atacctagat gatgactaaa tgcaaaatcc ttgggctttg gtttttttct 1850 

agtaaggatt ttaaataact gccgacttca aaagtgttct taaaacgaaa 1900 

gataatgtta agaaaaattt gaaagctttg gaaaaccaaa tttgtaatat 195 0 

cattgtattt tttattaaaa gttttgtaat aaatttctaa attatca 1997 

<210> 530 
<211> 400 
<212> PRT 
<213> Homo Sapien 

<400> 530 

Met Ala Ala Asn Tyr Ser Ser Thr Ser Thr Arg Arg Glu His Val 
15 10 15 

Lys Val Lys Thr Ser Ser Gin Pro Gly Phe Leu Glu Arg Leu Ser 
20 25 30 

Glu Thr Ser Gly Gly Met Phe Val Gly Leu Met Ala Phe Leu Leu 
35 40 45 

Ser Phe Tyr Leu lie Phe Thr Asn Glu Gly Arg Ala Leu Lys Thr 
50 55 60 

Ala Thr Ser Leu Ala Glu Gly Leu Ser Leu Val Val Ser Pro Asp 
65 70 75 

Ser He His Ser Val Ala Pro Glu Asn Glu Gly Arg Leu Val His 
80 85 90 

He He Gly Ala Leu Arg Thr Ser Lys Leu Leu Ser Asp Pro Asn 
95 100 105 

Tyr Gly Val His Leu Pro Ala Val Lys Leu Arg Arg His Val Glu 
110 115 120 

Met Tyr Gin Trp Val Glu Thr Glu Glu Ser Arg Glu Tyr Thr Glu 
125 130 135 

Asp Gly Gin Val Lys Lys Glu Thr Arg Tyr Ser Tyr Asn Thr Glu 
140 145 150 

Trp Arg Ser Glu He He Asn Ser Lys Asn Phe Asp Arg Glu He 
155 160 165 

Gly His Lys Asn Pro Ser Ala Met Ala Val Glu Ser Phe Met Ala 
170 175 180 

Thr Ala Pro Phe Val Gin He Gly Arg Phe Phe Leu Ser Ser Gly 
185 190 195 

Leu He Asp Lys Val Asp Asn Phe Lys Ser Leu Ser Leu Ser Lys 
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200 205 210 

Leu Glu Asp Pro His Val Asp He He Arg Arg Gly Asp Phe Phe 
215 220 225 

Tyr His Ser Glu Asn Pro Lys Tyr Pro Glu Val Gly Asp Leu Arg 
230 235 240 

Val Ser Phe Ser Tyr Ala Gly Leu Ser Gly Asp Asp Pro Asp Leu 
245 250 255 

Gly Pro Ala His Val Val Thr Val He Ala Arg Gin Arg Gly Asp 
260 265 270 

Gin Leu Val Pro Phe Ser Thr Lys Ser Gly Asp Thr Leu Leu Leu 
275 280 285 

Leu His His Gly Asp Phe Ser Ala Glu Glu Val Phe His Arg Glu 
290 295 300 

Leu Arg Ser Asn Ser Met Lys Thr Trp Gly Leu Arg Ala Ala Gly 
305 310 315 

Trp Met Ala Met Phe Met Gly Leu Asn Leu Met Thr Arg He Leu 
320 325 330 

Tyr Thr Leu Val Asp Trp Phe Pro Val Phe Arg Asp Leu Val Asn 
335 340 345 

He Gly Leu Lys Ala Phe Ala Phe Cys Val Ala Thr Ser Leu Thr 
350 355 360 

Leu Leu Thr Val Ala Ala Gly Trp Leu Phe Tyr Arg Pro Leu Trp 
365 370 375 

Ala Leu Leu He Ala Gly Leu Ala Leu Val Pro He Leu Val Ala 
380 385 390 

Arg Thr Arg Val Pro Ala Lys Lys Leu Glu 
3 95 400 

<210> 531 
<211> 539 
<212> DNA 
<213> Homo Sapien 

<400> 531 

aaaaaaaaaa aaaaaaagaa gctcttatgc caggaacctg gaatggagac 50 
caaatatata ttggttatat catagtatca cagggttact ttggcatttg 100 
ggaaacttga gagaaatggg caataactgt tactttaaaa gcttgggtgc 150 
tgtgattctg ccttcagcct cagccacttt tgtggtgctt tgcgtggcat 2 00 
cagtacctcc actgattctt ctgtctttcc tctctctctt ccccccctct 250 
ttcccttctg tttttctcag atctaagggt tataatggag gggcaaactg 3 00 
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cctggctatt tcagataaga cttcactgag tgactgttca gcccatgatt 3 50 

taccctgcag tttaacaggc tcaggaatta ggtcgcatca gttgagcgcg 400 

ggtcacttag gcctataatc atcatcagac ggcaattaaa ggaccatttc 450 

tgcctttttc actattacat cccccgcctg tagcccagcc tgccatacag 500 

tagatactca ataaatattt gctgaatgat aaccaataa 53 9 

<210> 532 
<211> 100 
<212> PRT 
<213> Homo Sapien 

<400> 532 

Met Gly Asn Asn Cys Tyr Phe Lys Ser Leu Gly Ala Val lie Leu 
1 5 10 15 

Pro Ser Ala Ser Ala Thr Phe Val Val Leu Cys Val Ala Ser Val 
20 25 30 

Pro Pro Leu lie Leu Leu Ser Phe Leu Ser Leu Phe Pro Pro Ser 
35 40 45 

Phe Pro Ser Val Phe Leu Arg Ser Lys Gly Tyr Asn Gly Gly Ala 
50 55 60 

Asn Cys Leu Ala He Ser Asp Lys Thr Ser Leu Ser Asp Cys Ser 
65 70 75 

Ala His Asp Leu Pro Cys Ser Leu Thr Gly Ser Gly He Arg Ser 
80 85 90 

His Gin Leu Ser Ala Gly His Leu Gly Leu 
95 100 

<210> 533 
<211> 2048 
<212> DNA 
<213> Homo Sapien 

<400> 533 



cggggtgtac 


gaaagagaaa 


cccggagggc 


gccggggact 


gggccggggt 


50 


ctgcagggct 


cagctgagcc 


catgagctcc 


cagagctaac 


ccctgaacac 


100 


ccaggcgggc 


aaagggctga 


tgtcggtagt 


ccccatcctg 


gaggggcagg 


150 


ctctgcgcat 


ctgctcctgg 


catggcgctg 


cggcacctcg 


ccctcctggc 


200 


tggccttctc 


gtgggagtcg 


ccagcaagtc 


catggagaac 


acggcccagc 


250 


tgcccgagtg 


ctgtgtggat 


gtggtgggcg 


tcaacgccag 


ctgcccaggc 


300 


gcaagtctgt 


gtggtccagg 


ctgttacagg 


cgctggaacg 


cggacgggag 


350 


cgccagctgc 


gtccgctgtg 


ggaacggaac 


cctcccagcc 


tacaacggct 


400 
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ccgagtgtag aagctttgct ggcccgggtg cgccattccc catgaacaga 450 
agctcaggga cccccgggcg gccacatcct ggggctccgc gcgtggccgc 5 00 
ctccctcttc ctgggcacgt tcttcattag ctccggcctc atcctctccg 550 
tagctgggtt cttctacctc aagcgctcca gtaaactccc cagggcctgc 600 
tacagaagaa acaaagctcc ggccctgcag cctggcgaag ccgctgcaat 650 
gatccccccg ccacagtcct cagacgtggg gtctgcagga aaggaggacc 7 00 
caccacgaca gggcagaccc ccaatacctg ctcctccttg aagtccagct 750 
ccacccgagg acagacgcag ccggcctccg ccaggccctc ctgagcagcc 800 
atcgcttcag tggtgctggg tcaggcggac ccaagagtca gcccgtacgg 850 
aagccgcgct acgtcaggcg ggagcggccc ctggacaggg ccacggatcc 900 
cgctgccttc ccgggggagg cccgtatcag caatgtctga cctggaggcc 950 
gagaccacgc cacgcacttg gcggcaggga cccggaggcc gaccccttgg 1000 
cgggaaccag cacaaagtgt tggcatcgcc cggcgcccgg gacagtcctg 1050 
ggcacagcct cggctctggg tccctccgcc tcccagcgac ggacgccaaa 1100 
gggtcccggg ccgcctgagg ctcctcccca ccacagccat ctcgtttatc 1150 
ggaccaggag caggcatcca tgagacctca gagcttcaga tcgaggcctt 1200 
ggggggtccg ggccccccca ggaaacacgg tgaggcccca gcgcctgcag 1250 
ccaaagctgg cacgatctat ggggcaggtg ccgctctgcc tagaaaagcc 1300 
aggggctctg ctgccgtgcc ctccagagcc cacagcgggc aggactcctc 1350 
cagcaccacc acacccagtg gcccgagacc cctctgagaa cagtgaggct 1400 
ggtcctcgtg ccgttccagc cggtgcccgg ccagtgggga ggacacagcc 145 0 
taggaaccag ctgcctgaga ccagggtgcc tctgggctgt cctcccgcgt 15 0 0 
ggcggagacc ccaagcacgc agccacccat ttccggagct gcaggataga 1550 
gcttcctctt gatctctgtt tttaagcaga aattcattgt gcagaaaagt 1600 
cctccagagc tctgtggccc cgctcggatc cgctggaccc ccatgcctgg 165 0 
ctgatccctg cccacgtggg gcaggcccac atctaacccc cacaagtcac 1700 
tgcctcactg cacctgccaa ggctgccctg gcgctgagtc ctggggtccc 1750 
tcccggagtt cctgggagaa aggcgccgtc gtggccgcct cccgcacgcc 1800 
aggcccgggc tccaccgtgg gtctcagacg ccctgcggca ccggcaccgt 1850 
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ctgctttagc atgggacccc catctgaggg gtggcctggc cttcggggtc 1900 
cccacgctcc tttgcgaagt ccactgtggg tgccatcatg gtctccggga 1950 
cctgggccag cgggaacgtg ggggcactgg gtgtgctgat ataaagtcgg 2 000 
cattactcaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 2 048 

<210> 534 
<211> 189 
<212> PRT 
<213> Homo Sapien 

<400> 534 

Met Ala Leu Arg His Leu Ala Leu Leu Ala Gly Leu Leu Val Gly 
1 5 10 15 

Val Ala Ser Lys Ser Met Glu Asn Thr Ala Gin Leu Pro Glu Cys 
20 25 30 

Cys Val Asp Val Val Gly Val Asn Ala Ser Cys Pro Gly Ala Ser 
35 40 45 

Leu Cys Gly Pro Gly Cys Tyr Arg Arg Trp Asn Ala Asp Gly Ser 
50 55 60 

Ala Ser Cys Val Arg Cys Gly Asn Gly Thr Leu Pro Ala Tyr Asn 
65 70 75 

Gly Ser Glu Cys Arg Ser Phe Ala Gly Pro Gly Ala Pro Phe Pro 
80 85 90 

Met Asn Arg Ser Ser Gly Thr Pro Gly Arg Pro His Pro Gly Ala 
95 100 105 

Pro Arg Val Ala Ala Ser Leu Phe Leu Gly Thr Phe Phe He Ser 
110 115 12 0 

Ser Gly Leu He Leu Ser Val Ala Gly Phe Phe Tyr Leu Lys Arg 
125 130 135 

Ser Ser Lys Leu Pro Arg Ala Cys Tyr Arg Arg Asn Lys Ala Pro 
140 145 150 

Ala Leu Gin Pro Gly Glu Ala Ala Ala Met He Pro Pro Pro Gin 
155 160 165 

Ser Ser Asp Val Gly Ser Ala Gly Lys Glu Asp Pro Pro Arg Gin 
170 175 180 

Gly Arg Pro Pro He Pro Ala Pro Pro 
185 

<210> 535 
<211> 1106 
<212> DNA 
<213> Homo Sapien 
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<400> 535 





t-ggaLctgcg 


y y cLcLuy L.yyy 


r> t- ciciFi a; Ft a est' 


cctgccgtgg 


taccagcctc 


50 




cagcc tgccc 


f~\ -~\ /T/T ^ /"I +~ /T/~'l 

ccdygaCLyt 


H_L- L.y diwH^d 


ggcgcgcccg 


ctgctcggtg 


100 




gcaggagggc 


c 9y G yy a y c y 


r 1 a "h rrnr^r^t" cr 
L-L-ctuyy ul, uy 


catcctgaag 


agaaagtctg 


150 






y ay CLLLaLa 


y Lay L.y l- uuu 


ttttcctget ggttgtgcgt 


200 




4— 4— /— r4— — i r> a 4— 

CLUyl da city 


d- ay L.y ctd l l l 


cccattgcta 


etaaactget 


ttggacaacc 


250 






4- /r<"f o t" a hps tr 


tctcctacac 


atacaggegg 


ccccttcgaa 


300 




ctcactatgg 


atacataaat 


gtgaagacac 


aagagccttt 


gcaactggac 


350 




tgtgaccttt 


gtgccatagt 


gtcaaactca ggtcagatgg 


ttggccagaa 


400 




ggtgggaaat 


gaga u ago. T-C 


gatcctcctg 


catttggaga 


atgaacaatg 


450 




cccccaccaa 


agguuaugaa 


gaagatgtcg 


gccgcatgac 


catgattcga 


500 




gttgtgtccc 


ataccagcgfc 


tcctcttttg 


ctaaaaaacc 


ctgattattt 


550 




tttcaaggaa 


gcgaatacta 


ctatttatgt 


tatttgggga 


cctttccgca 


600 


m 


atatgaggaa 


agatggcaat 


ggcatcgttt 


acaacatgtt 


gaaaaagaca 


650 


n \ 

'i 

Ul 


gttggtatct 


atccgaatgc 


ccaaatatac 


gtgaccacag 


agaagegcat 


700 




gagttactgt 


gatggagttt 


ttaagaagga aactgggaag gacagtacag 


7 R 0 


y s 

•5. 


agtgaccatg 


cagtgttgat 


tgatcgaaca 


gcaaccacca 


catacatgtc 


800 


r : l 


ctgccccacc 


acaaaaggaa 


ggaaggaata 


aaagaaagaa 


agaaagaaac 


850 


N : 


aaacaaacaa 


acaaacaaaa 


ctaagcaaga 


caaaacaaat 


acccatgtca 


900 




gtggttcaaa 


gattaagatt 


gtggctttgt 


gtaaagttct 


ttccctttgt 


950 


ir: : 


agacttgctg 


cataattatt 


caggtatgat 


ggttacagtt 


tttaaaaagg 


1000 




aagggaaatt 


gtggtatgtg 


gtatgtaaat 


atttttaaat 


gttgtctctc 


1050 




tgttttgatc 


agtttttgtt 


ttattcaatt 


tgtctttatt 


aaatcttatc 


1100 



aaagca 1106 

<210> 536 
<211> 210 
<212> PRT 
<213> Homo Sapien 



<400> 536 

Met Ala Cys lie Leu Lys Arg Lys Ser Val He Ala Val Ser Phe 
1 ^ 5 10 15 

He Ala Ala Phe Leu Phe Leu Leu Val Val Arg Leu Val Asn Glu 
20 25 30 
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Val Asn Phe Pro Leu Leu Leu Asn Cys Phe Gly Gin Pro Gly Thr 

35 40 45 

Lys Tip lie Pro Phe Ser Tyr Thr Tyr Arg Arg Pro Leu Arg Thr 

50 55 60 

His Tyr Gly Tyr lie Asn Val Lys Thr Gin Glu Pro Leu Gin Leu 

65 70 75 

Asp Cys Asp Leu Cys Ala lie Val Ser Asn Ser Gly Gin Met Val 

80 85 90 

Gly Gin Lys Val Gly Asn Glu lie Asp Arg Ser Ser Cys lie Trp 

95 100 105 

Arg Met Asn Asn Ala Pro Thr Lys Gly Tyr Glu Glu Asp Val Gly 

110 115 120 

Arg Met Thr Met He Arg Val Val Ser His Thr Ser Val Pro Leu 

125 130 135 

Leu Leu Lys Asn Pro Asp Tyr Phe Phe Lys Glu Ala Asn Thr Thr 

140 145 150 

He Tyr Val He Trp Gly Pro Phe Arg Asn Met Arg Lys Asp Gly 

155 160 165 

Asn Gly He Val Tyr Asn Met Leu Lys Lys Thr Val Gly He Tyr 

170 175 180 

Pro Asn Ala Gin He Tyr Val Thr Thr Glu Lys Arg Met Ser Tyr 

185 190 195 

Cys Asp Gly Val Phe Lys Lys Glu Thr Gly Lys Asp Ser Thr Glu 

2 00 2 05 210 

<210> 537 

<211> 1333 

<212> DNA 

<213> Homo Sapien 

<400> 537 



gttttattga 


caatacatgc 


atcatatctt 


ttgactttga 


aggatatctc 


50 


atgtcaaagg 


aatcaagtta 


tgatttatag 


aggattcagc 


tggaatacct 


100 


tgtgggtgct 


ggctgagggt 


ggcaaaacgc 


ctaccgagac 


atgaaggttt 


150 


tagccactag 


ttttgtcctt 


gggagcctgg 


ggttggcctt 


ctacctgcct 


200 


ttggtggtga 


ctacacctaa 


aacactggcc 


atccctgaga 


agctgcaaga 


250 


agctgtgggg 


aaagttatca 


tcaatgccac 


aacctgtact 


gtcacctgtg 


300 


gccttggcta 


taaggaggag 


accgtctgtg 


aggtgggccc 


tgatggagtg 


350 


agaaggaaat 


gtcagactca 


gcgcttagaa 


tgtctgacca 


actggatctg 


400 
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tgggatgctc 


catttcacca 


ttctcattgg 


caaggaattt 


gagcttagct 


450 


gtctgagttc 


agacatcttg 


gagtttggac 


aggaagcttt 


ccggttcacc 


500 


tggagacttg 


ctcgaggtgt 


catctccact 


gacgatgagg 


tcttcaaacc 


550 


ctttcaagcc 


aact-cccact 


ttgtgaagtt 


taaatatgct 


caggagtatg 


600 


actctgggac 


atatcgctgt 


gatgtgcagc 


tggtaaaaaa 


cttgagactt 


650 


gtcaagaggc 


tctattttgg 


gttgagggtc 


cttcctccta 


acttggtgaa 


700 


tctgaatttc 


catcagtcac 


ttactgagga 


tcagaagtta 


atagatgagg 


750 


gattggaagt 


taatctggac 


agctactcca 


agcctcacca 


cccaaagtgg 


800 


aaaaagaagg 


tggcgtcagc 


cttgggaata 


ggaattgcca 


ttggagtggt 


850 


tggtggcgtg 


ttggtgagga 


ttgtcctctg 


tgcgctaagg 


gggggcctgc 


900 


agcagtgaca 


gcttcaagaa 


cttaacagcc 


ttgctcctga 


agaactggct 


950 


gcccaggaag 


ccaagctagc 


tttttagggg 


agtgttccag 


ctgctggtag 


1000 


tggatcagct 


tagagggaac 


actcccacag 


ccaaaagaat 


gagtgggaga 


1050 


aatggagggg 


acaatctcct 


gggagctatg 


cgcagtaacc 


taacttcctt 


1100 


atgtcccatg 


gatctcttcc 


tgatcttccc 


tgcccattgg 


gtacccagga 


1150 


aactgcaagc 


attgcctgtg 


ttcctgggaa 


gagttctaag 


aagcttgcat 


1200 


tcattttcta 


ccctttatga 


cttggatgcc 


tccccacctc 


catttcccct 


1250 


cttctgagct 


gtgtattcat 


gtagagggat 


gtattcagcc 


tttttagtga 


1300 


acattttttt 


tcaataaaag 


taattcacag 


taa 1333 







<210> 538 
<211> 255 
<212> PRT 
<213> Homo Sapien 

<400> 538 

Met Lys Val Leu Ala Thr Ser Phe Val Leu Gly Ser Leu Gly Leu 
15 10 15 

Ala Phe Tyr Leu Pro Leu Val Val Thr Thr Pro Lys Thr Leu Ala 
20 25 30 

lie Pro Glu Lys Leu Gin Glu Ala Val Gly Lys Val lie lie Asn 
35 40 45 

Ala Thr Thr Cys Thr Val Thr Cys Gly Leu Gly Tyr Lys Glu Glu 
50 55 60 

Thr Val Cys Glu Val Gly Pro Asp Gly Val Arg Arg Lys Cys Gin 
65 70 75 
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Thr Gin Arg Leu Glu Cys Leu Thr Asn Trp He Cys Gly Met Leu 

80 85 90 

His Phe Thr He Leu He Gly Lys Glu Phe Glu Leu Ser Cys Leu 

95 100 105 

Ser Ser Asp He Leu Glu Phe Gly Gin Glu Ala Phe Arg Phe Thr 

110 115 120 

Trp Arg Leu Ala Arg Gly Val He Ser Thr Asp Asp Glu Val Phe 

125 130 135 

Lys Pro Phe Gin Ala Asn Ser His Phe Val Lys Phe Lys Tyr Ala 

140 145 150 

Gin Glu Tyr Asp Ser Gly Thr Tyr Arg Cys Asp Val Gin Leu Val 

155 ~ 160 165 

Lys Asn Leu Arg Leu Val Lys Arg Leu Tyr Phe Gly Leu Arg Val 

170 175 180 

Leu Pro Pro Asn Leu Val Asn Leu Asn Phe His Gin Ser Leu Thr 

185 190 195 

Glu Asp Gin Lys Leu He Asp Glu Gly Leu Glu Val Asn Leu Asp 

200 205 210 

Ser Tyr Ser Lys Pro His His Pro Lys Trp Lys Lys Lys Val Ala 

215 220 225 

Ser Ala Leu Gly He Gly He Ala He Gly Val Val Gly Gly Val 

230 235 240 

Leu Val Arg He Val Leu Cys Ala Leu Arg Gly Gly Leu Gin Gin 

245 250 255 

<210> 539 
<211> 647 
<212> DNA 
<213> Homo Sapien 

<400> 539 



gcgctcatca 


ctggctgggg 


acagagccgg gcaccaagga gcgacaggat 


50 


cccgaagaga 


gagagagaag 


gcagcgaggg 


aaggaggacc 


ccggcaggca 


100 


gcagcatgaa 


attcagccca 


gcgcactacc 


tgctgcctct 


cctgcctgcg 


150 


ctggtcctca 


gcaccagaca 


ggactatgaa 


gagctagaaa 


agcagctgaa 


200 


agaagtcttt 


aaggagcgaa 


gcaccattct 


tcgtcagctg 


acaaagacat 


250 


caagagaact 


tgatggaatt 


aaagtcaatc 


ttcagtcctt 


aaaaaacgat 


300 


gagcagtctg 


ccaaaactga 


tgttcagaaa 


cttctggaat 


taggacagaa 


350 


acaaagagaa 


gaaatgaagt 


ctcttcagga ggccctgcaa 


aatcagctta 


400 
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aggagacatc agagaaagca gaaaaacacc aggctactat taatttttta 450 

aagactgaag ttgaaagaaa gagcaaaatg atccgagacc tccagaatga 500 

ggattcaagg aagagaccaa gagatctcca gtggaagata gtctccatga 550 

ggaccatgtc aatatactta ttgatgtatc tctagtacct agaatagtgg 600 

agatttatat tagatacaaa ataaatatgt gtggaattaa ttaataa 647 

<210> 540 
<211> 159 
<212> PRT 
<213> Homo Sapien 

<400> 540 

Met Lys Phe Ser Pro Ala His Tyr Leu Leu Pro Leu Leu Pro Ala 
15 10 15 

Leu Val Leu Ser Thr Arg Gin Asp Tyr Glu Glu Leu Glu Lys Gin 
20 25 30 

« * Leu Lys Glu Val Phe Lys Glu Arg Ser Thr lie Leu Arg Gin Leu 
K 35 40 45 

© Thr Lys Thr Ser Arg Glu Leu Asp Gly lie Lys Val Asn Leu Gin 

HI ^ 50 " 55 60 

!!J 

m Ser Leu Lys Asn Asp Glu Gin Ser Ala Lys Thr Asp Val Gin Lys 
m ~ 65 70 75 

W 1 Leu Leu Glu Leu Gly Gin Lys Gin Arg Glu Glu Met Lys Ser Leu 
» 80 85 90 

C! 

iff 

: 

m 



Gin Glu Ala Leu Gin Asn Gin Leu Lys Glu Thr Ser Glu Lys Ala 
95 100 105 

Glu Lys His Gin Ala Thr lie Asn Phe Leu Lys Thr Glu Val Glu 
110 115 120 

Arg Lys Ser Lys Met He Arg Asp Leu Gin Asn Glu Asp Ser Arg 
125 130 135 

Lys Arg Pro Arg Asp Leu Gin Trp Lys He Val Ser Met Arg Thr 
140 145 150 

Met Ser He Tyr Leu Leu Met Tyr Leu 
155 

<210> 541 
<211> 906 
<212> DNA 
<213> Homo Sapien 

<400> 541 

ctccacgagg ctgccggctt aggaccccca gctccgacat gtcgccctct 50 
ggtcgcctgt gtcttctcac catcgttggc ctgattctcc ccaccagagg 10 0 
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acagacgttg 


aaagatacca 


cgtccagttc 


ttcagcagac 


tcaactatca 


150 


tggacattca ggtcccgaca 


cgagccccag 


atgcagtcta cacagaactc 


200 


cagcccacct 


ctccaacccc 


aacctggcct 


gctgatgaaa 


caccacaacc 


250 


ccagacccag 


acccagcaac 


tggaaggaac 


ggatgggcct 


ctagtgacag 


300 


atccagagac 


acacaagagc 


accaaagcag 


ctcatcccac 


tgatgacacc 


350 


acgacgctct 


ctgagagacc 


atccccaagc 


acagacgtcc 


agacagaccc 


400 


ccagaccctc 


aagccatctg 


gttttcatga 


ggatgacccc 


ttcttctatg 


450 


atgaacacac 


cctccggaaa 


cgggggctgt 


tggtcgcagc 


tgtgctgttc 


500 


atcacaggca 


tcatcatcct 


caccagtggc 


aagtgcaggc 


agctgtcccg 


550 


gttatgccgg 


aatcgttgca 


ggtgagtcca 


tcagaaacag gagctgacaa 


600 


cctgctgggc 


acccgaagac 


caagccccct 


gccagctcac 


cgtgcccagc 


650 


ctcctgcatc 


ccctcgaaga 


gcctggccag 


agagggaaga 


cacagatgat 


700 


gaagctggag 


ccagggctgc 


cggtccgagt 


ctcctacctc 


ccccaaccct 


750 


gcccgcccct 


gaaggctacc 


tggcgccttg 


ggggctgtcc 


ctcaagttat 


800 


ctcctctgct 


aagacaaaaa 


gtaaagcact 


gtggtcttta 


aaaaaaaaaa 


850 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


900 



aaaaaa 906 

<210> 542 
<211> 178 
<212> PRT 
<213> Homo Sapien 

<400> 542 

Met Ser Pro Ser Gly Arg Leu Cys Leu Leu Thr lie Val Gly Leu 
15 10 15 

He Leu Pro Thr Arg Gly Gin Thr Leu Lys Asp Thr Thr Ser Ser 
20 25 30 

Ser Ser Ala Asp Ser Thr He Met Asp He Gin Val Pro Thr Arg 
35 40 45 

Ala Pro Asp Ala Val Tyr Thr Glu Leu Gin Pro Thr Ser Pro Thr 
50 55 60 

Pro Thr Trp Pro Ala Asp Glu Thr Pro Gin Pro Gin Thr Gin Thr 
65 70 75 

Gin Gin Leu Glu Gly Thr Asp Gly Pro Leu Val Thr Asp Pro Glu 
80 85 90 
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Thr His Lys Ser Thr 
95 

Thr Leu Ser Glu Arg 
110 

Pro Gin Thr Leu Lys 
125 

Phe Tyr Asp Glu His 
140 

Ala Val Leu Phe lie 
155 

Cys Arg Gin Leu Ser 
170 

<210> 543 

<211> 1024 

<212> DNA 

<213> Homo Sapien 

<400> 543 



cggctcgagg 


tgagaaggaa 


actgcaagag 


tggggcagag 


aaccagagtg 


50 


tcagagcaaa 


acctcctcta 


tctgcacatc 


ctggggacga 


accgggcagc 


100 


cggagagctg 


cggccggccc 


agtcccgctc 


cgcctttgaa gggtaaaacc 


150 


caaggcgggg 


ccttggttct 


ggcagaaggg 


acgctatgac 


cgcagaattc 


200 


ctctccctgc 


tttgcctcgg 


gctgtgtctg 


ggctacgaag 


atgagaaaaa 


250 


gaatgagaaa 


ccgcccaagc 


cctccctcca 


cgcctggccc 


agctcggtgg 


300 


ttgaagccga 


gagcaatgtg 


accctgaagt 


gtcaggctca 


ttcccagaat 


350 


gtgacatttg 


tgctgcgcaa 


ggtgaacgac 


tctgggtaca 


agcaggaaca 


400 


gagctcggca 


gaaaacgaag 


ctgaattccc 


cttcacggac 


ctgaagccta 


450 


aggatgctgg 


gaggtacttt 


tgtgcctaca 


agacaacagc 


ctcccatgag 


500 


tggtcagaaa 


gcagtgaaca 


cttgcagctg 


gtggtcacag 


ataaacacga 


550 


tgaacttgaa 


gctccctcaa 


tgaaaacaga 


caccagaacc 


atctttgtcg 


600 


ccatcttcag 


ctgcatctcc 


atccttctcc 


tcttcctctc 


agtcttcatc 


650 


atctacagat 


gcagccagca 


cggttcatca 


tctgaggaat 


ccaccaagag 


700 


aaccagccat 


tccaaacttc 


cggagcarga 


ggctgccgag gcagatttat 


750 


ccaatatgga 


aagggtatct 


ctctcgacgg 


cagaccccca 


aggagtgacc 


800 


tatgctgagc 


taagcaccag 


cgccctgtct 


gaggcagctt 


cagacaccac 


850 



Lys Ala Ala His Pro Thr Asp Asp Thr Thr 
100 105 

Pro Ser Pro Ser Thr Asp Val Gin Thr Asp 
115 120 

Pro Ser Gly Phe His Glu Asp Asp Pro Phe 
130 135 

Thr Leu Arg Lys Arg Gly Leu Leu Val Ala 
145 150 

Thr Gly He He He Leu Thr Ser Gly Lys 
160 165 



Arg Leu Cys Arg Asn Arg Cys Arg 
175 
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ccaggagccc ccaggatctc atgaatatgc ggcactgaaa gtgtagcaag 9 00 

aagacagccc tggccactaa aggagggggg atcgtgctgg ccaaggttat 950 

cggaaatctg gagatgcaga tactgtgttt ccttgctctt cgtccatatc 1000 

aataaaatta agtttctcgt ctta 1024 

;210> 544 
c211> 236 
:212> PRT 
:213> Homo Sapien 

:400> 544 

Met Thr Ala Glu Phe Leu Ser Leu Leu Cys Leu Gly Leu Cys Leu 
15 10 15 

Gly Tyr Glu Asp Glu Lys Lys Asn Glu Lys Pro Pro Lys Pro Ser 
20 ~ 25 30 

Leu His Ala Trp Pro Ser Ser Val Val Glu Ala Glu Ser Asn Val 
35 40 45 

Thr Leu Lys Cys Gin Ala His Ser Gin Asn Val Thr Phe Val Leu 
50 55 60 

Arg Lys Val Asn Asp Ser Gly Tyr Lys Gin Glu Gin Ser Ser Ala 
65 70 75 

Glu Asn Glu Ala Glu Phe Pro Phe Thr Asp Leu Lys Pro Lys Asp 
80 85 90 

Ala Gly Arg Tyr Phe Cys Ala Tyr Lys Thr Thr Ala Ser His Glu 
95 100 105 

Trp Ser Glu Ser Ser Glu His Leu Gin Leu Val Val Thr Asp Lys 
110 115 120 

His Asp Glu Leu Glu Ala Pro Ser Met Lys Thr Asp Thr Arg Thr 
125 130 13 5 

He Phe Val Ala He Phe Ser Cys He Ser He Leu Leu Leu Phe 
140 145 150 

Leu Ser Val Phe He He Tyr Arg Cys Ser Gin His Gly Ser Ser 
155 " 160 165 

Ser Glu Glu Ser Thr Lys Arg Thr Ser His Ser Lys Leu Pro Glu 
170 ~ 175 180 

Gin Glu Ala Ala Glu Ala Asp Leu Ser Asn Met Glu Arg Val Ser 
185 190 195 

Leu Ser Thr Ala Asp Pro Gin Gly Val Thr Tyr Ala Glu Leu Ser 
200 205 210 

Thr Ser Ala Leu Ser Glu Ala Ala Ser Asp Thr Thr Gin Glu Pro 
215 220 225 
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Pro Gly Ser His Glu Tyr Ala Ala Leu Lys Val 
230 235 

<210> 545 

<211> 1535 

<212> DNA 

<213> Homo Sapien 

<400> 545 

ggcggcccgg agctgggagc gcggggaagg cggttggggt tctgacagct 50 
gcgcgcgatc ctgctctctc tcagccgcct gtggacatgc gcaaagggcc 100 
ctctcctgag tccagatgat gctcatacca atggcttcag tgatggcggt 150 
gactgaaccg aaatgggtct cggtctggag ccgcttcctc tgggtgacgc 200 
tgctgagcat ggtgctgggg tccctgctgg ccctgctgct gccgctgggg 250 
gctgtggagg agcagtgctt ggctgtgctc aaaggcctct acctgctcag 3 00 
gagcaaaccg gacagggcgc agcatgccgc caccaagtgc accagcccgt 3 50 
ccacggagct cagcatcacc tccaggggcg cgacgctgct ggtggccaag 400 
accaaggcct ctccagcggg taagttggaa gccagagctg ccctgaacca 45 0 
ggccctggag atgaagcgcc agggcaagcg ggaaaaagcc caaaagctct 500 
tcatgcacgc cctcaagatg gacccggact tcgtggacgc gctcaccgag 550 
tttggcatct tctcggaaga agacaaggac atcatccagg cggactactt 600 
gtacaccaga gcattgacca tctcacccta ccatgagaaa gcactggtca 650 
accgcgatcg gacactgcct cttgtggaag agatcgacca gaggtatttc 700 
agcatcatcg acagcaaagt gaagaaggtc atgtccatcc ccaaggggaa 750 
ctcagctctg cgcagggtca tggaggagac ctactaccat cacatctacc 800 
acacagtggc catcgagggc aacaccctca ccctctcgga aatcaggcac 850 
atcctggaga cccgctacgc cgtgcccggg aagagcctgg aggagcagaa 900 
cgaggtcata ggcatgcatg cagccatgaa gtacatcaac acgactctgg 950 
tttcgcgcat cggctccgtc accatcagcg acgtgctgga gatccacagg 1000 
cgggtgctgg gctacgtgga ccccgtggaa gccggcaggt ttcggacaac 1050 
acaggtcctg gtcggacacc acatccctcc ccatccgcag gatgtggaaa 1100 
agcagatgca ggagtttgta cagtggctca actccgagga agccatgaac 1150 
ctgcacccag tggagtttgc agccttagcc cattataaac tcgtttacat 1200 
ccaccctttc attgatggca acgggaggac ctcccgtctg ctcatgaacc 1250 

825 



tcatcctcat gcaggcgggc tacccgccca tcaccatccg caaggagcag 13 00 

cggtccgact actaccacgt gttggaagct gccaacgagg gcgacgtgag 1350 

gcctttcatt cgcttcatcg ccaagtgtac tgagaccacc ctggacaccc 1400 

tgctttttgc cacaactgag tactcggtgg cactgccaga agcccaaccc 1450 

aaccactctg ggttcaagga gacgcttcct gtgaagccct aaccctagaa 1500 

atcctcagtg acaaaggctg tcctgaggta ggaaa 153 5 

;210> 546 
c211>' 458 
:212> PRT 
:213> Homo Sapien 

:400> 546 

Met Met Leu He Pro Met Ala Ser Val Met Ala Val Thr Glu Pro 
15 10 15 

Lys Trp Val Ser Val Trp Ser Arg Phe Leu Trp Val Thr Leu Leu 
20 ~ 25 30 

Ser Met Val Leu Gly Ser Leu Leu Ala Leu Leu Leu Pro Leu Gly 
35 40 45 

Ala Val Glu Glu Gin Cys Leu Ala Val Leu Lys Gly Leu Tyr Leu 
50 55 60 

Leu Arg Ser Lys Pro Asp Arg Ala Gin His Ala Ala Thr Lys Cys 
65 70 75 

Thr Ser Pro Ser Thr Glu Leu Ser He Thr Ser Arg Gly Ala Thr 
80 85 90 

Leu Leu Val Ala Lys Thr Lys Ala Ser Pro Ala Gly Lys Leu Glu 
95 100 105 

Ala Arg Ala Ala Leu Asn Gin Ala Leu Glu Met Lys Arg Gin Gly 
110 115 120 

Lys Arg Glu Lys Ala Gin Lys Leu Phe Met His Ala Leu Lys Met 
125 130 135 

Asp Pro Asp Phe Val Asp Ala Leu Thr Glu Phe Gly He Phe Ser 
140 145 150 

Glu Glu Asp Lys Asp He He Gin Ala Asp Tyr Leu Tyr Thr Arg 
155 160 165 

Ala Leu Thr He Ser Pro Tyr His Glu Lys Ala Leu Val Asn Arg 
170 175 180 

Asp Arg Thr Leu Pro Leu Val Glu Glu He Asp Gin Arg Tyr Phe 
185 190 195 

Ser He He Asp Ser Lys Val Lys Lys Val Met Ser He Pro Lys 
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200 205 210 

Gly Asn Ser Ala Leu Arg Arg Val Met Glu Glu Thr Tyr Tyr His 
215 220 225 

His He Tyr His Thr Val Ala He Glu Gly Asn Thr Leu Thr Leu 
230 235 240 

Ser Glu He Arg His He Leu Glu Thr Arg Tyr Ala Val Pro Gly 
245 250 255 

Lys Ser Leu Glu Glu Gin Asn Glu Val He Gly Met His Ala Ala 
260 265 270 

Met Lys Tyr He Asn Thr Thr Leu Val Ser Arg He Gly Ser Val 
275 280 285 

Thr He Ser Asp Val Leu Glu He His Arg Arg Val Leu Gly Tyr 
290 295 300 

Val Asp Pro Val Glu Ala Gly Arg Phe Arg Thr Thr Gin Val Leu 
305 310 315 

Val Gly His His He Pro Pro His Pro Gin Asp Val Glu Lys Gin 
320 325 330 

Met Gin Glu Phe Val Gin Trp Leu Asn Ser Glu Glu Ala Met Asn 
335 340 345 

Leu His Pro Val Glu Phe Ala Ala Leu Ala His Tyr Lys Leu Val 
350 355 360 

Tyr He His Pro Phe He Asp Gly Asn Gly Arg Thr Ser Arg Leu 
365 370 375 

Leu Met Asn Leu He Leu Met Gin Ala Gly Tyr Pro Pro He Thr 
380 385 390 

He Arg Lys Glu Gin Arg Ser Asp Tyr Tyr His Val Leu Glu Ala 
3 95 40 0 4 05 

Ala Asn Glu Gly Asp Val Arg Pro Phe He Arg Phe He Ala Lys 
410 415 420 

Cys Thr Glu Thr Thr Leu Asp Thr Leu Leu Phe Ala Thr Thr Glu 
425 " 430 435 

Tyr Ser Val Ala Leu Pro Glu Ala Gin Pro Asn His Ser Gly Phe 
440 445 450 

Lys Glu Thr Leu Pro Val Lys Pro 
455 

<210> 547 

<211> 1863 

<212> DNA 

<213> Homo Sapien 
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<400> 547 



cctctgtctg 


tgctcccatc 


ccagggagta 




O L-^octy ay <wv_ 


so 


catggacagg 


gcatgctggg 


gctgggccag 


/™1 /-"t Tl /T 4— 

ccccagcggu 


^r-f-^-f-^-i-f- -a -a rr<T 

ytc L-dciy y 


i on 


cacccctggg 


-3 +— ^1 r~i r"i \ — /*y 

dCCCCCdLUy 


dye tyytttd 


f — * i — -|— panarsn 

^ L- U- v.- Ciy CtV_,CL^-j 


r* r 1 r3 cro ci c c c a. 


150 


cccct ctggc 


cccc uuagug 


4— /o/-iarfP'l" /-i/-~ff— 
UCCdyL LLy L. 


yytttt u. cyy 




200 


agacgccaag 


atggagattc 


ccauygyydt 


ttdyyyu ty t 


L- L- v — CI ClCA^-j CI 


250 


gcctcctgct 


ctcagcctca 


atcctggtcc 


4— /-* 4- — \ 4~~ /->ry*i 4~~ 

cc nggaugc l. 


/-i /-i o o /~xrr/"i i~ f* /~~* 

ccdayytitt 


^ oo 


caggcagctc 


tctacatcca 


gaagattcca 


gagcagcctc 


daadyadCCd 


OCA 

o O \J 


ggaccttctc 


ctgtcagtcc 


agggtgtccc 


agacaccttc 


caggac u tea 


Ann 


actggtacct 


gggggaggag 


aegtaeggag 


gcacgaggct 


atttacctac 


•4: 3 U 


atccctggga 


tacaacggcc 


tcagagggat 


ggcagtgcca 


tgggacagcg 




agacatcgtg 


ggcttcccca 


atggttccat 


gctgctgcgc 


cgcgcccagc 


c; c; n 


ctacagacag 


tggcacctac 


caagtageca 


ttaccatcaa ctctgaatgg 


£r n n 
buu 


actatgaagg 


ccaagactga 


ggtccaggta 


gctgaaaaga 


ataaggagct 




gcccagtaca 


cacctgccca 


ccaacgctgg 


gatcctggcg 


gccaccatca 


■7 n n 


ttggatctct 


tgctgccggg 


gcccttctca 


teagctgeat 


tgcctatctc 


/ DU 


ctggtgacaa 


ggaactggag 


gggecagage 


cacagactgc 


ctgctccgag 


ft 00 

O \J u 


gggccaggga 


tctctgtcca 


tcttgtgctc 


ggctgtatcc 


ccagtgcctt 


ft so 


cagtgacgcc 


cagcacatgg 


atggcgacca 


cagagaagee 


agaattgggc 




cctgctcatg 


atgctggtga 


caacaacatc 


tatgaagtga 


tgccctctcc 


you 


agtcctcctg 


gtgtccccca 


tcagtgacac 


aaggtccata aacccagccc 


i nnn 


ggcccctgcc 


cacaccccca 


cacctgcagg 


eggagecaga 


gaaccaccag 


1 n c; 0 


taccagcagg 


acctgctaaa 


ccccgaccct 


gccccctact 


gccagctggt 


i i on 


gccaacttcc 


tgatgggtcc 


tgggecagge 


cagecaggga 


gaagacaagg 


1 1 RO 


ccccagccct 


cctctgggag 


cctcacacct 


gagaccagca 


ggacaaggee 


i o n n 


attgggggct 


gtggggccga 


tgaggtggac 


teagecaaag 


actcagcagc 


1Z jU 


acatggggca 


ggtgtcctgg 


cagggggaca 


ggagactgta 


acaggcccag 


1300 


gtccttgtgc 


agcccctgaa 


tgcacgcccg 


ccttcggtct 


gttccttcaa 


1350 


gcaagctggc 


ctgggccatg 


tgcctgtgaa 


aggcaggctc 


tggccccttt 


1400 


ccatgccaaa 


gtcccccaag 


atctggatat 


ctggggacaa 


gatggtggcc 


1450 
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tcaggcctgc ctcccaggca gttggctggg ctcccaactg tctgtcctca 1500 

atgccctacc ccaactccac tagtgaccct cagagtcttc tccccttagg 1550 

acaaggcaga caccccacca tgcgggcctc aggtggcaga gaggcccagc 1600 

ctcacaggcc tgtggcccca cacaccagtc ccagcaaggt gaccacggct 1650 

gctggacccc ttccctgttc aggcaggccc agcccctctc agaacctgct 1700 

gccagctgct ggtcttggcc cccaccctga atcttactga gtccctctgg 1750 

gcagcagctc ccttctccac cccaccccag cacccgtccc aaatgtggcc 1800 

tcagcttgtc ctccccttcc ccaaactatg cattcattca gcaataaatg 1850 

agcctttgct gca 1863 

<210> 548 

<211> 300 

<212> PRT 

<213> Homo Sapien 

<400> 548 

Met Glu He Pro Met Gly Thr Gin Gly Cys Phe Ser Lys Ser Leu 
15 10 15 

Leu Leu Ser Ala Ser He Leu Val Leu Trp Met Leu Gin Gly Ser 
20 25 30 

Gin Ala Ala Leu Tyr He Gin Lys He Pro Glu Gin Pro Gin Lys 
35 40 45 

Asn Gin Asp Leu Leu Leu Ser Val Gin Gly Val Pro Asp Thr Phe 
50 55 60 

Gin Asp Phe Asn Trp Tyr Leu Gly Glu Glu Thr Tyr Gly Gly Thr 
65 70 75 

Arg Leu Phe Thr Tyr He Pro Gly He Gin Arg Pro Gin Arg Asp 
80 85 90 

Gly Ser Ala Met Gly Gin Arg Asp He Val Gly Phe Pro Asn Gly 
95 100 105 

Ser Met Leu Leu Arg Arg Ala Gin Pro Thr Asp Ser Gly Thr Tyr 
110 115 120 

Gin Val Ala He Thr He Asn Ser Glu Trp Thr Met Lys Ala Lys 
125 130 135 

Thr Glu Val Gin Val Ala Glu Lys Asn Lys Glu Leu Pro Ser Thr 
140 145 150 

His Leu Pro Thr Asn Ala Gly He Leu Ala Ala Thr He He Gly 
155 160 165 

Ser Leu Ala Ala Gly Ala Leu Leu He Ser Cys He Ala Tyr Leu 
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170 

Leu Val Thr Arg Asn 
185 

Pro Arg Gly Gin Gly 
200 

Pro Val Pro Ser Val 
215 

Lys Pro Glu Leu Gly 
230 

Tyr Glu Val Met Pro 
245 

Asp Thr Arg Ser lie 
260 

His Leu Gin Ala Glu 
275 

Leu Asn Pro Asp Pro 
290 

:210> 549 

:211> 2213 

:212> DNA 

:213> Homo Sapien 

;400> 549 



gccactcaca 


ccatctgcta 


atgggacagc 


tcactcttcc 


ctccaaacca 


50 


tggccttggc 


tcaagagctt 


ccttgtttct 


ggaatgttct 


ttcctccagc 


100 


tccaggtgtt 


gaaattctgc 


ctggtctggg 


tctcctgttg 


aaggacgccc 


150 


tccactggga 


aggatcctct 


tgccttcacc 


acttgtcttc 


accagcccct 


200 


gctcccctct 


tcctcttggg 


gctgttgtcg 


ttgttgatac 


tttttttttg 


250 


ttgtgtttga 


cacacatctt 


cttctcaccc 


tctaacacag 


ttctcaacca 


300 


cagcactttt 


gtccctggag 


atgttggcag 


tgtccagagg 


cgtgttgatg 


350 


gtcccactgg 


ggttgggggt 


gctgctggca 


ccagatggta gggagatgcc 


400 


aggggtgctg 


ctccacaccc 


tatgggacac 


tgcacagtac 


acctggcctg 


450 


tgtcccccac 


agcgagagct 


ggccctgggc 


aggcgtggtc 


cctgcggtgt 


500 


gtgttggttg 


ggatcctcca 


cagtgacaga 


cggtgcgctc 


tgcccacgtt 


550 


tccacacagc 


tcttttgctt 


gtggagctca 


cccctttgca 


gagagctcat 


600 


ttccctgcgg 


tctttggcct 


gcagaagtaa 


aatgaggggt 


ggtgaattac 


650 



175 180 

Trp Arg Gly Gin Ser His Arg Leu Pro Ala 
190 195 

Ser Leu Ser lie Leu Cys Ser Ala Val Ser 
205 210 

Thr Pro Ser Thr Trp Met Ala Thr Thr Glu 
220 225 

Pro Ala His Asp Ala Gly Asp Asn Asn lie 
235 240 

Ser Pro Val Leu Leu Val Ser Pro lie Ser 
250 255 

Asn Pro Ala Arg Pro Leu Pro Thr Pro Pro 
265 270 

Pro Glu Asn His Gin Tyr Gin Gin Asp Leu 
280 285 

Ala Pro Tyr Cys Gin Leu Val Pro Thr Ser 
295 300 
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acccctgctg gttacacatg gaaaactcag gagtgagaat tttgtggaga 700 
gcaagagagg tgagactggg gtgctggctg ccagccaggc ggtccctcag 750 
cccctggaga agcggggtgg ggcctgcaca ccgagtcctt ccagtgagtc 800 
cagtgatgct ctctcctctt cctcccagtc acctttctct ccagtgccac 850 
tactgcgctt tcgatgcaga ataattcagt atttggcgac ttgaagtcgg 900 
acgagatgga gctgctctac tcagcctacg gagatgagac aggcgtgcag 950 
tgtgcgctga gcctgcagga gtttgtgaag gatgctggga gctacagcaa 1000 
gaaagtggtg gacgacctcc tggaccagat cacaggcgga gaccactcta 1050 
ggacgctctt ccagctgaag cagagaagaa atgttcccat gaagcctcca 1100 
gatgaagcca aggttgggga caccctagga gacagcagca gctctgttct 1150 
ggagttcatg tcgatgaagt cctatcccga cgtttctgtg gatatctcca 12 00 
tgctcagctc tctggggaag gtgaagaagg agctggaccc tgacgacagc 1250 
catttgaact tggatgagac gacgaagctc ctgcaggacc tgcacgaagc 1300 
acaggcggag cgcggcggct ctcggccgtc gtccaacctc agctccctgt 1350 
ccaacgcctc cgagagggac cagcaccacc tgggaagccc ttctcgcctg 1400 
agtgtcgggg agcagccaga cgtcacccac gacccctatg agtttcttca 1450 
gtctccagag cctgcggcct ctgccaagac ctaactctag accaccttca 150 0 
gctcttttat tttatttttt tagttttatt ttgcacgtgt agagtttttg 1550 
tcatcagaca aggactttga tcctgtcccc tttggcatgc gggaagcagc 1600 
cgcggggagg taatgaattg tctgtggtat catgtcagca gagtctccaa 1650 
gccccacgaa ccctgaggag tggagtcata cgcgaaggcc atatggccat 1700 
cgtgtcagca gagagagtct ctgtacacag ccccgtgaac cctgaggagt 1750 
ggagtcatac acgaagggcg tgtggccatc gtgtcagcag agagagtctc 1800 
tgtacacagc cccgtgaacc ctgaggagtg gagtcatacg cgaagggtgt 1850 
gtggccaggc tgcagagctg cgtgccgttt gtgtccgagc atcacgtgtg 1900 
gctccagccc ttgtttctgc cagtgtagac acctctgtct gccccactgt 1950 
cctggggtcg ctcttgggag gcacaggcat gggtgtgtct ggcctcattc 2000 
tgtatcagtc cagtgtgttc ctgtcatagt ttgtgtctcc caggcaggcc 2050 
atggtagggg cctcgcaggg gccattgggg agcacagggc caggctgggg 2100 
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tgaggagagc tcccctgttt tctgtttaat tgatgagcct gggaaaggag 2150 

tgtgttctgc ctgcccgtta cagtggagcg ttccgtgtcc ataaaacgtt 22 00 

ttctaactgg gaa 2213 

<210> 550 
<211> 104 
<212> PRT 
<213> Homo Sapien 

<400> 550 
Met Leu Ala Val Ser Arg Gly Val Leu 
1 5 

Gly Val Leu Leu Ala Pro Asp Gly Arg 
20 

Leu His Thr Leu Trp Asp Thr Ala Gin 
35 

Pro Thr Ala Arg Ala Gly Pro Gly Gin 
50 

Val Leu Val Gly He Leu His Ser Asp 
65 

Thr Phe Pro His Ser Ser Phe Ala Cys 
80 

Glu Ser Ser Phe Pro Cys Gly Leu Trp 
95 

<210> 551 
<211> 3141 
<212> DNA 
<213> Homo Sapien 

<400> 551 



cgcccttagc 


atgggtttct 


gccgcagcgc 


cctgcacccg 


ctgtctctcc 


50 


tggtgcaggc 


catcatgctg 


gccatgaccc 


tggccctggg 


taccttgcct 


100 


gccttcctac 


cctgtgagct 


ccagccccac 


ggcctggtga 


actgcaactg 


150 


gctgttcctg 


aagtctgtgc 


cccacttctc 


catggcagca 


ccccgtggca 


200 


atgtcaccag 


cctttccttg 


tcctccaacc 


gcatccacca 


cctccatgat 


250 


tctgactttg 


cccacctgcc 


cagcctgcgg 


catctcaacc 


tcaagtggaa 


300 


ctgcccgccg 


gttggcctca gccccatgca 


cttcccctgc 


cacatgacca 


350 


tcgagcccag 


caccttcttg gctgtgccca 


ccctggaaga gctaaacctg 


400 


agctacaaca 


acatcatgac 


tgtgcctgcg 


ctgcccaaat 


ccctcatatc 


450 


cctgtccctc 


agccatacca 


acatcctgat 


gctagactct 


gccagcctcg 


500 



832 



Met Val 
10 



Pro Leu Gly Leu 
15 



Glu Met 
25 



Pro Gly Val Leu 
30 



Tyr Thr 

40 



Trp Pro Val Ser 
45 



Ala Trp 
55 



Ser Leu Arg Cys 
60 



Arg Arg 
70 



Cys Ala Leu Pro 
75 



Gly Ala 

85 



His Pro Phe Ala 
90 



Pro Ala 
100 



Glu Val Lys 



ccggcctgca tgccctgcgc ttcctattca tggacggcaa ctgttattac 550 
aagaacccct gcaggcaggc actggaggtg gccccgggtg ccctccttgg 600 
cctgggcagc ctcacccacc tgtcactcaa gtacaacaac ctcactgtgg 650 
tgccccgcaa cctgccttcc agcctggagt atctgctgtt gtcctacaac 70 0 
cgcatcgtca aactggcgcc tgaggacctg gccaatctga ccgccctgcg 750 
tgtgctcgat gtgggcggaa attgccgccg ctgcgaccac gctcccaacc 800 
cctgcatgga gtgccctcgt cacttccccc agctacatcc cgataccttc 850 
agccacctga gccgtcttga aggcctggtg ttgaaggaca gttctctctc 900 
ctggctgaat gccagttggt tccgtgggct gggaaacctc cgagtgctgg 950 
acctgagtga gaacttcctc tacaaatgca tcactaaaac caaggccctc 1000 
cagggcctaa cacagctgcg caagcttaac ctgtccttca attaccaaaa 1050 
gagggtgtcc tttgcccacc tgtctctggc cccttccttc gggagcctgg 1100 
tcgccctgaa ggagctggac atgcacggca tcttcttccg ctcactcgat 1150 
gagaccacgc tccggccact ggcccgcctg cccatgctcc agactctgcg 1200 
tctgcagatg aacttcatca accaggccca gctcggcatc ttcagggcct 1250 
tccctggcct gcgctacgtg gacctgtcgg acaaccgcat cagcggagct 13 00 
tcggagctga cagccaccat gggggaggca gatggagggg agaaggtctg 1350 
gctgcagcct ggggaccttg ctccggcccc agtggacact cccagctctg 1400 
aagacttcag gcccaactgc agcaccctca acttcacctt ggatctgtca 1450 
cggaacaacc tggtgaccgt gcagccggag atgtttgccc agctctcgca 1500 
cctgcagtgc ctgcgcctga gccacaactg catctcgcag gcagtcaatg 1550 
gctcccagtt cctgccgctg accggtctgc aggtgctaga cctgtcccac 1600 
aataagctgg acctctacca cgagcactca ttcacggagc taccacgact 1650 
ggaggccctg gacctcagct acaacagcca gccctttggc atgcagggcg 170 0 
tgggccacaa cttcagcttc gtggctcacc tgcgcaccct gcgccacctc 1750 
agcctggccc acaacaacat ccacagccaa gtgtcccagc agctctgcag 1800 
tacgtcgctg cgggccctgg acttcagcgg caatgcactg ggccatatgt 1850 
gggccgaggg agacctctat ctgcacttct tccaaggcct gagcggtttg 1900 
atctggctgg acttgtccca gaaccgcctg cacaccctcc tgccccaaac 1950 
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cctgcgcaac ctccccaaga gcctacaggt gctgcgtctc cgtgacaatt 2000 

acctggcctt ctttaagtgg tggagcctcc acttcctgcc caaactggaa 2050 

gtcctcgacc tggcaggaaa ccagctgaag gccctgacca atggcagcct 2100 

gcctgctggc acccggctcc ggaggctgga tgtcagctgc aacagcatca 2150 

gcttcgtggc ccccggcttc ttttccaagg ccaaggagct gcgagagctc 2200 

aaccttagcg ccaacgccct caagacagtg gaccactcct ggtttgggcc 2250 

cctggcgagt gccctgcaaa tactagatgt aagcgccaac cctctgcact 23 00 

gcgcctgtgg ggcggccttt atggacttcc tgctggaggt gcaggctgcc 2350 

gtgcccggtc tgcccagccg ggtgaagtgt ggcagtccgg gccagctcca 24 00 

gggcctcagc atctttgcac aggacctgcg cctctgcctg gatgaggccc 2450 

tctcctggga ctgtttcgcc ctctcgctgc tggctgtggc tctgggcctg 2500 

ggtgtgccca tgctgcatca cctctgtggc tgggacctct ggtactgctt 2 55 0 

ccacctgtgc ctggcctggc ttccctggcg ggggcggcaa agtgggcgag 2600 

atgaggatgc cctgccctac gatgccttcg tggtcttcga caaaacgcag 2650 

agcgcagtgg cagactgggt gtacaacgag cttcgggggc agctggagga 2700 

gtgccgtggg cgctgggcac tccgcctgtg cctggaggaa cgcgactggc 2750 

tgcctggcaa aaccctcttt gagaacctgt gggcctcggt ctatggcagc 2 800 

cgcaagacgc tgtttgtgct ggcccacacg gaccgggtca gtggtctctt 2850 

gcgcgccagc ttcctgctgg cccagcagcg cctgctggag gaccgcaagg 2 900 

acgtcgtggt gctggtgatc ctgagccctg acggccgccg ctcccgctac 2950 

gtgcggctgc gccagcgcct ctgccgccag agtgtcctcc tctggcccca 3000 

ccagcccagt ggtcagcgca gcttctgggc ccagctgggc atggccctga 3050 

ccagggacaa ccaccacttc tataaccgga acttctgcca gggacccacg 3100 

gccgaatagc cgtgagccgg aatcctgcac ggtgccacct c 3141 

<210> 552 

<211> 1032 

<212> PRT 

<213> Homo Sapien 

<400> 552 

Met Gly Phe Cys Arg Ser Ala Leu His Pro Leu Ser Leu Leu Val 
1 " 5 10 15 

Gin Ala lie Met Leu Ala Met Thr Leu Ala Leu Gly Thr Leu Pro 

834 



20 25 30 

Ala Phe Leu Pro Cys Glu Leu Gin Pro His Gly Leu Val Asn Cys 
35 40 45 

Asn Trp Leu Phe Leu Lys Ser Val Pro His Phe Ser Met Ala Ala 
50 55 60 

Pro Arg Gly Asn Val Thr Ser Leu Ser Leu Ser Ser Asn Arg lie 
65 70 75 

His His Leu His Asp Ser Asp Phe Ala His Leu Pro Ser Leu Arg 
80 85 90 

His Leu Asn Leu Lys Trp Asn Cys Pro Pro Val Gly Leu Ser Pro 
95 100 105 

Met His Phe Pro Cys His Met Thr He Glu Pro Ser Thr Phe Leu 
110 115 120 

Ala Val Pro Thr Leu Glu Glu Leu Asn Leu Ser Tyr Asn Asn He 
125 130 135 

Met Thr Val Pro Ala Leu Pro Lys Ser Leu He Ser Leu Ser Leu 
140 145 150 

Ser His Thr Asn He Leu Met Leu Asp Ser Ala Ser Leu Ala Gly 
155 160 165 

Leu His Ala Leu Arg Phe Leu Phe Met Asp Gly Asn Cys Tyr Tyr 
170 175 180 

Lys Asn Pro Cys Arg Gin Ala Leu Glu Val Ala Pro Gly Ala Leu 
185 190 195 

Leu Gly Leu Gly Ser Leu Thr His Leu Ser Leu Lys Tyr Asn Asn 
200 205 210 

Leu Thr Val Val Pro Arg Asn Leu Pro Ser Ser Leu Glu Tyr Leu 
215 220 225 

Leu Leu Ser Tyr Asn Arg He Val Lys Leu Ala Pro Glu Asp Leu 
230 235 240 

Ala Asn Leu Thr Ala Leu Arg Val Leu Asp Val Gly Gly Asn Cys 
245 250 255 

Arg Arg Cys Asp His Ala Pro Asn Pro Cys Met Glu Cys Pro Arg 
260 265 270 

His Phe Pro Gin Leu His Pro Asp Thr Phe Ser His Leu Ser Arg 
275 280 285 

Leu Glu Gly Leu Val Leu Lys Asp Ser Ser Leu Ser Trp Leu Asn 
290 295 300 

Ala Ser Trp Phe Arg Gly Leu Gly Asn Leu Arg Val Leu Asp Leu 
305 310 315 
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Ser Glu Asn Phe Leu Tyr Lys Cys He Thr Lys Thr Lys Ala Leu 
320 325 330 

Gin Gly Leu Thr Gin Leu Arg Lys Leu Asn Leu Ser Phe Asn Tyr 
335 340 345 

Gin Lys Arg Val Ser Phe Ala His Leu Ser Leu Ala Pro Ser Phe 
350 355 360 

Gly Ser Leu Val Ala Leu Lys Glu Leu Asp Met His Gly He Phe 
365 370 375 

Phe Arg Ser Leu Asp Glu Thr Thr Leu Arg Pro Leu Ala Arg Leu 
380 385 390 

Pro Met Leu Gin Thr Leu Arg Leu Gin Met Asn Phe He Asn Gin 
395 400 405 

Ala Gin Leu Gly He Phe Arg Ala Phe Pro Gly Leu Arg Tyr Val 
410 415 420 

Asp Leu Ser Asp Asn Arg He Ser Gly Ala Ser Glu Leu Thr Ala 
42 5 43 0 43 5 

Thr Met Gly Glu Ala Asp Gly Gly Glu Lys Val Trp Leu Gin Pro 
440 445 450 

Gly Asp Leu Ala Pro Ala Pro Val Asp Thr Pro Ser Ser Glu Asp 
455 460 465 

Phe Arg Pro Asn Cys Ser Thr Leu Asn Phe Thr Leu Asp Leu Ser 
470 475 480 

Arg Asn Asn Leu Val Thr Val Gin Pro Glu Met Phe Ala Gin Leu 
485 490 495 

Ser His Leu Gin Cys Leu Arg Leu Ser His Asn Cys He Ser Gin 
500 505 510 

Ala Val Asn Gly Ser Gin Phe Leu Pro Leu Thr Gly Leu Gin Val 
515 520 525 

Leu Asp Leu Ser His Asn Lys Leu Asp Leu Tyr His Glu His Ser 
530 535 540 

Phe Thr Glu Leu Pro Arg Leu Glu Ala Leu Asp Leu Ser Tyr Asn 
545 550 555 

Ser Gin Pro Phe Gly Met Gin Gly Val Gly His Asn Phe Ser Phe 
560 565 570 

Val Ala His Leu Arg Thr Leu Arg His Leu Ser Leu Ala His Asn 
575 580 585 

Asn He His Ser Gin Val Ser Gin Gin Leu Cys Ser Thr Ser Leu 
590 595 600 

Arg Ala Leu Asp Phe Ser Gly Asn Ala Leu Gly His Met Trp Ala 
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605 610 615 

Glu Gly Asp Leu Tyr Leu His Phe Phe Gin Gly Leu Ser Gly Leu 
620 625 630 

lie Trp Leu Asp Leu Ser Gin Asn Arg Leu His Thr Leu Leu Pro 
635 640 645 

Gin Thr Leu Arg Asn Leu Pro Lys Ser Leu Gin Val Leu Arg Leu 
650 655 660 

Arg Asp Asn Tyr Leu Ala Phe Phe Lys Trp Trp Ser Leu His Phe 
665 670 675 

Leu Pro Lys Leu Glu Val Leu Asp Leu Ala Gly Asn Gin Leu Lys 
680 685 690 

Ala Leu Thr Asn Gly Ser Leu Pro Ala Gly Thr Arg Leu Arg Arg 
695 700 705 

Leu Asp Val Ser Cys Asn Ser lie Ser Phe Val Ala Pro Gly Phe 
710 715 720 

Phe Ser Lys Ala Lys Glu Leu Arg Glu Leu Asn Leu Ser Ala Asn 
725 730 735 

Ala Leu Lys Thr Val Asp His Ser Trp Phe Gly Pro Leu Ala Ser 
740 745 75 0 

Ala Leu Gin lie Leu Asp Val Ser Ala Asn Pro Leu His Cys Ala 
755 760 765 

Cys Gly Ala Ala Phe Met Asp Phe Leu Leu Glu Val Gin Ala Ala 
770 775 780 

Val Pro Gly Leu Pro Ser Arg Val Lys Cys Gly Ser Pro Gly Gin 
785 790 795 

Leu Gin Gly Leu Ser He Phe Ala Gin Asp Leu Arg Leu Cys Leu 
800 805 810 

Asp Glu Ala Leu Ser Trp Asp Cys Phe Ala Leu Ser Leu Leu Ala 
815 820 825 

Val Ala Leu Gly Leu Gly Val Pro Met Leu His His Leu Cys Gly 
830 835 840 

Trp Asp Leu Trp Tyr Cys Phe His Leu Cys Leu Ala Trp Leu Pro 
845 850 855 

Trp Arg Gly Arg Gin Ser Gly Arg Asp Glu Asp Ala Leu Pro Tyr 
860 865 870 

Asp Ala Phe Val Val Phe Asp Lys Thr Gin Ser Ala Val Ala Asp 
875 880 885 

Trp Val Tyr Asn Glu Leu Arg Gly Gin Leu Glu Glu Cys Arg Gly 
890 895 900 
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Arg Trp Ala Leu Arg Leu Cys Leu Glu Glu Arg Asp Trp Leu Pro 

905 910 915 

Gly Lys Thr Leu Phe Glu Asn Leu Trp Ala Ser Val Tyr Gly Ser 

920 925 93 0 

Arg Lys Thr Leu Phe Val Leu Ala His Thr Asp Arg Val Ser Gly 

935 940 945 

Leu Leu Arg Ala Ser Phe Leu Leu Ala Gin Gin Arg Leu Leu Glu 

950 955 960 

Asp Arg Lys Asp Val Val Val Leu Val He Leu Ser Pro Asp Gly 

965 * 970 975 

Arg Arg Ser Arg Tyr Val Arg Leu Arg Gin Arg Leu Cys Arg Gin 

980 985 - 990 

Ser Val Leu Leu Trp Pro His Gin Pro Ser Gly Gin Arg Ser Phe 

995 1000 1005 

Trp Ala Gin Leu Gly Met Ala Leu Thr Arg Asp Asn His His Phe 

1010 1015 1020 

Tyr Asn Arg Asn Phe Cys Gin Gly Pro Thr Ala Glu 

1025 1030 

<210> 553 

<211> 1234 

<212> DNA 

<213> Homo Sapien 

<400> 553 



ggcgtgggac 


gtgctgcggc 


gtcctagctg 


gcttacaggg 


cggcggcggg 


50 


gtgtgtgtcc 


tctgttaaga 


gtgctactcg 


cccggggttg 


atctgtgcat 


100 


gccactcctg 


ggtcagacgg 


tgaggtcggc 


gtctgcgagg 


acgcggcggt 


150 


ggagtagaag 


ggcagccgga 


gacaggcccg 


gcgccccttc 


cgaggctaga 


200 


cggccccagc 


ttcgcgggga 


tcatggcatt 


gctggtggac 


cgagtgcggg 


250 


gccactggcg 


aatcgccgcc 


gggctcctgt 


tcaacctgct 


ggtgtccatc 


300 


tgcattgtgt 


tcctcaacaa 


atggatttat 


gtgtaccacg 


gcttccccaa 


350 


catgagcctg 


accctggtgc 


acttcgtggt 


cacctggctg 


ggcttgtata 


400 


tctgccagaa 


gctggacatc 


tttgccccca 


aaagtctgcc 


gccctccagg 


450 


ctcctcctcc 


tggccctcag 


cttctgtggc 


tttgtggtct 


tcactaacct 


500 


ttctctgcag 


aacaacacca 


taggcaccta 


tcagctggcc 


aaggccatga 


550 


ccacgccggt 


gatcatagcc 


atccagacct 


tctgctacca gaaaaccttc 


600 


tccaccagaa 


tccagctcac 


gctgattcct 


ataactttag 


gtgtaatcct 


650 
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aaattcttat 


tacgatgtga 


agtttaattt 


ccttggaatg gtgtttgctg 


700 


ctcttggtgt 


tttagttaca 


tccctttatc 


aagtgtgggt aggagccaaa 


750 


cagcatgaat 


tacaagtgaa 


ctcaatgcag 


ctgctgtact accaggctcc 


800 


gatgtcatct 


gccatgttgc 


tggttgctgt 


gcccttcttt gagccagtgt 


850 


ttggagaagg 


aggaatattt 


ggtccctggt 


cagtttctgc tttgcttatg 


900 


gtgctgctat 


ctggagtaat 


agctttcatg 


gtgaacttat caatttattg 


950 


gatcattggg 


aacacttcac 


ctgtcaccta 


taacatgttc ggacacttca 


1000 


agttctgcat 


tactttattc 


ggaggatatg 


ttttatttaa ggatccactg 


1050 


tccattaatc 


aggcccttgg 


cattttatgt 


acattatttg gcattctcgc 


1100 


ctatacccac 


tttaagctca 


gtgaacagga 


aggaagtagg agtaaactgg 


1150 


cacaacgtcc 


ttaattgggt 


ttttgtggag 


aaaagaatgt tgtcccaaga 


1200 


agataaaaaa 


tattgttaag 


tgtgcaagtt 


atta 1234 





<210> 554 
<211> 313 
<212> PRT 
<213> Homo Sapien 

<400> 554 

Met Ala Leu Leu Val Asp Arg Val Arg Gly His Trp Arg lie Ala 
15 10 15 

Ala Gly Leu Leu Phe Asn Leu Leu Val Ser He Cys He Val Phe 
20 25 30 

Leu Asn Lys Trp He Tyr Val Tyr His Gly Phe Pro Asn Met Ser 
35 ~ 40 45 

Leu Thr Leu Val His Phe Val Val Thr Trp Leu Gly Leu Tyr He 
50 55 60 

Cys Gin Lys Leu Asp He Phe Ala Pro Lys Ser Leu Pro Pro Ser 
65 70 75 

Arg Leu Leu Leu Leu Ala Leu Ser Phe Cys Gly Phe Val Val Phe 
80 85 90 

Thr Asn Leu Ser Leu Gin Asn Asn Thr He Gly Thr Tyr Gin Leu 
95 100 105 

Ala Lys Ala Met Thr Thr Pro Val He He Ala He Gin Thr Phe 
110 115 120 

Cys Tyr Gin Lys Thr Phe Ser Thr Arg He Gin Leu Thr Leu He 
125 13 0 13 5 

Pro He Thr Leu Gly Val He Leu Asn Ser Tyr Tyr Asp Val Lys 
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140 145 150 

Phe Asn Phe Leu Gly Met Val Phe Ala Ala Leu Gly Val Leu Val 
155 160 165 

Thr Ser Leu Tyr Gin Val Trp Val Gly Ala Lys Gin His Glu Leu 
170 175 180 

Gin Val Asn Ser Met Gin Leu Leu Tyr Tyr Gin Ala Pro Met Ser 
185 190 195 

Ser Ala Met Leu Leu Val Ala Val Pro Phe Phe Glu Pro Val Phe 
200 205 210 

Gly Glu Gly Gly lie Phe Gly Pro Trp Ser Val Ser Ala Leu Leu 
215 220 225 

Met Val Leu Leu Ser Gly Val He Ala Phe Met Val Asn Leu Ser 
230 235 240 

He Tyr Trp He He Gly Asn Thr Ser Pro Val Thr Tyr Asn Met 
245 250 255 

Phe Gly His Phe Lys Phe Cys He Thr Leu Phe Gly Gly Tyr Val 
260 265 270 

Leu Phe Lys Asp Pro Leu Ser He Asn Gin Ala Leu Gly He Leu 
275 280 285 

Cys Thr Leu Phe Gly He Leu Ala Tyr Thr His Phe Lys Leu Ser 
290 295 300 

Glu Gin Glu Gly Ser Arg Ser Lys Leu Ala Gin Arg Pro 
305 310 

<210> 555 

<211> 1773 

<212> DNA 

<213> Homo Sapien 

<400> 555 

gttaggcaga gccaaggtgg ttgcagacct ggaatcagaa cagcttttag 50 
accaacctga aagcaggaat gtaagcactg ttcacagaga ttttcgtctt 10 0 
tggcttattg tgcctgcaga gtctagtgct tctttgccag ctgtgctgac 150 
tcagcactcc atgcctgttt tctggaacca gtccctggag ctgggccatg 200 
ttttgattga cagtgtggag ctagcccagc aagtactcta catgcaaccc 250 
cccacccagg cactacctct gctcctcctc catggcctcc tgctacaccg 300 
gcagctctat ggaacaaggc tgcaggcaca cagggggcgc tggagtcaag 350 
tgactctaac ccaggttctt cagacccaag accagctgtg ggcaagtctt 400 
agcaatcccc gtgctgccat gcaagagctg gctgcttcag ttttctacgg 450 
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gggtcctctg ggggacactg aggacaggga ggccctgatt agcctcacac 500 
aagcctgcct gagccccagt agtgggagct gggtccagcc acacacacct 550 
cagtctttgc tggccacgct catgcccctc ccagctaagg gagctggatg 600 
caatggcaga gtgcaaggcc cagatgcacc tactgccctc accacctgaa 650 
ccccggctct gcggactgag tgagggcccc caagcctggc tgttgcgacg 70 0 
ccagagtcgc gctctcttga gtgcgctgca gcggagttca cccgtgtggg 750 
ttcctgagtc tcgaagaggc gcccagcttg cggaaaggcg actgcggcaa 800 
cgcctagtgc aagtcaaccg gaggctggag tcactgcagg atctgctgac 850 
ccacgtgatt cgccaagacg agtccgacgc cccgtggtca gtgctggggc 90 0 
caaatgcacg gcggcctctg gagggcgtct tagagaccga ggctctagaa 950 
ctgagccagt tggtgggcac gctacaacgc gaccttgatt gcctgttgca 1000 
gcagctgaag ggcgcacccc cgtgcccctc ccgccgctgt gctgcggtgg 1050 
C3 cccacgctct ctggactggc cgcctaccct tgccttggcg acctcatgcg 1100 
||! ccggccggtc cgcagccgcc ctggcactgg ctgcgacagt tgtcgcgccg 1150 
|P! tgggcaactg ttggttcgtt acttgggcgt gggcgcggac gcgagcagtg 12 00 
W atgtaccaga gcgcgtcttc cacctgtcag cctttcgcca cccgcgccgc 1250 
ib. ctgctgctgg cattgcgtgg ggaagctgcc ctggaccaga atgtgcccag 1300 

y/ ctcgaatttc cctggtagcc gaggctcggt ctccagtcag ctccagtata 1350 
aacgtctgga gatgaacagc aaccctctgc acttcagggt ggagaatggt 140 0 

y i 

Q ccaaatccca cggttccaga gagagggctg ctgctgatcg ggctacaggt 1450 

i?1 j 

cctacatgcg gagtgggacc caatagctgg agccttgcag gacagtcctt 1500 

ccagccaacc cagccctctg cctcccgtca gcatcagcac acaggccccg 1550 

ggcaccagtg acctgccagc cccagccgac ctgactgtgt actcgtgtcc 16 00 

tgtgtacatg ggagggcccc ttggcaccgc taagctgcag agcaggaaca 1650 

tcgtgatgca tctgccttta cccaccaagc tcacccccaa cacctgtgtc 1700 

caaaggaggg tccatgtgtg cagcccaccc ctgtcttgag cccgtctacc 1750 

aaaataaagt tgtagtgatt cca 1773 

<210> 556 
<211> 162 
<212> PRT 
<213> Homo Sapien 
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400> 556 

Met Pro Val Phe Trp Asn Gin Ser Leu Glu Leu Gly His Val Leu 
15 10 15 

He Asp Ser Val Glu Leu Ala Gin Gin Val Leu Tyr Met Gin Pro 
20 25 30 

Pro Thr Gin Ala Leu Pro Leu Leu Leu Leu His Gly Leu Leu Leu 
35 40 45 

His Arg Gin Leu Tyr Gly Thr Arg Leu Gin Ala His Arg Gly Arg 
50 ~ 55 60 

Trp Ser Gin Val Thr Leu Thr Gin Val Leu Gin Thr Gin Asp Gin 
65 70 75 

Leu Trp Ala Ser Leu Ser Asn Pro Arg Ala Ala Met Gin Glu Leu 
80 85 90 

Ala Ala Ser Val Phe Tyr Gly Gly Pro Leu Gly Asp Thr Glu Asp 
95 100 105 

Arg Glu Ala Leu He Ser Leu Thr Gin Ala Cys Leu Ser Pro Ser 
110 115 120 

Ser Gly Ser Trp Val Gin Pro His Thr Pro Gin Ser Leu Leu Ala 
125 130 135 

Thr Leu Met Pro Leu Pro Ala Lys Gly Ala Gly Cys Asn Gly Arg 
140 145 150 

Val Gin Gly Pro Asp Ala Pro Thr Ala Leu Thr Thr 
155 160 

<210> 557 

<211> 1220 

<212> DNA 

<213> Homo Sapien 

<400> 557 



gaccttgagc 


cctcgaaagc 


gacatggcgg 


ttctcttaaa gctgggcgtt 


50 


ctctgcagtg 


gccaaggagc 


tcgagctctc 


ctactccgaa 


gccgggtggt 


100 


cagacccgct 


tatgtgtcag 


catttctcca 


ggaccagcct 


acccaaggac 


150 


ggtgtggtac 


ccagcacatt 


cacctgtcac 


caagccacca 


ctctggttcc 


200 


aaggctgcat 


ctctccactg 


gaccagtgag 


agggttgtca gtgttctgct 


250 


cttggggctg 


atccctgctg 


ggtacttgaa 


tccctgctct 


gtggtggact 


300 


actctctggc 


tgcagccctc 


accctgcaca 


gtcactgggg 


ccttggacaa 


350 


gtggttaccg 


actacgttca 


tggggacacc 


ctgccgaagg 


ctgccagggc 


400 


aggcctcttg 


gcactctcag 


ctttgacctt 


tgctgggctt 


tgctacttca 


450 
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Id: 



attaccacga 


tgtcggcatc 


tgcagagcgg 


ttgccatgct 


gtggaagctc 


500 


tgacctgggt 


gcagcacttt 


gattgtgtgc 


ctccttgcct 


ctgctttacc 


550 


aatgccgttc 


acctcgcagt 


gaggggggat 


gaaggataag 


cccattggtg 


600 


ggcagaatgt 


cttctaatta 


catggttatt 


ttcagaattt 


atttgttgag 


650 


gaagaggttt 


gaggagttag 


gttcgaccat 


tcgtgagtct 


gtgttccata 


700 


ctccactgag 


tgtgggcact 


agctcacagc 


ctcgcggtga 


gactgaacat 


750 


ttcatgagct 


catgttgcct 


ttgaccacca 


tttcttaagg 


agagccagct 


800 


gattgctgtc 


aggataagag 


catctcttca 


gccaggaggg aggcctgttc 


850 


cctcctgagt 


tagactttgc 


atgaagctcg 


aaagtattcc 


ctttggaacc 


900 


tcccattctt 


gttcaggtga 


caccagctct 


gttgatggct 


ctgcttctag 


950 


ggaacattta 


atcaggagat 


gctctcaatg 


actaatttgt 


ctaagtctta 


1000 


ggaaggaggt 


tgaggaaagc 


tggatttaga 


caagttcaat 


ttagggagtt 


1050 


ctccttgttt 


gtggattaaa 


atatgacaga 


ttgcaaacag 


actactcttc 


1100 


aaatgtatct 


caattgtgca 


gaagtgagct 


gtccaaaagt 


ataagactaa 


1150 


gtgataaact 


gtcttcccac 


cgtgggagtt 


gttaatgaga 


aagaaagtgt 


1200 


actctgaaaa 


aacaaggggg 


1220 









88 
m 

p <210> 558 

'f*\ <211> 159 

y t <212> PRT 

f7 <213> Homo Sapien 

HI <400> 558 

f*i Met Ala Val Leu Leu Lys Leu Gly Val Leu Cys Ser Gly Gin Gly 
*! 15 10 15 

Ala Arg Ala Leu Leu Leu Arg Ser Arg Val Val Arg Pro Ala Tyr 

20 25 3 0 

Val Ser Ala Phe Leu Gin Asp Gin Pro Thr Gin Gly Arg Cys Gly 
35 40 45 

Thr Gin His He His Leu Ser Pro Ser His His Ser Gly Ser Lys 
50 55 60 

Ala Ala Ser Leu His Trp Thr Ser Glu Arg Val Val Ser Val Leu 
65 70 75 

Leu Leu Gly Leu He Pro Ala Gly Tyr Leu Asn Pro Cys Ser Val 
80 85 90 

Val Asp Tyr Ser Leu Ala Ala Ala Leu Thr Leu His Ser His Trp 
95 100 105 
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Gly Leu Gly Gin Val Val Thr Asp Tyr Val His Gly Asp Thr Leu 
110 115 12 0 

Pro Lys Ala Ala Arg Ala Gly Leu Leu Ala Leu Ser Ala Leu Thr 
125 130 135 

Phe Ala Gly Leu Cys Tyr Phe Asn Tyr His Asp Val Gly He Cys 
140 145 150 

Arg Ala Val Ala Met Leu Trp Lys Leu 
155 

:210> 559 

:211> 2473 

:212> DNA 

:213> Homo Sapien 

;400> 559 



cccagccccg 


cgttcggctg 


ctctcgagga 


ggccggagtc 


cccggagacg 


50 


atgcgccccg 


cgcagccgcc 


tgcgcctgcg 


ggagccggct 


gcccttgaga 


100 


tggagttgct 


gcctctttgg 


ctctgcctgg 


gttttcactt 


cctgaccgtg 


150 


ggctggagga 


acagaagcgg 


aacagccaca 


gcagcctccc 


aaggagtctg 


200 


caagttggtg 


ggtggagccg 


ctgactgccg 


agggcagagc 


ctcgcttcgg 


250 


tgcccagcag 


cctcccgccc 


cacgcccgga 


tgctcaccct ggatgccaac 


300 


cctctcaaga 


ccctgtggaa 


tcactccctc 


cagccttacc 


ctctcctgga 


350 


gagcctcagc 


ctgcacagct 


gccacctgga 


gcgcatcagc 


cgcggcgcct 


400 


tccaggagca 


aggtcacctg 


cgcagcctgg 


tcctggggga 


caactgcctc 


450 


tcagagaact 


acgaagagac 


ggcagccgcc 


ctccacgccc 


tgccgggcct 


500 


gcggaggctg 


gacttgtcag 


gaaacgccct 


gacggaggac 


atggcagcgc 


550 


tcatgctcca 


gaacctctcc 


tcgctgcggt 


ccgtgtccct 


ggcggggaac 


600 


accatcatgc 


ggctggacga 


ctccgtcttc 


gagggcctgg 


agcgtctccg 


650 


ggagctggat 


ctgcagagga 


actacatctt 


cgagatcgag 


ggcggcgctt 


700 


tcgacggcct 


ggctgagctg 


aggcacctca 


acctggcctt 


caacaacctc 


750 


ccctgcatcg 


tggacttcgg 


gctcacgcgg 


ctgcgggtcc 


tcaacgtcag 


800 


ctacaacgtc 


ctggagtggt 


tcctcgcgac 


cgggggagag 


gctgccttcg 


850 


agctggagac 


gctggacctg 


tctcacaacc 


agctgctgtt 


cttcccgctg 


900 


ctgccccagt 


acagcaagtt 


gcggaccctc 


ctgctgcgcg 


acaacaacat 


950 


gggcttctac 


cgggacctgt 


acaacacctc 


gtcgccgagg 


gagatggtgg 


1000 
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cccagttcct cctcgtggac ggcaacgtga ccaacatcac caccgtcagc 1050 
ctctgggaag aattctcctc cagcgacctc gcagatctcc gcttcctgga 1100 
catgagccag aaccagttcc agtacctgcc agacggcttc ctgaggaaaa 1150 
tgccttccct ctcccacctg aacctccacc agaattgcct gatgacgctt 1200 
cacattcggg agcacgagcc ccccggagcg ctcaccgagc tggacctgag 1250 
ccacaaccag ctgtcggagc tgcacctggc tccggggctg gccagctgcc 1300 
tgggcagcct gcgcttgttc aacctgagct ccaaccagct cctgggcgtc 1350 
ccccctggcc tcttcgccaa tgctaggaac atcactacac ttgacatgag 1400 
ccacaatcag atctcacttt gtcccctgcc agctgcctcg gaccgggtgg 1450 
gcccccctag ctgtgtggat ttcaggaata tggcatcttt aaggagcctg 1500 
tctctggagg gctgtggcct gggggcattg ccagactgcc cattccaagg 1550 
gacctccctg acctacttag acctctcaag caactggggg gttctgaatg 1600 
ggagcctcgc cccactccag gatgttgccc ccatgttaca ggtcctgtct 1650 
ctcaggaaca tgggcctcca ctccagcttt atggcgttgg acttctctgg 1700 
gtttgggaat ctcagggact tagatctgtc ggggaattgc ttgaccacct 1750 
tcccaaggtt tgggggcagc ctggccctgg agaccctgga tctccgtaga 1800 
aactcgctca cagcccttcc ccagaaggct gtgtctgagc agctctcgag 1850 
aggtctgcgg accatctacc tcagtcagaa tccatatgac tgctgtgggg 1900 
tggatggctg gggggccctg cagcatgggc agacggtggc cgactgggcc 1950 
atggtcacct gcaacctctc ctccaagatc atccgcgtga cggagctgcc 2000 
cggaggtgtg cctcgggact gcaagtggga gcggctggac ctgggcctgc 2 050 
tctacctcgt gctcatcctc cccagctgcc tcaccctgct ggtggcctgc 2100 
actgtcatcg tcctcacttt taagaagcct ctgcttcagg tcatcaagag 2150 
ccgctgccac tggtcctccg tttactgacc tggctgtgtg ccaagactcg 2200 
aaattcggtc cgcacacaac aggacacttt ctctgccagc tttcaagatg 2250 
tgatgcagag gccaagtctg acgaattgaa gtttcaatta aaatttaata 2300 
tgtttccatt cctcatcgcc caccccaccc ccgcccccac caccgcccaa 2350 
gttctttttc catcattata attcatcctt attatcttgg taaaatattt 2400 
attaagtgac tttttcagaa ataaaaggca acgtgtctca taaatatttt 2450 
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ttaaaaaaaa aaaaaaaaaa aaa 2473 



;210> 560 
:211> 692 
:212> PRT 
;213> Homo Sapien 

:400> 560 

Met Glu Leu Leu Pro Leu Trp Leu Cys Leu Gly Phe His Phe Leu 
1 5 10 15 

Thr Val Gly Trp Arg Asn Arg Ser Gly Thr Ala Thr Ala Ala Ser 
20 25 30 

Gin Gly Val Cys Lys Leu Val Gly Gly Ala Ala Asp Cys Arg Gly 
35 40 45 

Gin Ser Leu Ala Ser Val Pro Ser Ser Leu Pro Pro His Ala Arg 
50 55 60 

Met Leu Thr Leu Asp Ala Asn Pro Leu Lys Thr Leu Trp Asn His 
65 70 75 

Ser Leu Gin Pro Tyr Pro Leu Leu Glu Ser Leu Ser Leu His Ser 
80 85 90 

Cys His Leu Glu Arg lie Ser Arg Gly Ala Phe Gin Glu Gin Gly 
95 100 105 

His Leu Arg Ser Leu Val Leu Gly Asp Asn Cys Leu Ser Glu Asn 
110 115 120 

Tyr Glu Glu Thr Ala Ala Ala Leu His Ala Leu Pro Gly Leu Arg 
125 13 0 13 5 

Arg Leu Asp Leu Ser Gly Asn Ala Leu Thr Glu Asp Met Ala Ala 
140 * 145 150 

Leu Met Leu Gin Asn Leu Ser Ser Leu Arg Ser Val Ser Leu Ala 
155 160 165 

Gly Asn Thr lie Met Arg Leu Asp Asp Ser Val Phe Glu Gly Leu 
170 175 180 

Glu Arg Leu Arg Glu Leu Asp Leu Gin Arg Asn Tyr He Phe Glu 
185 190 195 

He Glu Gly Gly Ala Phe Asp Gly Leu Ala Glu Leu Arg His Leu 
200 205 210 

Asn Leu Ala Phe Asn Asn Leu Pro Cys He Val Asp Phe Gly Leu 
215 220 225 

Thr Arg Leu Arg Val Leu Asn Val Ser Tyr Asn Val Leu Glu Trp 
230 235 240 

Phe Leu Ala Thr Gly Gly Glu Ala Ala Phe Glu Leu Glu Thr Leu 
245 250 255 
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Asp Leu Ser His Asn Gin Leu Leu Phe Phe Pro Leu Leu Pro Gin 

260 265 270 

Tyr Ser Lys Leu Arg Thr Leu Leu Leu Arg Asp Asn Asn Met Gly 
275 280 285 

Phe Tyr Arg Asp Leu Tyr Asn Thr Ser Ser Pro Arg Glu Met Val 
2 90 2 95 3 00 

Ala Gin Phe Leu Leu Val Asp Gly Asn Val Thr Asn He Thr Thr 
305 310 315 

Val Ser Leu Trp Glu Glu Phe Ser Ser Ser Asp Leu Ala Asp Leu 

320 325 330 

Arg Phe Leu Asp Met Ser Gin Asn Gin Phe Gin Tyr Leu Pro Asp 
335 340 345 

Gly Phe Leu Arg Lys Met Pro Ser Leu Ser His Leu Asn Leu His 
350 355 360 

Gin Asn Cys Leu Met Thr Leu His He Arg Glu His Glu Pro Pro 
365 370 375 

Gly Ala Leu Thr Glu Leu Asp Leu Ser His Asn Gin Leu Ser Glu 
380 385 390 

Leu His Leu Ala Pro Gly Leu Ala Ser Cys Leu Gly Ser Leu Arg 
395 400 405 

Leu Phe Asn Leu Ser Ser Asn Gin Leu Leu Gly Val Pro Pro Gly 
410 415 420 

Leu Phe Ala Asn Ala Arg Asn He Thr Thr Leu Asp Met Ser His 
425 430 435 

Asn Gin He Ser Leu Cys Pro Leu Pro Ala Ala Ser Asp Arg Val 
440 445 450 

Gly Pro Pro Ser Cys Val Asp Phe Arg Asn Met Ala Ser Leu Arg 
455 460 465 

Ser Leu Ser Leu Glu Gly Cys Gly Leu Gly Ala Leu Pro Asp Cys 
470 475 480 

Pro Phe Gin Gly Thr Ser Leu Thr Tyr Leu Asp Leu Ser Ser Asn 
485 490 495 

Trp Gly Val Leu Asn Gly Ser Leu Ala Pro Leu Gin Asp Val Ala 
500 505 510 

Pro Met Leu Gin Val Leu Ser Leu Arg Asn Met Gly Leu His Ser 
515 520 525 

Ser Phe Met Ala Leu Asp Phe Ser Gly Phe Gly Asn Leu Arg Asp 
530 535 540 

Leu Asp Leu Ser Gly Asn Cys Leu Thr Thr Phe Pro Arg Phe Gly 
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545 550 555 

Gly Ser Leu Ala Leu Glu Thr Leu Asp Leu Arg Arg Asn Ser Leu 
560 565 570 

Thr Ala Leu Pro Gin Lys Ala Val Ser Glu Gin Leu Ser Arg Gly 
575 580 585 

Leu Arg Thr He Tyr Leu Ser Gin Asn Pro Tyr Asp Cys Cys Gly 
590 595 600 

Val Asp Gly Trp Gly Ala Leu Gin His Gly Gin Thr Val Ala Asp 
605 610 615 

Trp Ala Met Val Thr Cys Asn Leu Ser Ser Lys He He Arg Val 
620 625 630 

Thr Glu Leu Pro Gly Gly Val Pro Arg Asp Cys Lys Trp Glu Arg 
635 640 645 

Leu Asp Leu Gly Leu Leu Tyr Leu Val Leu He Leu Pro Ser Cys 
650 655 660 

Leu Thr Leu Leu Val Ala Cys Thr Val He Val Leu Thr Phe Lys 
665 670 675 

Lys Pro Leu Leu Gin Val He Lys Ser Arg Cys His Trp Ser Ser 
680 685 690 

Val Tyr 



<210> 561 

<211> 1060 

<212> DNA 

<213> Homo Sapien 

<400> 561 

tggcctactg gaaaaaaaaa aaaaaaaaaa aaaagtcacc cgggcccgcg 50 
gtggccacaa catggctgcg gcgccggggc tgctcttctg gctgttcgtg 100 
ctgggggcgc tctggtgggt cccgggccag tcggatctca gccacggacg 150 
gcgtttctcg gacctcaaag tgtgcgggga cgaagagtgc agcatgttaa 2 00 
tgtaccgtgg gaaagctctt gaagacttca cgggccctga ttgtcgtttt 250 
gtgaatttta aaaaaggtga cgatgtatat gtctactaca aactggcagg 3 00 
gggatccctt gaactttggg ctggaagtgt tgaacacagt tttggatatt 350 
ttccaaaaga tttgatoaag gtacttcata aatacacgga agaagagcta 400 
catattccag cagatgagac agactttgtc tgctttgaag gaggaagaga 450 
tgattttaat agttataatg tagaagagct tttaggatct ttggaactgg 500 
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aggactctgt 


acctgaagag tcgaagaaag 


ctgaagaagt ttctcagcac 


550 


agagagaaat 


ctcctgagga gtctcggggg 


cgtgaacttg accctgtgcc 


600 


tgagcccgag 


gcattcagag ctgattcaga ggatggagaa ggtgctttct 


650 


cagagagcac 


cgaggggctg cagggacagc 


cctcagctca ggagagccac 


700 


cctcacacca 


gcggtcctgc ggctaacgct 


cagggagtgc agtcttcgtt 


750 


ggacactttt 


gaagaaattc tgcacgataa 


attgaaagtg ccgggaagcg 


800 


aaagcagaac 


tggcaatagt tctcctgcct 


cggtggagcg ggagaagaca 


850 


gatgcttaca 


aagtcctgaa aacagaaatg 


agtcagagag gaagtggaca 


900 


gtgcgttatt 


cattacagca aaggatttcg 


ttggcatcaa aatctaagtt 


950 


tgttttacaa 


agattgtttt tagtactaag 


ctgccttggc agtttgcatt 


1000 


tttgagccaa 


acaaaaatat attattttcc 


cttctaagta aaaaaaaaaa 


1050 


aaaaaaaaaa 


1060 







<210> 562 
<211> 303 
<212> PRT 
<213> Homo Sapiei 

<400> 562 
Met Ala Ala Ala 
1 

Ala Leu Trp Trp 

Arg Phe Ser Asp 

Leu Met Tyr Arg 

Cys Arg Phe Val 

Tyr Lys Leu Ala 

Glu His Ser Phe 

His Lys Tyr Thr 

Asp Phe Val Cys 

Asn Val Glu Glu 
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Pro Gly Leu Leu Phe Trp Leu Phe Val Leu Gly 
5 10 15 

Val Pro Gly Gin Ser Asp Leu Ser His Gly Arg 
20 ' 25 30 

Leu Lys Val Cys Gly Asp Glu Glu Cys Ser Met 
35 ' 40 45 

Gly Lys Ala Leu Glu Asp Phe Thr Gly Pro Asp 
50 55 60 

Asn Phe Lys Lys Gly Asp Asp Val Tyr Val Tyr 
65 70 75 

Gly Gly Ser Leu Glu Leu Trp Ala Gly Ser Val 
80 85 90 

Gly Tyr Phe Pro Lys Asp Leu lie Lys Val Leu 
95 ~ 100 105 

Glu Glu Glu Leu His He Pro Ala Asp Glu Thr 
110 115 120 

Phe Glu Gly Gly Arg Asp Asp Phe Asn Ser Tyr 
125 130 135 

Leu Leu Gly Ser Leu Glu Leu Glu Asp Ser Val 



140 145 150 

Pro Glu Glu Ser Lys Lys Ala Glu Glu Val Ser Gin His Arg Glu 
155 160 165 

Lys Ser Pro Glu Glu Ser Arg Gly Arg Glu Leu Asp Pro Val Pro 
170 175 180 

Glu Pro Glu Ala Phe Arg Ala Asp Ser Glu Asp Gly Glu Gly Ala 
185 190 195 

Phe Ser Glu Ser Thr Glu Gly Leu Gin Gly Gin Pro Ser Ala Gin 
200 205 210 

Glu Ser His Pro His Thr Ser Gly Pro Ala Ala Asn Ala Gin Gly 
215 220 225 

Val Gin Ser Ser Leu Asp Thr Phe Glu Glu lie Leu His Asp Lys 
230 235 240 

Leu Lys Val Pro Gly Ser Glu Ser Arg Thr Gly Asn Ser Ser Pro 
245 250 255 

Ala Ser Val Glu Arg Glu Lys Thr Asp Ala Tyr Lys Val Leu Lys 
260 265 270 

Thr Glu Met Ser Gin Arg Gly Ser Gly Gin Cys Val He His Tyr 
275 280 285 

Ser Lys Gly Phe Arg Trp His Gin Asn Leu Ser Leu Phe Tyr Lys 
290 295 300 

Asp Cys Phe 



<210> 563 
<211> 824 
<212> DNA 
<213> Homo Sapien 

<400> 563 

gccagccgtg ggattaggct tcgccggcta cgattgcggc ccccatcttc 50 
tgacttttcc tcgtgtgacc catcttttca aattccctta cctgaggaag 100 
gagcccgatt acaaggatat ttacctgctc ctaccctgat ctagggacga 150 
ggatgggaag accgcctgtg gccatgagcc ctccccggtg ctcctggggc 200 
taaggctggg gctgcagcca tggggctggg tcagccccag gcctggttgc 250 
tgggtctgcc cacagctgtg gtctatggct ccctggctct cttcaccacc 300 
atcctgcaca atgtcttcct gctctactat gtggacacct ttgtctcagt 350 
gtacaagatc aacaaaatgg ccttctgggt cggagagaca gtgtttctcc 400 
tctggaacag cctcaatgac cctctcttcg gttggctcag tgaccggcag 450 

850 



ttcctcagct 


cccagccccg 


cctgtgtgga 


gaggagctgc ttgtgggcag 


500 


tgaggaggcg 


gacagcatca 


ccttgggccg gtatctccgg cagctggcac 


550 


gccatcggaa 


cttcctgtgg 


ttcgtgagca 


tggacctggt gcaggtgcag 


600 


tggctcacgc 


ctgtaatccc 


agcacttcgg 


gacgccaagg tggaaagacc 


650 


gcttgagccc 


aggagttcga 


ggctgcaatg 


agttatgatt gcaccactgc 


700 


actccagcct 


gggcggcaga 


gaaaggctcc 


atctctaaaa aaagaagagc 


750 


taagtgctgt 


acctaaaaca 


tgcagtatat 


aaactggctg aacttagaaa 


800 


taaactgttt 


tcatgttatg 


aaaa 824 







<210> 564 
<211> 153 
<212> PRT 
<213> Homo Sapien 

<400> 564 

Met Gly Leu Gly Gin Pro Gin Ala Trp Leu Leu Gly Leu Pro Thr 
1 " 5 10 15 

Ala Val Val Tyr Gly Ser Leu Ala Leu Phe Thr Thr He Leu His 
20 25 30 

Asn Val Phe Leu Leu Tyr Tyr Val Asp Thr Phe Val Ser Val Tyr 
35 40 45 

Lys He Asn Lys Met Ala Phe Trp Val Gly Glu Thr Val Phe Leu 
50 55 60 

Leu Trp Asn Ser Leu Asn Asp Pro Leu Phe Gly Trp Leu Ser Asp 
65 70 75 

Arg Gin Phe Leu Ser Ser Gin Pro Arg Leu Cys Gly Glu Glu Leu 
80 85 90 

Leu Val Gly Ser Glu Glu Ala Asp Ser He Thr Leu Gly Arg Tyr 
95 100 105 

Leu Arg Gin Leu Ala Arg His Arg Asn Phe Leu Trp Phe Val Ser 
110 115 120 

Met Asp Leu Val Gin Val Gin Trp Leu Thr Pro Val He Pro Ala 
125 130 135 

Leu Arg Asp Ala Lys Val Glu Arg Pro Leu Glu Pro Arg Ser Ser 
140 145 150 

Arg Leu Gin 



<210> 565 
<211> 320 
<212> DNA 
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<213> Homo Sapien 
<400> 565 





aaaar-ggay a 


Lad L-Ct L-L-Cl\^ 


atgcactcag 


ccctagccac 


50 


tgcat tgctg 


4— 4— —> /—i 4— /-» a 4— ^ /—i 

u L.ac uy a Ccic 




gctacgtcgt 


ttttttgatg 


100 


gctcagccct 


tagggaaggg 


ggatcaaggg 


agaagcccgg 


accttcccgc 


150 


aggaggtggg 


ctgggcacag 


ccctgaacca 


tggaggtcac 


ccaccctgag 


200 


gtcgggacct 


gggttccctt 


cctatccact 


gggggtccca gcctttgtct 


250 


tcatctctcc 


aggtcccagc 


ccttcacagt 


gggcacttcc 


ctgcctgtga 


300 


cggaggcccc 


agccatctcc 


320 









<210> 566 

<211> 89 

<212> PRT 

<213> Homo Sapien 



<400> 566 

Met His Ser Ala Leu Ala Thr Ala Leu Leu Leu Leu lie Pro Leu 
15 10 15 

Leu Leu Leu Arg Arg Phe Phe Asp Gly Ser Ala Leu Arg Glu Gly 
20 25 30 

Gly Ser Arg Glu Lys Pro Gly Pro Ser Arg Arg Arg Trp Ala Gly 
35 40 45 

His Ser Pro Glu Pro Trp Arg Ser Pro Thr Leu Arg Ser Gly Pro 
50 55 60 

Gly Phe Pro Ser Tyr Pro Leu Gly Val Pro Ala Phe Val Phe lie 
65 70 75 

Ser Pro Gly Pro Ser Pro Ser Gin Trp Ala Leu Pro Cys Leu 
80 85 

<210> 567 
<211> 695 
<212> DNA 
<213> Homo Sapien 

<400> 567 

agtctagcag gaaaggagag ggagctttcc ccgaagaccc tcctggacca 50 
gccccaggct cctgtgctgg ttgcacgcca gggcctgtac tgaccacctc 100 
cacgtgccac tggggctgta aggaggaatg gcggccgtgg gcagcctgct 150 
tggcctggca gcctcttcct ggctaggggg ccagaacgcc tctgaccaca 200 
gcctgtggct cctgaggaag ccccgaggct catcctgccc cggcacgggt 250 
caccagctct gccggctgag gcagagcacc gtgaaggcca ccggacctgc 300 
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actccgccgc 


ctgcacacat 


cctcctggcg 


agctgacagc agcagggcct 


350 


cactcactcg 


tgtgcaccgc 


caggcttatg 


cacgactcta ccccgtgctg 


400 


ctggtgaagc 


aggatggctc 


caccatccac 


atccgctaca gggagccacg 


450 


gcgcatgctg 


gcgatgccca 


tagatctgga 


caccctgtct cctgaggagc 


500 


gccgggccag 


gctgcggaag 


cgtgaggctc 


agctccagtc gaggaaggag 


550 


tacgagcagg 


agctcagtga 


tgacttgcat 


gtggagcgct accgacagtt 


600 


ctggaccagg 


accaagaagt 


gaccgtggct 


ccagccaccc cgggacattg 


650 


ctaagatggg 


agggctgttc 


ttaaatcact 


cgttcttgaa gctgc 695 





<210> 568 
<211> 164 
<212> PRT 
<213> Homo Sapien 

<400> 568 

Met Ala Ala Val Gly Ser Leu Leu Gly Leu Ala Ala Ser Ser Trp 
15 10 15 

Leu Gly Gly Gin Asn Ala Ser Asp His Ser Leu Trp Leu Leu Arg 
20 25 30 

Lys Pro Arg Gly Ser Ser Cys Pro Gly Thr Gly His Gin Leu Cys 
35 4 0 45 

Arg Leu Arg Gin Ser Thr Val Lys Ala Thr Gly Pro Ala Leu Arg 
50 55 60 

Arg Leu His Thr Ser Ser Trp Arg Ala Asp Ser Ser Arg Ala Ser 
65 70 75 

Leu Thr Arg Val His Arg Gin Ala Tyr Ala Arg Leu Tyr Pro Val 
80 85 90 

Leu Leu Val Lys Gin Asp Gly Ser Thr He His He Arg Tyr Arg 
95 100 105 

Glu Pro Arg Arg Met Leu Ala Met Pro He Asp Leu Asp Thr Leu 
110 115 120 

Ser Pro Glu Glu Arg Arg Ala Arg Leu Arg Lys Arg Glu Ala Gin 
125 130 135 

Leu Gin Ser Arg Lys Glu Tyr Glu Gin Glu Leu Ser Asp Asp Leu 
140 145 150 

His Val Glu Arg Tyr Arg Gin Phe Trp Thr Arg Thr Lys Lys 
155 160 

<210> 569 
<211> 2457 
<212> DNA 
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<213> Homo Sapien 
<400> 569 



99t9ccaagg 


gtucgggggg 


gagcacxgag 


r\r^ \~ t~ f~ 3 nr^^n 
y L u l l dy \^ ciy 




50 


t cctcafct fcg 


y-H \ 4— j— | j~\ ^ ^ 

cauccTzccTzy 


tdy Cay c Lyy 


dd.ct.ciL. L. L-dy d 


"h t - ^ c"piCiciY csfi 

L- LG'vGyy a. 


100 


aatfc ccctgg 


c uggcaauc u 




y dL> dv^, dy i— y ci 


t" crt" err 1 p 3 or r5 


150 


gggctttgca 


tccctgagac 


ugaaggaay c 




y cty • l> l- l.l*l^\_. 


200 


acaccttgct 


ctgtgtgcct 


ctcattctga 


t-f +-rra3+-+-ri+- 
CLUyddLLC L. 


4- 3 4-f-4--(- ryr ,4--3 

LctL L L Ly u La 


Ot;n 


tatgatgaag 


ctgtaatcct 


aagttfcaaaa 


a 9999 a 9 t:a 9 


<--r 4- at"i"rrar | ai" 
yLdLtyaLaL 


^ on 


catggtagaa 


ataggctgtc 


ttatggaact 


gtagttaggg 


an-cacagcct. 


"3 ^ f! 


attggaccag 


ccccagcctt 


agcagcagtt 


ctgtacactg 


dLLCLLLLdy 


Ann 

~fc u u 


attagtctac 


gttccctcga 


acagacctat 


gccatgggtt 


acaac tacaa 


^± 3 U 


tttgttgtcg 


attagagtta 


acttacagac 


tctcaaaacc 


— * 4— 4— /«i 4— 4— 4— /— ■■* 

ecauue u ctg 


enn 


ggtttaggca 


acttccagaa 


i_ _-4_ — — . 4— 4— 4— 

gtagtcattt 


— . 4- 4- 4- — v — t 4— J— 4— 

atttgaattt 


4— — i /v4- /-i4- -a -a /— r --j 

c ague u aaga 


JJU 


tcaactgaat 


tagggaggtt 


tgaaagtgta 


aaagcaaatc 


gcacau uccc 


ouu 


aaacactttg 


taaagaagga 


atgggtagtg 


tcaactaaag 


gaaatggtgt 


c n 
djU 


gcatcccagc 


aaaagaaaga 


gaccgaaagc 


aaagtcataa 


accaugccca 


/UU 


cgagctcagc 


tgtcctgctc 


cgtgtcctct 


ccataccctt 


guugac ugug 


■7 ^ n 

/ jU 


ctcatattag 


ccagagacct 


aagtgctctt 


ggaggat g t c 


cc uggggece 


ouu 


cctccccctc 


cgctgtcact 


gtctacttcc 


tgatcctctc 


ttctgtgcag 


ojU 


gagaggtcca 


ggccttctat 


gaggacctga 


gtggccggca 


gtacgtgaat 


n a n 


gaagtcttca 


acttcagcgt 


ggacaagctc 


tatgacctcc 


tctt caccaa 


you 


ctcgcccttc 


cagcgggatt 


tcatggagca 


gcggcgcttc 


4— 4— s->r — * 4— --\ 4~ yi *Ti 

tCLydLdLCa 


i nnn 

lUUU 


tcttccatcc 


atggaaaaag 


gaggagaatg 


gaaaccagag 


ccy ay ty dL l. 




ctttacacca 


tcacccttac 


caaccctctg 


j^#/*i4- /-t -i ^ "\ ^ 

yCCCCCaada 


L- LyLLaL uy L. 


i i nn 


cagggagaca 


cagaccatgt 


acaaggcgag 


ccaggagagt 


/t o a 4- 4— 4— -a r-i /T 

gddLy l udoy 


1 1 RD 

11 


tgatagatgc 


cgaagtcctc 


acccacgacg 


tgccctacca 


cgactacttc 


1200 


tacacaatca 


atcgctacac 


gctcacccgt 


gtggctcgga 


acaagagecg 


1250 


actcagggtc 


tccacagagc 


tgcgctatcg 


aaaacagccc 


tgggggttag 


1300 


tgaaaacgtt 


catcgagaag 


aacttctgga 


gtgggctgga 


ggactacttc 


1350 


cgccatttag 


agagcgagct 


ggccaaaacg 


gagagcactt 


atttggctga 


1400 
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gatgcacaga 


caatctccca 


aagagaaggc 


cagcaagact 


acaacggtgc 


1450 




ggaggaggaa 


gcgtccccat 


gcccacctgc 


gagtccctca 


cctggaagag 


1500 




gtgatgagcc 


cggtcaccac 


gcccacagat 


gaggatgtgg gccacaggat 


1550 




caaacatgtg 


gcaggttcca 


cacagacgcg gcatatcccg gaggacaccc 


1600 




ccaacggttt 


ccacctgcag 


agcgtgtcca 


agctgctgct 


ggttatcagc 


1650 




tgtgttctgg 


tgctgctggt 


catccttaac 


atgatgctct 


tctacaaact 


1700 




ctggatgttg 


gaatacacca 


cgcagaccct 


cactgcctgg 


cagggtctaa 


1750 




ggctccaaga 


aaggttaccc 


cagtctcaga 


cagaatgggc 


ccagctctta 


1800 




gagtcccaac 


aaaagtacca 


cgatactgag 


ctccaaaaat 


ggagggaaat 


1850 




catcaaatcc 


tcagtgatgc 


tccttgacca 


gatgaaggac 


tcgctcatca 


1900 




accttcagaa 


cggcatcagg 


tcccgcgact 


acacgtcgga 


aagtgaagaa 


1950 




aagaggaatc 


gctatcattg 


acaaggcagg 


aacagggtgg 


ctgcaagagg 


2000 




cctgtgcaat 


acatgtacat 


agaccatata 


aatatatata 


tataaatata 


2050 


i : 


tatatataca 


gaatataaat 


atatatatta 


tatacagatt 


ttaaaaaaga 


2100 


r~J : 


gataatgcct 


atgtaccagg 


gagaaggagc 


gggccctccc 


gcgccctgtg 


2150 


if T' ? 


ctggccggag 


cagcgttttc 


ttatggtgga 


gcagctgagg agggcaggaa 


2200 




ccgcctctca 


gcaccgacct 


cccctgatct 


ccctcctccc 


accctctgtt 


2250 


:! .; 


ccccacccct 


tcccttgctg 


gccattcttg 


gcttttagaa 


gggaaatgtt 


2300 


H : 


gagccaaagt 


tatgcctgcg 


aagaccctaa ggtctcaaaa agaagtctta 


2350 


'i 


agacggcatt 


gcttaaggtg 


cttcattccc 


taatcccctt 


ttgatttgtt 


2400 




tccaaaataa 


aagagaatct 


tttcttccct 


aaaaaaaaaa 


aaaaaaaaaa 


2450 



aaaaaaa 2457 



<210> 570 
<211> 425 
<212> PRT 
<213> Homo Sapien 

<400> 570 

Met Pro Thr Ser Ser Ala Val Leu Leu Arg Val Leu Ser He Pro 
15 10 15 

Leu Leu Thr Val Leu He Leu Ala Arg Asp Leu Ser Ala Leu Gly 
20 25 30 

Gly Cys Pro Trp Gly Pro Leu Pro Leu Arg Cys His Cys Leu Leu 
3 5 40 45 
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Pro Asp Pro Leu Phe Cys Ala Gly Glu Val Gin Ala Phe Tyr Glu 
50 55 60 

Asp Leu Ser Gly Arg Gin Tyr Val Asn Glu Val Phe Asn Phe Ser 
65 70 75 

Val Asp Lys Leu Tyr Asp Leu Leu Phe Thr Asn Ser Pro Phe Gin 
80 85 90 

Arg Asp Phe Met Glu Gin Arg Arg Phe Ser Asp lie lie Phe His 
95 100 105 

Pro Trp Lys Lys Glu Glu Asn Gly Asn Gin Ser Arg Val lie Leu 
110 115 120 

Tyr Thr He Thr Leu Thr Asn Pro Leu Ala Pro Lys Thr Ala Thr 
125 130 135 

Val Arg Glu Thr Gin Thr Met Tyr Lys Ala Ser Gin Glu Ser Glu 
140 145 150 

Cys Tyr Val He Asp Ala Glu Val Leu Thr His Asp Val Pro Tyr 
155 160 165 

His Asp Tyr Phe Tyr Thr He Asn Arg Tyr Thr Leu Thr Arg Val 
170 175 180 

Ala Arg Asn Lys Ser Arg Leu Arg Val Ser Thr Glu Leu Arg Tyr 
185 190 195 

Arg Lys Gin Pro Trp Gly Leu Val Lys Thr Phe He Glu Lys Asn 
200 " 205 210 

Phe Trp Ser Gly Leu Glu Asp Tyr Phe Arg His Leu Glu Ser Glu 
215 ~ 220 225 

Leu Ala Lys Thr Glu Ser Thr Tyr Leu Ala Glu Met His Arg Gin 
230 235 240 

Ser Pro Lys Glu Lys Ala Ser Lys Thr Thr Thr Val Arg Arg Arg 
245 250 255 

Lys Arg Pro His Ala His Leu Arg Val Pro His Leu Glu Glu Val 
260 265 270 

Met Ser Pro Val Thr Thr Pro Thr Asp Glu Asp Val Gly His Arg 
275 * 280 285 

He Lys His Val Ala Gly Ser Thr Gin Thr Arg His He Pro Glu 
290 295 300 

Asp Thr Pro Asn Gly Phe His Leu Gin Ser Val Ser Lys Leu Leu 
305 310 315 

Leu Val He Ser Cys Val Leu Val Leu Leu Val He Leu Asn Met 
320 325 330 

Met Leu Phe Tyr Lys Leu Trp Met Leu Glu Tyr Thr Thr Gin Thr 
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335 340 345 

Leu Thr Ala Trp Gin Gly Leu Arg Leu Gin Glu Arg Leu Pro Gin 
350 355 360 

Ser Gin Thr Glu Trp Ala Gin Leu Leu Glu Ser Gin Gin Lys Tyr 
365 370 375 

His Asp Thr Glu Leu Gin Lys Trp Arg Glu He He Lys Ser Ser 
380 385 390 

Val Met Leu Leu Asp Gin Met Lys Asp Ser Leu He Asn Leu Gin 
395 400 405 

Asn Gly He Arg Ser Arg Asp Tyr Thr Ser Glu Ser Glu Glu Lys 
410 415 420 

Arg Asn Arg Tyr His 
425 

<210> 571 

<211> 3244 

<212> DNA 

<213> Homo Sapien 

<400> 571 



gtagagagtg 


aagcagcaag 


actgcagagc 


ctcatcaaga 


agtgtggagt 


50 


gaagggaagg 


cttcagatgg 


acaatttgtg 


tgctggggaa 


aaaatggaat 


100 


gtgctgcaaa 


ttcccctgtg 


gataagggtg 


gacggctgct 


ctgtcaactt 


150 


tgaccatttt 


cagattctgc 


gggccattgg 


taaagggagt 


tttggaaagg 


200 


tatgcatcgt 


gcagaagcga 


gacactaaga 


aaatgtatgc 


aatgaagtac 


250 


atgaacaagc 


agaagtgcat 


cgagagggat 


gaggttcgga 


atgttttccg 


300 


ggagctgcag 


atcatgcaag 


ggctggagca 


ccccttcctg gtcaatctgt 


350 


ggtactcctt 


ccaggatgag 


gaggacatgt 


tcatggtggt 


ggacctgctc 


400 


ctgggaggcg 


acctgcgcta 


ccatctgcag 


cagaatgtgc 


atttcacaga 


450 


ggggactgtg 


aaactctaca 


tctgtgagct 


ggcactggcc 


ctggagtatc 


500 


ttcagaggta 


ccacatcatc 


cacagagaca 


tcaagccaga 


caatatcctg 


550 


ctggatgaac 


acggacatgt 


tcacattaca 


gacttcaaca 


tagcgacggt 


600 


agtgaaagga 


gcagaaaggg 


cttcctccat 


ggctggcacc 


aagccctaca 


650 


tggctccaga 


agtattccag 


gtgtacatgg 


acagaggccc 


cggatactcg 


700 


taccctgtcg 


actggtggtc 


cctgggcatc 


acagcctatg 


agctgctgcg 


750 


gggctggagg 


ccgtacgaaa 


tccactcggt 


cacgcccatc gatgaaatcc 


800 
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ttaacatgtt caaggtggag cgtgtccact actcctccac gtggtgcaag 850 
gggatggtgg ccctgctgag gaagctcctg accaaggatc ctgagagccg 900 
cgtgtccagc cttcatgaca tacagagcgt gccctacttg gccgacatga 950 
actgggacgc ggtgttcaag aaggcactga tgcccggctt tgtgcccaat 1000 
aaagggaggt tgaactgcga tcccacattt gagcttgaag agatgattct 1050 
agaatccaag ccacttcaca aaaagaagaa gcgattggca aagaacagat 1100 
ccagggatgg cacaaaggac agctgcccgc tgaatggaca cctgcagcac 1150 
tgtttggaga ctgtccggga ggaattcatc atattcaaca gagagaagct 1200 
caggaggcag cagggacagg gcagccagct cttggacacc gacagccgag 1250 
ggggaggcca ggcccaaagc aagctccagg acgggtgcaa caacaacctc 13 00 
ctcacccaca cctgcacccg tggctgcagc agctgagccc acacttgttg 1350 
ctgctcaaca ggactgcact cgtctctgcc ctgcccaccc agagcccctc 1400 
tttgtgccct gatggtccct gtctcacccc tgaaaacatc agatgcagaa 1450 
aaagccctgg acttggagct gggaagcctg ggttctggtc ccatctccat 150 0 
gactgattca cgtgtgacct cagacaagtc acgccctctc tgtgcctccg 1550 
ttttctgcat ctgccaaagg ggttaaacac ttctgcccca cttcaaatta 1600 
caagattatg gggagaaccc aattaggtag gaaacatgaa aaacctttga 1650 
tatttataaa atcattttta cgtgcaaaat ataaccttaa tatttgaagt 1700 
gacccccatt ccccaaagca atcaaaccgt catgactttg caatttggca 1750 
catcctagct tgttagaggg cacttccgaa aaacacagcc ctgacagcaa 1800 
aataaaggtc tgatatgttg gccccttcta tggaaacaac gctgccaaat 1850 
cctggagcaa aacctgaagt gtcttcatgt gcattctctg gcaggccaca 1900 
gtccttctga gcttgtaaga tggtgcagca tgcagaccag acttgtcccc 1950 
aaggtctcag cgctgcggtc tcactcctcc cctcatttaa gaagactatc 2000 
cttacctttt agtttcagca gtcctcacca ccaccatatc cccagtgctg 2050 
ggatggcaca caggtgtcca ttcagatgag agttgggtcg ctgagcattg 2100 
gttactcctg cagagtgtaa tcagcacccc atccaactgg cccgaaagcc 2150 
cagacctgca gcagaactct ccaactctct atcagctttc agggttttct 2200 
ctcctgggaa gggtgtaaaa tcagcttgtc agattcttct tacagagagt 2250 
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atccaatcgg tattggtgga gcggctccct atttatacaa taggaagcat 2300 

gggtgcttag aaagtttatt tcaggaggaa aatgggttca cacaaaaagc 2350 

aaactacatt ctgatctgct cagggagaag cttgcctttg aactggaaga 2400 

tgttgggatg agcagggaaa gcttagactt tggagtcagg tttgtgttca 2450 

gaatccagcc ctgctggcta ctaactaact gggagacctt aggcaaagca 2 500 

tgcaatcgct ctgaatggca gtttcctcat ttttaaacag ggataataaa 255 0 

actaatattg caggggagtt acagggttaa ataagatcct gtgtgtaacc 2600 

ccaagcattg gatgactcat agaatggcct tttttgtcag cataatcgtc 2650 

atcattattt agatactttc ttccttcact cacccagcag gtcagttttc 2700 

tgtgcaaaca aacctgttta ggattcttcc aaatgttctt cctggggtct 2750 

ttgatatttg tttgttacat cctgctgaag ttcgactgtg tttttatttt 2800 

ttcatccaac ttccattttt cactttttac atgattactc aatccttggg 2850 

gctgtccatg tcatctctta gatttcttaa aagacatttt aatgtatggt 2900 

taggttttat atttttattt tttaaaaaag aaatagtcag tgttttcctc 2950 

ctttcaaccg agactatttc tggattgtgt gctcctcgtc agttgacttg 3000 

ttttgcacac ttttctttac ttcatgtccc catcaacaac cgtcctgctc 3050 

cccacctccc ccaggaaata aggggcctgc tcctctccct actgtgaccc 3100 

tggaggctct taagatgatg atggtttttt ttattgggct gagttcacga 3150 

attaggggca ggagctggaa gtcgccctag gaacaccaga tttcctggtt 3200 

ctgttcaagt tggcatttct tgtttggaat aaactatttc ttgg 3244 

<210> 572 
<211> 364 
<212> PRT 
<213> Homo Sapien 

<400> 572 

Met Lys Tyr Met Asn Lys Gin Lys Cys lie Glu Arg Asp Glu Val 
1 5 10 15 

Arg Asn Val Phe Arg Glu Leu Gin He Met Gin Gly Leu Glu His 
2 0 25 3 0 

Pro Phe Leu Val Asn Leu Trp Tyr Ser Phe Gin Asp Glu Glu Asp 
35 40 45 

Met Phe Met Val Val Asp Leu Leu Leu Gly Gly Asp Leu Arg Tyr 
50 55 60 
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His Leu Gin Gin Asn Val His Phe Thr Glu Gly Thr Val Lys Leu 
65 70 75 

Tyr He Cys Glu Leu Ala Leu Ala Leu Glu Tyr Leu Gin Arg Tyr 
80 85 90 

His He He His Arg Asp He Lys Pro Asp Asn He Leu Leu Asp 
95 100 105 

Glu His Gly His Val His He Thr Asp Phe Asn He Ala Thr Val 
110 115 120 

Val Lys Gly Ala Glu Arg Ala Ser Ser Met Ala Gly Thr Lys Pro 
125 130 135 

Tyr Met Ala Pro Glu Val Phe Gin Val Tyr Met Asp Arg Gly Pro 
140 145 150 

Gly Tyr Ser Tyr Pro Val Asp Trp Trp Ser Leu Gly He Thr Ala 
155 160 165 

Tyr Glu Leu Leu Arg Gly Trp Arg Pro Tyr Glu He His Ser Val 
170 175 180 

Thr Pro He Asp Glu He Leu Asn Met Phe Lys Val Glu Arg Val 
185 190 195 

His Tyr Ser Ser Thr Trp Cys Lys Gly Met Val Ala Leu Leu Arg 
200 ~ 205 210 

Lys Leu Leu Thr Lys Asp Pro Glu Ser Arg Val Ser Ser Leu His 
215 22 0 22 5 

Asp He Gin Ser Val Pro Tyr Leu Ala Asp Met Asn Trp Asp Ala 
230 235 240 

Val Phe Lys Lys Ala Leu Met Pro Gly Phe Val Pro Asn Lys Gly 
245 250 255 

Arg Leu Asn Cys Asp Pro Thr Phe Glu Leu Glu Glu Met He Leu 
260 265 270 

Glu Ser Lys Pro Leu His Lys Lys Lys Lys Arg Leu Ala Lys Asn 
275 280 285 

Arg Ser Arg Asp Gly Thr Lys Asp Ser Cys Pro Leu Asn Gly His 
290 295 300 

Leu Gin His Cys Leu Glu Thr Val Arg Glu Glu Phe He He Phe 
305 310 315 

Asn Arg Glu Lys Leu Arg Arg Gin Gin Gly Gin Gly Ser Gin Leu 
320 325 33 0 

Leu Asp Thr Asp Ser Arg Gly Gly Gly Gin Ala Gin Ser Lys Leu 
335 340 345 

Gin Asp Gly Cys Asn Asn Asn Leu Leu Thr His Thr Cys Thr Arg 
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350 



355 



360 



Gly Cys Ser Ser 

210> 573 

211> 3399 

212 > DNA 

213 > Homo Sapien 

:400> 573 



ctccagttcg 


ccgactgtaa 


catgtttcat 


ccagttcagt 


— .4-^-4-4-4- 4-/-r4- ~> 

atgtx ttgta 




tgcaagttgg 


aaataaataa 


aegtcctgaa 


ctggatgaaa 


catgttacag 


1UU 


tcggccgaaa 


catgagaggc 


tgtgtgagaa 


gctgcagccg 


ceggcagagg 


150 


agacctcagc 


atcatctaga gcccagcgct 


ggccctgcct 


ccgcctgcgc 


2 00 


cgccgccgcc 


4— /~i/-»r/-i <-"i/~i'4-- 4"" 4— 


t^. L-y L- l. V— \w. uy \— 


tactgtccca 


cctaaacaac 


250 


tcccgttaca 


cggacaagug 


ddCdtc uy uy 


gctgtcctct 


ccttttcttc 


o a a 
iUU 


ctcctcttcc 


aactccttct 


/-I y— 1 4— ^-1 ^-l 4— oppa 


cttcccagcc 


gcagcagaaa 


*d rz a 


gcccccaacc 


caac uy acy c 


uyy L-dv_-dciv_, L. 


geaaaeggtg 


tcatccgcac 


400 


aactttatct 




/~t/-i 4- ppppfaa 

y V..L.L V— I— CtCl 


ggcattggac 


ccatcgccgc 


450 


gtcttttatt 


4-4—4— y^r^ a a /-f 4— 

uL.uy ccici cty l. 


uy ucil ^y y 


tacatatttt 


tgtccccgcc 


500 


acctccctct 


/-v4— /^i 4- 1 4- nrrsn 
y LULUtyy ^y 




ccccgcaaac 


tcctcctgga 


550 


gctgcgccct 


agtgcccctg 


ctgggcagtg 


gcgttccccc 


ccatcctccc 


600 


gcgcccagcc 


cctgctgctc 


tgggcagacg 


atgetgaaga 


tgctctcctt 


r c A 

650 


taagctgctg 


ctgctggccg 


tggctctggg 


cttctttgaa 


ggagatgeta 


•"7 A A 

700 


agtttgggga 


aagaaacgaa 


gggageggag 


caaggaggag 


aaggtgcctg 


750 


aatgggaacc 


ccccgaagcg 


cctgaaaagg 


agagacagga 


ggatgatgtc 


800 


ccagctggag 


ctgctgagtg 


ggggagagat 


gctgtgcggt 


ggcttctacc 


850 


ctcggctgtc 


ctgctgcctg 


eggagtgaca 


gcccggggct 


agggegectg 


900 


gagaataaga 


tattttctgt 


taccaacaac 


acagaatgtg 


ggaagttact 


950 


ggaggaaatc 


aaatgtgcac 


tttgctctcc 


acattctcaa 


agcctgttcc 


1000 


actcacctga 


gagagaagtc 


ttggaaagag 


acctagtact 


tcctctgctc 


1050 


tgcaaagact 


attgeaaaga 


attcttttac 


acttgecgag 


gccatattcc 


1100 


aggtttcctt 


caaacaactg 


eggatgagtt 


ttgettttae 


tatgeaagaa 


1150 


aagatggtgg 


gttgtgcttt 


ccagattttc 


caagaaaaca 


agtcagagga 


1200 
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ccagcatcta actacttgga ccagatggaa gaatatgaca aagtggaaga 1250 
gatcagcaga aagcacaaac acaactgctt ctgtattcag gaggttgtga 13 0 0 
gtgggctgcg gcagcccgtt ggtgccctgc atagtgggga tggctcgcaa 13 50 
cgtctcttca ttctggaaaa agaaggttat gtgaagatac ttacccctga 1400 
aggagaaatt ttcaaggagc cttatttgga cattcacaaa cttgttcaaa 1450 
gtggaataaa gggaggagat gaaagaggac tgctaagcct cgcattccat 1500 
cccaattaca agaaaaatgg aaagttgtat gtgtcctata ccaccaacca 155 0 
agaacggtgg gctatcgggc ctcatgacca cattcttagg gttgtggaat 1600 
acacagtatc cagaaaaaat ccacaccaag ttgatttgag aacagccaga 1650 
gtctttcttg aagttgcaga actccacaga aagcatctgg gaggacaact 1700 
gctctttggc cctgacggct ttttgtacat cattcttggt gatgggatga 1750 
ttacactgga tgatatggaa gaaatggatg ggttaagtga tttcacaggc 1800 
tcagtgctac ggctggatgt ggacacagac atgtgcaacg tgccttattc 1850 
cataccaagg agcaacccac acttcaacag caccaaccag ccccccgaag 1900 
tgtttgctca tgggctccac gatccaggca gatgtgctgt ggatagacat 1950 
cccactgata taaacatcaa tttaacgata ctgtgttcag actccaatgg 2000 
aaaaaacaga tcatcagcca gaattctaca gataataaag gggaaagatt 2 050 
atgaaagtga gccatcactt ttagaattca agccattcag taatggtcct 2100 
ttggttggtg gatttgtata ccggggctgc cagtcagaaa gattgtatgg 2150 
aagctacgtg tttggagatc gtaatgggaa tttcctaact ctccagcaaa 2200 
gtcctgtgac aaagcagtgg caagaaaaac cactctgtct cggcactagt 2250 
gggtcctgta gaggctactt ttccggtcac atcttgggat ttggagaaga 2300 
tgaactaggt gaagtttaca ttttatcaag cagtaaaagt atgacccaga 2350 
ctcacaatgg aaaactctac aaaattgtag atcccaaaag acctttaatg 2400 
cctgaggaat gcagagccac ggtacaacct gcacagacac tgacttcaga 2450 
gtgctccagg ctctgtcgaa acggctactg cacccccacg ggaaagtgct 2500 
gctgcagtcc aggctgggag ggggacttct gcagaactgc aaaatgtgag 2550 
ccagcatgtc gtcatggagg tgtctgtgtt agaccgaaca agtgcctctg 26 00 
taaaaaagga tatcttggtc ctcaatgtga acaagtggac agaaacatcc 2650 
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gcagagtgac 


cagggcaggt 


attcttgatc 


agatcattga 


catgacatct 


2700 


tacttgctgg 


atctaacaag 


ttacattgta 


tagtttctgg gactgtttga 


2750 


atattctatt 


ccaatgggca 


tttatttttt 


atcctgtcat 


taaaaaaaaa 


2800 


aagactgtta 


tcctgctaca 


cactcctgtg 


atttcattct 


cttttattaa 


2850 


tttaaaaata 


atttccagaa 


atgtgcagat 


cctctgtgtg 


tatgtcagca 


2900 


tgtttgttca 


catatgcaca 


tacacatact 


cataacccct 


atatgcgttg 


2950 


ttgcataaca 


gatgattttt 


taaaatatat 


acttccttat 


gcaaagtaat 


3000 


ttacacagaa 


attccattgt 


aaattgataa 


tggatttttt 


atgttactag 


3050 


aagagattat 


ttgacttccc 


aggaattttc 


tgtctgtaat 


cactaaagtc 


3100 


aactttaata 


gagttttgaa 


acagtactgt 


gcaatccgat ggatctaatt 


3150 


aaaaaaaagg 


caatattttt 


atattaaagt 


actatactag 


gagagaatgt 


3200 


ttcagaactc 


cctgatgaat 


ttctaagtga 


gcaacttgat 


ataaaattgt 


3250 


aatcttcatt 


tttgtcagtg 


tatccagtta 


cagaatgcta 


cacacttacc 


3300 


tttttattgg 


ctgagaaatc 


tggttatttc 


atcttaatct 


caagattgtt 


3350 


ttcaagtgtt 


ttataattaa 


atcataatag 


catattttaa 


aatcaaaaa : 


3399 



<210> 574 
<211> 882 
<212> PRT 
<213> Homo Sapien 

<400> 574 

Met Lys His Val Thr Val Gly Arg Asn Met Arg Gly Cys Val Arg 
15 10 15 

Ser Cys Ser Arg Arg Gin Arg Arg Pro Gin His His Leu Glu Pro 
20 25 30 

Ser Ala Gly Pro Ala Ser Ala Cys Ala Ala Ala Ala Val Ala Val 
35 40 45 

Ser Val Pro Ala Thr Val Pro Pro Lys Gin Leu Pro Leu His Gly 
50 55 60 

Gin Val Asn lie Cys Gly Cys Pro Leu Leu Phe Phe Leu Leu Phe 
65 70 75 

Gin Leu Leu Leu Leu Leu Pro Leu Pro Ser Arg Ser Arg Lys Pro 
80 85 90 

Pro Thr Gin Leu Thr Leu Ala Gin Leu Gin Thr Val Ser Ser Ala 
95 100 105 

Gin Leu Tyr Leu Ala Pro Arg Ala Pro Leu Arg His Trp Thr His 
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110 115 120 

Arg Arg Val Phe Tyr Phe Cys Lys Val Ala Ser Leu Tyr He Phe 
125 130 135 

Leu Ser Pro Pro Pro Pro Ser Val Ser Gly Val Pro Tyr Ser Pro 
140 145 150 

Ala Asn Ser Ser Trp Ser Cys Ala Leu Val Pro Leu Leu Gly Ser 
155 160 165 

Gly Val Pro Pro His Pro Pro Ala Pro Ser Pro Cys Cys Ser Gly 
170 175 180 

Gin Thr Met Leu Lys Met Leu Ser Phe Lys Leu Leu Leu Leu Ala 
185 190 195 

Val Ala Leu Gly Phe Phe Glu Gly Asp Ala Lys Phe Gly Glu Arg 
200 205 210 

Asn Glu Gly Ser Gly Ala Arg Arg Arg Arg Cys Leu Asn Gly Asn 
215 220 225 

Pro Pro Lys Arg Leu Lys Arg Arg Asp Arg Arg Met Met Ser Gin 
230 235 240 

Leu Glu Leu Leu Ser Gly Gly Glu Met Leu Cys Gly Gly Phe Tyr 
245 250 255 

Pro Arg Leu Ser Cys Cys Leu Arg Ser Asp Ser Pro Gly Leu Gly 
260 265 270 

Arg Leu Glu Asn Lys He Phe Ser Val Thr Asn Asn Thr Glu Cys 
275 280 285 

Gly Lys Leu Leu Glu Glu He Lys Cys Ala Leu Cys Ser Pro His 
290 295 300 

Ser Gin Ser Leu Phe His Ser Pro Glu Arg Glu Val Leu Glu Arg 
305 310 315 

Asp Leu Val Leu Pro Leu Leu Cys Lys Asp Tyr Cys Lys Glu Phe 
320 325 330 

Phe Tyr Thr Cys Arg Gly His He Pro Gly Phe Leu Gin Thr Thr 
335 340 345 

Ala Asp Glu Phe Cys Phe Tyr Tyr Ala Arg Lys Asp Gly Gly Leu 
350 355 360 

Cys Phe Pro Asp Phe Pro Arg Lys Gin Val Arg Gly Pro Ala Ser 
365 370 375 

Asn Tyr Leu Asp Gin Met Glu Glu Tyr Asp Lys Val Glu Glu He 
380 385 390 

Ser Arg Lys His Lys His Asn Cys Phe Cys He Gin Glu Val Val 
3 95 400 405 
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Ser Gly Leu Arg Gin Pro Val Gly Ala Leu His Ser Gly Asp Gly 
410 415 420 

Ser Gin Arg Leu Phe He Leu Glu Lys Glu Gly Tyr Val Lys He 
425 430 435 

Leu Thr Pro Glu Gly Glu He Phe Lys Glu Pro Tyr Leu Asp He 
440 445 450 

His Lys Leu Val Gin Ser Gly He Lys Gly Gly Asp Glu Arg Gly 
455 460 465 

Leu Leu Ser Leu Ala Phe His Pro Asn Tyr Lys Lys Asn Gly Lys 
470 475 480 

Leu Tyr Val Ser Tyr Thr Thr Asn Gin Glu Arg Trp Ala He Gly 
485 490 495 

Pro His Asp His He Leu Arg Val Val Glu Tyr Thr Val Ser Arg 
500 505 510 

Lys Asn Pro His Gin Val Asp Leu Arg Thr Ala Arg Val Phe Leu 
515 520 525 

Glu Val Ala Glu Leu His Arg Lys His Leu Gly Gly Gin Leu Leu 
530 535 540 

Phe Gly Pro Asp Gly Phe Leu Tyr He He Leu Gly Asp Gly Met 
545 550 555 

He Thr Leu Asp Asp Met Glu Glu Met Asp Gly Leu Ser Asp Phe 
560 565 570 

Thr Gly Ser Val Leu Arg Leu Asp Val Asp Thr Asp Met Cys Asn 
575 580 585 

Val Pro Tyr Ser He Pro Arg Ser Asn Pro His Phe Asn Ser Thr 
590 595 600 

Asn Gin Pro Pro Glu Val Phe Ala His Gly Leu His Asp Pro Gly 
605 610 615 

Arg Cys Ala Val Asp Arg His Pro Thr Asp He Asn He Asn Leu 
62 0 62 5 63 0 

Thr He Leu Cys Ser Asp Ser Asn Gly Lys Asn Arg Ser Ser Ala 
635 640 645 

Arg He Leu Gin He He Lys Gly Lys Asp Tyr Glu Ser Glu Pro 
650 655 660 

Ser Leu Leu Glu Phe Lys Pro Phe Ser Asn Gly Pro Leu Val Gly 
665 670 675 

Gly Phe Val Tyr Arg Gly Cys Gin Ser Glu Arg Leu Tyr Gly Ser 
680 685 690 

Tyr Val Phe Gly Asp Arg Asn Gly Asn Phe Leu Thr Leu Gin Gin 
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695 700 705 

Ser Pro Val Thr Lys Gin Trp Gin Glu Lys Pro Leu Cys Leu Gly 

710 715 720 

Thr Ser Gly Ser Cys Arg Gly Tyr Phe Ser Gly His lie Leu Gly 

725 730 735 

Phe Gly Glu Asp Glu Leu Gly Glu Val Tyr lie Leu Ser Ser Ser 

740 745 750 

Lys Ser Met Thr Gin Thr His Asn Gly Lys Leu Tyr Lys lie Val 

755 760 765 

Asp Pro Lys Arg Pro Leu Met Pro Glu Glu Cys Arg Ala Thr Val 

770 775 780 

Gin Pro Ala Gin Thr Leu Thr Ser Glu Cys Ser Arg Leu Cys Arg 

785 790 795 

Asn Gly Tyr Cys Thr Pro Thr Gly Lys Cys Cys Cys Ser Pro Gly 

800 805 810 

Trp Glu Gly Asp Phe Cys Arg Thr Ala Lys Cys Glu Pro Ala Cys 

815 820 825 

Arg His Gly Gly Val Cys Val Arg Pro Asn Lys Cys Leu Cys Lys 

830 835 840 

Lys Gly Tyr Leu Gly Pro Gin Cys Glu Gin Val Asp Arg Asn He 

845 850 855 

Arg Arg Val Thr Arg Ala Gly He Leu Asp Gin He He Asp Met 

860 865 870 

Thr Ser Tyr Leu Leu Asp Leu Thr Ser Tyr He Val 

875 880 

<210> 575 

<211> 2738 

<212> DNA 

<213> Homo Sapien 

<400> 575 



cggctcgaga 


gcggggcaaa 


ctgcttggca 


cctcttcaat 


aggtgacatt 


50 


caatgataga 


tctctggctt 


cctgctctgt 


ttgttctggt 


tgccctggaa 


100 


agcctgctgc 


tcagcccatg 


ccccgggact 


tcctccaccc 


tcaccaggac 


150 


attctttcca 


tctcttgtct 


cctgtgtgca agtccctttc 


tcctggattc 


200 


catgtcttga 


atgtttctta 


atttacttcc 


tcattttggc 


agaggatgtc 


250 


ctccagttgt 


tttctgggaa 


tgctaatatg 


caagtgaacc 


agtgacctgc 


300 


agttctgccc 


acacagggtt 


aataaccaat 


cagattctct 


cttttcaaga 


350 
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tggttaacat aacagacacc aagaaaggga agaggagccg acagcagagg 400 
gggaagctga aaagacgcac aaagaatggc cataaaagat atgagcaacc 450 
ccagctttcc agacagtcac ttttcccagt ggtcatacct ggtctggaag 500 
attccccatc atctcgaata aagctgttgt tgcttttaac tccatggaga 550 
gaccgaatgg agtgagccca gcagggcatg ctgggcaaga gaggtccccc 600 
gagtcccaaa taagaatttc aactagtata aaacgaggca gcgaacccac 650 
acgtggaagt ctgataccgc ttgcagaagg gaattgaata gatgtctccc 70 0 
tattggtaag gatgtggttt tattgacttg aaataacaaa gcccgcaagc 750 
aacaactgat catccgcggg atgctgccac aaggaataat tgagcactca 800 
ttcagacaca ggggaaacca ctgcctcttt cagtctttct cccagattcc 850 
aacagtcagt gttacagcat ttcaccttgt tcacctccct gagaagacgt 900 
tgcagctcac tcaccccagt gggcactggg agcctctgct caggtgggag 950 
acagatgccc cccacatgca catctggtgt ttatgaagca gatactgggg 1000 
cttcataaac acagaagggg cagggaagta gccccagggc atagtgtggg 1050 
gcctcctgac taaaagtagc ttgcaaaccc ctgcctataa cagccacttc 1100 
ctggcagtca ttgtgccact taggagccct cctcaccgct cttcctttag 1150 
ttccttcact ctgtatagac cctgccagag cagctcaggg tggagcagct 1200 
gcagccatgg gacctgctcc aggcaaggcc ctatgctaca cagtccctgg 1250 
gggtgaggat tccagaggag tcaattccct acccgccctt ccaggggatg 13 00 
gccgagatga gcgttcccac agggaaagtg aaagttgcaa ggctgttgcg 13 50 
gaaacaccag gggttccatt taggtcttgc tgctcatctc acagaaagcc 1400 
agtcactgag acaagtattg tcagggaaga aggctttatc caggtgctac 1450 
agacagggtg aacaagagat cagtctcaaa tccatcatca tcaactgact 1500 
aaaattaggg gtttatatag cagggaagaa atgtaactac atgtgggaaa 1550 
acagggatta acgaggggca aggaagagga gttggccaac aggcagcagg 1600 
tggtcacctg gggaatcatg atgggtgagg ggtctggctt ctcactttcc 1650 
agatgtgggg atctggtaaa tttcagtttc ttgataccgt ctgggaggat 1700 
tgctggctgg tttcctgaga aaggaattca gatgacataa atgtaaattt 1750 
ctccttgggt ttcaagactg agagggtcaa tttctaggtt tattcaagaa 1800 
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aaaccataaa 


catcagttct 


atgggacaat 


tgggcccatt 


tcaaggctct 


1850 


gaggataagg 


gttaatgagg 


ggacagagtc 


gcctggagaa 


gttcactggg 


1900 


gcctacaaga 


aactagagag 


gcttcctggc 


aaagctctat 


gctgtctatc 


1950 


ctctcttctc 


tccttgcagg 


aagattccag 


tataatagac 


ccgaggtgaa 


2000 


aaggcttttg 


ttcaataagt 


agaaaactga 


aggggggtgg 


gaggcacatg 


2050 


gatttgaacc 


agagaccgct 


tggcctgcag 


gcaaatgctg 


taccttcagt 


2100 


tgcacccctc 


acttgttaca 


gctgtttctg 


ataagcactt 


gtgcagcccc 


2150 


atcagcacct 


cgatttcttc 


ttggtgagtc 


catgggaaca 


gccccactgc 


2200 


aaacaaccca 


ttcctgctct 


cctctttcct 


ctaaacctca 


acctcctcct 


2250 


acctggcagt 


ccacaggcct 


acagcttctc 


ctcagtggga 


aagacatcag 


2300 


cttggaaaac 


cacttggaaa 


gccaacgtta 


tcctagaaaa 


gctttttaaa 


2350 


tgacccagca 


ggacaagtct 


ccggatggcc 


ttggccaacc 


cggtgcttcc 


2400 


ctcttttctt 


ggttgtagtt 


ctcagaataa 


ctagagaatg 


tactgggagt 


2450 


gttgtcctga 


gataaggagg 


aactgtccta 


aacctggact 


ctgttcccat 


2500 


cacacctaga 


acaggatgtc 


ctgcaacgct 


ttagcccaat 


gatccaagtt 


2550 


gcccttgggg 


tataaaactt 


gacagcagag 


ggcgttcagg 


gtccctcagc 


2600 


tgcagtgtga 


agtgggacac 


acaggtgaga 


ctccatctgc 


cctgggcagg 


2650 


ttcctgagcc 


ttgggggacc 


agttcaccct 


acatcccagg 


cttctgttgt 


2700 


cccttgcctg 


cctgtaagga 


ataaagttgc 


tttgctta 2738 





<210> 576 

<211> 80 

<212> PRT 

<213> Homo Sapien 

<400> 576 

Met lie Asp Leu Trp Leu Pro Ala Leu Phe Val Leu Val Ala Leu 
1 ~ 5 10 15 

Glu Ser Leu Leu Leu Ser Pro Cys Pro Gly Thr Ser Ser Thr Leu 
20 25 30 

Thr Arg Thr Phe Phe Pro Ser Leu Val Ser Cys Val Gin Val Pro 
35 40 45 

Phe Ser Trp He Pro Cys Leu Glu Cys Phe Leu He Tyr Phe Leu 
50 55 60 

He Leu Ala Glu Asp Val Leu Gin Leu Phe Ser Gly Asn Ala Asn 
65 70 75 
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Met Gin Val Asn Gin 

80 

<210> 577 
<211> 732 
<212> DNA 
<213> Homo Sapien 

<400> 577 

atcggttagc gccttgccat gattaatcca gagctgcggg atggcagagc 50 

tgatggcttc atacatcgga tagttcccaa gttgatacaa aactggaaga 100 

ttggccttat gtgcttcctg agtattatta ttactacagt ttgcattatt 150 

atgatagcca catggtccaa gcatgctaaa cctgtggcat gttcagggga 2 00 

ctggcttgga gtgagagata agtgtttcta tttttctgat gataccagaa 250 

attggacagc cagtaaaata ttttgtagtt tgcagaaagc agaacttgct 3 00 

cagattgata cacaagaaga catggaattt ttgaagaggt acgcaggaac 3 50 

tgatatgcac tggattggac taagcaggaa acaaggagat tcttggaaat 400 

ggacaaatgg caccacattc aatggttggc catcaaactc caaatggtct 450 

tgcaactgga gcctccgaca atggcttctt ctgctgggac cccttagata 500 

ggcctctgag ggagctctga ctgccgtttc cccaaaacaa tgtcccctgt 550 

cagcaggaag cagttaaatc agtcttcatc cttatcctta atataacggc 600 

agttagatgt acttctttag agggagtaaa tttatcaatt cagagcaatt 650 

catcctcctc tttccatctt tgattcacag ttaataggct ataaattttg 700 

ataatgtaga ataaactaca gaaaacttct tg 732 

<210> 578 

<211> 100 

<212> PRT 

<213> Homo Sapien 

<400> 578 

Asp Trp Leu Gly Val Arg Asp Lys Cys Phe Tyr Phe Ser Asp Asp 
15 10 15 

Thr Arg Asn Trp Thr Ala Ser Lys He Phe Cys Ser Leu Gin Lys 
20 25 30 

Ala Glu Leu Ala Gin He Asp Thr Gin Glu Asp Met Glu Phe Leu 
35 40 45 

Lys Arg Tyr Ala Gly Thr Asp Met His Trp He Gly Leu Ser Arg 
50 55 60 

Lys Gin Gly Asp Ser Trp Lys Trp Thr Asn Gly Thr Thr Phe Asn 
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65 70 75 

Gly Trp Pro Ser Asn Ser Lys Trp Ser Cys Asn Trp Ser Leu Arg 
80 85 90 

Gin Trp Leu Leu Leu Leu Gly Pro Leu Arg 
95 100 

:210> 579 
:211> 925 
;212> DNA 
:213> Homo Sapien 

:400> 579 

tgaaggcctg tgagtgagga atgcctctca ccagctgtgc ctgagctgca 50 

gcactccagc cactgctgtc tccttagctg ctcacatatg gatactttca 100 

cagttcagga ttccactgca atgagctggt ggaggaataa tttctggatc 150 

atcttagctg tggccatcat tgttgtctct gtgggcctgg gcctcatcct 200 

gtactgtgtc tgtaagtggc agcttagacg aggcaagaaa tgggaaattg 250 

ccaagcccct gaaacacaag caagtagatg aagaaaagat gtatgagaat 3 00 

gttcttaatg agtcgccagt tcaattaccg cctctgccac cgaggaattg 350 

gccttctcta gaagactctt ccccacagga agccccaagt cagccgcccg 400 

ctacatactc actggtaaat aaagttaaaa ataagaagac tgtttccatc 45 0 

ccaagctaca ttgagcctga agatgactat gacgatgttg aaatccctgc 500 

aaatactgaa aaagcatcat tttgaaacag ccatttcttc tttttggcaa 550 

aactgaagag ggttcacaca acttatttta aaacaatcaa gaatggttga 600 

acttcagtag gtctctgggc cctgaaagcc agtggtgatt ttatgaagct 650 

ctataagata aagcacttcc caaaccttag atgaagacac ccctgcgatc 700 

ggatgactgc agccagagga gacacatggg tgctcggctc tgaggactta 750 

gaggggtcag ccttgtgctg ttgaggaaac tttccatggg aaggaccacg 800 

gggctccatg gctcccacct gtgggaaact actcatttct tggcattctt 85 0 

tcccccttca ttccctttgg tttgcatggt tctgagtgat attaaatctc 900 

agcatttggt tgtgcaaaaa aaaaa 925 

<210> 580 
<211> 145 
<212> PRT 
<213> Homo Sapien 

<400> 580 
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Met Asp Thr Phe Thr Val Gin Asp Ser Thr Ala Met Ser Trp Trp 
1 5 10 15 

Arg Asn Asn Phe Trp He He Leu Ala Val Ala He He Val Val 
20 25 30 

Ser Val Gly Leu Gly Leu He Leu Tyr Cys Val Cys Lys Trp Gin 
35 40 45 

Leu Arg Arg Gly Lys Lys Trp Glu He Ala Lys Pro Leu Lys His 
50 55 60 

Lys Gin Val Asp Glu Glu Lys Met Tyr Glu Asn Val Leu Asn Glu 
65 70 75 

Ser Pro Val Gin Leu Pro Pro Leu Pro Pro Arg Asn Trp Pro Ser 
80 85 90 

Leu Glu Asp Ser Ser Pro Gin Glu Ala Pro Ser Gin Pro Pro Ala 
95 100 105 

Thr Tyr Ser Leu Val Asn Lys Val Lys Asn Lys Lys Thr Val Ser 
110 115 120 

He Pro Ser Tyr He Glu Pro Glu Asp Asp Tyr Asp Asp Val Glu 
125 130 135 

He Pro Ala Asn Thr Glu Lys Ala Ser Phe 
140 145 

<210> 581 

<211> 1435 

<212> PRT 

<213> Homo Sapien 

<400> 581 

Gly Gly Cys Cys Gly Cys Cys Thr Cys Cys Gly Cys Gly Gly Gly 
1 ' 5 10 15 

Gly Cys Thr Gly Thr Gly Gly Gly Ala Ala Gly Cys Thr Thr Gly 
20 25 30 

Gly Gly Cys Thr Gly Thr Cys Cys Cys Ala Gly Gly Ala Cys Cys 
35 40 4 5 

Gly Thr Cys Ala Gly Thr Cys Thr Cys Cys Thr Cys Cys Thr Cys 
50 55 60 

Thr Gly Ala Cys Cys Cys Thr Cys Cys Cys Thr Thr Thr Cys Cys 
65 70 75 

Cys Cys Thr Thr Gly Thr Gly Thr Gly Thr Ala Gly Gly Gly Cys 
80 85 90 

Cys Gly Cys Cys Gly Thr Cys Cys Cys Ala Cys Cys Cys Cys Cys 
95 100 .105 

Ala Cys Cys Thr Cys Gly Cys Cys Gly Gly Ala Gly Thr Cys Cys 
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110 



115 



120 



Gly Gly Gly Gly Cys Gly Gly Cys Cys Cys Cys Gly Gly Thr Gly 
125 130 135 

Thr Cys Cys Cys Cys Thr Cys Cys Gly Ala Gly Cys Cys Thr Gly 
140 145 150 

Cys Thr Gly Cys Ala Cys Thr Cys Cys Ala Cys Gly Thr Cys Cys 
155 160 165 

Cys Cys Cys Thr Ala Cys Cys Ala Gly Gly Gly Cys Thr Cys Cys 
170 175 180 

Ala Gly Cys Cys Cys Cys Cys Ala Gly Gly Gly Ala Ala Ala Thr 
185 190 195 

Cys Thr Cys Cys Gly Ala Cys Cys Ala Gly Gly Cys Cys Cys Gly 
200 205 210 

Cys Cys Cys Ala Gly Gly Ala Gly Cys Cys Ala Gly Ala Thr Cys 
215 220 225 

Cys Ala Gly Gly Cys Thr Cys Cys Thr Gly Gly Ala Ala Gly Ala 
230 235 240 

Ala Cys Cys Ala Thr Gly Thr Cys Cys Gly Gly Cys Ala Gly Cys 
245 250 255 

Thr Ala Cys Thr Gly Gly Thr Cys Ala Thr Gly Cys Cys Ala Gly 
260 265 270 

Gly Cys Ala Cys Ala Cys Ala Cys Thr Gly Cys Thr Gly Cys Cys 
275 280 285 

Cys Ala Ala Gly Ala Gly Gly Ala Gly Cys Thr Gly Cys Thr Gly 
290 295 300 

Thr Thr Thr Gly Ala Ala Thr Thr Ala Thr Cys Thr Gly Thr Gly 
305 310 315 

Ala Ala Thr Gly Thr Thr Gly Gly Gly Ala Ala Gly Ala Gly Gly 
320 325 330 

Ala Ala Thr Gly Cys Cys Ala Gly Ala Gly Cys Thr Gly Cys Cys 
335 340 345 

Gly Gly Cys Thr Gly Ala Ala Ala Ala Thr Thr Ala Cys Cys Cys 
350 355 360 

Ala Ala Cys Cys Ala Ala Gly Ala Gly Ala Ala Ala Thr Cys Thr 
365 370 375 

Gly Cys Ala Gly Gly Ala Thr Gly Gly Ala Cys Thr Thr Thr Cys 
380 385 390 



Thr Gly Gly Thr Cys Cys Thr Cys Thr Thr Cys Thr Thr Gly Thr 
395 400 405 
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Thr Cys Thr Ala Cys Cys Thr Gly Gly Cys Thr Thr Cys Gly Gly 
410 415 420 

Thr Gly Cys Thr Gly Ala Thr Gly Gly Gly Thr Cys Thr Thr Gly 
425 430 435 

Thr Thr Cys Thr Thr Ala Thr Cys Thr Gly Cys Gly Thr Cys Thr 
440 445 450 

Gly Cys Thr Cys Gly Ala Ala Ala Ala Cys Cys Cys Ala Thr Ala 
455 460 465 

Gly Cys Thr Thr Gly Ala Ala Ala Gly Gly Cys Cys Thr Gly Gly 
470 475 480 



Cys Cys Ala Gly Gly Gly Gly Ala Gly Gly Ala Gly Cys Ala Cys 
485 490 495 

Ala Gly Ala Thr Ala Thr Thr Thr Thr Cys Cys Thr Gly Thr Ala 
500 505 510 

Thr Ala Ala Thr Thr Cys Cys Ala Gly Ala Ala Thr Gly Thr Cys 
515 520 525 

Thr Thr Cys Ala Gly Ala Gly Ala Gly Cys Cys Gly Thr Gly Cys 
530 535 540 

Ala Thr Gly Gly Ala Thr Thr Gly Cys Thr Thr Cys Ala Thr Thr 
545 550 555 

Ala Cys Cys Thr Thr Thr Thr Cys Cys Ala Thr Ala Cys Gly Ala 
560 565 570 

Gly Ala Ala Ala Cys Cys Ala Cys Ala Cys Cys Thr Thr Cys Ala 
575 580 585 

Thr Thr Gly Thr Cys Cys Thr Gly Cys Ala Cys Cys Thr Gly Gly 
590 595 600 

Thr Cys Thr Thr Gly Cys Ala Ala Gly Gly Gly Ala Thr Gly Gly 
605 610 615 

Thr Thr Thr Ala Thr Ala Cys Thr Gly Ala Gly Thr Ala Cys Ala 
620 625 630 

Cys Cys Thr Gly Gly Gly Ala Ala Gly Thr Ala Thr Thr Thr Gly 
635 640 645 

Gly Cys Thr Ala Cys Thr Gly Thr Cys Ala Gly Gly Ala Gly Cys 
650 655 660 

Thr Gly Gly Ala Gly Thr Thr Gly Thr Cys Cys Thr Thr Gly Cys 
665 670 675 

Ala Thr Thr Ala Cys Cys Thr Thr Cys Thr Thr Cys Thr Gly Cys 

680 685 ' 690 

Cys Cys Thr Ala Thr Cys Thr Gly Cys Thr Gly Cys Thr Ala Gly 
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695 



700 



705 



Gly Thr Gly Thr Ala Ala Ala Cys Cys Thr Gly Thr Thr Thr Thr 
710 715 720 

Thr Thr Thr Thr Cys Ala Cys Cys Cys Thr Gly Ala Cys Thr Thr 
725 730 735 

Gly Thr Gly Gly Ala Ala Cys Cys Ala Ala Thr Cys Cys Thr Gly 
740 745 750 

Gly Cys Ala Thr Thr Ala Thr Ala Ala Cys Ala Ala Ala Ala Gly 
755 760 765 

Cys Ala Ala Ala Thr Gly Ala Ala Thr Thr Ala Thr Thr Ala Thr 
770 775 780 

Thr Thr Cys Thr Thr Cys Ala Thr Gly Thr Thr Thr Ala Thr Gly 
785 ~ 790 795 

Ala Ala Thr Thr Thr Gly Ala Thr Gly Ala Ala Gly Thr Gly Ala 
800 805 810 

Thr Gly Thr Thr Thr Cys Cys Ala Ala Ala Gly Ala Ala Cys Gly 
815 820 825 

Thr Gly Ala Gly Gly Thr Gly Cys Thr Cys Thr Ala Cys Thr Thr 
830 835 840 

Gly Thr Gly Ala Thr Thr Thr Ala Ala Gly Gly Ala Ala Ala Cys 
845 850 855 

Cys Ala Gly Cys Thr Cys Gly Ala Thr Cys Cys Ala Ala Gly Cys 
860 865 870 

Ala Cys Thr Gly Cys Ala Gly Thr Gly Thr Gly Thr Gly Thr Ala 
875 880 885 

Ala Cys Thr Gly Gly Thr Gly Thr Gly Thr Gly Cys Ala Cys Cys 
890 895 900 

Gly Thr Thr Thr Cys Gly Ala Cys Cys Ala Thr Cys Ala Cys Thr 
905 910 915 

Gly Thr Gly Thr Thr Thr Gly Gly Gly Thr Gly Ala Ala Cys Ala 
92 0 92 5 93 0 

Ala Cys Thr Gly Cys Ala Thr Cys Gly Gly Gly Gly Cys Cys Thr 
935 940 945 

Gly Gly Ala Ala Cys Ala Thr Cys Ala Gly Gly Thr Ala Cys Thr 
950 955 960 

Thr Cys Cys Thr Cys Ala Thr Cys Thr Ala Cys Gly Thr Cys Thr 
965 970 975 



Thr Gly Ala Cys Cys Thr Thr Gly Ala Cys Gly Gly Cys Cys Thr 
980 985 990 
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Cys Gly Gly Cys Thr Gly Cys Cys Ala Cys Cys Gly Thr Cys Gly 
995 1000 1005 

Cys Cys Ala Thr Thr Gly Thr Gly Ala Gly Cys Ala Cys Cys Ala 
1010 1015 1020 

Cys Thr Thr Thr Thr Cys Thr Gly Gly Thr Cys Cys Ala Cys Thr 
1025 1030 1035 

Thr Gly Gly Thr Gly Gly Thr Gly Ala Thr Gly Thr Cys Ala Gly 
1040 1045 1050 

Ala Thr Thr Thr Ala Thr Ala Cys Cys Ala Gly Gly Ala Gly Ala 
1055 1060 1065 

Cys Thr Thr Ala Cys Ala Thr Cys Gly Ala Thr Gly Ala Cys Cys 
1070 1075 1080 

Thr Thr Gly Gly Ala Cys Ala Cys Cys Thr Cys Cys Ala Thr Gly 
1085 1090 1095 

Thr Thr Ala Thr Gly Gly Ala Cys Ala Cys Gly Gly Thr Cys Thr 
1100 1105 1110 

Thr Thr Cys Thr Thr Ala Thr Thr Cys Ala Gly Thr Ala Cys Cys 
1115 1120 1125 

Thr Gly Thr Thr Cys Cys Thr Gly Ala Cys Thr Thr Thr Thr Cys 
1130 1135 1140 

Cys Ala Cys Gly Gly Ala Thr Thr Gly Thr Cys Thr Thr Cys Ala 
1145 1150 1155 

Thr Gly Cys Thr Gly Gly Gly Cys Thr Thr Thr Gly Thr Cys Gly 
1160 1165 1170 

Thr Gly Gly Thr Thr Cys Thr Gly Ala Gly Cys Thr Thr Cys Cys 
1175 1180 1185 

Thr Cys Cys Thr Gly Gly Gly Thr Gly Gly Cys Thr Ala Cys Cys 
1190 1195 1200 

Thr Gly Thr Thr Gly Thr Thr Thr Gly Thr Cys Cys Thr Gly Thr 
1205 1210 1215 

Ala Thr Cys Thr Gly Gly Cys Gly Gly Cys Cys Ala Cys Cys Ala 
1220 1225 1230 

Ala Cys Cys Ala Gly Ala Cys Thr Ala Cys Thr Ala Ala Cys Gly 
1235 1240 1245 

Ala Gly Thr Gly Gly Thr Ala Cys Ala Gly Ala Gly Gly Thr Gly 
1250 1255 1260 

Ala Cys Thr Gly Gly Gly Cys Cys Thr Gly Gly Thr Gly Cys Cys 
1265 1270 1275 

Ala Gly Cys Gly Thr Thr Gly Thr Cys Cys Cys Cys Thr Thr Gly 
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1280 1285 1290 

Thr Gly Gly Cys Cys Thr Gly Gly Cys Cys Thr Cys Cys Gly Thr 
1295 1300 1305 

Cys Ala Gly Cys Ala Gly Ala Gly Cys Cys Cys Cys Ala Ala Gly 
1310 1315 1320 

Thr Cys Cys Ala Cys Cys Gly Gly Ala Ala Cys Ala Thr Thr Cys 
1325 1330 1335 

Ala Cys Thr Cys Cys Cys Ala Thr Gly Gly Gly Cys Thr Thr Cys 
1340 1345 1350 

Gly Gly Ala Gly Cys Ala Ala Cys Cys Thr Thr Cys Ala Ala Gly 
1355 1360 1365 

Ala Gly Ala Thr Cys Thr Thr Thr Cys Thr Ala Cys Cys Thr Gly 
1370 1375 1380 

Cys Cys Thr Thr Thr Cys Cys Ala Thr Gly Thr Cys Ala Thr Gly 
1385 1390 1395 

Ala Gly Ala Gly Gly Ala Ala Gly Ala Ala Ala Cys Ala Ala Gly 
1400 1405 1410 

Ala Ala Thr Gly Ala Cys Ala Ala Gly Thr Gly Thr Ala Thr Gly 
1415 1420 1425 

Ala Cys Thr Gly Cys Cys Thr Thr Thr Gly 
1430 1435 

<210> 582 
<211> 344 
<212> PRT 
<213> Homo Sapien 

<400> 582 

Met Asp Phe Leu Val Leu Phe Leu Phe Tyr Leu Ala Ser Val Leu 
1 5 10 15 

Met Gly Leu Val Leu He Cys Val Cys Ser Lys Thr His Ser Leu 
20 25 30 

Lys Gly Leu Ala Arg Gly Gly Ala Gin He Phe Ser Cys He He 
35 40 45 

Pro Glu Cys Leu Gin Arg Ala Val His Gly Leu Leu His Tyr Leu 
50 ~ 55 60 

Phe His Thr Arg Asn His Thr Phe He Val Leu His Leu Val Leu 
65 70 75 

Gin Gly Met Val Tyr Thr Glu Tyr Thr Trp Glu Val Phe Gly Tyr 
80 85 90 

Cys Gin Glu Leu Glu Leu Ser Leu His Tyr Leu Leu Leu Pro Tyr 
95 100 105 



876 



Leu Leu Leu Gly Val Asn Leu Phe Phe Phe Thr Leu Thr Cys Gly 
110 115 120 

Thr Asn Pro Gly He He Thr Lys Ala Asn Glu Leu Leu Phe Leu 
125 130 135 

His Val Tyr Glu Phe Asp Glu Val Met Phe Pro Lys Asn Val Arg 
140 145 150 

Cys Ser Thr Cys Asp Leu Arg Lys Pro Ala Arg Ser Lys His Cys 
155 160 165 

Ser Val Cys Asn Trp Cys Val His Arg Phe Asp His His Cys Val 
170 ^ 175 180 

Trp Val Asn Asn Cys He Gly Ala Trp Asn He Arg Tyr Phe Leu 
185 190 195 

He Tyr Val Leu Thr Leu Thr Ala Ser Ala Ala Thr Val Ala He 
200 205 210 

Val Ser Thr Thr Phe Leu Val His Leu Val Val Met Ser Asp Leu 
215 220 225 

Tyr Gin Glu Thr Tyr He Asp Asp Leu Gly His Leu His Val Met 
230 235 240 

Asp Thr Val Phe Leu He Gin Tyr Leu Phe Leu Thr Phe Pro Arg 
245 250 255 

He Val Phe Met Leu Gly Phe Val Val Val Leu Ser Phe Leu Leu 
260 " 265 270 

Gly Gly Tyr Leu Leu Phe Val Leu Tyr Leu Ala Ala Thr Asn Gin 
275 280 285 

Thr Thr Asn Glu Trp Tyr Arg Gly Asp Trp Ala Trp Cys Gin Arg 
290 295 300 

Cys Pro Leu Val Ala Trp Pro Pro Ser Ala Glu Pro Gin Val His 
305 ' 310 315 

Arg Asn He His Ser His Gly Leu Arg Ser Asn Leu Gin Glu He 
320 325 330 

Phe Leu Pro Ala Phe Pro Cys His Glu Arg Lys Lys Gin Glu 
335 340 

<210> 583 

<211> 2973 

<212> DNA 

<213> Homo Sapien 

<400> 583 

ccgcggaact ggcaggcgtt tcagagcgtc agaggctgcg gatgagcaga 50 
cttggaggac tccaggccag agactaggct gggcgaagag tcgagcgtga 100 
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agggggctcc gggccagggt gacaggaggc gtgcttgaga ggaagaagtt 150 
gacgggaagg ccagtgcgac ggcaaatctc gtgaaccttg ggggacgaat 2 00 
gctcaggatg cgggtccccg ccctcctcgt cctcctcttc tgcttcagag 250 
ggagagcagg cccgtcgccc catttcctgc aacagccaga ggacctggtg 3 00 
gtgctgctgg gggaggaagc ccggctgccg tgtgctctgg gcgcctactg 3 50 
ggggctagtt cagtggacta agagtgggct ggccctaggg ggccaaaggg 400 
acctaccagg gtggtcccgg tactggatat cagggaatgc agccaatggc 450 
cagcatgacc tccacattag gcccgtggag ctagaggatg aagcatcata 50 0 
tgaatgtcag gctacacaag caggcctccg ctccagacca gcccaactgc 550 
acgtgctggt ccccccagaa gccccccagg tgctgggcgg cccctctgtg 6 00 
tctctggttg ctggagttcc tgcgaacctg acatgtcgga gccgtgggga 650 
tgcccgccct acccctgaat tgctgtggtt ccgagatggg gtcctgttgg 700 
atggagccac ctttcatcag accctgctga aggaagggac ccctgggtca 750 
gtggagagca ccttaaccct gacccctttc agccatgatg atggagccac 800 
ctttgtctgc cgggcccgga gccaggccct gcccacagga agagacacag 850 
ctatcacact gagcctgcag taccccccag aggtgactct gtctgcttcg 900 
ccacacactg tgcaggaggg agagaaggtc attttcctgt gccaggccac 950 
agcccagcct cctgtcacag gctacaggtg ggcaaaaggg ggctctccgg 1000 
tgctcggggc ccgcgggcca aggttagagg tcgtggcaga cgcctcgttc 1050 
ctgactgagc ccgtgtcctg cgaggtcagc aacgccgtgg gtagcgccaa 1100 
ccgcagtact gcgctggatg tgctgtttgg gccgattctg caggcaaagc 1150 
cggagcccgt gtccgtggac gtgggggaag acgcttcctt cagctgcgcc 12 00 
tggcgcggga acccgcttcc acgggtaacc tggacccgcc gcggtggcgc 1250 
gcaggtgctg ggctctggag ccacactgcg tcttccgtcg gtggggcccg 1300 
aggacgcagg cgactatgtg tgcagagctg aggctgggct atcgggcctg 13 50 
cggggcggcg ccgcggaggc tcggctgact gtgaacgctc ccccagtagt 1400 
gaccgccctg cactctgcgc ctgccttcct gaggggccct gctcgcctcc 1450 
agtgtctggt tttcgcctct cccgccccag atgccgtggt ctggtcttgg 1500 
gatgagggct tcctggaggc ggggtcgcag ggccggttcc tggtggagac 1550 
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attccctgcc ccagagagcc gcgggggact gggtccgggc ctgatctctg 1600 
tgctacacat ttcggggacc caggagtctg actttagcag gagctttaac 1650 
tgcagtgccc ggaaccggct gggcgaggga ggtgcccagg ccagcctggg 1700 
ccgtagagac ttgctgccca ctgtgcggat agtggccgga gtggccgctg 1750 
ccaccacaac tctccttatg gtcatcactg gggtggccct ctgctgctgg 1800 
cgccacagca aggcctcagc ctctttctcc gagcaaaaga acctgatgcg 1850 
aatccctggc agcagcgacg gctccagttc acgaggtcct gaagaagagg 1900 
agacaggcag ccgcgaggac cggggcccca ttgtgcacac tgaccacagt 1950 
gatctggttc tggaggagga agggactctg gagaccaagg acccaaccaa 20 00 
cggttactac aaggtccgag gagtcagtgt gagcctgagc cttggcgaag 2050 
cccctggagg aggtctcttc ctgccaccac cctcccccct tgggccccca 2100 
gggaccccta ccttctatga cttcaaccca cacctgggca tggtcccccc 2150 
ctgcagactt tacagagcca gggcaggcta tctcaccaca ccccaccctc 2200 
gagctttcac cagctacatc aaacccacat cctttgggcc cccagatctg 2250 
gcccccggga ctcccccctt cccatatgct gccttcccca cacctagcca 2300 
cccgcgtctc cagactcacg tgtgacatct ttccaatgga agagtcctgg 23 50 
gatctccaac ttgccataat ggattgttct gatttctgag gagccaggac 2400 
aagttggcga ccttactcct ccaaaactga acacaagggg agggaaagat 2450 
cattacattt gtcaggagca tttgtataca gtcagctcag ccaaaggaga 2500 
tgccccaagt gggagcaaca tggccaccca atatgcccac ctattccccg 2550 
gtgtaaaaga gattcaagat ggcaggtagg ccctttgagg agagatgggg 2600 
acagggcagt gggtgttggg agtttggggc cgggatggaa gttgtttcta 2650 
gccactgaaa gaagatattt caagatgacc atctgcattg agaggaaagg 2700 
tagcatagga tagatgaaga tgaagagcat accaggcccc accctggctc 2750 
tccctgaggg gaactttgct cggccaatgg aaatgcagcc aagatggcca 2 800 
tatactccct aggaacccaa aatggccacc atcttgattt tactttcctt 2850 
aaagactcag aaagacttgg acccaaggag tggggataca gtgagaatta 2 900 
ccactgttgg ggcaaaatat tgggataaaa atatttatgt ttaataataa 2950 
aaaaaagtca aagagaaaaa aaa 2 973 
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:210> 584 
;211> 708 
;212> PRT 
:213> Homo Sapien 

:400> 584 

Met Leu Arg Met Arg Val Pro Ala Leu Leu Val Leu Leu Phe Cys 
15 10 15 

Phe Arg Gly Arg Ala Gly Pro Ser Pro His Phe Leu Gin Gin Pro 
20 25 30 

Glu Asp Leu Val Val Leu Leu Gly Glu Glu Ala Arg Leu Pro Cys 
35 40 45 

Ala Leu Gly Ala Tyr Trp Gly Leu Val Gin Trp Thr Lys Ser Gly 
50 55 60 

Leu Ala Leu Gly Gly Gin Arg Asp Leu Pro Gly Trp Ser Arg Tyr 
65 70 75 

Trp He Ser Gly Asn Ala Ala Asn Gly Gin His Asp Leu His He 
80 85 90 

Arg Pro Val Glu Leu Glu Asp Glu Ala Ser Tyr Glu Cys Gin Ala 
95 100 105 

Thr Gin Ala Gly Leu Arg Ser Arg Pro Ala Gin Leu His Val Leu 
110 115 120 

Val Pro Pro Glu Ala Pro Gin Val Leu Gly Gly Pro Ser Val Ser 
125 130 135 

Leu Val Ala Gly Val Pro Ala Asn Leu Thr Cys Arg Ser Arg Gly 
140 145 150 

Asp Ala Arg Pro Thr Pro Glu Leu Leu Trp Phe Arg Asp Gly Val 
155 160 165 

Leu Leu Asp Gly Ala Thr Phe His Gin Thr Leu Leu Lys Glu Gly 
170 175 180 

Thr Pro Gly Ser Val Glu Ser Thr Leu Thr Leu Thr Pro Phe Ser 
185 190 195 

His Asp Asp Gly Ala Thr Phe Val Cys Arg Ala Arg Ser Gin Ala 
200 205 210 

Leu Pro Thr Gly Arg Asp Thr Ala He Thr Leu Ser Leu Gin Tyr 
215 220 225 

Pro Pro Glu Val Thr Leu Ser Ala Ser Pro His Thr Val Gin Glu 
230 235 240 

Gly Glu Lys Val He Phe Leu Cys Gin Ala Thr Ala Gin Pro Pro 
245 250 255 

Val Thr Gly Tyr Arg Trp Ala Lys Gly Gly Ser Pro Val Leu Gly 
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260 265 270 

Ala Arg Gly Pro Arg Leu Glu Val Val Ala Asp Ala Ser Phe Leu 
275 280 285 

Thr Glu Pro Val Ser Cys Glu Val Ser Asn Ala Val Gly Ser Ala 
290 ~ 295 300 

Asn Arg Ser Thr Ala Leu Asp Val Leu Phe Gly Pro He Leu Gin 
305 310 315 

Ala Lys Pro Glu Pro Val Ser Val Asp Val Gly Glu Asp Ala Ser 
320 325 330 

Phe Ser Cys Ala Trp Arg Gly Asn Pro Leu Pro Arg Val Thr Trp 
335 340 345 

Thr Arg Arg Gly Gly Ala Gin Val Leu Gly Ser Gly Ala Thr Leu 
350 355 360 

Arg Leu Pro Ser Val Gly Pro Glu Asp Ala Gly Asp Tyr Val Cys 
365 370 375 

Arg Ala Glu Ala Gly Leu Ser Gly Leu Arg Gly Gly Ala Ala Glu 
380 385 390 

Ala Arg Leu Thr Val Asn Ala Pro Pro Val Val Thr Ala Leu His 
395 400 405 

Ser Ala Pro Ala Phe Leu Arg Gly Pro Ala Arg Leu Gin Cys Leu 
410 415 420 

Val Phe Ala Ser Pro Ala Pro Asp Ala Val Val Trp Ser Trp Asp 
425 430 435 

Glu Gly Phe Leu Glu Ala Gly Ser Gin Gly Arg Phe Leu Val Glu 
440 445 450 

Thr Phe Pro Ala Pro Glu Ser Arg Gly Gly Leu Gly Pro Gly Leu 
455 460 465 

He Ser Val Leu His He Ser Gly Thr Gin Glu Ser Asp Phe Ser 
470 475 480 

Arg Ser Phe Asn Cys Ser Ala Arg Asn Arg Leu Gly Glu Gly Gly 
485 4 90 4 95 

Ala Gin Ala Ser Leu Gly Arg Arg Asp Leu Leu Pro Thr Val Arg 
500 505 510 

He Val Ala Gly Val Ala Ala Ala Thr Thr Thr Leu Leu Met Val 
515 520 525 

He Thr Gly Val Ala Leu Cys Cys Trp Arg His Ser Lys Ala Ser 
530 535 540 

Ala Ser Phe Ser Glu Gin Lys Asn Leu Met Arg He Pro Gly Ser 
545 550 555 
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Ser Asp Gly Ser Ser Ser Arg Gly Pro Glu Glu Glu Glu Thr Gly 
560 565 570 

Ser Arg Glu Asp Arg Gly Pro lie Val His Thr Asp His Ser Asp 
575 580 585 

Leu Val Leu Glu Glu Glu Gly Thr Leu Glu Thr Lys Asp Pro Thr 
590 595 600 

Asn Gly Tyr Tyr Lys Val Arg Gly Val Ser Val Ser Leu Ser Leu 
605 610 615 

Gly Glu Ala Pro Gly Gly Gly Leu Phe Leu Pro Pro Pro Ser Pro 
620 625 630 

Leu Gly Pro Pro Gly Thr Pro Thr Phe Tyr Asp Phe Asn Pro His 
635 640 645 

Leu Gly Met Val Pro Pro Cys Arg Leu Tyr Arg Ala Arg Ala Gly 
650 655 660 

Tyr Leu Thr Thr Pro His Pro Arg Ala Phe Thr Ser Tyr lie Lys 
665 670 675 

Pro Thr Ser Phe Gly Pro Pro Asp Leu Ala Pro Gly Thr Pro Pro 
680 685 690 

Phe Pro Tyr Ala Ala Phe Pro Thr Pro Ser His Pro Arg Leu Gin 
695 700 705 

Thr His Val 



;210> 585 

c211> 2476 

c:212> DNA 

c213> Homo Sapien 

c400> 585 

gcccgcctga ggaagccgtg tgcctgggat gccaagagcc agagaatgga 50 

tcttctccga gtggggacat tgctgacaat cccggcttcc cgaggcggct 100 

aagaacaggc agtttgtgtc ggctggctgc agatacccag aggcacaaag 150 

agaccgaagc cacccggagg gacccacgga cggacagatg gtaggcgcga 200 

acccgagagg accggcggag gctgagcacc gagagccgcc aaggaagaga 250 

aactaaccac agccaagtta ccccgccggc tttccttcgc tgcgctaagg 3 00 

aatgaaaccc ttccagctcg atctgctctt cgtctgcttc ttcctcttca 350 

gtcaagagct gggcctccag aagagaggat gctgtctggt gctgggctac 400 

atggccaagg acaagtttcg gagaatgaat gaaggccaag tctattcctt 450 

cagccagcag ccccaggacc aggtggtggt gtcgggacag ccagtgacgc 500 
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tactttgcgc catccccgaa tacgatggct tcgttctgtg gatcaaggac 550 
ggcttggctc tgggtgtggg cagggacctc tcaagttacc cacagtacct 6 00 
ggtggtaggg aaccacctgt caggggagca ccacctgaag atcctgaggg 650 
cagagctgca agacgatgcg gtgtacgagt gccaggccat ccaggccgcc 700 
atccgctccc gccccgcacg cctcacagtc ctggtgccgc ctgatgaccc 750 
cgtcatcctg gggggccctg tgatcagcct gcgtgcgggg gaccctctca 800 
acctcacctg ccacgcagac aatgccaagc ctgcagcctc catcatctgg 850 
ttgcgaaagg gagaggtcat caatggggcc acctactcca agaccctgct 900 
tcgggacggc aagcgggaga gcatcgtcag caccctcttc atctcccctg 950 
gtgacgtgga gaatggccag agcatcgtgt gtcgtgccac caacaaagcc 1000 
atccccggag gaaaggagac gtcggtcacc attgacatcc agcaccctcc 1050 
actggtcaac ctctcggtgg agccacagcc agtgctggag gacaacgtcg 1100 
tcactttcca ctgctctgca aaggccaacc cagctgtcac ccagtacagg 1150 
tgggccaagc ggggccagat catcaaggag gcatctggag aggtgtacag 12 00 
gaccacagtg gactacacgt acttctcaga gcccgtctcc tgtgaggtga 1250 
ccaacgccct gggcagcacc aacctcagcc gcacggttga cgtctacttt 13 00 
gggccccgga tgaccacaga accccaatcc ttgctcgtgg atctgggctc 1350 
tgatgccatc ttcagctgcg cctggaccgg caacccatcc ctgaccatcg 1400 
tctggatgaa gcggggctcc ggagtggtcc tgagcaatga gaagaccctg 1450 
accctcaaat ccgtgcgcca ggaggacgcg ggcaagtacg tgtgccgggc 1500 
tgtggtgccc cgtgtgggag ccggggagag agaggtgacc ctgaccgtca 1550 
atggaccccc catcatctcc agcacccaga cccagcacgc cctccacggc 16 00 
gagaagggcc agatcaagtg cttcatccgg agcacgccgc cgccggaccg 1650^ 
catcgcctgg tcctggaagg agaacgttct ggagtcgggc acatcggggc 1700 
gctatacggt ggagaccatc agcaccgagg agggcgtcat ctccaccctg 1750 
accatcagca acatcgtgcg ggccgacttc cagaccatct acaactgcac 1800 
ggcctggaac agcttcggct ccgacactga gatcatccgg ctcaaggagc 1850 
aaggttcgga aatgaagtcg ggagccgggc tggaagcaga gtctgtgccg 1900 
atggccgtca tcattggggt ggccgtagga gctggtgtgg ccttcctcgt 1950 
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ccttatggca accatcgtgg cgttctgctg tgcccgttcc cagagaagta 2000 

cgggagggag atccgggatc tcagggaggg ggacagagaa aaaggccagg 2050 

cttaggctgc cccggagagc aagtaagcag gagtgcaatg aacaggggtc 2100 

ctaacagtgc tgtgagctcc tggggcaggg agtgggtctg atgcatcggt 2150 

gtatgtgagc ctgggcaaca tggcgcctgg cagagtgggc gctaggctga 2200 

ggttgacctg gactagactg aacttcatct gcagggcagc cagcattttg 2250 

gattgaacac atagctcttt cagtcaggaa ctgtacagaa agataggggg 2300 

aaaagcggtt tgtggtttga tccttgctct acaagagctg ttagtctaga 2350 

gagaccccat ctctacaaca aaataaaaat aaagagctgc tagtctcacc 2400 

agaaaagcag gtcactcaca cagctgtggg ggagtgggtg gggaagcaat 2450 

aaaggaattg ctttgagaaa acttaa 2476 

<210> 586 

<211> 600 

<212> PRT 

<213> Homo Sapien 

<400> 586 

Met Lys Pro Phe Gin Leu Asp Leu Leu Phe Val Cys Phe Phe Leu 
15 10 15 

Phe Ser Gin Glu Leu Gly Leu Gin Lys Arg Gly Cys Cys Leu Val 
20 25 30 

Leu Gly Tyr Met Ala Lys Asp Lys Phe Arg Arg Met Asn Glu Gly 
35 40 45 

Gin Val Tyr Ser Phe Ser Gin Gin Pro Gin Asp Gin Val Val Val 
50 55 60 

Ser Gly Gin Pro Val Thr Leu Leu Cys Ala He Pro Glu Tyr Asp 
65 70 75 

Gly Phe Val Leu Trp He Lys Asp Gly Leu Ala Leu Gly Val Gly 
80 85 90 

Arg Asp Leu Ser Ser Tyr Pro Gin Tyr Leu Val Val Gly Asn His 
95 100 105 

Leu Ser Gly Glu His His Leu Lys He Leu Arg Ala Glu Leu Gin 
110 115 120 

Asp Asp Ala Val Tyr Glu Cys Gin Ala He Gin Ala Ala He Arg 
125 130 135 

Ser Arg Pro Ala Arg Leu Thr Val Leu Val Pro Pro Asp Asp Pro 
140 145 150 
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Val lie Leu Gly Gly Pro Val lie Ser Leu Arg Ala Gly Asp Pro 
155 160 165 

Leu Asn Leu Thr Cys His Ala Asp Asn Ala Lys Pro Ala Ala Ser 
170 175 180 

He He Trp Leu Arg Lys Gly Glu Val He Asn Gly Ala Thr Tyr 
185 190 195 

Ser Lys Thr Leu Leu Arg Asp Gly Lys Arg Glu Ser He Val Ser 
200 205 210 

Thr Leu Phe He Ser Pro Gly Asp Val Glu Asn Gly Gin Ser He 
215 220 225 

Val Cys Arg Ala Thr Asn Lys Ala He Pro Gly Gly Lys Glu Thr 
230 235 240 

Ser Val Thr He Asp He Gin His Pro Pro Leu Val Asn Leu Ser 
245 250 255 

Val Glu Pro Gin Pro Val Leu Glu Asp Asn Val Val Thr Phe His 
260 265 270 

D Cys Ser Ala Lys Ala Asn Pro Ala Val Thr Gin Tyr Arg Trp Ala 
Pi ~ 275 280 285 



U I 

m 



Lys Arg Gly Gin He He Lys Glu Ala Ser Gly Glu Val Tyr Arg 
290 295 300 

Thr Thr Val Asp Tyr Thr Tyr Phe Ser Glu Pro Val Ser Cys Glu 
fl 305 ~ 310 315 

% s Val Thr Asn Ala Leu Gly Ser Thr Asn Leu Ser Arg Thr Val Asp 

320 325 330 

N : Val Tyr Phe Gly Pro Arg Met Thr Thr Glu Pro Gin Ser Leu Leu 
g\ ^ 335 ~ 340 345 

51 Val Asp Leu Gly Ser Asp Ala He Phe Ser Cys Ala Trp Thr Gly 
J ~ 350 355 3 60 

Asn Pro Ser Leu Thr He Val Trp Met Lys Arg Gly Ser Gly Val 
365 370 375 

Val Leu Ser Asn Glu Lys Thr Leu Thr Leu Lys Ser Val Arg Gin 
380 385 390 

Glu Asp Ala Gly Lys Tyr Val Cys Arg Ala Val Val Pro Arg Val 
395 400 405 

Gly Ala Gly Glu Arg Glu Val Thr Leu Thr Val Asn Gly Pro Pro 
410 415 420 

He He Ser Ser Thr Gin Thr Gin His Ala Leu His Gly Glu Lys 
425 430 435 

Gly Gin He Lys Cys Phe He Arg Ser Thr Pro Pro Pro Asp Arg 
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440 

lie Ala Trp Ser Trp Lys Glu Asn Val 
455 

Gly Arg Tyr Thr Val Glu Thr lie Ser 
470 

Ser Thr Leu Thr He Ser Asn He Val 
485 

He Tyr Asn Cys Thr Ala Trp Asn Ser 
500 

He He Arg Leu Lys Glu Gin Gly Ser 
515 

Gly Leu Glu Ala Glu Ser Val Pro Met 
530 

Ala Val Gly Ala Gly Val Ala Phe Leu 
545 

Val Ala Phe Cys Cys Ala Arg Ser Gin 
560 

Ser Gly He Ser Gly Arg Gly Thr Glu 
575 

Leu Pro Arg Arg Ala Ser Lys Gin Glu 
590 

;210> 587 

:211> 1248 

c212> DNA 

c213> Homo Sapien 

:400> 587 



caaaaaagga 


gcatgtcttc 


atccatgaga ggcctcgaaa 


aatcaatggt 


50 


atttgcattt 


ctcccaagaa 


ggttgcttgc 


caaaaccttt 


cggccatttt 


100 


ctgctttcag 


agtgagacaa 


agttcaaaat 


gacagtctgt 


cagctcattg 


150 


aaggcactag 


ataccctgcc 


tgcaggtacc 


actattcccc 


cacagagggg 


200 


tttgttcttg 


tcacttgtga 


tgacttgagg 


ccagatagtt 


tccttggcta 


250 


tgttaaataa 


ctcaagatca 


gctaccgagt 


ctgagatctc 


ttctctcatg 


300 


gcattggagc 


tggctgtgcc 


tgaggcagac 


ctggaccgtg gacatggggc 


350 


aatgccttga 


gcggaagggg 


aagccactga 


attttgggtg 


tcaccaggta 


400 


aacagagccc 


tcagcatctg 


aatagaaact 


gaacaggaac 


agaagagatt 


450 


acactacatc 


tgagatggag 


acctttcctc 


tgctgctgct 


cagcctgggc 


500 



445 450 

Leu Glu Ser Gly Thr Ser 
460 465 

Thr Glu Glu Gly Val He 
475 480 

Arg Ala Asp Phe Gin Thr 
490 495 

Phe Gly Ser Asp Thr Glu 
505 510 

Glu Met Lys Ser Gly Ala 
520 525 

Ala Val He He Gly Val 
535 540 

Val Leu Met Ala Thr He 
550 555 

Arg Ser Thr Gly Gly Arg 
565 570 

Lys Lys Ala Arg Leu Arg 
580 585 

Cys Asn Glu Gin Gly Ser 
595 600 
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ctggttcttg 


cagaagcatc 


agaaagcaca 


atgaagataa 


ttaaagaaga 


550 


atttacagac 


gaagagatgc 


aatatgacat 


ggcaaaaagt 


ggccaagaaa 


600 


aacagaccat 


tgagatatta 


atgaacccga 


tcctgttagt 


taaaaatacc 


650 


agcctcagca 


tgtccaagga 


tgatatgtct 


tccacattac 


tgacattcag 


700 


aagtttacat 


tataatgacc 


ccaagggaaa 


cagttcgggt 


aatgacaaag 


750 


agtgttgcaa 


tgacatgaca 


gtctggagaa 


aagtttcaga 


agcaaacgga 


800 


tcgtgcaagt 


ggagcaataa 


cttcatccgc 


agctccacag 


aagtgatgcg 


850 


cagggtccac 


agggccccca 


gctgcaagtt 


tgtacagaat 


cctggcataa 


900 


gctgctgtga 


gagcctagaa 


ctggaaaata 


cagtgtgcca gttcactaca 


950 


ggcaaacaat 


tccccaggtg 


ccaataccat 


agtgttacct 


cattagagaa 


1000 


gatattgaca 


gtgctgacag 


gtcattctct 


gatgagctgg 


ttagtttgtg 


1050 


gctctaagtt 


gtaaatccca 


cagagcttta 


ggactagggt 


cttactaaag 


1100 


aaggacctct 


tcttgttcat 


tcttgtttaa 


acctttcctt 


aatatctact 


1150 


ctttagcact 


atagtgaact 


cctgattatt 


tattctaact ggaggagtga 


1200 


aaaatccaaa 


attgtggata 


attcaattaa 


aagttatgac 


tgataccg 1248 



c210> 588 
c211> 199 
c212> PRT 
c213> Homo Sapien 

c400> 588 

Met Glu Thr Phe Pro Leu Leu Leu Leu Ser Leu Gly Leu Val Leu 

15 10 15 

Ala Glu Ala Ser Glu Ser Thr Met Lys He He Lys Glu Glu Phe 

20 25 30 

Thr Asp Glu Glu Met Gin Tyr Asp Met Ala Lys Ser Gly Gin Glu 

35 ~ 40 45 

Lys Gin Thr He Glu He Leu Met Asn Pro He Leu Leu Val Lys 

50 55 60 

Asn Thr Ser Leu Ser Met Ser Lys Asp Asp Met Ser Ser Thr Leu 

65 70 75 

Leu Thr Phe Arg Ser Leu His Tyr Asn Asp Pro Lys Gly Asn Ser 

80 85 90 

Ser Gly Asn Asp Lys Glu Cys Cys Asn Asp Met Thr Val Trp Arg 

95 100 105 

Lys Val Ser Glu Ala Asn Gly Ser Cys Lys Trp Ser Asn Asn Phe 
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110 



115 



120 



lie Arg Ser Ser Thr 
125 

Ser Cys Lys Phe Val 
140 

Leu Glu Leu Glu Asn 
155 

Phe Pro Arg Cys Gin 
170 

Leu Thr Val Leu Thr 
185 

Gly Ser Lys Leu 

<210> 589 

<211> 1510 

<212> DNA 

<213> Homo Sapien 

<400> 589 



cagtcctgcc 


gggacggtga 


gcgcattcag 


caccctggac 


agcaccgcgg 


50 


ttgcgctgcc 


tccagggcgg 


ccccgggctg 


ctcctgctcc 


gcagagctac 


100 


gccctccccc 


cgggtgcccc 


ggaccctgca 


cttgccgccg 


ctttcctcgc 


150 


gctgctctgg 


accttgctag 


ccggctctgc 


acctcccaga 


agccgtgggc 


200 


gcgccgctca 


gctgctccat 


cgcctcactt 


tcccaggctc 


gcgcccgaag 


250 


cagagccatg 


agaaccccag 


ggtgcctggc 


gagccgctag 


cgccatgggc 


300 


cccggcgagg 


cgctgctggc 


gggtctcctg 


gtgatggtac 


tggccgtggc 


350 


gctgctatcc 


aacgcactgg 


tgctgctttg 


ttgcgcctac 


agcgctgagc 


400 


tccgcactcg 


agcctcaggc 


gtcctcctgg 


tgaatctgtc 


tctgggccac 


450 


ctgctgctgg 


cggcgctgga 


catgcccttc 


acgctgctcg 


gtgtgatgcg 


500 


cgggcggaca 


ccgtcggcgc 


ccggcgcatg 


ccaagtcatt 


ggcttcctgg 


550 


acaccttcct 


ggcgtccaac 


gcggcgctga 


gcgtggcggc 


gctgagcgoa 


600 


gaccagtggc 


tggcagtggg 


cttcccactg 


cgctacgccg 


gacgcctgcg 


650 


accgcgctat 


gccggcctgc 


tgctgggctg 


tgcctgggga 


cagtcgctgg 


700 


ccttctcagg 


cgctgcactt 


ggctgctcgt 


ggcttggcta 


cagcagcgcc 


750 


ttcgcgtcct 


gttcgctgcg 


cctgccgccc 


gagcctgagc 


gtccgcgctt 


800 



Glu Val Met Arg Arg Val His Arg Ala Pro 
130 135 

Gin ,Asn Pro Gly He Ser Cys Cys Glu Ser 
145 150 

Thr Val Cys Gin Phe Thr Thr Gly Lys Gin 
160 165 

Tyr His Ser Val Thr Ser Leu Glu Lys He 
175 180 

Gly His Ser Leu Met Ser Trp Leu Val Cys 
190 195 
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cgcagccttc 


accgccacgc 


tccatgccgt 


gggcttcgtg 


ctgccgctgg 


850 


cggtgctctg 


cctcacctcg 


ctccaggtgc 


accgggtggc 


acgcagacac 


900 


tgccagcgca 


tggacaccgt 


caccatgaag 


gcgctcgcgc 


tgctcgccga 


950 


cctgcacccc 


agtgtgcggc 


agcgctgcct 


catccagcag 


aagcggcgcc 


1000 


gccaccgcgc 


caccaggaag 


attggcattg 


ctattgcgac 


cttcctcatc 


1050 


tgctttgccc 


cgtatgtcat 


gaccaggctg 


gcggagctcg 


tgcccttcgt 


1100 


caccgtgaac 


gcccagtggg 


gcatcctcag 


caagtgcctg 


acctacagca 


1150 


aggcggtggc 


cgacccgttc 


acgtactctc 


tgctccgccg gccgttccgc 


1200 


caagtcctgg 


ccggcatggt 


gcaccggctg 


ctgaagagaa 


ccccgcgccc 


1250 


agcatccacc 


catgacagct 


ctctggatgt 


ggccggcatg gtgcaccagc 


1300 


tgctgaagag 


aaccccgcgc 


ccagcgtcca 


cccacaacgg 


ctctgtggac 


1350 


acagagaatg 


attcctgcct 


gcagcagaca 


cactgagggc 


ctggcagggc 


1400 


tcatcgcccc 


caccttctaa 


gaagccctgt 


ggaaagggca 


ctggccctgc 


1450 


cacagagatg 


ccactgggga 


cccccagaca 


ccagtggctt 


gactttgagc 


1500 


taaggctgag 


1510 











c210> 590 
c211> 363 
c212> PRT 
c213> Homo Sapien 

<400> 590 

Met Gly Pro Gly Glu Ala Leu Leu Ala Gly Leu Leu Val Met Val 

1 5 10 15 

Leu Ala Val Ala Leu Leu Ser Asn Ala Leu Val Leu Leu Cys Cys 

20 25 30 

Ala Tyr Ser Ala Glu Leu Arg Thr Arg Ala Ser Gly Val Leu Leu 

35 40 45 

Val Asn Leu Ser Leu Gly His Leu Leu Leu Ala Ala Leu Asp Met 

50 55 60 

Pro Phe Thr Leu Leu Gly Val Met Arg Gly Arg Thr Pro Ser Ala 

65 70 75 

Pro Gly Ala Cys Gin Val He Gly Phe Leu Asp Thr Phe Leu Ala 

^80 85 90 

Ser Asn Ala Ala Leu Ser Val Ala Ala Leu Ser Ala Asp Gin Trp 

95 100 105 

Leu Ala Val Gly Phe Pro Leu Arg Tyr Ala Gly Arg Leu Arg Pro 
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110 115 120 

Arg Tyr Ala Gly Leu Leu Leu Gly Cys Ala Trp Gly Gin Ser Leu 
125 130 135 

Ala Phe Ser Gly Ala Ala Leu Gly Cys Ser Trp Leu Gly Tyr Ser 
140 145 ' 150 

Ser Ala Phe Ala Ser Cys Ser Leu Arg Leu Pro Pro Glu Pro Glu 
155 160 165 

Arg Pro Arg Phe Ala Ala Phe Thr Ala Thr Leu His Ala Val Gly 
170 175 180 

Phe Val Leu Pro Leu Ala Val Leu Cys Leu Thr Ser Leu Gin Val 
185 190 195 

His Arg Val Ala Arg Arg His Cys Gin Arg Met Asp Thr Val Thr 
200 205 210 

Met Lys Ala Leu Ala Leu Leu Ala Asp Leu His Pro Ser Val Arg 
215 220 225 

Gin Arg Cys Leu He Gin Gin Lys Arg Arg Arg His Arg Ala Thr 
230 235 240 

Arg Lys He Gly He Ala He Ala Thr Phe Leu He Cys Phe Ala 
245 250 255 

Pro Tyr Val Met Thr Arg Leu Ala Glu Leu Val Pro Phe Val Thr 
260 265 270 

Val Asn Ala Gin Trp Gly He Leu Ser Lys Cys Leu Thr Tyr Ser 
275 280 285 

Lys Ala Val Ala Asp Pro Phe Thr Tyr Ser Leu Leu Arg Arg Pro 
290 295 300 

Phe Arg Gin Val Leu Ala Gly Met Val His Arg Leu Leu Lys Arg 
305 310 315 

Thr Pro Arg Pro Ala Ser Thr His Asp Ser Ser Leu Asp Val Ala 
320 325 330 

Gly Met Val His Gin Leu Leu Lys Arg Thr Pro Arg Pro Ala Ser 
335 340 345 

Thr His Asn Gly Ser Val Asp Thr Glu Asn Asp Ser Cys Leu Gin 
350 355 360 

Gin Thr His 



<210> 591 

<211> 2037 

<212> DNA 

<213> Homo Sapien 
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<400> 591 

aacatggctg cggcgcctgg gctgctcgtc tggctgctcg tgctccggct 50 
gccctggcgg gtgccgggcc agctggaccc cagcactggc cggcggttct 100 
cggagcacaa actctgcgcg gacgacgaat gcagcatgat gtaccgcggt 15 0 
gaggctcttg aagatttcac aggcccggat tgtcgttttg tgaattttaa 2 00 
aaaaggtgat cctgtatatg tttactataa actggcaaga ggatggcctg 250 
aagtttgggc tggaagtgtt ggacgcactt ttggatattt tccaaaagat 300 
ttaatccagg tagttcatga atataccaaa gaagagctac aagttccaac 3 50 
agatgagacg gattttgttt gttttgatgg aggaagagat gattttcata 400 
attataatgt agaagaactt ttagggtttt tggaactgta caattctgca 450 
gctacagatt ctgagaaagc tgtagaaaaa actttacagg atatggaaaa 5 00 
aaaccctgaa ttatctaagg aaagggaacc tgaacctgaa ccagtagaag 550 
ccaactcaga ggaaagtgat agtgtattct cagaaaacac tgaggatctt 600 
caggaacagt ttacaactca gaagcaccac tcccatgcaa acagccaagc 650 
aaatcatgct cagggagagc aggcttcatt tgaatctttt gaagaaatgc 70 0 
tgcaagataa actaaaagtg ccagaaagtg aaaacaacaa aaccagcaat 750 
agttctcagg tctcaaatga acaggataag attgatgcct ataaactttt 800 
gaaaaaagaa atgactctag acttgaaaac caaatttggc tcaacagctg 850 
atgcacttgt atctgatgat gagacaacca gactcgttac ttcattagaa 900 
gatgattttg atgaggaatt ggatactgag tattatgcag ttggaaagga 950 
agatgaggag aaccaagaag actttgatga gttgccatta cttaccttta 1000 
cagatgggga agatatgaaa actccagcaa agtctggcgt tgagaaatat 1050 
ccaacagata aagagcagaa ttcaaatgaa gaggacaagg ttcagctaac 1100 
tgtgccccct ggcatcaaaa atgatgataa aaatatacta acaacctggg 115 0 
gggacactat cttctctatt gtcacaggag gtgaagaaac aagagatacg 1200 
atggatttag agagctctag ttcagaggaa gaaaaagaag atgatgatga 12 50 
tgcattagtc ccagatagca aacaggggaa accacagtca gcaacagatt 1300 
atagtgaccc tgacaatgta gatgatggtc tttttattgt agacattcct 13 50 
aaaacaaata atgacaaaga agtaaacgca gaacatcaca ttaaaggaaa 1400 
agggagggga gttcaggaat ccaagagggg cctggtacaa gatgagacag 1450 
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aattagagga tgaaaatcaa gaaggcttta aaacagagcc cataaaacta 1500 
tgacctctga ggtttcattg gaaagaaagt gtactgtgca ttatccatta 1550 
cagtaaagga tttcattggc ttcaaaatcc aaaagtttat tttaaaaggt 1600 
ttgttgttag aactaagctg ccttggcagt gtgcattttt gagccaaaca 1650 
attcaaaaat gtcatttctt ccctaaataa aaatcacctt ttaagctaga 1700 
gcgtccttac aactttgaaa tgtgcaataa agaatacctg tgttttagct 1750 
aatgtagcat atgtaattgc aaaatgattt agaatgtcat gaaaaatatg 1800 
aacatttcct gtggaaatgc tttaagaaca tgtatttcca ttatcctatt 1850 
tttagtgtac accagctgaa tacggagcaa tggtgtttat aagcgttttt 1900 
ttaaactatc tggtcacaaa gactgttacg ctaaaaatgt ttactaaaag 1950 
atcactaaac tatctcccct cttgctgaag ttctttgtag taatagctca 2000 
taaaaatttg tttattaata tttaaaaaaa aaaaaaa 2 03 7 



tj. <400> 592 

^ Met Ala Ala Ala Pro Gly Leu Leu Val Trp Leu Leu Val Leu Arg 
fl 1 5 10 15 

^ Leu Pro Trp Arg Val Pro Gly Gin Leu Asp Pro Ser Thr Gly Arg 

I " 20 25 30 

^ Arg Phe Ser Glu His Lys Leu Cys Ala Asp Asp Glu Cys Ser Met 

II 35 40 45 

?! Met Tyr Arg Gly Glu Ala Leu Glu Asp Phe Thr Gly Pro Asp Cys 

w 50 55 60 

Arq Phe Val Asn Phe Lys Lys Gly Asp Pro Val Tyr Val Tyr Tyr 
65 70 75 

Lys Leu Ala Arg Gly Trp Pro Glu Val Trp Ala Gly Ser Val Gly 
80 85 90 

Arg Thr Phe Gly Tyr Phe Pro Lys Asp Leu lie Gin Val Val His 
95 100 105 

Glu Tyr Thr Lys Glu Glu Leu Gin Val Pro Thr Asp Glu Thr Asp 
110 115 120 

Phe Val Cys Phe Asp Gly Gly Arg Asp Asp Phe His Asn Tyr Asn 
125 130 135 

Val Glu Glu Leu Leu Gly Phe Leu Glu Leu Tyr Asn Ser Ala Ala 




<210> 592 
<211> 499 
<212> PRT 



<213> Homo Sapien 



892 



140 145 150 

Thr Asp Ser Glu Lys Ala Val Glu Lys Thr Leu Gin Asp Met Glu 
155 160 165 

Lys Asn Pro Glu Leu Ser Lys Glu Arg Glu Pro Glu Pro Glu Pro 
170 175 180 

Val Glu Ala Asn Ser Glu Glu Ser Asp Ser Val Phe Ser Glu Asn 
185 190 195 

Thr Glu Asp Leu Gin Glu Gin Phe Thr Thr Gin Lys His His Ser 
200 205 210 

His Ala Asn Ser Gin Ala Asn His Ala Gin Gly Glu Gin Ala Ser 
215 220 225 

Phe Glu Ser Phe Glu Glu Met Leu Gin Asp Lys Leu Lys Val Pro 
230 235 240 

Glu Ser Glu Asn Asn Lys Thr Ser Asn Ser Ser Gin Val Ser Asn 
245 250 255 

Glu Gin Asp Lys He Asp Ala Tyr Lys Leu Leu Lys Lys Glu Met 
260 265 270 

Thr Leu Asp Leu Lys Thr Lys Phe Gly Ser Thr Ala Asp Ala Leu 
275 280 285 

Val Ser Asp Asp Glu Thr Thr Arg Leu Val Thr Ser Leu Glu Asp 
290 295 300 

Asp Phe Asp Glu Glu Leu Asp Thr Glu Tyr Tyr Ala Val Gly Lys 
"3 05 310 315 

Glu Asp Glu Glu Asn Gin Glu Asp Phe Asp Glu Leu Pro Leu Leu 
320 325 330 

Thr Phe Thr Asp Gly Glu Asp Met Lys Thr Pro Ala Lys Ser Gly 
335 340 345 

Val Glu Lys Tyr Pro Thr Asp Lys Glu Gin Asn Ser Asn Glu Glu 
350 355 360 

Asp Lys Val Gin Leu Thr Val Pro Pro Gly He Lys Asn Asp Asp 
365 370 375 

Lys Asn He Leu Thr Thr Trp Gly Asp Thr He Phe Ser He Val 
380 385 390 

Thr Gly Gly Glu Glu Thr Arg Asp Thr Met Asp Leu Glu Ser Ser 
3 95 400 405 

Ser Ser Glu Glu Glu Lys Glu Asp Asp Asp Asp Ala Leu Val Pro 
410 415 420 

Asp Ser Lys Gin Gly Lys Pro Gin Ser Ala Thr Asp Tyr Ser Asp 
42 5 43 0 435 



893 



Pro Asp Asn Val Asp Asp Gly Leu Phe He Val Asp He Pro Lys 
440 445 450 

Thr Asn Asn Asp Lys Glu Val Asn Ala Glu His His He Lys Gly 
455 460 465 

Lys Gly Arg Gly Val Gin Glu Ser Lys Arg Gly Leu Val Gin Asp 
470 475 480 

Glu Thr Glu Leu Glu Asp Glu Asn Gin Glu Gly Phe Lys Thr Glu 
485 490 495 

Pro He Lys Leu 

:210> 593 

:211> 1209 

:212> DNA 

:213> Homo Sapien 

:400> 593 



gggccagtag 


agtgtgtctg 


ggtcagctga gtgactacat 


caaagctccc 


50 


agcct tgaaa 


aacacatgct 


gttcccaggc 


ctcaagatat 


tgaaacatta 


100 


attagataat 


ttaaagtagc 


gttttcttct 


acaatgtctg 


aagaagtgac 


150 


ctacgcgaca 


ctcacatttc 


aggattctgc 


tggagcaagg 


aataaccgag 


200 


atggaaataa 


cctaagaaaa 


agagggcatc 


cagctccatc 


tcccatttgg 


250 


cgtcatgctg 


ctctgggtct 


ggtaactctt 


tgcctgatgt 


tgctgattgg 


300 


gctggtgacg 


ttggggatga 


tgtttttgca gatatctaat gacattaact 


350 


cagattcaga 


gaaattgagt 


caacttcaga 


aaaccatcca 


acagcagcag 


400 


gataacttat 


cccagcaact 


gggcaactcc 


aacaacttgt 


ccatggagga 


450 


ggaatttctc 


aagtcacaga 


tctccagtct 


actgaagagg 


caggaacaaa 


500 


tggccatcaa 


actgtgccaa 


gagctaatca 


ttcatacttc 


agaccacaga 


550 


tgtaatccat 


gtcctaagat 


gtggcaatgg 


taccaaaata 


gttgctacta 


600 


ttttacaaca 


aatgaggaga 


aaacctgggc 


taacagtaga 


aaggactgca 


650 


tagacaagaa 


ctccacccta 


gtgaagatag acagtttgga agaaaaggat 


700 


tttcttatgt 


cacagccatt 


actcatgttt 


tcgttctttt 


ggctgggatt 


750 


atcatgggac 


tcctctggca 


gaagttggtt 


ctgggaagat 


ggctctgttc 


800 


cctctccatc 


cttgtacgtc 


tctaactatt 


gagggtaaac 


acaagctttc 


850 


catggaatcc 


tgggaaaatt 


aataatgatt 


gtgagaatta 


taaatacaga 


900 


cataaaaaga 


ggagtacaac 


atactgagaa aagagctcca gtaacaaata 


950 
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ttgaaaggag atttagtact aaagaacttg accagatcaa tggatccaaa 1000 

ggatgtgctt attttcaaaa aggaaatatt tatatttctc gctgtagtgc 1050 

tgaaattttt tggatttgcg agaagacagc tgccccagtg aagactgagg 1100 

atttggatta gtatgcttct tccaaattct ccaagaagta agagacttgt 1150 

gagtaagctc atatgaggaa agaggaaact acggtaccag agcaagggcg 12 00 

aattctgca 1209 

c210> 594 
c211> 232 
c212> PRT 
c213> Homo Sapien 

c400> 594 

Met Ser Glu Glu Val Thr Tyr Ala Thr Leu Thr Phe Gin Asp Ser 
15 10 15 

Ala Gly Ala Arg Asn Asn Arg Asp Gly Asn Asn Leu Arg Lys Arg 
20 25 30 

Gly His Pro Ala Pro Ser Pro He Trp Arg His Ala Ala Leu Gly 
35 40 45 

Leu Val Thr Leu Cys Leu Met Leu Leu He Gly Leu Val Thr Leu 
50 55 60 

Gly Met Met Phe Leu Gin He Ser Asn Asp He Asn Ser Asp Ser 
65 70 75 

Glu Lys Leu Ser Gin Leu Gin Lys Thr He Gin Gin Gin Gin Asp 
80 85 90 

Asn Leu Ser Gin Gin Leu Gly Asn Ser Asn Asn Leu Ser Met Glu 
95 100 105 

Glu Glu Phe Leu Lys Ser Gin He Ser Ser Leu Leu Lys Arg Gin 
110 115 120 

Glu Gin Met Ala He Lys Leu Cys Gin Glu Leu He He His Thr 
125 130 135 

Ser Asp His Arg Cys Asn Pro Cys Pro Lys Met Trp Gin Trp Tyr 
140 145 150 

Gin Asn Ser Cys Tyr Tyr Phe Thr Thr Asn Glu Glu Lys Thr Trp 
155 160 165 

Ala Asn Ser Arg Lys Asp Cys He Asp Lys Asn Ser Thr Leu Val 
170 175 180 

Lys He Asp Ser Leu Glu Glu Lys Asp Phe Leu Met Ser Gin Pro 
185 190 195 

Leu Leu Met Phe Ser Phe Phe Trp Leu Gly Leu Ser Trp Asp Ser 
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200 205 210 

Ser Gly Arg Ser Trp Phe Trp Glu Asp Gly Ser Val Pro Ser Pro 
215 220 225 

Ser Leu Tyr Val Ser Asn Tyr 
23 0 

<210> 595 

<211> 1107 

<212> DNA 

<213> Homo Sapien 

<400> 595 





cggacgcgtg 


gggaagagga 


ggaggaggaa 


gaagacgtgg acaaggaccc 


50 




ccatcctacc 


cagaacacct 


gcctgcgctg 


ccgccacttc 


tctttaaggg 


100 




agaggaaaag 


agagcctagg 


agaaccatgg 


ggggctgcga 


agtccgggaa 


150 




tttcttttgc 


aatttggttt 


cttcttgcct 


atgctgacag 


cgtggccagg 


200 




cgactgcagt 


cacgtctcca 


acaaccaagt 


tgtgttgctt 


gatacaacaa 


250 




ctgtactggg 


agagctagga 


tggaaaacat 


atccattaaa 


tgggtgggat 


300 




gccatcactg 


aaatggatga 


acataatagg 


cccattcaca 


cataccaggt 


350 


1 y 


atgtaatgta 


atggaaccaa 


accaaaacaa 


ctggcttcgt 


acaaactgga 


400 




tctcccgtga 


tgcagctcag 


aaaatttatg 


tggaaatgaa 


attcacacta 


450 




agggattgta 


acagcatccc 


atgggtcttg 


gggacttgca 


aagaaacatt 


500 


o 


taatctgttt 


tatatggaat 


cagatgagtc 


ccacggaatt 


aaattcaagc 


550 


HI 


caaaccagta 


tacaaagatc 


gacacaattg 


ctgctgatga 


gagttttacc 


600 


IPS ■ 


cagatggatt 


tgggtgatcg 


catcctcaaa 


ctcaacactg 


aaattcgtga 


650 




ggtggggcct 


atagaaagga 


aaggatttta 


tctggctttt 


caagacattg 


700 




gggcgtgcat 


tgccctggtt 


tcagtccgtg 


ttttctacaa 


gaaatgcccc 


750 




ttcactgttc 


gtaacttggc 


catgtttcct 


gataccattc 


caagggttga 


800 




ttcctcctct 


ttggttgaag 


tacggggttc 


ttgtgtgaag 


agtgctgaag 


850 




agcgtgacac 


tcctaaactg 


tattgtggag 


ctgatggaga 


ttggctggtt 


900 




cctcttggaa 


ggtgcatctg 


cagtacagga 


tatgaagaaa 


ttgagggttc 


950 




ttgccatgga 


gcctccaaag 


gccgctgctt 


ctagttggcc 


atcttggccc 


1000 




caccccgaaa 


cagtaacctt 


tgaagaataa 


aagaaaaagc 


aaaagagtag 


1050 




cattactaaa 


atattaaacg 


gttacattta 


caaaaaaaaa 


aaaaaaaaaa 


1100 



896 



aaaaaaa 1107 



<210> 596 

<211> 285 

<212> PRT 

<213> Homo Sapien 

<400> 596 

Met Gly Gly Cys Glu Val Arg Glu Phe Leu Leu Gin Phe Gly Phe 
1 ' ' " 5 10 15 

Phe Leu Pro Met Leu Thr Ala Trp Pro Gly Asp Cys Ser His Val 
20 25 30 

Ser Asn Asn Gin Val Val Leu Leu Asp Thr Thr Thr Val Leu Gly 
35 40 45 

Glu Leu Gly Trp Lys Thr Tyr Pro Leu Asn Gly Trp Asp Ala lie 
50 55 60 

Thr Glu Met Asp Glu His Asn Arg Pro lie His Thr Tyr Gin Val 
65 70 75 

Cys Asn Val Met Glu Pro Asn Gin Asn Asn Trp Leu Arg Thr Asn 
80 85 90 

Trp He Ser Arg Asp Ala Ala Gin Lys He Tyr Val Glu Met Lys 
95 100 105 

Phe Thr Leu Arg Asp Cys Asn Ser He Pro Trp Val Leu Gly Thr 
110 115 120 

Cys Lys Glu Thr Phe Asn Leu Phe Tyr Met Glu Ser Asp Glu Ser 
125 130 135 

His Gly He Lys Phe Lys Pro Asn Gin Tyr Thr Lys He Asp Thr 
140 145 150 

He Ala Ala Asp Glu Ser Phe Thr Gin Met Asp Leu Gly Asp Arg 
155 160 165 

He Leu Lys Leu Asn Thr Glu He Arg Glu Val Gly Pro He Glu 
170 175 180 

Arg Lys Gly Phe Tyr Leu Ala Phe Gin Asp He Gly Ala Cys He 
185 190 195 

Ala Leu Val Ser Val Arg Val Phe Tyr Lys Lys Cys Pro Phe Thr 
200 205 210 

Val Arg Asn Leu Ala Met Phe Pro Asp Thr He Pro Arg Val Asp 
215 220 225 

Ser Ser Ser Leu Val Glu Val Arg Gly Ser Cys Val Lys Ser Ala 
230 235 240 

Glu Glu Arg Asp Thr Pro Lys Leu Tyr Cys Gly Ala Asp Gly Asp 
245 250 255 



897 



Trp Leu Val Pro Leu Gly Arg Cys lie Cys Ser Thr Gly Tyr Glu 
260 265 270 

Glu He Glu Gly Ser Cys His Gly Ala Ser Lys Gly Arg Cys Phe 
275 280 285 

<210> 597 

<211> 2380 

<212> DNA 

<213> Homo Sapien 

<400> 597 



acactggcca 


aacaaaaacg 


aaagcactcc 


gtgctggaag 


taggaggaga 


50 


gtcaggactc 


ccaggacaga 


gagtgcacaa 


actacccagc 


acagccccct 


100 


ccgccccctc 


tggaggctga 


agagggattc 


cagcccctgc 


cacccacaga 


150 


cacgggctga 


ctggggtgtc 


tgcccccctt 


gggggggggc 


agcacagggc 


200 


ctcaggcctg 


ggtgccacct 


ggcacctaga 


agatgcctgt 


gccctggttc 


250 


ttgctgtcct 


tggcactggg 


ccgaagccca 


gtggtccttt 


ctctggagag 


300 


gcttgtgggg 


cctcaggacg 


ctacccactg 


ctctccgggc 


ctctcctgcc 


350 


gcctctggga 


cagtgacata 


ctctgcctgc 


ctggggacat 


cgtgcctgct 


400 


ccgggccccg 


tgctggcgcc 


tacgcacctg 


cagacagagc 


tggtgctgag 


450 


gtgccagaag 


gagaccgact 


gtgacctctg 


tctgcgtgtg gctgtccact 


500 


tggccgtgca 


tgggcactgg 


gaagagcctg 


aagatgagga 


aaagtttgga 


550 


ggagcagctg 


actcaggggt 


ggaggagcct 


aggaatgcct 


ctctccaggc 


600 


ccaagtcgtg 


ctctccttcc 


aggcctaccc 


tactgcccgc 


tgcgtcctgc 


650 


tqqaqqtqca 

ZJ ZJ Zj ZJ ZD 


agtgcctgct 


gcccttgtgc 


agtttggtca gtctgtgggc 


700 


tctgtggtat 


atgactgctt 


cgaggctgcc 


ctagggagtg 


aggtacgaat 


750 


ctggtcctat 


actcagccca 


ggtacgagaa 


ggaactcaac 


cacacacagc 


800 


agctgcctgc 


cctgccctgg 


ctcaacgtgt 


cagcagatgg 


tgacaacgtg 


850 


catctggttc 


tgaatgtctc 


tgaggagcag 


cacttcggcc 


tctccctgta 


900 


ctggaatcag 


gtccagggcc 


ccccaaaacc 


ccggtggcac 


aaaaacctga 


950 


ctggaccgca 


gatcattacc 


ttgaaccaca 


cagacctggt 


tccctgcctc 


1000 


tgtattcagg 


tgtggcctct 


ggaacctgac 


tccgttagga 


cgaacatctg 


1050 


ccccttcagg 


gaggaccccc 


gcgcacacca 


gaacctctgg 


caagccgccc 


1100 


gactgcgact 


gctgaccctg 


cagagctggc 


tgctggacgc 


accgtgctcg 


1150 



898 



ctgcccgcag 


aagcggcact 


gtgctggcgg 


gctccgggtg 


gggacccctg 


1200 


ccagccactg 


gtcccaccgc 


tttcctggga 


gaacgtcact 


gtggacaagg 


1250 


ttctcgagtt 


cccattgctg 


aaaggccacc 


ctaacctctg 


tgttcaggtg 


1300 


aacagctcgg 


agaagctgca 


gctgcaggag 


tgcttgtggg 


ctgactccct 


1350 


ggggcctctc 


aaagacgatg 


tgctactgtt 


ggagacacga 


ggcccccagg 


1400 


acaacagatc 


cctctgtgcc 


ttggaaccca 


gtggctgtac 


ttcactaccc 


1450 


agcaaagcct 


ccacgagggc 


agctcgcctt 


ggagagtact 


tactacaaga 


1500 


cctgcagtca 


ggccagtgtc 


tgcagctatg 


ggacgatgac 


ttgggagcgc 


1550 


tatgggcctg 


ccccatggac 


aaatacatcc 


acaagcgctg 


ggccctcgtg 


1600 


tggctggcct 


gcctactctt 


tgccgctgcg 


ctttccctca 


tcctccttct 


1650 


caaaaaggat 


cacgcgaaag 


ggtggctgag 


gctcttgaaa 


caggacgtcc 


1700 


gctcgggggc 


ggccgccagg 


ggccgcgcgg 


ctctgctcct 


ctactcagcc 


1750 


gatgactcgg 


gtttcgagcg 


cctggtgggc 


gccctggcgt 


cggccctgtg 


1800 


ccagctgccg 


ctgcgcgtgg 


ccgtagacct 


gtggagccgt 


cgtgaactga 


1850 


gcgcgcaggg 


gcccgtggct 


tggtttcacg 


cgcagcggcg 


ccagaccctg 


1900 


caggagggcg 


gcgtggtggt 


cttgctcttc 


tctcccggtg 


cggtggcgct 


1950 


gtgcagcgag 


tggctacagg 


atggggtgtc 


cgggcccggg 


gcgcacggcc 


2000 


cgcacgacgc 


cttccgcgcc 


tcgctcagct 


gcgtgctgcc 


cgacttcttg 


2050 


cagggccggg 


cgcccggcag 


ctacgtgggg 


gcctgcttcg 


acaggctgct 


2100 


ccacccggac 


gccgtacccg 


cccttttccg 


caccgtgccc 


gtcttcacac 


2150 


tgccctccca 


actgccagac 


ttcctggggg 


ccctgcagca 


gcctcgcgcc 


2200 


ccgcgttccg 


ggcggctcca 


agagagagcg 


gagcaagtgt 


cccgggccct 


2250 


tcagccagcc 


ctggatagct 


acttccatcc 


cccggggact 


cccgcgccgg 


2300 


gacgcggggt 


gggaccaggg 


gcgggacctg 


gggcggggga 


cgggacttaa 


2350 


ataaaggcag 


acgctgtttt 


tctaaaaaaa 


2380 







<210> 598 

<211> 705 

<212> PRT 

<213> Homo Sapien 



<400> 598 

Met Pro Val Pro Trp Phe Leu Leu Ser Leu Ala Leu Gly Arg Ser 
15 10 15 

899 



Mi: 



Pro Val Val Leu Ser Leu Glu Arg Leu Val Gly Pro Gin Asp Ala 

20 25 30 

Thr His Cys Ser Pro Gly Leu Ser Cys Arg Leu Trp Asp Ser Asp 

35 40 45 

He Leu Cys Leu Pro Gly Asp He Val Pro Ala Pro Gly Pro Val 

50 55 60 

Leu Ala Pro Thr His Leu Gin Thr Glu Leu Val Leu Arg Cys Gin 

65 70 75 

Lys Glu Thr Asp Cys Asp Leu Cys Leu Arg Val Ala Val His Leu 

80 85 90 

Ala Val His Gly His Trp Glu Glu Pro Glu Asp Glu Glu Lys Phe 

95 100 105 

Gly Gly Ala Ala Asp Ser Gly Val Glu Glu Pro Arg Asn Ala Ser 

110 115 120 

Leu Gin Ala Gin Val Val Leu Ser Phe Gin Ala Tyr Pro Thr Ala 

125 130 135 

Arg Cys Val Leu Leu Glu Val Gin Val Pro Ala Ala Leu Val Gin 

Q 140 145 150 

») Phe Gly Gin Ser Val Gly Ser Val Val Tyr Asp Cys Phe Glu Ala 

JJS ~ 155 ~ 160 165 

s i ; 

CO Ala Leu Gly Ser Glu Val Arg He Trp Ser Tyr Thr Gin Pro Arg 

CH 170 175 180 

JU Tyr Glu Lys Glu Leu Asn His Thr Gin Gin Leu Pro Ala Leu Pro 

' 185 190 195 

M 1 Trp Leu Asn Val Ser Ala Asp Gly Asp Asn Val His Leu Val Leu 

(f! * 200 205 210 

p ! | 

ft\ Asn Val Ser Glu Glu Gin His Phe Gly Leu Ser Leu Tyr Trp Asn 

215 220 225 

Gin Val Gin Gly Pro Pro Lys Pro Arg Trp His Lys Asn Leu Thr 

230 235 240 

Gly Pro Gin He He Thr Leu Asn His Thr Asp Leu Val Pro Cys 

245 250 255 

Leu Cys He Gin Val Trp Pro Leu Glu Pro Asp Ser Val Arg Thr 

260 265 270 

Asn He Cys Pro Phe Arg Glu Asp Pro Arg Ala His Gin Asn Leu 

275 280 285 

Trp Gin Ala Ala Arg Leu Arg Leu Leu Thr Leu Gin Ser Trp Leu 

290 295 300 

Leu Asp Ala Pro Cys Ser Leu Pro Ala Glu Ala Ala Leu Cys Trp 



900 



305 310 315 

Arg Ala Pro Gly Gly Asp Pro Cys Gin Pro Leu Val Pro Pro Leu 
320 325 330 

Ser Trp Glu Asn Val Thr Val Asp Lys Val Leu Glu Phe Pro Leu 
335 340 345 

Leu Lys Gly His Pro Asn Leu Cys Val Gin Val Asn Ser Ser Glu 
350 355 360 

Lys Leu Gin Leu Gin Glu Cys Leu Trp Ala Asp Ser Leu Gly Pro 
365 370 375 

Leu Lys Asp Asp Val Leu Leu Leu Glu Thr Arg Gly Pro Gin Asp 
380 385 390 

Asn Arg Ser Leu Cys Ala Leu Glu Pro Ser Gly Cys Thr Ser Leu 
395 400 405 

Pro Ser Lys Ala Ser Thr Arg Ala Ala Arg Leu Gly Glu Tyr Leu 
410 415 420 

Leu Gin Asp Leu Gin Ser Gly Gin Cys Leu Gin Leu Trp Asp Asp 
425 430 435 

Asp Leu Gly Ala Leu Trp Ala Cys Pro Met Asp Lys Tyr lie His 
440 445 450 

Lys Arg Trp Ala Leu Val Trp Leu Ala Cys Leu Leu Phe Ala Ala 
455 460 465 

Ala Leu Ser Leu lie Leu Leu Leu Lys Lys Asp His Ala Lys Gly 
470 475 480 

Trp Leu Arg Leu Leu Lys Gin Asp Val Arg Ser Gly Ala Ala Ala 
485 490 495 

Arg Gly Arg Ala Ala Leu Leu Leu Tyr Ser Ala Asp Asp Ser Gly 
500 505 510 

Phe Glu Arg Leu Val Gly Ala Leu Ala Ser Ala Leu Cys Gin Leu 
515 520 525 

Pro Leu Arg Val Ala Val Asp Leu Trp Ser Arg Arg Glu Leu Ser 
530 535 540 

Ala Gin Gly Pro Val Ala Trp Phe His Ala Gin Arg Arg Gin Thr 
545 550 555 

Leu Gin Glu Gly Gly Val Val Val Leu Leu Phe Ser Pro Gly Ala 
560 565 570 

Val Ala Leu Cys Ser Glu Trp Leu Gin Asp Gly Val Ser Gly Pro 
575 580 585 

Gly Ala His Gly Pro His Asp Ala Phe Arg Ala Ser Leu Ser Cys 
590 595 600 



901 



Val Leu Pro Asp Phe 
605 

Gly Ala Cys Phe Asp 
620 

Leu Phe Arg Thr Val 
635 

Asp Phe Leu Gly Ala 
650 

Arg Leu Gin Glu Arg 
665 

Ala Leu Asp Ser Tyr 
680 

Arg Gly Val Gly Pro 
695 

:210> 599 

:211> 1297 

:212> DNA 

:213> Homo Sapien 

:400> 599 



ggtccttaat 


ggcagcagcc 


gccgctacca 


agatccttct 


gtgcctcccg 


50 


cttctgctcc 


tgctgtccgg 


ctggtcccgg 


gctgggcgag 


ccgaccctca 


100 


ctctctttgc 


tatgacatca 


ccgtcatccc 


taagttcaga 


cctggaccac 


150 


ggtggtgtgc 


ggttcaaggc 


caggtggatg 


aaaagacttt 


tcttcactat 


200 


gactgtggca 


acaagacagt 


cacacctgtc 


agtcccctgg 


ggaagaaact 


250 


aaatgtcaca 


acggcctgga 


aagcacagaa 


cccagtactg 


agagaggtgg 


300 


tggacatact 


tacagagcaa 


ctgcgtgaca 


ttcagctgga 


gaattacaca 


350 


cccaaggaac 


ccctcaccct 


gcaggcaagg 


atgtcttgtg 


agcagaaagc 


400 


tgaaggacac 


agcagtggat 


cttggcagtt 


cagtttcgat 


gggcagatct 


450 


tcctcctctt 


tgactcagag 


aagagaatgt 


ggacaacggt 


tcatcctgga 


500 


gccagaaaga 


tgaaagaaaa 


gtgggagaat 


gacaaggttg 


tggccatgtc 


550 


cttccattac 


ttctcaatgg 


gagactgtat 


aggatggctt 


gaggacttct 


600 


tgatgggcat 


ggacagcacc 


ctggagccaa 


gtgcaggagc 


accactcgcc 


650 


atgtcctcag 


gcacaaccca 


actcagggcc 


acagccacca 


ccctcatcct 


700 


ttgctgcctc 


ctcatcatcc 


tcccctgctt 


catcctccct 


ggcatctgag 


750 


gagagtcctt 


tagagtgaca 


ggttaaagct 


gataccaaaa 


ggctcctgtg 


800 



902 



Leu Gin Gly Arg Ala Pro Gly Ser Tyr Val 
610 615 

Arg Leu Leu His Pro Asp Ala Val Pro Ala 
625 630 

Pro Val Phe Thr Leu Pro Ser Gin Leu Pro 
640 645 

Leu Gin Gin Pro Arg Ala Pro Arg Ser Gly 
655 660 

Ala Glu Gin Val Ser Arg Ala Leu Gin Pro 
670 675 

Phe His Pro Pro Gly Thr Pro Ala Pro Gly 
685 690 



Gly Ala Gly Pro Gly Ala Gly Asp Gly Thr 
700 705 



agcacggtct tgatcaaact cgcccttctg tctggccagc tgcccacgac 85 0 

ctacggtgta tgtccagtgg cctccagcag atcatgatga catcatggac 90 0 

ccaatagctc attcactgcc ttgattcctt ttgccaacaa ttttaccagc 950 

agttatacct aacatattat gcaattttct cttggtgcta cctgatggaa 1000 

ttcctgcact taaagttctg gctgactaaa caagatatat cattttcttt 1050 

cttctctttt tgtttggaaa atcaagtact tctttgaatg atgatctctt 1100 

tcttgcaaat gatattgtca gtaaaataat cacgttagac ttcagacctc 1150 

tggggattct ttccgtgtcc tgaaagagaa tttttaaatt atttaataag 1200 

aaaaaattta tattaatgat tgtttccttt agtaatttat tgttctgtac 1250 

tgatatttaa ataaagagtt ctatttccca aaaaaaaaaa aaaaaaa 12 97 

<210> 600 

<211> 246 

<212> PRT 

<213> Homo Sapien 

<400> 600 

Met Ala Ala Ala Ala Ala Thr Lys lie Leu Leu Cys Leu Pro Leu 
15 10 15 

Leu Leu Leu Leu Ser Gly Trp Ser Arg Ala Gly Arg Ala Asp Pro 
20 25 30 

His Ser Leu Cys Tyr Asp lie Thr Val lie Pro Lys Phe Arg Pro 
35 40 45 

Gly Pro Arg Trp Cys Ala Val Gin Gly Gin Val Asp Glu Lys Thr 
50 55 60 

Phe Leu His Tyr Asp Cys Gly Asn Lys Thr Val Thr Pro Val Ser 
65 ~ 70 75 

Pro Leu Gly Lys Lys Leu Asn Val Thr Thr Ala Trp Lys Ala Gin 
80 85 90 

Asn Pro Val Leu Arg Glu Val Val Asp lie Leu Thr Glu Gin Leu 
95 100 105 

Arg Asp lie Gin Leu Glu Asn Tyr Thr Pro Lys Glu Pro Leu Thr 
110 115 120 

Leu Gin Ala Arg Met Ser Cys Glu Gin Lys Ala Glu Gly His Ser 
125 130 135 

Ser Gly Ser Trp Gin Phe Ser Phe Asp Gly Gin lie Phe Leu Leu 
140 145 150 

Phe Asp Ser Glu Lys Arg Met Trp Thr Thr Val His Pro Gly Ala 
155 " 160 165 



903 



Arg Lys Met Lys Glu Lys Trp Glu Asn Asp Lys Val Val Ala Met 
170 175 180 

Ser Phe His Tyr Phe Ser Met Gly Asp Cys He Gly Trp Leu Glu 
185 190 195 

Asp Phe Leu Met Gly Met Asp Ser Thr Leu Glu Pro Ser Ala Gly 
200 205 210 

Ala Pro Leu Ala Met Ser Ser Gly Thr Thr Gin Leu Arg Ala Thr 
215 220 225 

Ala Thr Thr Leu He Leu Cys Cys Leu Leu He He Leu Pro Cys 
230 235 240 

Phe He Leu Pro Gly He 
245 

<210> 601 

<211> 1841 

<212> DNA 

<213> Homo Sapien 

<400> 601 



gcagtcagag 


acttcccctg 


cccctcgctg 


ggaaagaaca 


ttaggaatgc 


50 


ctttt aotac 


cttgcttcct 


gaactagctc 


acagtagccc 


qqcqqcccag 

ZjZj ZJZj ZJ 


100 


ggcaatccga 


ccacatttca 


ctctcaccgc 


tgtaggaatc 


cagatgcagg 


150 


ccaagtacag 


cagcacgagg 


gacatgctgg 


atgatgatgg 


ggacaccacc 


200 


atgagcctgc 


attctcaagc 


ctctgccaca 


actcggcatc 


cagagccccg 


250 


gcgcacagag 


cacagggctc 


cctcttcaac 


gtggcgacca 


gtggccctga 


300 


ccctgctgac 


tttgtgcttg 


gtgctgctga 


tagggctggc 


agccctgggg 


350 


cttttgtttt 


ttcagtacta 


ccagctctcc 


aatactggtc 


aagacaccat 


400 


ttctcaaatg 


gaagaaagat 


taggaaatac 


gtcccaagag 


ttgcaatctc 


450 


ttcaagtcca 


gaatataaag 


cttgcaggaa 


gtctgcagca 


tgtggctgaa 


500 


aaactctgtc 


gtgagctgta 


taacaaagct 


ggagcacaca 


ggtgcagccc 


550 


ttgtacagaa 


caatggaaat 


ggcatggaga 


caattgctac 


cagttctata 


600 


aagacagcaa 


aagttgggag 


gactgtaaat 


atttctgcct 


tagtgaaaac 


650 


tctaccatgc 


tgaagataaa 


caaacaagaa 


gacctggaat 


ttgccgcgtc 


700 


tcagagctac 


tctgagtttt 


tctactctta 


ttggacaggg 


cttttgcgcc 


750 


ctgacagtgg 


caaggcctgg 


ctgtggatgg 


atggaacccc 


tttcacttct 


800 


gaactgttcc 


atattataat 


agatgtcacc 


agcccaagaa 


gcagagactg 


850 



904 





tgtggccatc 


ctcaatggga 


tgatcttctc 


aaaggactgc aaagaattga 


900 




agcgttgtgt 


ctgtgagaga 


agggcaggaa 


tggtgaagcc agagagcctc 


950 




catgtccccc 


ctgaaacatt 


aggcgaaggt 


gactgattcg ccctctgcaa 


1000 




ctacaaatag 


cagagtgagc 


caggcggtgc 


caaagcaagg gctagttgag 


1050 




acattgggaa 


atggaacata 


atcaggaaag 


actatctctc tgactagtac 


1100 




aaaatgggtt 


ctcgtgtttc 


ctgttcagga 


tcaccagcat ttctgagctt 


1150 




gggtttatgc 


acgtatttaa 


cagtcacaag 


aagtcttatt tacatgccac 


1200 




caaccaacct 


cagaaaccca 


taatgtcatc 


tgccttcttg gcttagagat 


1250 




aacttttagc 


tctctttctt 


ctcaatgtct 


aatatcacct ccctgttttc 


1300 




atgtcttcct 


tacacttggt 


ggaataagaa 


actttttgaa gtagaggaaa 


1350 




tacattgagg 


taacatcctt 


ttctctgaca 


gtcaagtagt ccatcagaaa 


1400 




ttggcagtca 


cttcccagat 


tgtaccagca 


aatacacaag gaattctttt 


1450 




tgtttgtttc 


agttcatact 


agtcccttcc 


caatccatca gtaaagaccc 


1500 


m 

m 


catctgcctt 


gtccatgccg 


tttcccaaca 


gggatgtcac ttgatatgag 


1550 


i f\ 
m 


aatctcaaat 


ctcaatgcct 


tataagcatt 


ccttcctgtg tccattaaga 


1600 




ctctgataat 


tgtctcccct 


ccataggaat 


ttctcccagg aaagaaatat 


1650 


;; .;' 


atccccatct 


ccgtttcata 


tcagaactac 


cgtccccgat attcccttca 


1700 




gagagattaa 


agaccagaaa 


aaagtgagcc 


tcttcatctg cacctgtaat 


1750 




agtttcagtt 


cctattttct 


tccattgacc 


catatttata cctttcaggt 


1800 


^ : 

3 fc< 


actgaagatt 


taataataat 


aaatgtaaat 


actgtgaaaa a 1841 





<210> 602 
<211> 280 
<212> PRT 
<213> Homo Sapien 



<400> 602 

Met Gin Ala Lys Tyr Ser Ser Thr Arg Asp Met Leu Asp Asp Asp 

1 5 10 15 

Gly Asp Thr Thr Met Ser Leu His Ser Gin Ala Ser Ala Thr Thr 

20 25 30 

Arg His Pro Glu Pro Arg Arg Thr Glu His Arg Ala Pro Ser Ser 

35 40 45 

Thr Trp Arg Pro Val Ala Leu Thr Leu Leu Thr Leu Cys Leu Val 

50 55 60 



905 



Leu Leu lie Gly Leu Ala Ala Leu Gly Leu Leu Phe Phe Gin Tyr 
65 70 75 

Tyr Gin Leu Ser Asn Thr Gly Gin Asp Thr He Ser Gin Met Glu 
80 85 90 

Glu Arg Leu Gly Asn Thr Ser Gin Glu Leu Gin Ser Leu Gin Val 
95 100 105 

Gin Asn He Lys Leu Ala Gly Ser Leu Gin His Val Ala Glu Lys 
110 115 120 

Leu Cys Arg Glu Leu Tyr Asn Lys Ala Gly Ala His Arg Cys Ser 
125 130 135 

Pro Cys Thr Glu Gin Trp Lys Trp His Gly Asp Asn Cys Tyr Gin 
140 145 150 

Phe Tyr Lys Asp Ser Lys Ser Trp Glu Asp Cys Lys Tyr Phe Cys 
155 160 165 

Leu Ser Glu Asn Ser Thr Met Leu Lys He Asn Lys Gin Glu Asp 
170 175 180 

Leu Glu Phe Ala Ala Ser Gin Ser Tyr Ser Glu Phe Phe Tyr Ser 
185 190 195 

Tyr Trp Thr Gly Leu Leu Arg Pro Asp Ser Gly Lys Ala Trp Leu 
200 205 210 

Trp Met Asp Gly Thr Pro Phe Thr Ser Glu Leu Phe His He He 
215 220 225 

He Asp Val Thr Ser Pro Arg Ser Arg Asp Cys Val Ala He Leu 
230 235 240 

Asn Gly Met He Phe Ser Lys Asp Cys Lys Glu Leu Lys Arg Cys 
245 250 255 

Val Cys Glu Arg Arg Ala Gly Met Val Lys Pro Glu Ser Leu His 
260 265 270 

Val Pro Pro Glu Thr Leu Gly Glu Gly Asp 
275 280 



<210> 603 
<211> 957 
<212> DNA 
<213> Homo Sapien 

<400> 603 

gggagagagg ataaatagca gcgtggcttc cctggctcct ctctgcatcc 50 
ttcccgacct tcccagcaat atgcatcttg cacgtctggt cggctcctgc 100 
tccctccttc tgctactggg ggccctgtct ggatgggcgg ccagcgatga 150 
ccccattgag aaggtcattg aagggatcaa ccgagggctg agcaatgcag 200 
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agagagaggt 


gggcaaggcc 


ctggatggca 


tcaacagtgg 


aatcacgcat 


250 


gccggaaggg 


aagtggagaa 


ggttttcaac 


ggacttagca 


acatggggag 


300 


ccacaccggc 


aaggagttgg 


acaaaggcgt 


ccaggggctc 


aaccacggca 


350 


tggacaaggt 


tgcccatgag 


atcaaccatg 


gtattggaca 


agcaggaaag 


400 


gaagcagaga 


agcttggcca 


tggggtcaac 


aacgctgctg 


gacaggccgg 


450 


gaaggaagca 


gacaaagcgg 


tccaagggtt 


ccacactggg 


gtccaccagg 


500 


ctgggaagga 


agcagagaaa 


cttggccaag 


gggtcaacca 


tgctgctgac 


550 


caggctggaa 


aggaagtgga 


gaagcttggc 


caaggtgccc 


accatgctgc 


600 


tggccaggcc 


gggaaggagc 


tgcagaatgc 


tcataatggg 


gtcaaccaag 


650 


ccagcaagga 


ggccaaccag 


ctgctgaatg 


gcaaccatca 


aagcggatct 


700 


tccagccatc 


aaggaggggc 


cacaaccacg 


ccgttagcct 


ctggggcctc 


750 


agtcaacacg 


cctttcatca 


accttcccgc 


cctgtggagg 


agcgtcgcca 


800 


acatcatgcc 


ctaaactggc 


atccggcctt 


gctgggagaa 


taatgtcgcc 


850 


gttgtcacat 


cagctgacat 


gacctggagg 


ggttgggggt 


gggggacagg 


900 


tttctgaaat 


ccctgaaggg 


ggttgtactg 


ggatttgtga 


ataaacttga 


950 



tacacca 957 

<210> 604 
<211> 247 
<212> PRT 
<213> Homo Sapien 

<400> 604 
Met His Leu Ala Arg Leu Val Gly Ser 
1 5 

Leu Gly Ala Leu Ser Gly Trp Ala Ala 
2 0 

Lys Val lie Glu Gly He Asn Arg Gly 
35 

Glu Val Gly Lys Ala Leu Asp Gly He 
50 

Ala Gly Arg Glu Val Glu Lys Val Phe 
65 

Gly Ser His Thr Gly Lys Glu Leu Asp 
80 

Asn His Gly Met Asp Lys Val Ala His 



Cys Ser 
10 

Ser Asp 
25 

Leu Ser 
40 

Asn Ser 
55 

Asn Gly 
70 

Lys Gly 
85 

Glu He 
100 



Leu Leu 
Asp Pro 
Asn Ala 
Gly He 
Leu Ser 
Val Gin 
Asn His 



Leu Leu 
15 

He Glu 
30 

Glu Arg 
45 

Thr His 

60 

Asn Met 
75 

Gly Leu 
90 

Gly He 
105 
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Gly Gin Ala Gly Lys Glu Ala Glu Lys Leu Gly His Gly Val Asn 
110 115 120 

Asn Ala Ala Gly Gin Ala Gly Lys Glu Ala Asp Lys Ala Val Gin 
125 130 135 

Gly Phe His Thr Gly Val His Gin Ala Gly Lys Glu Ala Glu Lys 
140 145 150 

Leu Gly Gin Gly Val Asn His Ala Ala Asp Gin Ala Gly Lys Glu 
155 160 165 

Val Glu Lys Leu Gly Gin Gly Ala His His Ala Ala Gly Gin Ala 
170 175 180 

Gly Lys Glu Leu Gin Asn Ala His Asn Gly Val Asn Gin Ala Ser 
185 190 195 

Lys Glu Ala Asn Gin Leu Leu Asn Gly Asn His Gin Ser Gly Ser 
200 205 210 

Ser Ser His Gin Gly Gly Ala Thr Thr Thr Pro Leu Ala Ser Gly 
215 220 225 

Ala Ser Val Asn Thr Pro Phe lie Asn Leu Pro Ala Leu Trp Arg 

230 235 240 

Ser Val Ala Asn lie Met Pro 
245 

<210> 605 

<211> 1098 

<212> DNA 

<213> Homo Sapien 

<400> 605 



gcgacgcgcg 


gcggggcggc 


gagaggaaac 


gcggcgccgg 


gccgggcccg 


50 


gccctggaga 


tggtccccgg 


cgccgcgggc 


tggtgttgtc 


tcgtgctctg 


100 


gctccccgcg 


tgcgtcgcgg 


cccacggctt 


ccgtatccat 


gattatttgt 


150 


actttcaagt 


gctgagtcct 


ggggacattc 


gatacatctt 


cacagccaca 


200 


cctgccaagg 


actttggtgg 


tatctttcac 


acaaggtatg 


agcagattca 


250 


ccttgtcccc 


gctgaacctc 


cagaggcctg 


cggggaactc 


agcaacggtt 


300 


tcttcatcca 


ggaccagatt 


gctctggtgg 


agaggggggg 


ctgctccttc 


350 


ctctccaaga 


ctcgggtggt 


ccaggagcac 


ggcgggcggg 


cggtgatcat 


400 


ctctgacaac 


gcagttgaca 


atgacagctt 


ctacgtggag 


atgatccagg 


450 


acagtaccca 


gcgcacagct 


gacatccccg 


ccctcttcct 


gctcggccga 


500 


gacggctaca 


tgatccgccg 


ctctctggaa 


cagcatgggc 


tgccatgggc 


550 
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catcatttcc 


atcccagtca 


atgtcaccag 


catccccacc 


tttgagctgc 


600 


tgcaaccgcc 


ctggaccttc 


tggtagaaga 


gtttgtccca 


cattccagcc 


650 


ataagtgact 


ctgagctggg 


aaggggaaac 


ccaggaattt 


tgctacttgg 


700 


aatttggaga 


tagcatctgg 


ggacaagtgg 


agccaggtag 


aggaaaaggg 


750 


tttgggcgtt 


gctaggctga 


aagggaagcc 


acaccactgg 


ccttcccttc 


800 


cccagggccc 


ccaagggtgt 


ctcatgctac 


aagaagaggc 


aagagacagg 


850 


ccccagggct 


tctggctaga 


acccgaaaca 


aaaggagctg 


aaggcaggtg 


900 


gcctgagagc 


catctgtgac 


ctgtcacact 


cacctggctc 


cagcctcccc 


950 


tacccagggt 


ctctgcacag 


tgaccttcac 


agcagttgtt 


ggagtggttt 


1000 


aaagagctgg 


tgtttgggga 


ctcaataaac 


cctcactgac 


tttttagcaa 


1050 


taaagcttct 


catcagggtt 


gcaaaaaaaa 


aaaaaaaaaa 


aaaaaaaa 1098 



:210> 606 
:211> 188 
:212> PRT 
:213> Homo Sapien 

:400> 606 

Met Val Pro Gly Ala Ala 
1 5 

Pro Ala Cys Val Ala Ala 
20 

Tyr Phe Gin Val Leu Ser 
35 

Ala Thr Pro Ala Lys Asp 
50 

Glu Gin He His Leu Val 
65 

Glu Leu Ser Asn Gly Phe 
80 

Glu Arg Gly Gly Cys Ser 
95 

Glu His Gly Gly Arg Ala 
110 

Asn Asp Ser Phe Tyr Val 
125 

Thr Ala Asp He Pro Ala 
140 



Gly Trp Cys Cys Leu Val Leu Trp Leu 
10 15 

His Gly Phe Arg He His Asp Tyr Leu 
25 30 

Pro Gly Asp He Arg Tyr He Phe Thr 
40 45 

Phe Gly Gly He Phe His Thr Arg Tyr 
55 60 

Pro Ala Glu Pro Pro Glu Ala Cys Gly 
70 75 

Phe He Gin Asp Gin He Ala Leu Val 
85 90 

Phe Leu Ser Lys Thr Arg Val Val Gin 
100 105 

Val He He Ser Asp Asn Ala Val Asp 
115 120 

Glu Met He Gin Asp Ser Thr Gin Arg 
130 135 



Leu Phe Leu Leu Gly Arg Asp Gly Tyr 
145 150 
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Met lie Arg Arg Ser Leu Glu Gin His Gly Leu Pro Trp Ala lie 
155 160 165 

lie Ser He Pro Val Asn Val Thr Ser He Pro Thr Phe Glu Leu 
170 175 180 

Leu Gin Pro Pro Trp Thr Phe Trp 
185 

<210> 607 

<211> 2265 

<212> DNA 

<213> Homo Sapien 

<400> 607 



gcatttgcca 


ctggttgcag 


atcaggcgga 


cgaggagccg 


ggaaggcaga 


50 


gccatgtggc 


tgccccctgc 


tctgctcctt 


ctcagcctct 


caggctgttt 


100 


ctccatccaa 


ggcccagagt 


ctgtgagagc 


cccagagcag 


gggtccctga 


150 


cggttcaatg 


ccactataag 


caaggatggg 


agacctacat 


taagtggtgg 


200 


tgccgagggg 


tgcgctggga 


tacatgcaag 


atcctcattg 


aaaccagagg 


250 


gtcggagcaa 


ggagagaaga 


gtgaccgtgt 


gtccatcaag 


gacaatcaga 


300 


aagaccgcac 


gttcactgtg 


accatggagg 


ggctcaggcg 


agatgacgca 


350 


gatgtttact 


ggtgtgggat 


tgaaagaaga 


ggacctgacc 


ttgggactca 


400 


agtgaaagtg 


atcgttgacc 


cagagggagc 


ggcttccaca 


acagcaagct 


450 


cacctaccaa 


cagcaatatg 


gcagtgttca 


tcggctccca 


caagaggaac 


500 


cactacatgc 


tcctggtatt 


tgtgaaggtg 


cccatcttgc 


tcatcttggt 


550 


cactgccatc 


ctctggttga 


aggggtctca 


gagggtccct 


gaggagccag 


600 


gggaacagcc 


tatctacatg 


aacttctccg 


aacctctgac 


taaagacatg 


650 


gccacttaga 


gagatggatc 


tgcagagcct 


tcctgccctg 


gccacgtttc 


700 


cagaagagac 


tcgggctgtg 


gaaggaacat 


ctacgagtcc 


tcgggatgca 


750 


gtgactgaga 


taggggccct 


gggcctccgc 


cctggccttg 


gagctggtgg 


800 


gcacctccct 


gttctgcaca 


gctcagggac 


ttagccaggt 


cctctcctga 


850 


gccaccatca 


cctcctgggg 


tgccagcacc 


tgttctcttg 


gtcaggagct 


900 


gtagagatgg 


agctcaagca 


ctggacgact 


ctgtccccac 


tgctggaata 


950 


actcgggcac 


agagcatggg 


accaaagtac 


agaaagaggt 


tgggggagac 


1000 


ccccccagcc 


ctagacttcc 


atcattccgg 


agaccaactc 


aacaccgtct 


1050 


ttgcctgaga 


acctgatata 


tccgtgtttt 


taaatttttt 


tttttctagc 


1100 
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aaagttgggt 


tttaatgact 


tatgttcata 


ggaaacctct 


ctgatcccac 


1150 


acacaaggag 


ggtgattctg 


ggatgagttc 


ctggttctag 


ggcatgaggg 


1200 


gctggatgga 


ccctgtcccc 


agggaggaca 


tggctctgag 


tccacagggc 


1250 


tgaggaggca 


atgggaacct 


ccctggcccg 


gcccggtgct 


tgtcctcccc 


1300 


ctcccacctc 


ttcctcctcc 


tagctcccca 


agctccctgc 


ctattccccc 


1350 


acctccgagg 


ggctgcagct 


tgggagcctc 


ctcagcatga 


cagcttgggt 


1400 


ctcctcccca 


aaagagcctg 


tcaggcctca 


agaaccacct 


ccaggtgggg 


1450 


agggcagtaa 


cgaaaaccat 


cgcaggaaat 


ggcaccctcc 


cttttcggtg 


1500 


atgttgaaat 


catgttacta 


atgaaaactg 


tcctagggaa 


gtggttctgt 


1550 


ctcctcacag 


gcttcaccca 


cggcgatgag 


gcccttgaat 


gtggtcactt 


1600 


tgtgctgtat 


ggttgaggga 


ccctcacacc 


aaagggacct 


tcccatgtga 


1650 


gatgtgctcc 


cgcccccacc 


tgcccacaag 


caaacacacc 


acacatgttc 


1700 


ggcatgttgc 


cctttgaaca 


cccatgagga 


cgcctccaac 


ctgctcttgg 


1750 


ttctaatagg 


gagtactgac 


tgtcagcagt 


ggataaagga 


gaggggaccc 


1800 


tctggtccct 


agcatggcac 


ccagagcctc 


ccctcttctt 


gtccttcagc 


1850 


caaagagaaa 


ctttctctga 


ctttgaactg 


aatttaggtc 


tctggccaat 


1900 


gatgggcctg 


aaaattccat 


aatggccaga 


gaggagagtt 


cgagcccggc 


1950 


taagatcccc 


tgagtcattc 


tgtgagggac 


caagacccac 


agtccaccag 


2000 


ccccagggcc 


ctacctcctg 


gaatgctttc 


ctggatccag 


cttcccgaag 


2050 


atccgaccag 


acccagggag 


gacggcaccg 


ctccgcggga 


gggaaagcca 


2100 


aagcatggtg 


cttcaccagc 


tggactcagg 


ggcgagggga 


catgggcgct 


2150 


tgtcaacgtg 


atgtcattct 


tttcccaccg 


tttcttcctg 


ttgatattca 


2200 


atgaatccgt 


caatctctct 


gggaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2250 


aaaaaaaaaa 


aaaaa 22 65 











:210> 608 
:211> 201 
:212> PRT 
:213> Homo Sapien 

:400> 608 

Met Trp Leu Pro Pro Ala Leu Leu Leu Leu Ser Leu Ser Gly Cys 
1 5 10 15 

Phe Ser He Gin Gly Pro Glu Ser Val Arg Ala Pro Glu Gin Gly 
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20 25 30 

Ser Leu Thr Val Gin Cys His Tyr Lys Gin Gly Trp Glu Thr Tyr 

35 40 45 

lie Lys Trp Trp Cys Arg Gly Val Arg Trp Asp Thr Cys Lys lie 

50 55 60 

Leu lie Glu Thr Arg Gly Ser Glu Gin Gly Glu Lys Ser Asp Arg 

65 " 70 75 

Val Ser lie Lys Asp Asn Gin Lys Asp Arg Thr Phe Thr Val Thr 

80 85 90 

Met Glu Gly Leu Arg Arg Asp Asp Ala Asp Val Tyr Trp Cys Gly 

95 100 105 

lie Glu Arg Arg Gly Pro Asp Leu Gly Thr Gin Val Lys Val lie 

110 115 120 

Val Asp Pro Glu Gly Ala Ala Ser Thr Thr Ala Ser Ser Pro Thr 

125 130 135 

Asn Ser Asn Met Ala Val Phe He Gly Ser His Lys Arg Asn His 

140 145 150 

Tyr Met Leu Leu Val Phe Val Lys Val Pro He Leu Leu He Leu 

155 160 165 

Val Thr Ala He Leu Trp Leu Lys Gly Ser Gin Arg Val Pro Glu 

170 175 180 

Glu Pro Gly Glu Gin Pro He Tyr Met Asn Phe Ser Glu Pro Leu 

185 190 195 

Thr Lys Asp Met Ala Thr 
200 

<210> 609 

<211> 1571 

<212> DNA 

<213> Homo Sapien 

<400> 609 



gatggcgcag 


ccacagcttc 


tgtgagattc 


gatttctccc 


cagttcccct 


50 


gtgggtctga ggggaccaga 


agggtgagct 


acgttggctt 


tctggaaggg 


100 


gaggctatat 


gcgtcaattc 


cccaaaacaa 


gttttgacat 


ttcccctgaa 


150 


atgtcattct 


ctatctattc 


actgcaagtg 


cctgctgttc 


caggccttac 


200 


ctgctgggca 


ctaacggcgg 


agccaggatg 


gggacagaat 


aaaggagcca 


250 


cgacctgtgc 


caccaactcg 


cactcagact 


ctgaactcag 


acctgaaatc 


300 


ttctcttcac 


gggaggcttg 


gcagtttttc 


ttactcctgt 


ggtctccaga 


350 
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tttcaggcct 


aagatgaaag 


cctctagtct 


tgccttcagc 


cttctctctg 


400 




ctgcgtttta 


tctcctatgg 


actccttcca 


ctggactgaa 


gacactcaat 


450 




ttgggaagct 


gtgtgatcgc 


cacaaacctt 


caggaaatac 


gaaatggatt 


500 




ttctgagata 


cggggcagtg 


tgcaagccaa 


agatggaaac 


attgacatca 


550 




gaatcttaag 


gaggactgag 


tctttgcaag 


acacaaagcc 


tgcgaatcga 


600 




tgctgcctcc 


tgcgccattt 


gctaagactc 


tatctggaca 


gggtatttaa 


650 




aaactaccag 


acccctgacc 


attatactct 


ccggaagatc 


agcagcctcg 


700 




ccaattcctt 


tcttaccatc 


aagaaggacc 


tccggctctc 


tcatgcccac 


750 




atgacatgcc 


attgtgggga 


ggaagcaatg 


aagaaataca 


gccagattct 


800 




gagtcacttt 


gaaaagctgg 


aacctcaggc 


agcagttgtg 


aaggctttgg 


850 




gggaactaga 


cattcttctg 


caatggatgg 


aggagacaga 


ataggaggaa 


900 




agtgatgctg 


ctgctaagaa 


tattcgaggt 


caagagctcc 


agtcttcaat 


950 


r\ 


acctgcagag 


gaggcatgac 


cccaaaccac 


catctcttta 


ctgtactagt 


1000 


!li 


cttgtgctgg 


tcacagtgta 


tcttatttat 


gcattacttg 


cttccttgca 


1050 




tgattgtctt 


tatgcatccc 


caatcttaat 


tgagaccata 


cttgtataag 


1100 


m 

m 


atttttgtaa 


tatctttctg 


ctattggata 


tatttattag 


ttaatatatt 


1150 


S 


tatttatttt 


ttgctattta 


atgtatttat 


ttttttactt 


ggacatgaaa 


1200 


}*& 


ctttaaaaaa 


attcacagat 


tatatttata 


acctgactag 


agcaggtgat 


1250 


Ul 


gtatttttat 


acagtaaaaa 


aaaaaaacct 


tgtaaattct 


agaagagtgg 


1300 


^ 3 


ctaggggggt 


tattcatttg 


tattcaacta 


aggacatatt 


tactcatgct 


1350 




gatgctctgt 


gagatatttg 


aaattgaacc 


aatgactact 


taggatgggt 


1400 




tgtggaat aa 


gttttgatgt 


ggaattgcac 


atctacctta 


caattactga 


1450 




ccatccccag 


tagactcccc 


agtcccataa 


ttgtgtatct 


tccagccagg 


1500 




aatcctacac 


ggccagcatg 


tatttctaca 


aataaagttt 


tctttgcata 


1550 




ccaaaaaaaa 


aaaaaaaaaa 


a 1571 









<210> 610 
<211> 261 
<212> PRT 
<213> Homo Sapien 

<400> 610 

Met Arg Gin Phe Pro Lys Thr Ser Phe Asp lie Ser Pro Glu Met 
1 5 10 15 
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Ser Phe Ser lie Tyr Ser Leu Gin Val Pro Ala Val Pro Gly Leu 
20 25 30 



Thr Cys Trp Ala Leu Thr Ala Glu Pro Gly Trp Gly Gin Asn Lys 
35 40 45 

Gly Ala Thr Thr Cys Ala Thr Asn Ser His Ser Asp Ser Glu Leu 
50 55 60 

Arg Pro Glu lie Phe Ser Ser Arg Glu Ala Trp Gin Phe Phe Leu 
65 70 75 

Leu Leu Trp Ser Pro Asp Phe Arg Pro Lys Met Lys Ala Ser Ser 
80 85 90 

Leu Ala Phe Ser Leu Leu Ser Ala Ala Phe Tyr Leu Leu Trp Thr 
95 100 105 

Pro Ser Thr Gly Leu Lys Thr Leu Asn Leu Gly Ser Cys Val lie 
110 115 120 

Ala Thr Asn Leu Gin Glu lie Arg Asn Gly Phe Ser Glu He Arg 
125 130 135 

Gly Ser Val Gin Ala Lys Asp Gly Asn He Asp He Arg He Leu 
140 145 150 

Arg Arg Thr Glu Ser Leu Gin Asp Thr Lys Pro Ala Asn Arg Cys 
155 160 165 

Cys Leu Leu Arg His Leu Leu Arg Leu Tyr Leu Asp Arg Val Phe 
170 175 180 

Lys Asn Tyr Gin Thr Pro Asp His Tyr Thr Leu Arg Lys He Ser 
185 190 195 

Ser Leu Ala Asn Ser Phe Leu Thr He Lys Lys Asp Leu Arg Leu 
200 205 210 

Ser His Ala His Met Thr Cys His Cys Gly Glu Glu Ala Met Lys 
215 220 225 

Lys Tyr Ser Gin He Leu Ser His Phe Glu Lys Leu Glu Pro Gin 
230 235 240 

Ala Ala Val Val Lys Ala Leu Gly Glu Leu Asp He Leu Leu Gin 
245 250 255 

Trp Met Glu Glu Thr Glu 

260 

<210> 611 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe. 



914 



<400> 611 

tgtaaaacga cggccagtta aatagacctg caattattaa tct 43 



<210> 612 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe. 
<400> 612 

caggaaacag ctatgaccac ctgcacacct gcaaatccat t 41 



m 

'iv » 
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